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Figures 

Figure S1: Representative images of sample preparation by the enzymatic extraction procedure; (a) before 

ultrasonication, (b) after ultrasonication, (c) after centrifugation, and (d) separation of colloidal lipids overtime in 

storage at 4°C. 

Figure S2: Representative images of sample preparation by the TMAH extraction procedure; (a) untreated sample, (b) 

before ultrasonication, and (c) after ultrasonication and centrifugation. 

Figure S3: PSD of Ag NPs in enzymatic extracts (pancreatin + lipase) in the presence and absence of SDS added to the 

extraction solution. Sizes correspond to the calculated mean diameters (assuming a spherical particle) of 3 samples (each 

measured in triplicate) with their standard deviations. 

Figure S4: Particle size distributions of the 40 nm Ag NPs in (a) water and (b) after alkaline extraction (10 % TMAH) 

from the meat matrix. The LoDsize is represented by a dashed line on the PSD. 

Figure S5: Aging of Ag NPs detected in the enzymatic extract (pancreatin + lipase) of a processed sample stored at 4 °C. 

The LoDsize is represented by a dashed line on the PSD. 

Figure S6: PSD of Ag NP detected in samples processed with 10 % TMAH and stored at room temperature for 24h. 

Figure S7: Ag concentration in the supernatant of samples digested in 2.5 % TMAH as a function a storage time at 4 °C. 

Figure S8: Schematic diagram of the extraction protocol and analysis of Ag NP content in processed samples. 

Calculation of method limits of detection (LOD) and quantification (LOQ) 
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Figure S1: Representative images of sample preparation by the enzymatic extraction procedure; (a) before 

ultrasonication, (b) after ultrasonication, (c) after centrifugation, and (d) separation of colloidal lipids over time for 

storage at 4°C. 
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Figure S2: Representative images of sample preparation by the TMAH extraction procedure; (a) untreated sample, (b) 

before ultrasonication, and (c) after ultrasonication and centrifugation. 

 

 

 

 

Figure S3: PSD of Ag NPs in enzymatic extracts (pancreatin + lipase) in the presence and absence of SDS added to the 

extraction solution. Sizes correspond to the calculated mean diameters (assuming a spherical particle) of 3 samples (each 

measured in triplicate) with their standard deviations. 
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Figure S4: Particle size distributions of the 40 nm Ag NPs in (a) water; and (b) after alkaline extraction (10 % TMAH) 

from the meat matrix. The LoDsize is represented by a dashed line on the PSD.  
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Figure S5: Aging of Ag NPs detected in the enzymatic extract (pancreatin + lipase) of a processed sample stored at 4 °C. 

The LoDsize is represented by a dashed line on the PSD. 

 

 

Figure S6: PSD of Ag NP detected in samples processed with 10 % TMAH and stored at room temperature for 24h. 
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Figure S7: Ag concentration in the supernatant of samples digested in 2.5 % TMAH as a function a storage time at 4 °C. 

 

 

 

Figure S8: Schematic diagram of the extraction protocol and analysis of Ag NP content in processed samples. 
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Calculation of method limits of detection (LOD) and quantification (LOQ) 

For further reading, equations used here are based on the works of Laborda and associates [1]. 

(1)  𝐿𝑂𝐷/𝐿𝑂𝑄𝑠𝑖𝑧𝑒 = (
6𝑛𝜎𝜎𝐵

2
𝑤

𝜋𝜌𝐹𝑝𝐾𝐼𝐶𝑃𝑀𝑆𝐾𝑚𝑡𝑑𝑤𝑒𝑙𝑙

)

1/3

 

(2)  𝐿𝑂𝐷𝑛𝑢𝑚𝑏𝑒𝑟 =
5𝜎𝑁,𝐵 + 3

𝜂𝑛𝑒𝑏𝑄𝑠𝑎𝑚𝑡𝑖
                (3)  𝐿𝑂𝑄𝑛𝑢𝑚𝑏𝑒𝑟 =

10𝜎𝑁,𝐵 + 3

𝜂𝑛𝑒𝑏𝑄𝑠𝑎𝑚𝑡𝑖
 

(4)  𝐿𝑂𝐷𝑑𝑖𝑠𝑠 =
2.821𝜎𝐵̅

𝐾𝑅𝑡𝑑𝑤𝑒𝑙𝑙
                           (5)  𝐿𝑂𝑄𝑑𝑖𝑠𝑠 =

10𝜎𝐵̅

𝐾𝑅𝑡𝑑𝑤𝑒𝑙𝑙
  

(6)  𝐾𝐼𝐶𝑃𝑀𝑆 =
𝐾𝑅

𝐾𝑖𝑛𝑡𝑟𝑜𝐾𝑚
                 (7)  𝐾𝑖𝑛𝑡𝑟𝑜 = 𝜂𝑛𝑒𝑏𝑄𝑠𝑎𝑚                  (8)  𝐾𝑚 =

𝐴𝑁𝐴𝑣

𝑀𝑀
 

 

 

Where variables and constants are described as below: 

𝑛𝜎= threshold coefficient (5 for LOD, 10 for LOQ) 

𝜎𝐵= standard deviation of signal intensity of a blank (the average standard deviation of 10 blanks was used 

for calculations in this work) 

𝑤= base width of a transient particle event (400 µs used in calculations) 

𝜌= particle density 

𝐹𝑝= mass fraction of an element in a particle 

𝐾𝐼𝐶𝑃𝑀𝑆= detection efficiency 

𝐾𝑅= ICP-MS analytical sensitivity 

𝐾𝑖𝑛𝑡𝑟𝑜= sample introduction factor 

𝜂𝑛𝑒𝑏= analyte transport efficiency 

𝑄𝑠𝑎𝑚= sample introduction flowrate 

𝐾𝑚= element factor 

𝐴= isotopic abundance of monitored isotope 

𝑁𝐴𝑣= Avogadro number 

𝑀𝑀= atomic mass 

𝑡𝑑𝑤𝑒𝑙𝑙= dwell time 

𝜎𝑁,𝐵= standard deviation of the number of particles events in 10 blanks 

𝑡𝑖= acquisition time 

𝜎𝐵̅= standard deviation of the mean intensity of 10 blank baselines 
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