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C-pilosula-cPOl GGRAGGGAG
c.pilosula-crP03 G ] S G G GGl G GG G GBAGGGAG
C.pilosula-cPos GBAGGGAG
c.pilosula-CP02 GBAGGGAG
c.pilosula-CPOS GBAGGGAG
c.pilosula-cPO6 G G BCRA G G Gl GGl GGA G G GG G GBAGGGAG
C.pilosula-CPO7 GBAGGGAG
C.pilosula-crP0o8 & GAAGGGAG
c.pilosula-CPO9 c < < GGBAGGGAG
c.pilosula-CP10 G G BAGAA G G Gl GG} G GG G GBAGGGAG
c.pilesula-cpll G GBAGGGAG
C.pilosula-CP12 G GBAGGGAG
c.pilosula-cP13 GGGG: GGG GGBAGGGAG
c.pilosula-CPL4 c < < GGBAGGGAG
c.pilosula-CP1S GBAGGGAG
c.pilesula-cPle GBAGGGAG
c.pilesula-cpP17 G G BCRA G G GGl GGA G G GGRAGGGAG
c.pilosula-CP18 GBAGGGAG
c.pilosula-cP19 c < < GGBAGGGAG
c.pilosula-cP20 GGBAGGGAG
c.pilesula-cp21l G G AGBA G GG} GBAGGGAG
c.pilosula-cp22 GBAGGGAG
c.pilosula-cp23 GBAGGGAG
C.pilosula-cpP2s GBAGGGAG
c.pilosula-CP25 G G G G G GG GGA G G GG G GBAGGGAG
c.pilosula-CP26 GBAGGGAG
c.pilosula-cp27 GBAGGGAG
C.pilosula-Cp28 G G BGAA G G G GGl GGA G G GG G GBAGGGAG
c.pilosula-cP29 GGAAGGGAG
c.pilosula-cP30 c < < GGBAGGGAG
c.pilosula-CP31 G GBAGGGAG
Cc.pilosula-cP32 G G AGBA G GG} G GBAGGGAG
c.pilosula-cP33 GBAGGGAG
c.pilosula-cP32 GBAGGGAG
c.pilosula-cP3s c < < GGBAGGGAG
c.pilosula-CP36 G G G G GG} GGGGA G GGG G GG G GGBAGGGAG
Cc.pilasula-cP37 GBAGGGAG
C.pilosula-cp38 GBAGGGAG
c.pilosula-cP3s G ] S G G GG GGGGA G GGG G GG G GGRAGGGAG
C.pilosula var. modesta-CEM40 c c < GGBAGGGAG
c.pilosula var. modesta-CPM41 GBAGGGAG
C.pilosula var. modesta-CPM42 GGRAGGGAG
C.pilosula var. modesta-CBM43 G G BCRA G G Gl GGl G GG G GBAGGGAG
C.pilosula var. modesta-CEM44 GBAGGGAG
C.pilosula var. modesta-CPM45 GBAGGGAG
c.tangshen-CT46 BCAR GBAGGGAG
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C.pilosula var. modesta—CEM40 G
C.pilosula var. modesta—CEM41 G

c.pilosula var. modesta—CEM42 G GREGAR
C.pilosula var. modesta-CEM43 c GRAGAR
C.pilosula var. modesta-CEMé44 RARGAG G GREGRE
C.pilosula var. modesta-CBM4S (& 22RGAG G GAEGAR
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C.tangshen-CT46 RARGAG GARARA G | GARGAR
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C-pilosula-CPOL G G G BAAA BAG GGG G GG GG G GAAGGA
c.pilosula-CPO3 BRAR BAG G G G GARGGA
C.pilosula—CP04 BARR BAG G G GARGGA
c.pilosula—CP02 G BARA 2AG GBAGGE
c.pilosula-CPO5 G BRAA BAG GAAGGA
c.pilosula-CPO6 anRa naG GABA GGG cal GG GAG G GAAGGA
C.pilosula—CP07 BARA BAG. BAGG GAG GARGGA
c.pilosula—CP08 G G 2223 RAG g GEGe G G GAAGGA
c.pilosula-cPo9 BRRA BAG G GAAGGA
c.pilesula-CcP10 G BaRA BAG GRRGGA
c.pilosula-CP1l BARA BAG. BAGGABAGGGGGAG GG cE GAG, G GARGGA
c.pilosula—CPi2 G ¢ BARA BAG. BACGAABGGGGGAG G G GAAGGA
c.pilosula—CP13 BARA BAG. BAGG GA GA: GBAGGE
c.pilosula-CP14 BARA BAG GRAGGA
c.pilosula—CP15 BRAR BAG G c G
c.pilosula—CPl6 G BARR BAG GGGGGAG GGi GE G GARGGA
c.pilosula—CF17 BARA 2AG GBAGGE
c.pilosula-CP18 BRAA BAG GGGGGAG GGi GG G GRAGGA
c.pilesula-CP19 BRAR BAG G G GARGGA
c.pilosula-CP20 BARA BAG. BAGGABAGGGGGAG GARGGA
c.pilosula-cP21 G ¢ BARA BAG. BACGAABGGGGGAG G G G GAAGGA
c.pilosula-CPa2 G BARA BAG BAGGABAGGGGG G GARGGA
c.pilosula-cp23 BAAA BAG BAGGABAGGGGGAG GG GG GAG G GARGGA
C.pilosula—CP24 BAAR BAG. BAGG G GARGGA
c.pilosula-cP25 G G 2223 RAG c GEGe G G GAAGGA
c.pilosula—CP26 BARA RAG G GBAGGE
c.pilosula-Cp27 BARA BAG GRAGGA
C.pilosula-CP28 BRAR BAG G G GARGGA
c.pilosula-CP29 G BARR BAG c GARGGA
c.pilosula—CP30 BARA 2AG GBAGGE
c.pilosula-cP31 BRAA BAG GAAGGA
c.pilosula—CP32 BRAR BAG G G G
c.pilosula-CP33 G BARA BAG. BBGGABAGGG cal cE GAG G GARGGA
c.pilosula—CP34 G G 2223 RAG G G GAAGGA
c.pilosula-cp35 BRRA BAG GAG GG GG G G GRAGGA
c.pilesula-cP36 BaRA BAG GRRGGA
C.pilosula—CP37 G BRAR BAG GGAG GARGGA
c.pilosula—CP38 G ¢ BARA BAG. BACGAABGGGGGAG G G G GAAGGA
c.pilosula—CP39 BARA BAG. BAGGABRAGGGGG G GABGGA
C.pilosula var. modesta-CPM40 (g BARA BAG BAGGABAGGGGGAG GG GG GAG G GARGGA
C.pilosula var. modesta-CPM41 BAAA BAG. BAGGABAGGGGGE G GARGGA
C.pilosula var. modesta-CEM42 G BARR BAG GARGGA
C.pilosula var. modesta-CEM43 BARA 2AG GBAGGE
C.pilosula var. modesta-CPM44 BRAA BAG GAAGGA
c.pilosula var. modesta-CPM45S BRAR BAG

c.tangshen-CT46 RAAA BAG

Fig. S1.The thumbnail picture of ITS sequences of 46 Codonopsis taxa specimens
The variable base sites were located at 122nd, 135th, 226th and 500th nucleotide positions respectively.



