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Figure S1 Bioavailability radar chart for vemurafenib.
Figure S2 Ramachandran graph of target protein
Table. S1 Drug-likeness profile of Vieloplain F and Vemurafenib.

LIPO

FLEX SIZE

INSATU POLAR

INSOLU

Figure S1. Bioavailability radar chart for vemurafenib.
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Figure S2. Ramachandran graph of target protein.

Table S1. Drug-likeness profile of Vieloplain F and Vemurafenib.

Compounds Drug Likeness Medicinal Chemistry
P Lipinski violations VEBER violations PAINS alerts Synthetic accessibility
Vemurafenib 0 0 0 3.38

Vieloplain F 1 0 0 6.46




