(Figure S1)

Pairwise alignment result and the identification of conserved amino acid residues in safflower

CtCYPSIE proteins. The indication of he colored boxes represents 50% simillarity of amino acids.
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====Heme binding motif=====

CtCYPS1ELS KGI TILLV BSSA EBVBCG. CtCYPS1E1S s QYBEAGLAN
CtCYPS1E14 NLLT. THMMNEN CtCYPS81E1l4 EGLAY
CtCYPSIEL3 KGI. VMLV T SN. CtCYP81E13 INLGI:
CtCYP81E12 X
Cecrpnaza [\.oo mv ......................... pills S MRS
CtCYPS1ELO |FANRPXLLVGKHLGYNY ; ’ . ERmr
CtCYPBIES RVI.... CcCYPSIELO KWVGLNSMEKKME
CtCYPB1ES i ey CtCYPS1EY
CtCYPB1ET EHIGHE. CCCIPOIES
CtCYPE1lE6 EHIGHE CtCYPS1E7
CtCYPS1ES m—-— CtCYPS1E6
CtCYPS1E4 TENYVESE. CtCYPS1ES
CtCYPS1E3 RNVGHD. CtCYPS1E4
CtCYP81E2 RNVEKD . CtCYPS1E3
CtCYPS1El Q KKIGND. CtCYP81E2
- CtCYPS1El
KETLR(K-helix)
CtCYPSI1ELS LCNIV L CtCYPS1E1lS : 5
CtCYP81E14 LRCIL CtCYPS1E14 .
g‘gggig: LCNFI L CtCYPS1E13 I B
% LRNFI L CtCYPS1E12 .
CtCYP81E1ll THGVI CtCYPS1ELL i
CtCYPS1ELO [pR....DETTISLVSNL U EVESGROQERE
ST . ¥, ———- CeCYPSIELO leMVERTERLSGSTSNIGDE
CtCYPS1ES |p CtCYPS1ES BRRERT . vsiviave
CtCYPS1E7 |p CeCYPE1ES JIREEGLEGYTDGEKE
CtCYPS81E6 |p CcCYPS1ET FREEXTEN. .MGYRF
CtCYPS1ES |p CtCYPS1Ee PREEEIGN. .MGYR
CtCYPS1E4 [ CtCYPSI1ES PREEEIGN. .MGYR
CtCYPS1E3 |p CtCYPS81E4 $oF
CtCYPS1EZ p CtCYPS1E3 oF
CoCIPaiEL p CtCYPS1E2 BRFEGLEGTRDGFKL
CeCYPSIEL FPREDGLEGTROGFK



