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Table S1. Sequences of DNA probes used in this work.

Name Sequence (5°-3°)

G3MBO TGGGTAGGGCGGGTTTAAGCCTTTTTTTGGCTTAAA

G3MBI TGGGTAGGGCGGGTTTAATTTTTTTITAAACCC

G3MB3 TGGGTAGGGCGGGTTTAATTTTTTTITAAACCCGCCC

G3MB4 TGGGTAGGGCGGGTTTAATTTTTTTITAAACCCGCCCTACCC

G4MBO AGGG TTAGGGTTAGGGTTAGGGTTTAAGCCTTTTTTTGGCTTAAA

G4MBI AGGG TTAGGGTTAGGGTTAGGGTTTAATTTTTTTITAAACCC

G4MB2 AGGG TTAGGGTTAGGGTTAGGGTTTAATTTTTTTTTAAACCCTAA

G4MB3 AGGG TTAGGGTTAGGGTTAGGGTTTAATTTTTTTTTAAACCCTAACCC

G4MB4 AGGG TTAGGGTTAGGGTTAGGGTTTAATTTTTTTITAAACCCTAACCCTAA
G3MBI-b TGGGTAGGGCGGGTTTAATTTTTTTITAAACCC-Biotin
G4MB3-b AGGG TTAGGGTTAGGGTTAGGGTTTAATTTTTTTITAAACCCTAACCC-Biotin
G3MBI-F TGGGTAGGGCGGGTTTAATTTTTTTITAAACCC-Folate

All the DNA sequences can fold into hairpin structure by self-hybridizing of underlined fragments.



Figure S1. The sequence optimization of G3MB and G4MB. (A) In the presence of
different G3MB. (B) In the presence of different G4MB. The concentrations of G3MB,
G4MB and ThT were 100 nM, 100 nM and 6 uM. The insets respectively display the
DNA sequences of G3MBO0-4 and G4MBO0-4. Error bars are standard deviation of
three repetitive experiments.
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GIMBO: 5'-TGGGTAGGGCGGG TTTAAGCCTTTTTTTGGCTTAAA-Y
GIMB1: 5" TGGGTAGGGCGGG TTTAATTTTTTTITAAACCC-3'
G3IMB2: 5" TGGGTAGGGCGGG TTTAATTTTTTTTTAAACCCG-3'
G3IMB3: 5. TGGGTAGGGCGGE TTTAATTTTITTTTAAACCCGCCE3!

GIMB4: 5 TGGGTAGGGCGGG TTTAATTTTTTTITAAACCCGCCCTACCC-3'
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G4MBO: 5"-AGGGTTAGGGTTAGGGTTAGGG TTTAAGCCTTTTTTTGGCTTAAAY
G4AMB1: 5'-AGGG TTAGGGTTAGGGTTAGGG TTTAATTTTTTTITAAACCC.3'

GAMB2: 5"-AGGG TTAGGGTTAGGGTTAGGG TTTAATTTTTTITAAACCCTAA-Y

GAME3S: 5"-AGGG TTAGGGTTAGGGTTAGGS TTTAATTTTTTTITAAACCCTAACCC-3'
GAMB4: 5'-AGGG TTAGGGTTAGGGTTAGGG TTTAATTTTTTTITAAACCCTAACCCTAA-Y
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Figure S2. The optimization of Exo III concentrations and enzymolysis time. (A)
Fluorescence intensity of ThT and G3MBI1 or G4MB3 at different Exo III
concentrations, incubated for 2 h at 37 °C in dark. (B) Fluorescence intensity at
different enzymolysis time, incubated at 37 °C in dark in 0.5 U Exo III; [G3MBI1] =
100 nM; [G4MB3] = 100 nM; [ThT] = 6 uM; [Mg*'] = 10 mM; [K'] = 25 mM.
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Figure S3. The SA detection by the G4MB3 biosensor. (A) Fluorescence spectra of
the solution contained G4MB3-b, ThT and Exo III after incubation with varying
concentrations of SA (0, 0.1, 0.5, 1, 5, 10, 25, 50, 75, 100, 200 ng) (B) Fluorescence
intensity of the solution contained G4MB3-b, ThT and Exo III after incubation with
varying concentrations of SA. Linear relation between the fluorescence intensity and
the concentration of SA. [G4MB3-b] = 100 nM; [ThT] = 6 uM; [Mg*] = 10 mM; [K*]
=25 mM; Exo [l = 0.5 U.
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