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Abstract: On account of their overexpression in a wide range of human malignancies, cyclin-dependent
kinases (CDKs) are among the most validated cancer targets, and their inhibition has been featured as
a valuable strategy for anticancer drug discovery. In this study, a hybrid pharmacophore approach was
adopted to develop two series of oxindole-indole conjugates (6a—i and 9a—f) and carbocycle-indole
conjugates (11a,b) as efficient antitumor agents with potential inhibitory action toward CDK4.
All oxindole-indole conjugates, except 6i, 9b, and 9c efficiently affected the growth of the human
breast cancer MCF-7 (ICsq: 0.39 + 0.05-21.40 + 1.58 uM) and/or MDA-MB-231 (ICs5p: 1.03 + 0.04-22.54
+ 1.67 uM) cell lines, whereas bioisosteric replacement of the oxindole nucleus with indane or tetralin
rings (compounds 11a,b) diminished the anti-proliferative activity. In addition, hybrids 6e and 6f
displayed effective cell cycle disturbance and proapoptotic capabilities in MCF-7 cells. Furthermore,
the efficient anti-proliferative agents towards MCF-7 and/or MDA-MB-231 cell lines (6a-h, 9a, and 9e)
were investigated for their potential inhibitory action toward CDK4. Hybrids 6a and 6e displayed
good CDK4 inhibitory activity with ICsps equal 1.82 and 1.26 puM, respectively. The molecular docking
study revealed that oxindole moiety is implicated in two H-bonding interactions via both (NH) and
(C=0) groups with the key amino acids Glu94 and Val96, respectively, whereas the indole framework
is stably accommodated in a hydrophobic sub-pocket establishing hydrophobic interactions with
the amino acid residues of Ile12, Val20, and GIn98 lining this sub-pocket. Collectively, these results
highlighted hybrids 6a and 6e as good leads for further optimization as promising antitumor drugs
toward breast malignancy and CDK inhibitors.
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1. Introduction

Cancer is a serious health problem that is considered a leading cause of death worldwide. Cancer
is characterized by uncontrolled cell proliferation and differentiation mechanisms [1]. Although it
started long ago, the search for effective and safer new antitumor drugs is yet an active research
topic [2]. This is attributed to the systemic toxicity caused by the non-selective traditional cytotoxic
chemotherapies and their side effects, in addition to the resistance emerged toward them [2]. On the
other hand, targeted therapies selectively target cancer cells or their supporting environment with
minimum effects on normal cells [3,4].

Cyclin-dependent kinases (CDKs) are categorized as protein serine/threonine kinases that are
responsible for regulating the cell cycle through the complexation with regulatory proteins known as
“cyclins”. These complexes are responsible for the progression of the cell cycle through its different
phases [5,6]. This key role of CDKs in cell cycle progression makes them potential targets for cancer
treatment and makes their inhibitors promising for targeted chemotherapy [7-10].

CDK4 is a key CDK cell cycle regulator that is responsible for the progression from the G1 to
S phase through complexation with cyclin-D at the G1-phase [11,12]. Several cancer types such as
non-small cell lung cancer, colorectal carcinomas, melanomas, and breast cancer involve decreased
levels of endogenous CDK inhibitors, as well as CDK4 overexpression [13,14]. Moreover, CDK4
cognate cyclin “cyclin D1” is commonly upregulated in several cancer types such as breast, lung,
bladder, and GIT cancers [15]. Therefore, CDK4 inhibition is featured as a potential strategy for targeted
treatment of several cancers through cell cycle arrest within the G1 phase [16]. Palbociclib, ribociclib,
and abemaciclib (Figure 1) are recently approved CDK4/6 inhibitors for advanced or metastatic breast
cancer treatment [17-19].

As a privileged scaffold, isatin (indole-2,3-dione) represents a leading and promising heterocyclic
nucleus that is endowed with a range of interesting biological properties, chiefly antitumor activities [20].
Upon FDA approval in 2006 of the anticancer drug sunitinib (Sutent®, Figure 1), a multikinase
oxindole-based inhibitor, for gastrointestinal stromal tumor as well as renal cell carcinoma [21],
the isatin nucleus was extensively utilized for the development of diverse effective small molecules
with efficient anticancer activities. In this vein, diverse oxindole-based derivatives were designed and
synthesized as potential inhibitors for several tyrosine and serine/threonine kinases such as CDKs [22],
FLT3 kinase [23], polo-like kinase 4 (PLK4) [24], glycogen synthase kinase-3$ (GSK-3f) [25], aurora B
kinase [26], p90 ribosomal S6 protein kinase 2 (RSK2) [27], and microtubule affinity-regulating kinase 4
(MARK4) [28], to name just a few.

In the current medical era, the molecular hybridization strategy is being featured as a promising
drug design approach, particularly in anticancer drug discovery [29,30]. It is thought that conjugating
two or more pharmacophoric subunits from different biologically active molecules in the molecular
architecture of a single hybrid compound might reduce the risk of drug—drug interactions, overcome
the drug resistance, and enhance the biological activity via the potential interaction with two targets
as one single entity [31]. In this field, our research group has reported many studies concerning
the development of efficient oxindole-based anticancer hybrids (hybrids I-III [32-34], Figure 1) that
exhibited different enzymatic and cellular targets such as apoptosis induction in different human
cancer cell lines [35,36], inhibition of cancer-related carbonic anhydrase IX isoform [37,38], in addition
to inhibition of tyrosine kinases [39,40].

Prompted by the above-mentioned findings, in this study we adopted a hybrid pharmacophore
approach to develop different series of oxindole/carbocycle-indole conjugates (6a—i, 9a—f, and 11a,b)
aiming to develop efficient antitumor agents with potential inhibitory action toward CDK4. First,
the privileged indole moiety was selected to be conjugated with the isatin scaffold to furnish the first
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series (6a—i); thereafter, N-1 of the oxindole moiety was alkylated and benzylated to produce the second
set of target hybrids (9a—f) (Figure 1). Finally, a bioisosteric replacement approach was carried out by
replacing the oxindole moiety with another carbocyclic moieties, indane and tetralin rings, to yield the
third set (11a,b) with a view to investigating the significance of the oxindole moiety in achieving the
desired biological activities (Figure 1).
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Figure 1. Chemical structures for the approved CDK4/6 inhibitors (palbociclib, ribociclib, and

abemaciclib), approved oxindole-based anticancer drug (sunitinib), some reported oxindole-based
anticancer hybrids (I-III), and the target hybrids (6a—i, 9a—f, and 11a,b).

All the reported conjugates (6a-i, 9a—f, and 11a,b) were examined for their potential cytotoxic
activity towards MCF-7 and MDA-MB-231 cancer cell lines via SRB assay. Thereafter, hybrids 6e and
6f were further explored for their plausible influence on cell cycle progression and apoptosis induction
possibility in breast cancer MCFE-7 cells. In addition, the most efficient anti-proliferative agents towards
MCEF-7 and/or MDA-MB-231 cells (conjugates 6a-h, 9a, and 9e) were examined for their inhibitory
action toward CDK4, and then docked in the CDK4 binding site to justify their inhibitory action as
well as to explore their binding pattern.

2. Results and Discussion

2.1. Chemistry

Preparation of targeted conjugates 6a—i, 9a—f, and 11a,b was performed according to the general
synthetic tracks as shown in Schemes 1-3. In the first scheme, esterification of 1H-indole-2-carboxylic
acid 1was performed through refluxing in absolute ethanol in the presence of thionyl chloride to produce
ethyl 1H-indole-2-carboxylate 3 [41], which was subsequently treated by hydrazine monohydrate
(NoH4-HO) in boiling ethanol to produce the key intermediate 1H-indole-2-carbohydrazide 4.
Final target hybrids 6a—i were obtained via condensation of 1H-indole-2-carbohydrazide 4 with
the appropriate unsubstituted (5a), 5-substituted (5b-h), and 5,7-disubstituted (5i) isatin derivative in
refluxing glacial acetic acid for four hours (Scheme 1).
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Scheme 1. Synthesis of conjugates 6a-i; (i) SOCly/reflux 6 h; (ii), (iii) 99% NH,NH,.H,O/ethanol/reflux
2 h; (iii) glacial acetic acid/reflux 4 h.
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Scheme 2. Synthesis of conjugates 9a—f; (i) acetonitrile/K,COs/reflux 4 h; (ii) 1H-indole-2-carbohydrazide
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In Scheme 2, N-substituted isatins 8a—f were prepared through N-alkylation of isatins 5a and 5c¢ with
different alkyl halides 7a—e in boiling acetonitrile in the presence of K;COj3. Thereafter, the produced
N-substituted isatins 8a—f were condensed with the key intermediate 1H-indole-2-carbohydrazide 4 in
refluxing glacial acetic acid in order to yield the target hybrids 9a—f (Scheme 2).

Lastly, treating the hydrazide 4 with 2-indanone 10a and 1-tetralone 10b in refluxing glacial acetic
acid afforded the final compounds 11a and 11b, respectively (Scheme 3).

The proposed structures for the target conjugates 6a-i, 9a—f, and 11a,b were in full accordance
with their spectral and elemental analyses data.

2.2. Biological Evaluation

2.2.1. Anti-Proliferative Activities towards Breast Cancer Cell Lines (MCF-7 and MDA-MB-231)

All the synthesized conjugates (6a—i, 9a—f, and 11a,b) were examined for the potential cytotoxic
activity towards breast cancer MCF-7 and MDA-MB-231 cell lines, utilizing the protocol of
the sulforhodamine B colorimetric (SRB) assay [42]. With the aim of extracting a reasonable
structure—activity relationship (SAR), three series: 6, 9, and 11 were designed with diverse substituents
on C-5 and C-7 of the oxindole moiety; R and R; in series 6a—i, and diverse substitutions on the N-1 of
the oxindole moiety; and R, in series 9a—f, while the oxindole moiety was replaced by an indane and
tetralin rings in compounds 11a,b in order to explore the privilege of the oxindole moiety over other
pharmacophoric groups. The ICsy values for the tested conjugates were compared as an insight of
their anti-proliferative potency taking the clinically approved staurosporine as the positive control
anticancer drug (Table 1).

Table 1. Anti-proliferative activities for hybrids 6a-i, 9a—f, and 11a,b against MCF-7 and MDA-MB-231
breast cancer cell lines.

o) O o}
N HN-N N HN-N N HN-N N  HN-N
H 2\ H N\ H Y H A\Y

6a-i 9a-f 11a 11b
Comp. R Rq R> ICso (uM)?
MCE-7 MDA-MB-231
6a H H - 3.12+0.14 15.10 + 0.73
6b F H - 6.0 +0.32 6.36 + 0.29
6c cl H - 2.72 £0.17 9.48 + 0.44
6d Br H - 3.31+0.11 18.33 + 0.71
6e CH; H - 0.39 + 0.05 2254 + 1.67
of OCHj; H - 1.85 + 0.08 2.85+0.9
6g OCF; H - 5.07 +0.21 7.19 + 0.38
6h NO, H - 21.40 + 1.58 1.85 + 0.07
6i CH; CHj; - 47.16 + 3.02 NAP
9a H - -CHj3 5.50 + 0.28 8.39 +0.27
9b H - -CH,CH,CHj 40.89 +3.17 18.50 + 0.85
9c H - -CH,COOC,Hj5 67.51 + 3.02 NAP
9d H - -CH,C¢Hs 9.56 + 0.61 6.50 + 0.39
9e H - -CH,Cg¢H,-4-F 3.70 £ 0.19 1.03 + 0.04
of cl - -CH,CH,CHj; 19.26 + 0.65 9.44 + 0.35
11a - - - 84.70 + 4.02 NAP
11b - - - NAP NAP
Staurosporine - - - 6.81 +0.22 10.29 £ 0.72

2 ICs values reported as the mean = S.D. from 3 separate experiments, ® NA: Hybrids possessing ICsy more than
100 uM.
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Analyzing the obtained ICs; values for the tested hybrids toward MCEF-7 breast cancer cells
revealed that most hybrids belonging to series 6 had excellent activity against the aforementioned
cell line with ICs( values spanning between 0.39 + 0.05 pM and 6.00 + 0.32 uM, with the exception of
compounds 6h and 6i (IC5p = 21.4 + 1.58 and 47.16 + 3.02 pM, respectively) bearing a strong electron
withdrawing 5-NO, group and 5,7-dimethyl substitution on the oxindole moiety, respectively (Table 1).

The IC5( of the unsubstituted derivative 6a (IC5y = 3.12 + 0.14 uM) revealed that it had double the
activity of staurosporine (ICsg = 6.81 + 0.22 uM), which highlighted that this scaffold is a promising
one. The influence of grafting different groups on the oxindole moiety reflected that substitution
with a halide was advantageous for the anti-proliferative activity in case of 5-chloro substituent in 6c,
as it displayed slight potency enhancement compared to its unsubstituted analogue 6a (IC5( values
2.72+0.17 pM vs. 3.12 + 0.14 pM, respectively), while the 5-bromo derivative 6d (IC59 = 3.31 + 0.11 uM)
did not prove to be more effective than the unsubstituted derivative 6a (IC5y = 3.12 + 0.14 uM), and
even the 5-fluoro derivative 6b (IC5y = 6.00 + 0.32 M) showed about half the activity in comparison to
6a (IC5p = 3.12 = 0.14 pM).

Furthermore, C-5 monosubstitution of the oxindole motif with a methyl group in 6e (IC5y = 0.39 +
0.05 uM) markedly boosted the activity 8-fold compared to the unsubstituted prototype 6a (ICs5p = 3.12
+ 0.14 uM), emphasizing that an electron donating group is advantageous for activity. In accordance
with this finding, compound 6f, bearing an electron-donating 5-OCHj; group, also exhibited excellent
anti-proliferative activity (IC5y = 1.85 + 0.08 M) with 1.7-fold efficacy enhancement as compared to 6a
(IC50 = 3.12 + 0.14 uM). Unfortunately, compound 6g, which possesses a trifluoromethoxy group, did
not exhibit superior anti-proliferative activity compared to 6a, yet it still proved to be more efficient
than the reference compound, staurosporine, with an ICsj value of 5.07 + 0.21 pM.

On the other hand, the tested hybrids of series 9 did not show better cytotoxic action against the
MCE-7 cell line than their N-unsubstituted analogues 6a—i; (compounds 9a-e; ICs: 3.70 + 0.19-67.51
+ 3.02 uM vs. compound 6a; ICs5 = 3.12 + 0.14 uM) and (compound 9f; IC59 = 19.26 + 0.65 pM vs.
compound 6c; IC5y = 2.72 + 0.17 uM), indicating that both N-alkylation and N-benzylation for the
oxindole nucleus is not advantageous for the growth inhibitory action toward MCF-7 breast cancer cell
line. N-1 substitution of the oxindole moiety with a methyl group produced compound 9a, which
is slightly more potent toward the MCE-7 cell line compared to the reference staurosporine (ICsy =
5.50 + 0.28 uM vs. 6.81 + 0.22 uM, respectively). Alternatively, compound 9b, bearing an n-propyl
group, and 9c, possessing an ester group, showed very poor anti-proliferative action against MCF-7
cancer cells with IC5ps equal to 40.89 + 3.17 uM and 67.51 + 3.02 pM, respectively. While compound
9d, bearing a benzyl ring, showed moderate anti-proliferative activity with an ICsy value of 9.56 +
0.61 uM, compound 9e, with a fluorobenzyl group, proved to be three-fold more potent compared to
its counterpart 9d with an unsubstituted benzyl group with an ICsg of 3.70 + 0.19 uM, Table 1.

Moreover, the 5-chlorooxindole-based hybrid 9f, bearing an n-propyl group, displayed about
two-fold enhanced activity (ICs5p = 19.26 + 0.65 uM) toward the MCF-7 cell line than its C-5 unsubstituted
counterpart 9b (IC5p = 40.89 + 3.17 uM), highlighting that C-5 substitution may be beneficial for the
growth inhibitory activity of the N-substituted oxindole-based hybrids against MCF-7 cells. Moreover,
it indicates that a chloro substitution at the oxindole C-5 is beneficial for activity, as also seen in
compound 6c¢.

Scrutinizing the ICsq profile for the tested hybrids against the MDA-MB-231 cell line unravels very
interesting results. All the compounds showed a narrower range of ICs values against MDA-MB-231
as compared to their corresponding values toward the MCF-7 cell line. The ICsys were ranging
from 1.03 + 0.04 uM to 22.54 + 1.67 uM, which proves that the examined conjugates exhibited more
potent growth inhibitory action against TNBC, MDA-MB-231, with the exception of conjugates 6i,
9¢, 11a, and 11b, which showed no activity toward the tested cell line. Regarding the ICs, values of
series 6a-i, the unsubstituted derivative, 6a, did not show superior activity to staurosporine (ICsg
values 15.10 £ 0.73 uM vs. 10.29 + 0.72 uM, respectively), whereas C-5 substitution of the oxindole
nucleus with a halide was suggested to be advantageous for the anti-proliferative action regarding the
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fluoro substitution in 6b (IC5p = 6.36 + 0.29 uM), which is more potent than the reference compound
(IC50 = 10.29 £+ 0.72 uM). Moreover, grafting a chloro group afforded 6¢ with comparable potency to
staurosporine (ICsq values 9.48 + 0.44 uM vs. 10.29 + 0.72 uM), while substitution with a bromo group
afforded 6d (ICsg = 18.33 + 0.71 pM), which is much less potent than staurosporine. This proves that
increasing the size of the halide group is detrimental for the cytotoxic activity against MDA-MB-231.
Unexpectedly, grafting a methyl group was not advantageous for the growth inhibitory action toward
breast cancer MDA-MB-231 cells in contrast to activity recorded against MCF-7, as the ICs( of 6e against
MDA-MB-231 was 22.54 + 1.67 uM, which is almost half the potency of staurosporine. Fortunately,
grafting a stronger electron donating group, a methoxy group, boosted the activity of 6f (IC5y = 2.85 +
0.9 uM) 3.6-fold as compared to staurosporine (ICsp = 10.29 + 0.72 uM). In addition, substitution with
a trifluoromethoxy group imparted 6g, which is more potent than the reference drug (ICsy values 7.19
+ 0.38 uM vs. 10.29 £ 0.72 uM). Surprisingly, grafting a strong electron withdrawing group, a nitro
group, afforded 6h, which is 5.56-fold more potent compared to staurosporine (Table 1).

Regarding the antiproliferative action of series 9a—f against the MDA-MB-231 cell line, all the
tested conjugates displayed excellent to moderate activity except for 9¢, which had no anti-proliferative
activity. N-substitution of the oxindole moiety with a methyl group afforded 9a, which is more potent
than staurosporine (ICsg values 8.39 + 0.27 uM vs. 10.29 + 0.72 uM). Increasing the alkyl group
to a propyl group afforded 9b which has a greater ICsy value (18.25 + 0.85 uM), suggesting that
increasing the bulkiness of the alkyl group is unfavorable for the anti-proliferative activity. Conversely,
substitution with a benzyl group afforded 9d, which exhibited good anti-proliferative activity in
comparison to staurosporine (ICsg values 6.50 = 0.39 uM vs. 10.29 + 0.72 pM). Replacement of the
benzyl ring with a fluorobenzyl group even boosted the activity ten-fold as compared to staurosporine
(ICs values 1.03 + 0.04 uM vs. 10.29 + 0.72 uM).

Finally, bioisosteric replacement of the oxindole moiety with indane and tetralin carbocyclic rings
afforded carbocycle-indole conjugates (11a,b), which did not exert any significant anti-proliferative
action toward MCF-7 and MDA-MB-231 cancer cell lines (Table 1), emphasizing the importance of the
oxindole motif as a privileged pharmacophoric group for the desired anticancer activity.

2.2.2. Cell Cycle Analysis

Most of the cytotoxic agents wield their anti-proliferative effect by arresting the cell cycle at some
checkpoints. Cell cycle analysis employs flow cytometry to distinguish cells within the different cell
cycle phases. In this work we inspected the effect of two of the most potent compounds, 6e and 6f,
on the cell cycle progression in order to explore the definite phase at which cell cycle arrest takes place
in the MCF-7 breast cancer cell line. MCF-7 cells were treated by the ICs( of the two conjugates and
their impact on the cell population was recorded. Treatment of MCF-7 cells with 6e and 6f resulted
in significant decline in the cell population at the G0/G1 phase with 19.23% and 22.19%, respectively,
compared to that of the control, which was 56.45% (Table 2, Figure 2). This was accompanied
by discernible escalation in the proportion of cells in the G2/M phase by 2.80- and 2.46-fold with
concomitant elevation in the sub-G1 phase by 17.8 and 16.25-fold, respectively, in comparison to the
control (DMSQ). This obviously indicates that our compounds halted the cell cycle proliferation of
MCE-7 cells in the GO/G1 phase.

Table 2. Effect of compounds 6e and 6f on the cell cycle phases of MCF-7 cells.

Comp. %G0-G1 %S o/o(;Z/M %Sub-G1

6e 19.23 14.81 41.47 24.49
6f 22.19 19.29 36.26 22.26
Control 56.45 27.45 14.73 1.37
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Figure 2. Impact of conjugates 6e and 6f on the cell cycle phases of MCF-7 cells.

2.2.3. The Effect on the Apoptotic and Anti-Apoptotic Marker Levels

The influence of conjugates 6e and 6f on the expression levels of the distinguishable apoptotic
markers (Bax, caspase-3, and p53) and the anti-apoptotic marker Bcl-2 was investigated to prove that our
tested compounds exert their antiproliferative activity by driving the cell to apoptosis. Auspiciously,
both conjugates evidently enhanced the level of the proapoptotic Bax protein by 8.5- and 7-fold,
respectively. Homogeneously, both conjugates were able to decrease the level of the anti-apoptotic Bcl-2
protein by 2.12-, and 1.7-fold, respectively (Table 3). As a more analytical variable, the Bax/Bcl-2 ratio
was verified to be amplified by conjugates 6e and 6f, 18- and 12-fold, respectively. This further shows
that these compounds prompt apoptosis by considerably augmenting the Bax/Bcl-2 ratio (Table 3,
Figure 3).

Table 3. Effect of conjugates 6e and 6f on the expression levels of Bcl-2 and Bax in MCF-7 cancer cells.

Cpd. Bax (pg/mg of Total Protein)  Bcl-2 (ng/mg of Total Protein)  Bax/Bcl-2

6e 3253 +12.1 2.19+0.10 148.5
6f 268.7 £9.5 2.73+£0.13 98.6
Control 383+22 4.65+0.23 8.2

Fold increase in expression

Bax Bax/Bcl-2 | Caspase—3 p53

Figure 3. The extent of fold increase on the Bax/Bcl-2 ratio, in addition to expression levels of Bax,
caspase-3, and p53 in MCF-7 cells after treatment with compounds 6e and 6£, as compared to the control
(1% DMSO).

In addition, their influence on the level of caspase-3 and p53 was estimated in the MCE-7 cell line.
The results revealed that 6e and 6f boosted the expression level of caspase-3 by 11.45- and 10.1-fold,
respectively, in comparison to the control (Table 4, Figure 3). Moreover, they increased the level of
p53 by 17- and 13.3-fold, respectively, as compared to the control. These results indicate that our
compounds induce apoptosis, resulting in their anti-proliferative activity.
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Table 4. Effect of compounds 6e and 6f on the expression levels of active caspase-3 and p53 in MCF-7
cancer cells.

Cpd. Caspase-3 (pg/mg)  p53 (pg/mg)

6e 411.70 £ 12.3 704.39 + 32.8
6f 364.15 + 14.8 547.60 + 29.5
Control 3592 +1.8 41.26 £2.7

2.2.4. Annexin V-FITC (Anx V) Apoptosis Assay

Anx V-based flow cytometry assay represents a helpful tactic for determining whether death of
cells is attributed to programmed apoptosis or to uncontrolled necrosis.

Since conjugates 6e and 6f showed the highest anticancer action toward the MCF-7 cell line,
both conjugates were selected to be tested for their effect on the cell cycle of the aforementioned cell
line. The results revealed a significant elevation in the percent of Anx V-FITC by 29.7% and 25.17%,
respectively (Figure 4), which parallels an increase for the entire apoptosis percentages by 33.75- and
28.60-fold, correspondingly, in comparison to the control (DMSO). This clearly verifies that cell death
resulting from the anti-proliferative action of the target hybrids was attributable to physiological
apoptosis and not to nonspecific necrosis.

18.79%
P 0.27% 4 o

0.51% 20.18%

9.52% 2
0.61% 10

2 2
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Figure 4. Influence of 6e and 6f on the percentage of annexin V-FITC-positive staining in MCF-7 cells.

2.2.5. CDK Inhibitory Activity

CDK4 Enzyme Assay

The most efficient anti-proliferative agents reported here towards MCF-7 and/or MDA-MB-231
cancer cell lines within both N-unsubstituted 6 and N-substituted 9 series (6a-h, 9a, and 9e) were
initially evaluated for their percent inhibition of CDK4 at a dose of 20 uM (Table 5). The inhibitory
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results obtained for CDK4 were variable for the tested compounds. Where compounds 6a (92%) and 6e
(93%) showed stunning inhibitory activities, the rest of the examined hybrids showed low to moderate
activity with percent inhibition spanning in the range of 12% to 46% (Table 5).

Table 5. Inhibitory effect of compounds 6a-h, 9a, and 9e on CDK4 at a single-dose of 20 uM, and ICs,
values of the most potent compounds 6a and 6e.

CDK4
Comp.
% Inhibition ICs¢ (uM)
6a 92 1.82
6b 33 -
6¢ 28 -
6d 43 -
6e 93 1.26
6f 14 -
6g 19 -
6h 46 -
9a 20 -
9e 12 -
Staurosporine 99 0.017

Accordingly, compounds 6a and 6e were further evaluated for their ICsy values against CDK4.
As presented in Table 5, both of the tested conjugates displayed good inhibitory activity toward CDK4
with ICsg values equal 1.82 and 1.26 uM, correspondingly.

Screening of CDK2 and CDK9 Inhibitory Activities

With the aim of screening and profiling the inhibitory activity for the target compounds toward
other CDK isoforms, compounds 6a-h, 9a, and 9e were screened for their potential inhibitory activities
against CDK2 and CDK9 isoforms. The ten compounds were tested for their single dose percent
inhibition (20 uM) (Table 6).

Table 6. Inhibitory effect of compounds 6a-h, 9a, and 9e on CDK2 and CDK9 at a single-dose of 20 uM.

% Enzyme Inhibitory Activity

Comp.

CDK2 CDK9
6a 78 20
6b 48 7
6¢c 57 11
6d 85 32
6e 68 18
6f 50 8
6g 14 4
6h 67 10
9a 41 13
9e 5 9
Staurosporine 99 98

The presented results in Table 6 revealed that CDK9 was weakly inhibited by all the examined
compounds with percent inhibition range of 4%-32%, which proves that these compounds do not have
significant inhibitory activity against this isoform.

On the other hand, inhibition of CDK2 ranged from good to weak, with percent inhibition range
of 45%-85% (Table 6). In particular, 6a and 6d were the best developed CDK2 inhibitors here with
percent inhibition of 78% and 85%, respectively. In addition, compounds 6c, 6e, 6f, and 6h displayed
percent inhibition equal to or higher than 50% toward this isoform at a concentration of 20 uM.
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In conclusion, the results of inhibition of the three tested CDK isoforms (CDK2, 4, and 9) disclosed
the inability of the target compounds to inhibit CDK9 significantly, with concomitant good inhibitory
activities against CDK2 and CDK4. Accordingly, further optimization for the here reported oxindoles
considering their plausible dual CDK2 and CDK4 inhibitory actions are currently in development and
expected to be conveyed in the future.

2.3. CDK4 Molecular Docking Study and Structure-Activity Relationship

A protein data bank (PDB) search showed that there are not any CDK4 protein structures
co-crystalized with an inhibitor available (holoprotein). The available structures are apoprotein
structures for CDK4 in complex with cyclin D such as PDB ID 2W96, 2W9Z, 2W9F, and 2W99 [43].
On the other hand, there are more than two hundred crystal structures obtainable in the PDB for CDK2
that are co-crystalized with an inhibitor [44]. The overall homology between CDK2 and CDK4 is 45%,
suggesting that both proteins are folded in a similar fashion [45]. To define CDK4 kinase inhibitors’
binding site and to induce its bound state shape and topology, the CDK4 protein structure (PDB ID:
2W96) [43] was aligned to the CDK2 protein structure (PDB ID: 4FX3) co-crystalized with an oxindole
inhibitor. CDK2 protein was then deleted leaving behind the oxindole ligand in the CDK4 binding
site followed by energy minimization of the CDK4 protein structure. The final resulting structure
contained CDK4 protein bound to an oxindole inhibitor interacting with the key amino acids Glu94
and Val96 in the CDK4 binding site.

First, the molecular docking protocol was validated by performing self-docking for the added
oxindole ligand in the vicinity of the CDK4 binding site. The self-docking validation replicated the
binding pattern for the added ligand, efficiently demonstrating the aptness of the used setup for the
planned docking study, and this was confirmed by the low RMSD of 0.879 A between the docked pose
and the added ligand (energy score (S) = —9.72 kcal/mol) (Figure 5).
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Figure 5. (A) The 2D diagram for the docking pose of the oxindole ligand in CDK4 binding site; (B) 3D
illustration of the superimposition for the docking pose (green) and the added (red) oxindole ligand in
the CDK4 binding site (RMSD = 0.879 A).

Compounds 6a—i showing promising cytotoxic as well as CDK4 inhibitory activity were docked in
the CDK4 binding site in order to justify their inhibitory action and investigate their binding patterns.
In general, hybrids 6a—i achieved similar binding patterns, where the oxindole framework was fitted
in the ATP adenine binding pocket like that of the added ligand in the hinge region. As observed in
Figures 6 and 7, the oxindole ring was engaged in hydrogen bond interactions via both (NH) and
(C=0) functional groups with the key Glu94 and Val96 amino acids, respectively, which indicates the
importance of the unsubstituted NH to be available for interaction with Glu94, which rationalizes
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the lower activity of series 9 with N-substituted derivatives. Moreover, the oxindole ring interacts
by its phenyl part through 7—m stacking interaction with the side chain phenyl of Phe93 and through
hydrophobic interaction with the side chains of Phe93 and Ala157. A hydrophobic substituent with the
appropriate size on the oxindole ring 5-position could improve the binding affinity, which rationalizes
the promising activity of 6e with a 5-methyl substitution. Thus, derivatives in this series carrying
substituents with hydrophilic characters, 6b, 6f, and 6g, or bulky size, 6¢, 6d, 6h, and 6i, showed lower
CDK4 inhibitory activity as reflected in their CDK4 inhibitory actions and docking scores (Tables 5
and 7).

The indole part of the target hybrids was fitted in a hydrophobic sub-pocket of CDK4 active
site and engaged in a hydrophobic interaction with the hydrophobic pocket depicted by the amino
acids Ile12, Val20, and GIn98 lining this sub-pocket (Figures 6 and 7, and for further details see
Supplementary Materials).
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Figure 6. (A) The 2D diagram; (B) 3D representation for hybrid 6a displaying its interaction with the
CDK4 binding site.
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Figure 7. (A) The 2D diagram; (B) 3D representation for hybrid 6e displaying its interaction with the
CDK4 binding site.
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Table 7. Docking energy scores (S) in kcal/mol for the conjugates 6a-i and the added oxindole ligand in

the CDK4 binding site.
Comp. Energy Score (S) kcal/mol
6a —-8.60
6b —8.43
6¢ -8.27
6d -7.83
6e —-8.36
6f -7.62
6g —6.61
6h -7.65
6i —8.04
Oxindole ligand -9.72

3. Materials and Methods
3.1. Chemistry

3.1.1. General

Infrared (IR) spectra were recorded as KBr disks by the use of a Schimadzu FT-IR 8400S
spectrophotometer. NMR spectra were recorded on JEOL ECA-500 II (500/125 MHz) or Bruker
(400/100 MHz) NMR spectrophotometers using deuterated dimethylsulfoxide (DMSO-d;). All coupling
constant (J) values were expressed in hertz. The used abbreviations are as following: s, singlet;
d, doublet; m, multiplet. Compound 3 [41], 8a—f [46,47], 4 [48], and 6a-d [49] were synthesized in
accordance with the literature procedures.

3.1.2. Preparation of Key Intermediate 1H-Indole-2-Carbohydrazide 4

An excess of 99% hydrazine monohydrate (3.7 mL, 75 mmol) was added to a hot solution of ethyl
indole-2-carboxylate 3 (2.84 g, 15 mmol) in ethyl alcohol (25 mL). The resulting reaction mixture was
heated under reflux for two hours. Thereafter, it was cooled to r.t. and then poured over crushed ice.
The formed solid was filtered-off, washed with water (3 X 5 mL), and recrystallized from isopropyl
alcohol to produce the key intermediate 1H-indole-2-carbohydrazide 4.

3.1.3. Synthesis of Final Compounds 6a-i, 9a—f, and 11a,b

A solution of indole-2-carbohydrazide 4 (210 mg, 1.2 mmol) in glacial acetic acid (15 mL) was
treated with the appropriate isatin derivative 5a-i and 8a—f (1.2 mmol), or ketones 10a and 10b
(1.2 mmol). The resulting reaction mixture was refluxed for four hours then cooled to r.t. The obtained
precipitate was collected by filtration and dried to get a powder that was recrystallized from glacial
acetic acid to furnish the titled conjugates 6a—i, 9a—f, and 11a,b.

Details for the full characterization of the key intermediate (4) and the target hybrids (6a—i, 9a—f,
and 11a,b) are provided in the Supplementary Materials.

3.2. Biological Evaluation

Details for experimental protocols used in the diverse biological assays for the targeted hybrids
(6a—i, 9a—f, and 11a,b) are provided in the Supplementary Materials.

3.2.1. Anti-Proliferative Activities Against Human Breast Cancer Cell Lines

Target compounds 6a—i, 9a—f, and 11a,b were tested for their potential anti-proliferative potency
toward two breast cancer cell lines (MCF-7 and MDA-MB-231) that obtained from American Type
Culture Collection. Cytotoxicity was assessed following the SRB colorimetric assay protocol [42],
as reported earlier [50,51].
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3.2.2. Cell Cycle Analysis

Flow cytometric analysis (FACS) was performed to assess the cell cycle distributions in MCF-7
breast cancer cells after treatment by hybrids 6e and 6f at their ICsg (0.39 and 1.85 uM, respectively),
by BD FACS Calibur flow cytometer, as described previously [36].

3.2.3. Apoptosis study

Assessment of the levels for the proapoptotic markers (Bax, caspase-3, and p53) as well as the
antiapoptotic marker (Bcl-2) was carried out through the use of ELISA colorimetric kits in accordance
with the manufacturer’s instructions, as mentioned earlier [36]. In addition, the pro-apoptotic potential
of indoles 6e and 6f towards MCF-7 cells was evaluated through an FITC Annexin V apoptosis detection
kit by flow cytometry, in accordance with the manufacturer’s protocol and referring to the reported
procedures [52].

3.2.4. CDK Kinase Inhibitory Activity

The in vitro CDK kinase inhibition assay was performed by Reaction Biology Corp. (PA, USA)
(http://www.reactionbiology.com) Kinase HotSpotSM service.

3.2.5. Molecular Modeling Study

Defining CDK4 Binding Site and Adjusting Its Shape and Topology

The CDK2 protein structure (PDB ID: 4FX3) co-crystalized with an oxindole inhibitor and the
CDK4 protein structure (PDB ID: 2W96) [43] were downloaded from the protein data bank. Protein
structures were aligned using their backbone «-carbons using the MatchMaker command available in
UCSF Chimera package 1.12 [53]. Then, the CDK2 protein was deleted, leaving behind the oxindole
ligand in CDK4 binding site. MOE 2010.10 software was used for energy minimization of the CDK4
protein structure containing the added oxindole ligand. These procedures yielded a final structure
containing CDK4 protein bound to an oxindole inhibitor interacting with the key amino acids in the
CDK4 binding site, Glu94 and Val96 (Figure 1).

Molecular Docking

For carrying out the molecular docking for the target hybrids in the CDK4 binding site, the following
procedures were adopted.

(A) Ligand preparation: The synthesized hybrids as well as the added oxindole ligand were
built as 3D structures using Discovery Studio Visualizer 2017R2 [54]. The OMEGA 3.0.0.1 program in
OpenEye package was used to generate optimal conformers to be used for docking pose prediction
using Pose mode [55,56].

(B) Protein preparation: The generated structure for CDK4 in step 3.2.5.1. with the added oxindole
inhibitor was used in this step. Using Discovery Studio Visualizer 2017R2 [54], the protein was prepared
for the docking study. The cyclin D chain, water molecules, and ligands that were not involved in
the binding were removed. The GUI module “MakeReceptor 3.2.0.2” from the “OEDocking 3.2.0.2”
program in OpenEye package was used for further protein preparation and to define the active site
and the docking box for molecular docking [57-60].

(C) Molecular docking: The HYBRID docking module of “OEDocking 3.2.0.2” program in OpenEye
package was utilized to carry out the molecular docking for the generated conformers of the herein
reported hybrids as well as the oxindole inhibitor in the CDK4 binding site using the Chemgauss4
scoring function [57-60].

First, the molecular docking protocol was validated by performing self-docking for the added
oxindole ligand in the CDK4 binding site, producing a docking pose with energy score (S) and RMSD
equal to —9.72 kcal/mol and 0.879A, respectively. Then, this validated docking setup was adopted to
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investigate the ligand-target interactions in the CDK4 active site for the prepared hybrids to explore
their binding pattern and to justify their binding affinity. PoseView 1.1.2 was used to generate the 2D
figures of the ligand—target interactions [61-64], whereas UCSF Chimera package 1.12 was used to
generate the 3D molecular graphics of the ligand-target interactions [53].

4. Conclusions

The current study presents the development of two series of oxindole-indole hybrids (6a-i and
9a—f) and carbocycle-indole hybrids (11a,b) as efficient antitumor agents with potential inhibitory
action toward CDK4. All the prepared hybrids (6a—i, 9a—f, and 11a,b) were examined for the potential
cytotoxic activity towards MCF-7 and TNBC MDA-MB-231 breast cancer cell lines via SRB assay.
The synthesized oxindole-indole conjugates, except 6i, 9b and 9¢, efficiently affected the growth of
the human breast cancer MCF-7 (ICsp: 0.39 + 0.05-21.40 + 1.58) and/or MDA-MB-231 (IC5y: 1.03 +
0.04-22.54 + 1.67) cell lines, whereas bioisosteric replacement of the oxindole motif with indane or
tetralin rings (conjugates 11a,b) diminished the anti-proliferative activity, indicating the importance
of the oxindole scaffold for the antitumor activity. Moreover, hybrids 6e and 6f triggered cell cycle
arrest and apoptosis in MCF-7 cancer cells as explicated by their capabilities to considerably boost
the Bax/Bcl-2 ratio, and to up-regulate the level of caspase-3 and p53. Furthermore, single dose
(20 pM) inhibitory activity of the most efficient anti-proliferative agents (6a-h, 9a and 9e) was initially
evaluated toward CDK4. Hybrids 6a and 6e showed the most potent inhibitory activity of 92% and
93%, respectively, whereas the rest of the examined hybrids showed low to moderate activity with
percent inhibition of 12%-46%. Thereafter, the ICsy values for hybrids 6a and 6e in CDK4 were
further determined and were found to be 1.82 and 1.26 uM, respectively. The molecular docking study
revealed that the oxindole moiety was engaged in two hydrogen bonding interactions via both (NH)
and (C=O0) functionalities with the key amino acids Glu94 and Val96, respectively, rationalizing the
lower activity of series 9 with N-substituted derivatives. The oxindole ring interacted by its phenyl
part through 7— stacking interactions with the side chain phenyl of Phe93 and through hydrophobic
interaction with the hydrophobic side chains of Phe93 and Ala157. In addition, the indole framework
was stably accommodated in a hydrophobic sub-pocket, establishing a hydrophobic interaction with
the hydrophobic side chains of amino acids Ile12, Val20, and GIn98 lining this sub-pocket. Finally,
compounds 6a-h, 9a, and 9e were screened for their potential inhibitory activities against CDK2 and
CDKO9 isoforms. While CDK9 was weakly inhibited with percent inhibition range of 4%-32%, inhibition
of CDK2 ranged from good to weak, with percent inhibition range of 45%-85%. Collectively, these
results highlighted hybrids 6a and 6e as good leads for further optimization as promising antitumor
drugs toward breast malignancy and CDK inhibitors.

Supplementary Materials: The following are available online at http://www.mdpi.com/1420-3049/25/9/2031/s1,
Figure S1-S7: 2D diagram for target hybrids 6b-d and 6£-i showing their interactions with the CDK4 binding site;
Experimental procedures for the biological assays; Characterization of intermediate (4) and the target hybrids
(6a—i, 9a—f and 11a, b); NMR Spectra and IR Spectra.

Author Contributions: Conceptualization, AM.E.K., R.A.,, WM.E., H.A. and Ghada Al-Ansary; Data curation,
N.A., Ol and G.H.A.; Formal analysis, N.A. and O.I.; Funding acquisition, T.A.-W.; Investigation, T.A.-W.
and R.A.; Methodology, AM.EK., N.A,, O.I, WM.E. and G.H.A; Project administration, W.M.E.; Resources,
T.A.-W.; Software, AM.E.K,; Supervision, H.A.; Writing—original draft, AM.EK,, O.I, WM.E. and GH.A,;
Writing—review & editing, T.A.-W.,, R.A.,, WM.E. and H.A. The manuscript was written through contributions of
all authors. All authors have given approval to the final version of the manuscript.

Funding: The authors extend their appreciation to the Deanship of Scientific Research at Princess Nourah bint
Abdulrahman University for funding this work through the Research Groups Program Grant No. RGP-1440-0025.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Siegel, RL.; Miller, K.D.; Jemal, A. Cancer statistics 2016. CA: Cancer |. Clin. 2016, 66, 7-30. [CrossRef] [PubMed]
2. DeVita, V.T.; Chu, E. A History of Cancer Chemotherapy. Cancer Res. 2008, 68, 8643-8653. [CrossRef]


http://www.mdpi.com/1420-3049/25/9/2031/s1
http://dx.doi.org/10.3322/caac.21332
http://www.ncbi.nlm.nih.gov/pubmed/26742998
http://dx.doi.org/10.1158/0008-5472.CAN-07-6611

Molecules 2020, 25, 2031 16 of 19

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

Padma, V.V. An overview of targeted cancer therapy. Biomedicine 2015, 5, 1-6. [CrossRef]

Topcul, M.; Cetin, I. Endpoint of Cancer Treatment: Targeted Therapies. Asian Pac. |. Cancer Prev. 2014, 15,
4395-4403. [CrossRef]

Figel, S.; Fenstermaker, R.A. Cell-cycle regulation. In Handbook of Brain Tumor Chemotherapy, Molecular
Therapeutics, and Immunotherapy; Elsevier: London, UK, 2018; pp. 257-269.

Lim, S.; Kaldis, P. Cdks, cyclins and CKIs: roles beyond cell cycle regulation. Development 2013, 140,
3079-3093. [CrossRef] [PubMed]

Asghar, U.; Witkiewicz, A K.; Turner, N.C.; Knudsen, E.S. The history and future of targeting cyclin-dependent
kinases in cancer therapy. Nat. Rev. Drug Discov. 2015, 14, 130-146. [CrossRef] [PubMed]

Cheng, W.; Yang, Z.; Wang, S.; Li, Y,; Wei, H.; Tian, X.; Kan, Q. Recent development of CDK inhibitors: An
overview of CDK/inhibitor co-crystal structures. Eur. J. Med. Chem. 2019, 164, 615-639. [CrossRef] [PubMed]
Abd El-Karim, S.S.; Syam, Y.M.; El Kerdawy, A.M.; Abdelghany, T.M. New thiazol-hydrazono-coumarin
hybrids targeting human cervical cancer cells: Synthesis, CDK2 inhibition, QSAR and molecular docking
studies. Bioorg. Chem. 2019, 86, 80-96. [CrossRef]

Lapenna, S.; Giordano, A. Cell cycle kinases as therapeutic targets for cancer. Nat. Rev. Drug Discov. 2009, 8,
547-566. [CrossRef] [PubMed]

Bloom, J.; Cross, ER. Multiple levels of cyclin specificity in cell-cycle control. Nat. Rev. Mol. Cell Boil. 2007, 8,
149-160. [CrossRef] [PubMed]

Ingham, M.; Schwartz, G.K. Cell-Cycle Therapeutics Come of Age. J. Clin. Oncol. 2017, 35, 2949-2959.
[CrossRef] [PubMed]

Sherr, C.J.; Beach, D.; I Shapiro, G. Targeting CDK4 and CDK6: From Discovery to Therapy. Cancer Discov.
2015, 6, 353-367. [CrossRef] [PubMed]

Lim, J.S.; Turner, N.C.; Yap, T.A. CDK4/6 inhibitors: promising opportunities beyond breast cancer.
Cancer Discov. 2016, 6, 697-699. [CrossRef]

VanArsdale, T.; Boshoff, C.; Arndt, K.T.; Abraham, R.T. Molecular pathways: Targeting the cyclin D-CDK4/6
axis for cancer treatment. Clin. Cancer Res. 2015, 21, 2905-2910. [CrossRef] [PubMed]

Parylo, S.; Vennepureddy, A.; Dhar, V.; Patibandla, P.; Sokoloff, A. Role of cyclin-dependent kinase 4/6
inhibitors in the current and future eras of cancer treatment. |. Oncol. Pharm. Pract. 2019, 25, 110-129.
[CrossRef]

Niu, Y,; Xu, J.; Sun, T. Cyclin-dependent kinases 4/6 inhibitors in breast cancer: Current status, resistance,
and combination strategies. J. Cancer 2019, 10, 5504-5517. [CrossRef]

Ribnikar, D.; Volovat, S.R.; Cardoso, F. Targeting CDK4/6 pathways and beyond in breast cancer. Breast 2019,
43,8-17. [CrossRef]

Sobhani, N.; D’Angelo, A.; Pittacolo, M.; Roviello, G.; Miccoli, A.; Corona, S.P,; Bernocchi, O.; Generali, D.;
Otto, T. Updates on the CDK4/6 inhibitory strategy and combinations in breast cancer. Cells 2019, §, 321.
[CrossRef]

Medvedev, A.; Buneeva, O.; Gnedenko, O.V.; Ershov, P.V,; Ivanov, A. Isatin, an endogenous nonpeptide
biofactor: A review of its molecular targets, mechanisms of actions, and their biomedical implications.
BioFactors 2018, 44, 95-108. [CrossRef]

Goodman, V.L.; Rock, E.P,; Dagher, R.; Ramchandani, R.P.; Abraham, S.; Gobburu, J.V.S.; Booth, B.P;
Verbois, S.L.; Morse, D.E.; Liang, C.Y.; et al. Approval Summary: Sunitinib for the Treatment of Imatinib
Refractory or Intolerant Gastrointestinal Stromal Tumors and Advanced Renal Cell Carcinoma. Clin. Cancer
Res. 2007, 13, 1367-1373. [CrossRef]

Dweedar, H.E.; Mahrous, H.; Ibrahim, H.; A Abdel-Aziz, H. Analogue-based design, synthesis and biological
evaluation of 3-substituted-(methylenehydrazono)indolin-2-ones as anticancer agents. Eur. . Med. Chem.
2014, 78, 275-280. [CrossRef] [PubMed]

Jagtap, A.D.; Chang, P-T.; Liu, ].-R.; Wang, H.-C.; Kondekar, N.B.; Shen, L.-J.; Tseng, H.-W.; Chen, G.S;
Chern, ].-W. Novel acylureidoindolin-2-one derivatives as dual Aurora B/FLT3 inhibitors for the treatment of
acute myeloid leukemia. Eur. J. Med. Chem. 2014, 85, 268-288. [CrossRef]

Laufer, R.; Forrest, B.; Li, S.-W.; Liu, Y,; Sampson, P; Edwards, L.; Lang, Y.; Awrey, D.E.; Mao, G.;
Plotnikova, O.; et al. The Discovery of PLK4 Inhibitors: (E)-3-((1H-Indazol-6-yl)methylene)indolin-2-ones as
Novel Antiproliferative Agents. J. Med. Chem. 2013, 56, 6069-6087. [CrossRef]


http://dx.doi.org/10.7603/s40681-015-0019-4
http://dx.doi.org/10.7314/APJCP.2014.15.11.4395
http://dx.doi.org/10.1242/dev.091744
http://www.ncbi.nlm.nih.gov/pubmed/23861057
http://dx.doi.org/10.1038/nrd4504
http://www.ncbi.nlm.nih.gov/pubmed/25633797
http://dx.doi.org/10.1016/j.ejmech.2019.01.003
http://www.ncbi.nlm.nih.gov/pubmed/30639897
http://dx.doi.org/10.1016/j.bioorg.2019.01.026
http://dx.doi.org/10.1038/nrd2907
http://www.ncbi.nlm.nih.gov/pubmed/19568282
http://dx.doi.org/10.1038/nrm2105
http://www.ncbi.nlm.nih.gov/pubmed/17245415
http://dx.doi.org/10.1200/JCO.2016.69.0032
http://www.ncbi.nlm.nih.gov/pubmed/28580868
http://dx.doi.org/10.1158/2159-8290.CD-15-0894
http://www.ncbi.nlm.nih.gov/pubmed/26658964
http://dx.doi.org/10.1158/2159-8290.CD-16-0563
http://dx.doi.org/10.1158/1078-0432.CCR-14-0816
http://www.ncbi.nlm.nih.gov/pubmed/25941111
http://dx.doi.org/10.1177/1078155218770904
http://dx.doi.org/10.7150/jca.32628
http://dx.doi.org/10.1016/j.breast.2018.10.001
http://dx.doi.org/10.3390/cells8040321
http://dx.doi.org/10.1002/biof.1408
http://dx.doi.org/10.1158/1078-0432.CCR-06-2328
http://dx.doi.org/10.1016/j.ejmech.2014.03.058
http://www.ncbi.nlm.nih.gov/pubmed/24686014
http://dx.doi.org/10.1016/j.ejmech.2014.07.108
http://dx.doi.org/10.1021/jm400380m

Molecules 2020, 25, 2031 17 of 19

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

Lozinskaya, N.A.; Babkov, D.A.; Zaryanova, E.V,; Bezsonova, E.N.; Efremov, A.M.; Tsymlyakov, M.D.;
Anikina, L.V.; Zakharyascheva, O.Y.; Borisov, A.V.; Perfilova, V.N.; et al. Synthesis and biological evaluation
of 3-substituted 2-oxindole derivatives as new glycogen synthase kinase 33 inhibitors. Bioorganic Med. Chem.
2019, 27, 1804-1817. [CrossRef]

Wang, H.-C.; Jagtap, A.D.; Chang, P-T.; Liu, ]J.-R.; Liu, C.-P; Tseng, H.-W.; Chen, G.S.; Chern, J.-W.
Bioisosteric replacement of an acylureido moiety attached to an indolin-2-one scaffold with a malonamido or
a 2/4-pyridinoylamido moiety produces a selectively potent Aurora-B inhibitor. Eur. . Med. Chem. 2014, 84,
312-334. [CrossRef]

Zhong, Y.; Xue, M.; Zhao, X.; Yuan, J.; Liu, X.; Huang, J.; Zhao, Z.; Li, H.; Xu, Y. Substituted indolin-2-ones as
P90 ribosomal S6 protein kinase 2 (RSK2) inhibitors: Molecular docking simulation and structure-activity
relationship analysis. Bioorganic Med. Chem. 2013, 21, 1724-1734. [CrossRef]

Aneja, B.; Khan, N.S,; Khan, P; Queen, A.; Hussain, A.; Rehman, T.; Alajmi, M.E; El-Seedi, H.R.; Ali, S.;
Hassan, I; et al. Design and development of Isatin-triazole hydrazones as potential inhibitors of microtubule
affinity-regulating kinase 4 for the therapeutic management of cell proliferation and metastasis. Eur. . Med.
Chem. 2019, 163, 840-852. [CrossRef]

Hou, Y,; Shang, C.; Wang, H.; Yun, ]. Isatin-azole hybrids and their anticancer activities. Arch. Pharm. 2019,
353, €1900272. [CrossRef]

Ding, Z.; Zhou, M.; Zeng, C. Recent advances in isatin hybrids as potential anticancer agents. Arch. Pharm.
2020, 353, €1900367. [CrossRef]

Fortin, S.; Bérubé, G. Advances in the development of hybrid anticancer drugs. Expert Opin. Drug Discov.
2013, 8, 1029-1047. [CrossRef]

Attia, M.L; Eldehna, W.M.; Afifi, S.A.; Keeton, A.B.; Piazza, G.; A Abdel-Aziz, H. New hydrazonoindolin-
2-ones: Synthesis, exploration of the possible anti-proliferative mechanism of action and encapsulation into
PLGA microspheres. PLoS ONE 2017, 12, e0181241. [CrossRef]

Eldehna, W.M.; Al-Wabli, R.I.; Almutairi, M.S.; Keeton, A.B.; Piazza, G.A.; A Abdel-Aziz, H.; Attia, M.I.
Synthesis and biological evaluation of certain hydrazonoindolin-2-one derivatives as new potent
anti-proliferative agents. J. Enzym. Inhib. Med. Chem. 2018, 33, 867-878. [CrossRef] [PubMed]

A Abdel-Aziz, H.; Eldehna, WM.; Keeton, A.B.; Piazza, G.; A Kadi, A.; Attwa, M.\W.; Abdelhameed, A.S.
Isatin-benzoazine molecular hybrids as potential antiproliferative agents: synthesis and in vitro pharmacological
profiling. Drug Des. Dev. Ther. 2017, 11, 2333-2346. [CrossRef]

Eldehna, WM.; Almahli, H.; Al-Ansary, G.H.; Ghabbour, H.A.; Aly, M.H.; Ismael, O.E.; Al-Dhfyan, A;
A Abdel-Aziz, H. Synthesis and in vitro anti-proliferative activity of some novel isatins conjugated
with quinazoline/phthalazine hydrazines against triple-negative breast cancer MDA-MB-231 cells as
apoptosis-inducing agents. J. Enzym. Inhib. Med. Chem. 2017, 32, 600-613. [CrossRef] [PubMed]
El-Naggar, M.; Eldehna, WM.; Almahli, H.; Elgez, A.; Fares, M.; Elaasser, M.; A Abdel-Aziz, H. Novel
Thiazolidinone/Thiazolo[3,2-a]Benzimidazolone-Isatin Conjugates as Apoptotic Anti-proliferative Agents
Towards Breast Cancer: One-Pot Synthesis and In Vitro Biological Evaluation. Molecules 2018, 23, 1420.
[CrossRef] [PubMed]

Eldehna, W.M.; Nocentini, A.; Al-Rashood, S.T.; Hassan, G.S.; Alkahtani, H.M.; Almehizia, A.A.; Reda, AM.;
Abdel-Aziz, H.A.; Supuran, C.T. Tumor-associated carbonic anhydrase isoform IX and XII inhibitory
properties of certain isatin-bearing sulfonamides endowed with in vitro antitumor activity towards colon
cancer. Bioorg. Chem. 2018, 81, 425-432. [CrossRef]

Eldehna, W.M.; Abo-Ashour, M.E; Nocentini, A.; El-Haggar, R.S.; Bua, S.; Bonardi, A.; Al-Rashood, S.T.;
Hassan, G.S.; Gratteri, P.; A Abdel-Aziz, H.; et al. Enhancement of the tail hydrophobic interactions within
the carbonic anhydrase IX active site via structural extension: Design and synthesis of novel N-substituted
isatins-SLC-0111 hybrids as carbonic anhydrase inhibitors and antitumor agents. Eur. J. Med. Chem. 2019,
162, 147-160. [CrossRef]

Eldehna, WM.; Fares, M.; Ibrahim, H.; Aly, M.-H.; Zada, S.; Ali, M.M.; Abou-Seri, S.M.; A Abdel-Aziz, H.; El
Ella, D.A.A.; Ali, M.M. Indoline ureas as potential anti-hepatocellular carcinoma agents targeting VEGFR-2:
Synthesis, in vitro biological evaluation and molecular docking. Eur. J. Med. Chem. 2015, 100, 89-97. [CrossRef]


http://dx.doi.org/10.1016/j.bmc.2019.03.028
http://dx.doi.org/10.1016/j.ejmech.2014.07.033
http://dx.doi.org/10.1016/j.bmc.2013.01.047
http://dx.doi.org/10.1016/j.ejmech.2018.12.026
http://dx.doi.org/10.1002/ardp.201900272
http://dx.doi.org/10.1002/ardp.201900367
http://dx.doi.org/10.1517/17460441.2013.798296
http://dx.doi.org/10.1371/journal.pone.0181241
http://dx.doi.org/10.1080/14756366.2018.1462802
http://www.ncbi.nlm.nih.gov/pubmed/29707975
http://dx.doi.org/10.2147/DDDT.S140164
http://dx.doi.org/10.1080/14756366.2017.1279155
http://www.ncbi.nlm.nih.gov/pubmed/28173708
http://dx.doi.org/10.3390/molecules23061420
http://www.ncbi.nlm.nih.gov/pubmed/29895744
http://dx.doi.org/10.1016/j.bioorg.2018.09.007
http://dx.doi.org/10.1016/j.ejmech.2018.10.068
http://dx.doi.org/10.1016/j.ejmech.2015.05.040

Molecules 2020, 25, 2031 18 of 19

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

Eldehna, W.M.; El Kerdawy, A.M.; Al-Ansary, G.H.; Al-Rashood, S.T.; Ali, M.M.; Mahmoud, A.E. Type
ITIA-Type IIB protein tyrosine kinase inhibitors hybridization as an efficient approach for potent multikinase
inhibitor development: Design, synthesis, anti-proliferative activity, multikinase inhibitory activity and
molecular modeling of novel indolinone-based ureides and amides. Eur. . Med. Chem. 2019, 163, 37-53.
[CrossRef]

Giancotti, G.; Cancellieri, M.; Balboni, A.; Giustiniano, M.; Novellino, E.; Delang, L.; Neyts, J.; Leyssen, P.;
Brancale, A.; Bassetto, M. Rational modifications on a benzylidene-acrylohydrazide antiviral scaffold,
synthesis and evaluation of bioactivity against Chikungunya virus. Eur. |. Med. Chem. 2018, 149, 56—68.
[CrossRef]

Skehan, P.; Scudiero, M.; Vistica, D.; Bokesch, H.; Kenney, S.; Storeng, R.; Monks, A.; McMahon, J.; Warren, ].T.;
Boyd, M.R. New Colorimetric Cytotoxicity Assay for Anticancer-Drug Screening. J. Natl. Cancer Inst. 1990,
82,1107-1112. [CrossRef] [PubMed]

Day, PJ.; Cleasby, A.; Tickle, I.; O'Reilly, M.; Coyle, ].E.; Holding, FEP.; McMenamin, R.L.; Yon, J.; Chopra, R.;
Lengauer, C.; et al. Crystal structure of human CDK4 in complex with a D-type cyclin. Proc. Natl. Acad. Sci.
USA 2009, 106, 4166—4170. [CrossRef] [PubMed]

Mabhajan, P.; Chashoo, G.; Gupta, M.; Kumar, A.; Singh, P.P.; Nargotra, A. Fusion of Structure and Ligand
Based Methods for Identification of Novel CDK2 Inhibitors. . Chem. Inf. Model. 2017, 57, 1957-1969.
[CrossRef] [PubMed]

Ikuta, M.; Kamata, K.; Fukasawa, K.; Honma, T.; Machida, T.; Hirai, H.; Suzuki-Takahashi, I.; Hayama, T.;
Nishimura, S. Crystallographic Approach to Identification of Cyclin-dependent Kinase 4 (CDK4)-specific
Inhibitors by Using CDK4 Mimic CDK2 Protein. . Boil. Chem. 2001, 276, 27548-27554. [CrossRef] [PubMed]
Eldehna, W.M.; Hassan, G.S.; Al-Rashood, S.T.; Alkahtani, HM.; A Almehizia, A.; Al-Ansary, G.H.
Marine-Inspired Bis-indoles Possessing Antiproliferative Activity against Breast Cancer; Design, Synthesis,
and Biological Evaluation. Mar. Drugs 2020, 18, 190. [CrossRef]

Abo-Ashour, M.E; Eldehna, W.M.; Nocentini, A.; Bonardi, A ; Bua, S.; Ibrahim, H.; Elaasser, M.M.; Krystof, V.;
Jorda, R.; Gratteri, P; et al. 3-Hydrazinoisatin-based benzenesulfonamides as novel carbonic anhydrase
inhibitors endowed with anticancer activity: Synthesis, in vitro biological evaluation and in silico insights.
Eur. J. Med. Chem. 2019, 184, 111768. [CrossRef]

Kumar, D.; Kumar, N.M.; Noel, B.; Shah, K. A series of 2-arylamino-5-(indolyl)-1,3,4-thiadiazoles as potent
cytotoxic agents. Eur. |. Med. Chem. 2012, 55, 432-438. [CrossRef]

Al-Wabli, R.1.; AlMomen, A.A.; Almutairi, M.S.; Keeton, A.B.; Piazza, G.A.; Attia, M.I. New Isatin-Indole
Conjugates: Synthesis, Characterization, and a Plausible Mechanism of Their in vitro Antiproliferative
Activity. Drug Des. Dev. Ther. 2020, 14, 483-495. [CrossRef]

Sabt, A.; Abdelhafez, O.M.; El-Haggar, R.S.; Madkour, HM.E; Eldehna, WM.; El-Khrisy, E.E.-D.A.M.;
Abdel-Rahman, M. A ; Rashed, L.A. Novel coumarin-6-sulfonamides as apoptotic anti-proliferative agents:
synthesis, in vitro biological evaluation, and QSAR studies. J. Enzym. Inhib. Med. Chem. 2018, 33, 1095-1107.
[CrossRef]

A Abdel-Aziz, H.; Ghabbour, H.A.; Eldehna, W.M.; Qabeel, M.M.; Fun, H.K. Synthesis, Crystal Structure,
and Biological Activity of cis/trans Amide Rotomers of (Z)- N’-(2-Oxoindolin-3-ylidene)formohydrazide.
J. Chem. 2014, 2014, 1-7. [CrossRef]

Eldehna, W.M.; Abo-Ashour, M.E; Ibrahim, H.; Al-Ansary, G.H.; Ghabbour, H.A.; Elaasser, M.M.; Ahmed, H.;
Safwat, N.A. Novel [(3-indolylmethylene)hydrazono]indolin-2-ones as apoptotic anti-proliferative agents:
design, synthesis andin vitrobiological evaluation. J. Enzym. Inhib. Med. Chem. 2018, 33, 686-700. [CrossRef]
Pettersen, E.; Goddard, T.; Huang, C.; Couch, G.; Greenblatt, D.; Meng, E.; Ferrin, T. UCSF Chimera—a
visualization system for exploratory research and analysis. J. Comput. Chem. 2004, 25, 1605-1612. [CrossRef]
[PubMed]

Discovery Studio visualized 2017R2; Dassault Systémes BIOVIA: San Diego, CA, USA, 2016.

Hawkins, P.C.D.; Skillman, A.G.; Warren, G.L.; Ellingson, B.A.; Stahl, M.T. OMEGA 3.0.0.1; OpenEye Scientific
Software: Santa Fe, NM, USA, 2018.

Hawkins, P; Skillman, A.G.; Warren, G.L.; Ellingson, B.A.; Stahl, M.T. Conformer Generation with OMEGA:
Algorithm and Validation Using High Quality Structures from the Protein Databank and Cambridge
Structural Database. |. Chem. Inf. Model. 2010, 50, 572-584. [CrossRef] [PubMed]

OEDOCKING 3.2.0.2; OpenEye Scientific Software: Santa Fe, NM, USA, 2018.


http://dx.doi.org/10.1016/j.ejmech.2018.11.061
http://dx.doi.org/10.1016/j.ejmech.2018.02.054
http://dx.doi.org/10.1093/jnci/82.13.1107
http://www.ncbi.nlm.nih.gov/pubmed/2359136
http://dx.doi.org/10.1073/pnas.0809645106
http://www.ncbi.nlm.nih.gov/pubmed/19237565
http://dx.doi.org/10.1021/acs.jcim.7b00293
http://www.ncbi.nlm.nih.gov/pubmed/28723151
http://dx.doi.org/10.1074/jbc.M102060200
http://www.ncbi.nlm.nih.gov/pubmed/11335721
http://dx.doi.org/10.3390/md18040190
http://dx.doi.org/10.1016/j.ejmech.2019.111768
http://dx.doi.org/10.1016/j.ejmech.2012.06.047
http://dx.doi.org/10.2147/DDDT.S227862
http://dx.doi.org/10.1080/14756366.2018.1477137
http://dx.doi.org/10.1155/2014/760434
http://dx.doi.org/10.1080/14756366.2017.1421181
http://dx.doi.org/10.1002/jcc.20084
http://www.ncbi.nlm.nih.gov/pubmed/15264254
http://dx.doi.org/10.1021/ci100031x
http://www.ncbi.nlm.nih.gov/pubmed/20235588

Molecules 2020, 25, 2031 19 of 19

58.

59.

60.

61.

62.

63.
64.

Kelley, B.P.; Brown, S.P.; Warren, G.L.; Muchmore, S.W. POSIT: Flexible Shape-Guided Docking For Pose
Prediction. J. Chem. Inf. Model. 2015, 55, 1771-1780. [CrossRef] [PubMed]

McGann, M. FRED Pose Prediction and Virtual Screening Accuracy. J. Chem. Inf. Model. 2011, 51, 578-596.
[CrossRef]

McGann, M. FRED and HYBRID docking performance on standardized datasets. J. Comput. Mol. Des. 2012,
26, 897-906. [CrossRef]

Stierand, K.; Rarey, M. Drawing the PDB: Protein—Ligand Complexes in Two Dimensions. ACS Med. Chem.
Lett. 2010, 1, 540-545. [CrossRef]

Stierand, K.; Rarey, M. From Modeling to Medicinal Chemistry: Automatic Generation of Two-Dimensional
Complex Diagrams. ChemMedChem 2007, 2, 853-860. [CrossRef]

Stierand, K.; Rarey, M. PoseView v1.1.2; BioSolvelT GmbH: St. Augustin, Germany, 2010.

Stierand, K.; Maaf3, P.C.; Rarey, M. Molecular complexes at a glance: automated generation of two-dimensional
complex diagrams. Bioinform. 2006, 22, 1710-1716. [CrossRef]

Sample Availability: Samples of the compounds (6a-i, 9a—f, and 11a,b) are available from the authors.

® © 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC BY) license (http://creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.1021/acs.jcim.5b00142
http://www.ncbi.nlm.nih.gov/pubmed/26151876
http://dx.doi.org/10.1021/ci100436p
http://dx.doi.org/10.1007/s10822-012-9584-8
http://dx.doi.org/10.1021/ml100164p
http://dx.doi.org/10.1002/cmdc.200700010
http://dx.doi.org/10.1093/bioinformatics/btl150
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results and Discussion 
	Chemistry 
	Biological Evaluation 
	Anti-Proliferative Activities towards Breast Cancer Cell Lines (MCF-7 and MDA-MB-231) 
	Cell Cycle Analysis 
	The Effect on the Apoptotic and Anti-Apoptotic Marker Levels 
	Annexin V-FITC (Anx V) Apoptosis Assay 
	CDK Inhibitory Activity 

	CDK4 Molecular Docking Study and Structure–Activity Relationship 

	Materials and Methods 
	Chemistry 
	General 
	Preparation of Key Intermediate 1H-Indole-2-Carbohydrazide 4 
	Synthesis of Final Compounds 6a–i, 9a–f, and 11a,b 

	Biological Evaluation 
	Anti-Proliferative Activities Against Human Breast Cancer Cell Lines 
	Cell Cycle Analysis 
	Apoptosis study 
	CDK Kinase Inhibitory Activity 
	Molecular Modeling Study 


	Conclusions 
	References

