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Abstract: Fungal endophytes, symbiotic microorganisms residing within plants, are renowned for
producing bioactive secondary metabolites with diverse beneficial properties. We investigated the
antimicrobial potential of fungal endophytes isolated from Solanum mauritianum, an invasive weed,
against clinically significant bacterial pathogens. Selected fungal endophytes (Penicillium chrysogenum,
Fusarium sp., and Paracamarosporium leucadendri) were isolated from the plant’s leaves and fruits.
Their crude extracts were tested against various referenced strains, such as Mycobacterium species
(M. smegmatis ATCC 607 and M. bovis ATCC 27290), Staphylococcus aureus ATCC 6571, Bacillus subtilis
ATCC 11774, Klebsiella species (K. pneumoniae ATCC 10031 and K. oxytoca ATCC 8724), Escherichia
coli ATCC 10536, and Pseudomonas aeruginosa ATCC 10145, using the Kirby-Bauer disk diffusion
method. Resazurin Microtiter Assay was used for the determination of the minimum inhibitory
concentration. The chemical nature of the secondary metabolites in the crude extracts produced by
fungal endophytes was evaluated using high-resolution liquid chromatography–mass spectrometry
(LC-MS) using water and acetonitrile gradient. Liquid chromatography quadrupole time-of-flight
mass spectrometry (LC-QTOF-MS/MS) was employed for untargeted metabolomics. LC-QTOF-
MS/MS identified 63 bioactive compounds across the three endophytes. P. chrysogenum had the
highest activity against S. aureus and M. smegmatis (1.15 mg/mL and 0.02 mg/mL, respectively),
while P. leucadendri demonstrated moderate activity against M. smegmatis (2.91 mg/mL) and E. coli
(1.16 mg/mL). Fusarium sp. exhibited the broadest spectrum of antibacterial activity, with MIC
values ranging from 0.03 mg/mL (B. subtilis) to 10 mg/mL (M. smegmatis). P. leucadendri produced
29 metabolites, Fusarium sp. had 23 identified metabolites, and a total of 11 metabolites were
identified from P. chrysogenum. The fruits of the plant, accounting for 60%, appeared to be the most
abundant in the endophyte diversity when compared to the stems and leaves. This study highlights
the potential of fungal endophytes from S. mauritianum as a source of novel bioactive compounds,
particularly against multidrug-resistant pathogens, contributing to the ongoing efforts to combat
antimicrobial resistance.

Keywords: fungal endophytes; Paracamarosporium leucadendri; Penicillium chrysogenum; Fusarium sp.;
LC-QTOF-MS; crude extracts

1. Introduction

The escalating global burden of antimicrobial resistance (AMR) underscores the urgent
need for novel therapeutic agents. AMR is a complex issue driven by the misuse and
overuse of antibiotics in human and animal health, leading to the emergence of drug-
resistant pathogens [1–4]. The consequences of AMR are far-reaching, with the potential to
reverse decades of progress in healthcare by increasing the rates of morbidity and death,
prolonging stay in hospitals, and escalating the cost of healthcare [5–7]. To combat this
growing threat, the development of new antimicrobial compounds is imperative, and

Molecules 2024, 29, 4924. https://doi.org/10.3390/molecules29204924 https://www.mdpi.com/journal/molecules

https://doi.org/10.3390/molecules29204924
https://doi.org/10.3390/molecules29204924
https://creativecommons.org/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/molecules
https://www.mdpi.com
https://orcid.org/0000-0002-6012-0405
https://orcid.org/0000-0002-4962-0724
https://doi.org/10.3390/molecules29204924
https://www.mdpi.com/journal/molecules
https://www.mdpi.com/article/10.3390/molecules29204924?type=check_update&version=2


Molecules 2024, 29, 4924 2 of 17

natural product discovery, particularly from underexplored microbial sources, has emerged
as a promising avenue for addressing this crisis.

Microbial endophytes, dwelling asymptomatically inside plant tissues, constitute
a rich store of chemically varied secondary metabolites with potential antibacterial ca-
pabilities and strong biological activity [8–10]. Recent advancements in microbial and
plant interaction studies have highlighted fungal endophytes as a significant reservoir
of bioactive compounds, making them a focal point in the search for new antimicrobial
agents amidst escalating antibiotic resistance [11–13]. Endophytes, which form mutualistic
associations with their host plants, are known for their extensive production of secondary
metabolites that exhibit a wide range of biological activities [14].

The plant Solanum mauritianum, often regarded as an invasive species, is an overlooked
medicinal plant that harbors a rich diversity of fungal endophytes [10]. This plant, belong-
ing to the Solanaceae family, is widely distributed across tropical and subtropical regions,
including the biodiverse ecosystem of Johannesburg, South Africa. Despite its invasive
status, S. mauritianum has garnered interest in ethnopharmacology due to its traditional
medicinal uses and potential therapeutic properties [10,15]. However, the endophytic
fungal community associated with this plant and the bioactive compounds it produces
remain largely unexplored.

This study aims to bridge the knowledge gap by investigating the bioactive compo-
nents (secondary metabolites) produced by the endophytes selected from different parts of
S. mauritianum in Johannesburg, South Africa. This research is focused on the detection,
isolation, and characterization of novel bioactive compounds from three fungal endophytes
with potential applications against public health pathogens. By leveraging advanced ana-
lytical techniques and bioassay-guided fractionation, we seek to uncover promising lead
compounds that could address the pressing need for new antimicrobial agents. This study
further aims to investigate the assortment of secondary metabolites by the selected endo-
phytic fungi associated with S. mauritianum in Johannesburg and evaluate their potential
as producers of antibacterial compounds. By focusing on this invasive plant species, we
seek to uncover previously unexplored microbial resources that could contribute signifi-
cantly to the development of new antibiotics against public health pathogens, including
drug-resistant strains of bacterial species.

2. Results and Discussion
Isolation and Distribution of Fungal Endophytes

The isolation, distribution, and total secondary metabolites of the fungal endophytes
(Penicillium chrysogenum, Fusarium sp., and Paracamarosporium leucadendri) in different
parts of the S. mauritianum plant are shown in Table 1. Paracamarosporium leucadendri was
exclusively found in the fruits of the plant, while Fusarium sp. and Penicillium chrysogenum
were both found in the leaves and fruits. None of the endophytes were found in the stem of
the S. mauritianum plant. These results were found to be consistent with the reports of Torta
et al. [16] and de Siqueira et al. [17], who opined that endophytic colonization occurs mainly
in the roots, leaves, and fruits rather than in other parts of the plant. However, according to
de Siqueira et al. [17], there was less endophytic colonization of the stem compared to the
leaves and other parts of the plants. The results from this study also indicate a tissue-specific
colonization pattern for the identified endophytes where Paracamarosporium leucadendri
shows some predilection for the fruits (maybe for some specific function in the general
plant’s well-being), and both Fusarium sp. and Penicillium chrysogenum are conspicuously
present in the leaves and fruits of the plant. The phenomenon of tissue-specific colonization
by endophytes was also similarly reported by Behie et al. [18], who revealed that the
endophytic fungus Metarhizium spp. showed preferential colonization/localization for
certain plant tissues. The tissue-specific colonization of endophytes is a testament that the
endophytes may be hyperdiverse because of their host preference and colonization patterns
in healthy plants [9,19]. This information is crucial for understanding the tissue-specific
colonization of fungal endophytes in S. mauritianum, which can be important for studies on
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plant–endophyte interactions, potential bioactive compound production, and ecological
research on fungal distributions in plants. The total secondary metabolites isolated from
three different endophytic fungi (Fusarium sp., P. chrysogenum, and P. leucadendri) revealed
that P. leucadendri produced 29 secondary metabolites, Fusarium sp. produced 23 secondary
metabolites, and P. chrysogenum had the fewest total metabolites at 11.

Table 1. Isolation, distribution, and total secondary metabolites of fungal endophytes in S. mauri-
tianum plant parts.

Accession No. Fungal Endophyte Stem Leaves Fruits Total Secondary Metabolites

MF928767 Paracamarosporium leucadendri − − + 29
MF928763 Fusarium sp. − + + 23
MF928764 Penicillium chrysogenum − + + 11

Legend: + = present; − = absent.

The percentage of occurrence of fungal endophytes in S. mauritianum and the rel-
ative abundance (%) of fungal endophytes in S. mauritianum plant parts are shown in
Figures 1 and 2. Penicillium chrysogenum and Fusarium sp., the most occurring fungal en-
dophytes, are obtained from most plant parts of S. mauritianum, while the fruits of the
plants appear to be the parts most rich in endophyte diversity (in regard to the stems and
leaves). This finding is inconsistent with the findings of Yu et al. [20], who opined that the
leaves are the richest with endophytes compared to the fruits of the Camellia oleifera plant.
This inconsistency could be due to differences in plant species, environmental interference,
and methods employed for the isolation of endophytic microorganisms. In maize plants
and woody plants, the leaves have been touted as the most endophyte-rich parts of the
plants [20,21]. In this study, P. chrysogenum and Fusarium sp. were the most frequently
occurring fungal endophytes from S. mauritianum, while the fruits and then the leaves had
the highest relative abundance of fungal endophytes in the invasive plant species. Almost
all plant species harbor fungal endophytes, which can asymptomatically colonize different
parts of the plants, including the roots, stems, leaves, branches, and fruits [22].
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The pheatmap (Figure 3) illustrates the antibacterial activity and MIC (mg/mL) of the
crude extracts of fungal endophytes against bacterial pathogens of public health importance.
“Red” denotes no antibacterial activity, indicating less effective antibacterial activity; “Light
blue” has lower MIC values, indicating more effective antibacterial activity; and “white”
indicates intermediate MIC values. Furthermore, the heatmap shows the similarities in
antibacterial activity patterns between different endophytes, with row clusters revealing
that P. chrysogenum and Fusarium sp. have distinct activity profiles, while Paracamarosporium
leucadendri clusters closer to Fusarium sp. The column cluster suggests that endophytes
impact diverse bacterial pathogens in comparable ways. B. subtilis and S. aureus exhibit
unique sensitivity patterns in comparison to other infections. Penicillium chrysogenum is the
most effective endophyte against B. subtilis and S. aureus. Paracamarosporium leucadendri is
somewhat active against E. coli and M. smegmatis. Fusarium sp. had the highest antibacterial
efficacy against the investigated pathogens (given its low MIC values).

Molecules 2024, 29, x FOR PEER REVIEW  5  of  18 
 

 

 

Figure 3. Pheatmap showing antibacterial activity/effectiveness of crude fungal endophytes against 

pathogens of public health importance. B. subtilis (1), S. aureus (2), K. oxytoca (3), K. pneumoniae (4), 

E. coli (5), P. aeruginosa (6), M. bovis (7), and M. smegmatis (8). The colors of each cell indicate the level 

of antibacterial activity measured by their respective MICs. The positive control was Rifampicin (40 

µg/mL), and the crude extracts of fungal endophytes are presented in mg/mL. 

The proportion of identified secondary metabolites provides insights into the potential 

utility of these fungal endophytes in developing pharmacologically active compounds of im-

portance in medicine and human health. Overall, Fusarium sp. exhibited the highest number 

of total secondary metabolites, while P. leucadendri and P. chrysogenum had fewer total metab-

olites than Fusarium sp. The screening technology employed for the fungal endophytes in this 

study revealed promising secondary metabolites of medical and agricultural importance [28]. 

An untargeted approach (LC-QTOF-MS) was used to evaluate the crude extracts of Fusarium 

sp., P. chrysogenum, and P. leucadendri, and 87 (in total) bioactive compounds were found. This 

report is the first of its kind to evaluate nontargeted compounds for the three fungal endo-

phytes. Indeed, there needs to be more research on secondary metabolites and their potential 

pharmacological and health benefits. In the literature, there are no current reports about the 

bioactive compounds of P. leucandendri, except for the report by Pelo et al. [9]. Some of the 

bioactive compounds  identified  in this study for fungal endophytes have been revealed to 

have ecological, agricultural, pharmacological, and medicinal importance. 

The compounds 3-allyl-thiophene, 4-vinyl isoquinoline, 2-nitroimidazo[2,1-b][1,3]oxa-

zole, and Withasomnine from Fusarium sp. have been reported to have antibacterial activity 

against  different  pathogens  of  public  health  significance  [29–32].  Crude  extracts  from 

Fusarium sp. have been reported to have antibacterial activities against pathogens of both 

plants and animals, with the secondary metabolite aurofusarin (a homodimeric naphtho-

quinone) being a prominent compound  [33].  Interestingly,  the secondary metabolite au-

rofusarin was not isolated in this study as a testament to the fact that the production of sec-

ondary metabolites by fungal endophytes is a function of several factors, which include the 

methods and solvents used for extraction, growth media, and other optimization parame-

ters. To further buttress this point, Lopes et al. [34] reported different antimicrobial efficacy 

for the same fungus grown or fermented using different substrates, with greater antimicro-

bial activity observed for cheese whey cultures compared to agro-waste substrates. 

Similarly,  fusarithioamide  (an  antimicrobial  compound)  identified  from Fusarium  sp. 

was reported by Ibrahim et al. [35] to have both antibacterial and antifungal properties. Since 

the discovery of penicillin, P. chrysogenum has been in the limelight, and there have been non-

stop revelations about secondary metabolites of importance to plants and humans in that re-

gard. Several studies have shown that secondary metabolites from P. chrysogenum contribute 

immensely to anti-cancer and antimicrobial activities [36,37]. Similar to the results obtained in 

this study for secondary metabolites of P. chrysogenum, El-Sayed et al. [38] and Gao et al. [39] 

opined that not only do the metabolites have pharmacological activities, but they are also de-

rivatives  of  polyketide,  glycerol,  and monoterpene  compounds.  Some  of  the  secondary 

Figure 3. Pheatmap showing antibacterial activity/effectiveness of crude fungal endophytes against
pathogens of public health importance. B. subtilis (1), S. aureus (2), K. oxytoca (3), K. pneumoniae (4), E.
coli (5), P. aeruginosa (6), M. bovis (7), and M. smegmatis (8). The colors of each cell indicate the level
of antibacterial activity measured by their respective MICs. The positive control was Rifampicin
(40 µg/mL), and the crude extracts of fungal endophytes are presented in mg/mL.
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These findings were found to be consistent with several reports on the antibacte-
rial properties of fungal endophytes against Gram-positive and -negative bacteria
alike [3,9,11,23,24]. Secondary metabolites from Fusarium sp. in this study, like the other
fungal endophytes, were found to have broad-spectrum activity against bacterial pathogens
of importance to public health, including Mycobacterium sp. This activity may be due to
the presence of the antitubercular compound (Tubulysin B) identified in the crude extract
of the fungal endophyte. Consistent with the findings mentioned above about Fusarium
sp., Gordien et al. [25] and Pelo et al. [9] reported that fungal endophytes from Scottish
plants and an invasive weed from Johannesburg showed antibacterial activity against
different Mycobacterium strains with respective MIC values in the ranges of 2–8 mg/mL and
0.03–4 mg/mL, which are comparable to the findings in our study. MIC values for crude
extracts less than 0.07 mg/mL are usually considered promising for further investigation
following breakpoints for most antibiotics [26]. The literature is replete with information
about fungal endophytes against pathogens such as S. aureus and E. coli and their corre-
sponding antibacterial efficacy [6,13,24]. P. chrysogenum was found to have the best activity
against B. subtilis, as Fusarium sp. was found to have little or no antibacterial effect against
the bacterial pathogen. This finding was consistent with the report by Kyekyeku et al. [27],
who opined that no antibacterial activity was observed for the endophytic fungus Fusarium
solani. However, considerable activity was found against other bacterial pathogens tested
in the study, as was observed in the current study.

The proportion of identified secondary metabolites provides insights into the potential
utility of these fungal endophytes in developing pharmacologically active compounds of
importance in medicine and human health. Overall, Fusarium sp. exhibited the highest
number of total secondary metabolites, while P. leucadendri and P. chrysogenum had fewer
total metabolites than Fusarium sp. The screening technology employed for the fungal endo-
phytes in this study revealed promising secondary metabolites of medical and agricultural
importance [28]. An untargeted approach (LC-QTOF-MS) was used to evaluate the crude
extracts of Fusarium sp., P. chrysogenum, and P. leucadendri, and 87 (in total) bioactive com-
pounds were found. This report is the first of its kind to evaluate nontargeted compounds
for the three fungal endophytes. Indeed, there needs to be more research on secondary
metabolites and their potential pharmacological and health benefits. In the literature, there
are no current reports about the bioactive compounds of P. leucandendri, except for the
report by Pelo et al. [9]. Some of the bioactive compounds identified in this study for
fungal endophytes have been revealed to have ecological, agricultural, pharmacological,
and medicinal importance.

The compounds 3-allyl-thiophene, 4-vinyl isoquinoline, 2-nitroimidazo[2,1-b][1,3]oxazole,
and Withasomnine from Fusarium sp. have been reported to have antibacterial activity
against different pathogens of public health significance [29–32]. Crude extracts from Fusar-
ium sp. have been reported to have antibacterial activities against pathogens of both plants
and animals, with the secondary metabolite aurofusarin (a homodimeric naphthoquinone)
being a prominent compound [33]. Interestingly, the secondary metabolite aurofusarin was
not isolated in this study as a testament to the fact that the production of secondary metabo-
lites by fungal endophytes is a function of several factors, which include the methods and
solvents used for extraction, growth media, and other optimization parameters. To further
buttress this point, Lopes et al. [34] reported different antimicrobial efficacy for the same
fungus grown or fermented using different substrates, with greater antimicrobial activity
observed for cheese whey cultures compared to agro-waste substrates.

Similarly, fusarithioamide (an antimicrobial compound) identified from Fusarium sp.
was reported by Ibrahim et al. [35] to have both antibacterial and antifungal properties.
Since the discovery of penicillin, P. chrysogenum has been in the limelight, and there have
been non-stop revelations about secondary metabolites of importance to plants and humans
in that regard. Several studies have shown that secondary metabolites from P. chrysogenum
contribute immensely to anti-cancer and antimicrobial activities [36,37]. Similar to the
results obtained in this study for secondary metabolites of P. chrysogenum, El-Sayed et al. [38]
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and Gao et al. [39] opined that not only do the metabolites have pharmacological activities,
but they are also derivatives of polyketide, glycerol, and monoterpene compounds. Some
of the secondary metabolites identified in this study appear to be novel in the context of
being reported for the first time as being produced by the fungal endophytes (P. leucadendri,
Fusarium sp., and Penicillium chrysogenum) examined in this study. While a few of these
compounds have been previously reported in the literature, they were associated with other
microorganisms, such as bacteria or fungi, and not with the specific fungal endophytes
studied in this work.

The novel secondary metabolites from P. leucadendri, Fusarium sp., and Penicillium
chrysogenum, which include L-Cladinose, albaflavenone, tridemorph, carvacrol, 6-cis-
docosenamidse, seiricardine A, and rishitin, amongst others, have been individually
reported in other studies to be produced from diverse microbial sources, and these
compounds were reported to have antimicrobial properties [40–51]. Tridemorph is a
morpholine-based compound which has demonstrated potent antifungal activity. The
MS/MS analysis showed a precursor ion at m/z 298 (Supplementary Material S/N
17b). One prominent fragmentation event was the loss of water (H2O), resulting in a
fragment ion at m/z 280. This water loss is typical for morpholine derivatives, and
the further cleavage of the morpholine ring produced a fragment at m/z 166, which is
characteristic of the breakdown of the morpholine structure [52,53]. Albaflavenone, a
sesquiterpene, was also detected and identified from the precursor ion in the MS/MS
spectrum, where it appeared at m/z 219. The fragmentation analysis revealed a key loss
of water (H2O), leading to a fragment at m/z 201, which is a common fragmentation
pattern for sesquiterpenes [54]. One of the sesquiterpene rings was further cleaved,
resulting in a fragment ion at m/z 177, thereby confirming the presence of the tricyclic
structure and supporting its antimicrobial potential [54] (Supplementary Material S/N
25). The activity of albaflavenone has been reported by Lin and Cane [46] and Huang
et al. [47] to be effective against a plethora of microbial species, but the metabolite was
a product of Streptomyces coelicolor and Dictyophora indusiata, respectively. There are
several reports of the antibacterial substance albaflavenone in the literature [46–49], and
this is one of the foremost studies which revealed that the compound can be obtained
from P. leucandendri. L-Cladinose was also another secondary metabolite produced by
the fungal endophyte P. leucandendri in this study. Reports revealed that this compound
has apotent antibacterial activity similar to macrolide antibiotics [40,41]. There have
also been reports of antimicrobial activity in 6-cis-docosenamidse, seiricardine A, and
rishitin against microbial pathogens of public health importance. However, none of the
reports have shown any of these metabolites to be produced by P. leucandendri, save the
aforementioned report by Pelo et al. [9]. Aside from the antibacterial activity of these sec-
ondary metabolites, Sobrinho et al. [51] also revealed that some of these metabolites have
antifungal activity against dermatophytes (Trichophyton and Microsporum). Interestingly,
aside from the fact that these metabolites have antibacterial activity, as reported in this
study, Yoshioka et al. [50] opined that rishitin could be employed for the control of plant
pathogens. Furthermore, other studies showed that the secondary metabolites produced
by these fungal endophytes are sometimes produced in response to the presence of
phytopathogens to help the plant withstand the threats and subsequent colonization by
the phytopathogens [42–44]. Fecosterol was also identified in P. leucandendri. For this
compound, an MS/MS analysis revealed a precursor ion at m/z 399.635, and one of
the prominent fragmentation events was the loss of a water molecule (H2O, mass = 18),
resulting in a fragment ion at m/z 381. This loss of water is a common characteristic of
sterols and has been reported in previous studies [55,56]. The subsequent cleavage of
the steroid ring produced a fragment ion at m/z 149, consistent with known patterns
of sterol degradation in mass spectrometry [56]. These fragmentation patterns support
the structural identification of Fecosterol and its potential role in antimicrobial activity
(Supplementary Material S/N 3).
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The secondary metabolites of P. leucadendri, Fusarium sp., and P. chrysogenum from
S. mauritianum shown above in Tables 2–4 revealed a plethora of metabolites showing
their retention times, m/z values, and chemical formulas. A comprehensive list of the
63 untargeted compounds from these endophytes is shown in the tables above. The MS
data for the identification of the compounds are presented in the Supplementary Material,
with the retention time, mass-to-charge ratio, and chemical formula for all compounds
presented in Tables 2–4.

Rishitin, a sesquiterpenoid phytoalexin, was also detected and identified in fungal
endophyte. The MS/MS analysis identified a precursor ion at m/z 223, and a key fragmen-
tation event was the loss of a water molecule, leading to the formation of a fragment at m/z
205. This is consistent with the loss of hydroxyl groups commonly observed in sesquiter-
penoids [57]. Further fragmentation resulted in the cleavage of the hydrocarbon chain,
producing a fragment ion at m/z 149, confirming the breakdown of the terpenoid struc-
ture [57,58]. These findings correlate with rishitin’s known antimicrobial action, likely due
to its ability to disrupt microbial cell membranes [59] (Supplementary Material S/N 29).

Table 2. Identified secondary metabolites from Paracamarosporium leucadendri isolated from S. mauritianum.

S/N Compound Name Retention Time m/z Peak Area Chemical Formula

1 N-Methyl-L-proline (peptide) 1.45 130.086 32,280 C6H11N1O2
2 Indan-1-ol 1.21 135.08 24,201 C9H10O1
3 Fecosterol 4.89 399.365 11,312 C28H46O1
4 Phyllanthin 4.9 419.246 28,061 C24H34O6
5 Glutathione amide disulfide 4.9 611.187 28,061 C20H34N8O10S2
6 Tris (2,4-ditert-butyl phenyl) phosphate 10.39 663.455 28,061 C42H63O4P1
7 Irganox 858 10.39 664.46 11,633 C39H61N5O2S1
8 Aniracetam 10.65 220.098 13,235 C12H13N1O3
9 9-Octadecenamide, n-butyl- 10.69 338.343 13,012 C22H43N1O1
10 Bicyclo [2.2.1] hept-2-en-7-ol 11.17 111.081 33,799 C7H10O1
11 Bellendine 11.07 206.119 33,799 C12H15N1O2
12 4-Vinylguaiacol 11.45 151.076 116,589 C9H10O2
13 Caffeine 11.45 195.089 116,589 C8H10N4O2
14 Solavetivone 11.45 219.175 116,589 C15H22O1
15 Dehydrovomifoliol 11.45 223.132 116,589 C13H18O3
16 5-Hydroxy-alpha-gurjunene 11.45 223.205 116,589 C15H26O1
17 Pirimicarb 11.45 239.15 116,589 C11H18N4O2
18 α-Eleostearic acid 11.45 279.233 116,589 C18H30O2
19 Thiamine acetic acid (vitamin B) 11.45 280.098 116,589 C12H15N4O2S1
20 Xanomeline 11.45 282.161 116,589 C14H23N3O1S1
21 Tridihexethyl 11.45 319.286 116,589 C21H36N1O1
22 Ethyl butylacetylaminopropionate 11.82 216.16 54,174 C11H21N1O3
23 Felbamate 11.82 239.101 54,174 C11H14N2O4
24 L-Cladinose 3.15 177.1117 0 C8H16O4
25 Albaflavenone 10.65 219.1753 13,235 C15H22O1
26 Carvacrol 11.45 151.112 116,589 C10H14O1
27 6-cis-docosenamide 11.45 338.343 116,589 C22H43N1O1
28 Seiricardine A 11.82 239.1983 54,174 C15H26O2
29 Rishitin 11.45 223.1693 116,589 C14H22O2

Several of the novel antimicrobial compounds (secondary metabolites) identified from
the endophytes in this study, such as rishitin, carvacrol, 6-cis-docosenamide, and seiricar-
dine A from P. leucandendri, have previously been reported to have potent antibacterial
activity against a wide range of bacterial pathogens of significant public health concern.
These specialized metabolites are known to exhibit broad-spectrum antimicrobial prop-
erties, contributing to their potential as promising candidates for addressing antibiotic
resistance and infectious diseases [60–62]. While it has been theorized that plant endo-
phytes are repositories of bioactive specialized or secondary metabolites with structural
and chemical diversity [60], there is a shred of evidence that rishitin has been used in the
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past against plant diseases such as the late blight and early blight of potato caused by
Phytophthora infestans and Alternaria solani, respectively [61]. Rishitin, a phytoalexin, was re-
ported to be synthesized after 14 h of post-inoculation of tomato (Solanum lycopersicum) root
by the fungus Pythium oligandrum [62], and Mili [60] opined that the compound (rishitin) is
a plant-derived compound of Solanum species reported to be produced by endophytic fungi.
There are pieces of evidence showing that the spectrum of activity of the compound rishitin
could be broad in that it was able to inhibit the growth of bacteria and fungi, as reported in
the aforementioned studies. Carvacrol, a monoterpenoid phenol, is one of the specialized
metabolites identified from P. leucandendri in this study. The MS/MS fragmentation of
carvacrol begins with the precursor ion at m/z 151; the loss of a methyl group (m/z 135) and
further cleavage of the isopropyl chain (m/z 107) help to confirm its identity and structural
stability (Supplementary Material S/N 26). Carvacrol has also been reported in fungal
endophytes isolated from the leaves and stems of Thymus species. This compound is well
known for its antimicrobial properties, further emphasizing its potential significance in the
arsenal of bioactive metabolites with promising therapeutic applications [63,64]. Carvacrol
has demonstrated broad-spectrum antimicrobial activity against a variety of bacterial and
fungal isolates of public health and food security importance [65–67]. Sayed et al. [64]
suggested that the antimicrobial potency of crude extracts from Thymus vulgaris and its
associated endophytes may be attributed to the presence of carvacrol, further supporting
its role as a key bioactive compound in these extracts. Unlike rishitin, carvacrol has been
isolated from a variety of plants beyond Solanum species.

Table 3. Identified secondary metabolites from Fusarium sp. isolated from S. mauritianum.

S/N Compound Name Retention Time m/z Peak Area Chemical Formula

1 3-Aminophenol 0.67 110.7653 20,855.62 C6H7N1O1
2 Aminohydroquinone 0.68 126.0548 163,862.47 C6H7N1O2
3 Benzocaine 0.76 166.0849 1325.77 C9H11N1O2
4 Methyldopa 0.76 212.0923 1325.77 C10H13N1O4
5 Nicotinamide (vitamin B3) 0.81 124.0393 102,375.62 C6H5N1O2
6 Actinidine 0.84 148.1118 102,375.62 C10H13N1
7 1-phenyl pyridine-1-ium 0.93 157.0892 112,684.58 C11H10N1
8 2-[tert-butyl(methyl) amino] ethanethiol 0.98 148.1142 61,849.06 C7H17N1S1
9 Zeatin (cytokinins) 0.98 220.1184 5196.3 C10H13N5O1
10 ethyl 4-amino-1H-pyrrole-2-carboxylate 1.01 155.0817 231,881.42 C7H10N2O2
11 Norselegiline 3.26 174.1283 10,494.4 C12H15N1
12 Pifithrin β 4.81 269.1121 3,211,781.75 C16H16N2S1
13 Capsi-amide 4.81 270.2803 32,11,781.75 C17H35N1O1
14 Montanol 4.81 353.2666 32,664.74 C21H36O4
15 16-methyl-1-morpholin-4-ylheptadecan-1-one 4.81 354.3363 32,664.74 88.0757

16 1,4,8,11-tetraethyl-1,4,8,11-
tetrazacyclotetradecane 10.03 313.3309 2224.51 C18H40N4

17 Tridemorph 11.79 298.3117 41,864.85 C19H39N1O1
18 Messagenin 12.16 445.3695 6640.07 C29H48O3
19 3-allylthiophene 0.81 125.0432 102,375.62 C7H8S1
20 2-nitroimidazo[2,1-b][1,3]oxazole 1.01 154.0243 231,881.42 C5H3N3O3
21 Withasomnine 4.83 185.1073 42,543.51 C12H12N2
22 1-(4-methyl-1-piperidinyl)-2-tetra decanol 10.03 312.3281 2224.51 C20H41N1O1
23 4-dodecyl morpholine 10.03 256.2647 25,182.35 C16H33N1O1

In contrast, the secondary metabolite 6-cis-docosenamide has limited presence in the
literature, with only a few mentions, such as in the report by Elkhateeb et al. [68]. This
compound was among the many secondary metabolites isolated from Ganoderma applanatum
that have been shown to induce apoptosis through various pathways. However, a variant
or isomer of this compound, 13-docosenamide, has been reported by Dos-Reis et al. [69] to
have broad-spectrum antibacterial properties, further expanding the chemical diversity and
potential biological activity within this class of molecules. The compound seiricardine A has
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been reported to be a novel compound produced by endophytic fungi, and this compound
has been reported to have broad-spectrum antimicrobial activity against bacteria and
fungi [70–72]. The secondary metabolites were reported to be produced by different fungal
endophytes, which include Cytopsora sp. (from Chinese mangrove plant) [70], Aspergillus
and Trichoderma species [72], and Pestalotia sp. isolated from the leaves of Heritiera fomes [71].

Table 4. Identified secondary metabolites from Penicillium chrysogenum isolated from S. mauritianum.

S/N Compound Name Retention Time m/z Peak Area Chemical Formula

1 Metoprolol 6.41 268.1927 1627.21 C15H25N1O3
2 Petromyzonol 11.24 395.3127 10,748.93 C24H42O4
3 6-Ethylchenodeoxycholic acid 11.27 421.3287 5593.51 C26H44O4
4 Methamphetamine 11.4 150.1276 17,864.26 C10H15N1
5 Phenethylamine 12.05 122.096 800.37 C8H11N1
6 Amphetamine 13.01 136.1117 1399.35 C9H13N1
7 Tubulysin B 9.87 830.4306 1840.95 C42H63N5O10S1
8 Azafrin 8.71 427.2811 14,967.18 C27H38O4
9 Dihydro-beta-erythroidine (nicotine) 9.45 276.1546 13,381.62 C16H21N1O3
10 Ochrolifuanine A 8.59 439.2818 19,935 C29H34N4
11 1,8-Diazacyclotetradecane-2,9-dione 3.51 227.1753 571.73 C12H22N2O2

The novel secondary metabolites identified from Fusarium sp., which include 3-allyl-
thiophene, 2-nitroimidazo[2,1-b][1,3]oxazole, Withasomnine, 1-(4-methyl-1-piperidinyl)-2-
tetra decanol, and 4-dodecyl morpholine, to mention a few, have been scarcely reported
in the literature, especially the former. While there are no reports of the exact compound
(3-allyl-thiophene), there are reports of its derivatives and parent compound thiophenes.
Recent studies have shown the compound to be produced by two endophytic Penicillium
species (P. lanosum and P. radiatolobatum) [73]. Ibrahim et al. [74] opined that thiophenes
are naturally occurring specialized metabolites in plants; however, the presence of crude
extracts in Fusarium sp. in this study can be attributed to biosynthetic function. Other
specialized metabolites from Fusarium sp., which are 2-nitroimidazo[2,1-b][1,3]oxazole,
Withasomnine, 1-(4-methyl-1-piperidinyl)-2-tetra decanol, and 4-dodecyl morpholine, have
also scarcely been reported in recent studies. However, while the exact compounds iden-
tified in this study (except for withasomine) have not been reported, their derivatives or
parent compounds have been shown to be produced by fungal endophytes and even chem-
ically synthesized in some instances. Withasomine, as reported by Gowtham et al. [32] and
George et al. [75], is a unique alkaloid with a broad range of antimicrobial activity naturally
produced by the Indian medicinal herb Withania somnifera. Zhuang et al. [76] reported that
nitroimidazole-oxazolidinone, a compound from which 2-nitroimidazo[2,1-b][1,3]oxazole
can be derived, shows some synergistic activity against anaerobic pathogens, and thus, it is
a vital tool in the fight against antimicrobial resistance. Variants or isomers of the novel
secondary metabolite (1-(4-methyl-1-piperidinyl)-2-tetra decanol) have been identified and
reported by Vinaya et al. [77] (as piperidinyl tetrahydrothieno[2,3-c]isoquinolines) and
Zaki et al. [78] (as 1-benzhydryl-sulfonyl-4-(3-(piperidin-4-yl) propyl)piperidine) to have
a broad spectrum of activity against a plethora of microbial isolates. Similarly, variants
of the compound 4-dodecyl morpholine have been reported to have antibacterial activity
against bacterial pathogens [79,80]; however, none of the reports have shown that fungal
endophytes produced the compound.

Some of the novel antibacterial compounds of endophytic Penicillium chrysogenum
from S. mauritianum in this study are 1,8-Diazacyclotetradecane-2,9-dione, L-Ascorbic acid,
6-octadecanoate, Tubulysin B, and Lunacrine. There is limited information or studies
about 1,8-Diazacyclotetradecane-2,9-dione as a secondary metabolite with antibacterial
activity. Pelo et al. [9] identified the compound from crude extracts of S. mauritianum, while
Zhu et al. [81] identified the metabolites from the interaction between Phytophthora sp.
and Solanum tubersosum. A derivative of the compound L-Ascorbic acid, 6-octadecanoate,
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has been reported to be produced by some bacterial endophytes of Ocimum sanctum and
Artemisia nilagirica with activity against the plant pathogenic fungus Fusarium oxyspo-
rum [82] and bacterial pathogens like S. aureus [83]. Gram-negative bacterial isolates have
been reported to produce Tubulysins A and B with antibacterial activity against multidrug-
resistant pathogens [84].

Furthermore, the secondary metabolite, Tubulysin, was reported to have broad mi-
crobial activity even against viruses [85]. Lunacrine has also been reported to have an-
tibacterial and antifungal properties, but the metabolite was isolated from the bark of
the Lunas-bargon plant. More recently, the compound was also identified to have both
antimicrobial and cytotoxic properties [86].

3. Materials and Methods
3.1. Study Sites and Sample Collection

This study was conducted in Johannesburg, where Solanum mauritianum plants were
collected from various points in the city. Healthy leaves, fruits, and stems of S. mauritianum
were carefully excised and placed in sterile plastic bags [45]. A botanist from the University
of Johannesburg identified the samples, and a voucher specimen was deposited in the
university’s herbarium. Transportation of the samples to the laboratory was carried out on
ice, and processing of the samples was carried out within 24 h. of collection to ensure the
viability of the endophytes.

3.2. Isolation of Fungal Endophytes

The plant samples, which were obtained in five independent replicates, underwent
a rigorous surface sterilization protocol for the elimination of epiphytes. Samples were
sequentially immersed in ethanol (70%) for 60 s, 2% solution of sodium hypochlorite (bleach)
for 5 min, and then sterile distilled water (for proper rinsing to remove disinfectants) [87].
Following sterilization and drying, small sections (5 mm pieces) were aseptically excised
and inoculated onto chloramphenicol-amended SDA (Sabouraud Dextrose Agar), PDA
(Potato Dextrose Agar), and NA (Nutrient Agar) for fungal isolation. Plates were incubated
at 25 ◦C for 7–14 days, and emerging fungal colonies were subsequently purified through
subculturing on fresh PDA and SDA plates.

3.3. Identification of Fungal Endophytes

The selected endophytic fungi were identified through a combination of morpholog-
ical and molecular techniques. Colony morphology, spore structure, attachments, and
pigmentations were examined microscopically in addition to macroscopic features like the
mycelium color on the plate, reverse plate color characteristics, and growth pattern [88].
Three of the pure fungal colonies of interest were selected for molecular identification.
Molecular identification was achieved by successful fungal DNA extraction, amplifica-
tion, and sequencing of the ITS region of the fungal rDNA [89–91], followed by BLAST
comparison against the NCBI GenBank database [89]. Briefly, the fungal mycelium from a
3-day-old pure culture grown in PDA broth was aseptically pipetted into 2 mL Eppendorf
tubes after harvest from the PDA plates using an inoculation loop. The mycelial mat was
pelleted by centrifugation at 13,000× g for 5 min and washed twice with Tris-EDTA (TE)
buffer. After decanting the TE buffer following the second spin, 300 µL of extraction buffer
was added to the tubes. The pellets were then flash-frozen and ground into a fine powder.
This material was lysed using CTAB extraction buffer and β-mercaptoethanol, followed
by incubation at 65 ◦C. Phase separation was achieved using chloroform/isoamyl alcohol,
and the aqueous phase containing DNA was isolated. DNA was precipitated using cold
isopropanol, pelleted by centrifugation, and washed with 70% ethanol. After air-drying,
the DNA pellet was rehydrated in TE buffer.

The extracted DNA quantity and quality were evaluated using agarose gel elec-
trophoresis and spectrophotometry. Following DNA extraction, two primer sets (ITS4 (5′

to 3′) (TCCTCCGCTTATTGATATGC) and ITS1 (5′ to 3′) (TCCGTAGGTGAACCTGCGG))
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were used to amplify the ITS target region accordingly. Extraction of the PCR products
from the gel was carried out using a Gel DNA Recovery Kit (Zymo Research Zymoclean™,
Irvine, CA, USA). Lastly, the purified PCR products were sequenced on a ABI PRISM™
3500xl Genetic Analyzer (ThermoScientific, Waltham, MA, USA) in both forward and
reverse directions [89–91]. Representative sequences for each endophytic fungal isolate
were deposited in GenBank. Reference taxa species were identified as those with 99% ITS
sequence similarities, and some species were identified at the generic level.

3.4. Extraction of Secondary Metabolites from Fungal Endophytes

The extraction of secondary metabolites from fungal endophytes was carried out
following a comprehensive dual-solvent process. The endophytes were initially cultivated
on potato dextrose agar, from whence 10 mm plugs were excised and transferred to 200 mL
bottles containing 100 mL of PDB (potato dextrose broth). The fungal cultures were then
incubated statically for 14 days at 25 ◦C ± 2 ◦C to ferment according to the protocol
described by Marcellano et al. [92]. After fermentation, two distinct phases were employed
in the extraction procedure. In the first phase, the dry mycelial mat formed on the surface
was carefully macerated using a pestle and mortar before filtration through a filter paper
(Whatman No. 1). Shortly after that, ethyl acetate (100 mL) was added to the filtrate
and allowed to stand in a separation flask for 24 h at 25 ± 2 ◦C (room temperature). The
resulting organic phase was separated and concentrated at 40 ◦C under a vacuum utilizing
a Labtech EV311H rotary evaporator. This process was repeated three times to ensure
the thorough extraction of secondary metabolites. The concentrated extract was then
transferred to a McCartney bottle and dried under a laminar flow hood. In the second
phase, the dried mycelia and spores underwent further extraction using methanol (100 mL)
and were left for 24 h at room temperature. After filtration, this methanol extract was
evaporated with agitation at 200 rpm at 40 ◦C. This dual-solvent extraction method ensures
that both the polar and non-polar secondary metabolites from the fungal endophytes were
comprehensively extracted to yield a robust extract suitable for antibacterial activity testing.

3.5. Inoculum Preparation

The bacterial inocula which were used in this study were prepared using a standard
protocol delineated by Marcellano et al. [92], where cultures of S. aureus ATCC 6571, B.
subtilis ATCC 11774, K. pneumoniae ATCC 10031, K. oxytoca ATCC 8724, E. coli ATCC
10536, and P. aeruginosa ATCC 10145 were sub-cultured on MHB (Mueller–Hinton broth)
and incubated at 37 ◦C for 18–24 h. The broth cultures were adjusted to correspond to
1.5 × 108 cells/mL (0.5 McFarland Standard) using a UV spectrophotometer. At the same
time, a unique method was employed for inocula preparation of the Mycobacterium species
(M. smegmatis ATCC 607 and M. bovis ATCC 27290). The bacteria were inoculated into a
separate 10 mL broth (Middlebrook 7H9 broth supplemented with Middlebrook OADC
(Oliec albumin Dextrose Catalase) growth supplement (Sigma-Aldrich, St. Louis, MO,
USA)), which was freshly prepared. The broths were incubated at 37 ◦C for 7 days (for M.
bovis) and at 37 ◦C for 24 h (for M. smegmatis), respectively.

3.6. Screening of Crude Extracts from Endophytes for Antibacterial Activity

The dried crude extracts were dissolved in 10% DMSO (dimethyl sulfoxide) at a
concentration of 10 mg/mL and inoculated onto 6 mm sterile disks, which were allowed
to dry for 60 s under aseptic conditions. All tests were conducted in three independent
replicates, and the negative control was the 10% DMSO, while the positive control employed
was 40 µg/mL of rifampicin antibiotics. The pathogenic bacteria (reference strains) used as
the test organisms were cultured on MHA (Mueller–Hinton agar) plates. Incubation of the
plates was carried out for 24 h at 37 ◦C, except for M. bovis, which was incubated for seven
days following the standard culture protocol described above. The antibacterial activity
was assessed by measuring the diameters of the clear zones of inhibition around the disks.
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3.7. Minimum Inhibitory Concentration (MIC) of Crude Extracts from Endophytes

Resazurin Microtiter Assay (REMA) was employed for the determination of the MIC
using the technique explained by Teh et al. [93]. Fresh inocula were prepared from MHA
plates into MHB and standardized to a 0.5 McFarland standard. A 1:10 dilution of the
inoculum was achieved, and 100 µL of the broth was dispensed into each well of a 96-well
flat-bottom microtiter plate (Becton Dickinson, Franklin Lakes, NJ, USA). Serial dilutions of
the obtained crude extracts of the endophytic fungi were directly placed into the wells with
varying concentrations ranging from 0.0039 mg/mL to 5 mg/mL. Each well then received
100 µL of the bacterial test organism suspension. Both negative and positive controls were
included for each isolate, with positive controls ranging from 0.019 µg/mL to 40 µg/mL.
Evaporation of the extract during incubation was minimized by the addition of sterile water
to the perimeter wells. The plates were sealed in plastic bags, and incubation was carried
out for 18–24 h at 37 ◦C. At the end of the incubation period, resazurin solution (30 µL) was
added to each well to indicate bacterial growth. Additional incubation time for up to seven
days was required for M. bovis before the addition of resazurin. A change in color after
the addition of resazurin solution from blue to pink is indicative of bacterial growth. The
minimum inhibitory concentration was therefore taken as the least concentration where no
color change occurred, or at least the change in color was prevented.

3.8. GC-HRTOF-MS (Gas Chromatography High-Resolution Time-of-Flight Mass
Spectrometry) Analysis

Into 1 mL of analytical-grade methanol, a weighed portion (I mg) of the crude sec-
ondary metabolite was dissolved and vortexed thoroughly before filtration using a 0.2 µm
syringe filter. Autosampler vials were immediately used to receive the filtered samples
for analysis. GC-HRTOF-MS (LECO Corporation, St. Joseph, MI, USA) was employed for
the laboratory analysis, with calibration performed prior to use. The subsequent analyses
were conducted using a Pegasus GC-HRTOF-MS instrument (same model) coupled with
an Agilent 7890A gas chromatograph (Agilent Technologies, Wilmington, NC, USA). The
system was equipped with a multipurpose autosampler (Gerstel MPS from Gerstel Inc.,
Mülheim an der Ruhr, Germany) and operated in high resolution. The column utilized
was a 30 m × 0.25 mm ID × 0.25 µm Rxi®-5 ms column (Restek, Bellefonte, PA, USA).
The carrier gas used in the analysis was helium, and the rate of flow was 1 mL/min. An
injection volume of 1 µL per sample was used in the analysis, and the sample injection was
in splitless mode. The transfer line and inlet temperatures were maintained at 225 ◦C and
250 ◦C, respectively. The oven temperature program began at 70 ◦C and held for 0.5 min,
and then increased to 150 ◦C at a rate of 10 ◦C per minute and held for 2 min, and finally
raised to 330 ◦C at a rate of 10 ◦C per minute and maintained for 3 min. Electron ionization
was performed at 70 eV, and the MS data acquisition rate was set to 13 spectra per second
with an m/z range of 30–700. LECO Chroma TOF-HRT software (version 4.30) was used to
process the data obtained from the GC-HRTOF-MS analysis. Notable metabolomic libraries,
such as Feihn Maillib and NIST, were used to match the peaks and mass spectra produced.
Metabolites were identified and assigned names when the SV (similarity value) exceeded
70% [10].

3.9. LC-QTOF-MS Settings

The QToF Series 1.9 (LC-QTOF-MS Compass) Bruker Instrument system (Impact II,
Bruker Daltonics GmbH, Baden-Württemberg, Germany) was used to identify the crude
extracts from the fungal endophytes. A RESTEC model reverse-phase C18 column (50 mm
by 2.1 mm and 1.7 µm particle size) was used to conduct chromatographic separation
with 0.1% formic acid in acetonitrile and water constituting the mobile phase. The mobile
phase consisted of 0.1% formic acid in water and acetonitrile. Mass spectrometry data
were obtained using electron spray ionization (ESI), scanning between 50 and 1600 m/z
at a nebulizer pressure of 1.8 bar, and a dry gas flow rate of 8 L/min on a QTOF Bruker
Impact II system (Bruker Daltonics, Germany). The Compass data analysis tool (V. 4.4.110)
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was used to analyze the liquid chromatography–MS data. The column flow rate was set
at 0.3 mL/min, the draw speed was set at 2 µL/s, and the column oven temp was 35 ◦C,
with a total injection volume of 2 µL. The mass spectrometer (MS) settings were as follows:
drying gas flow of 8 L/min, collision energy of 7.0 eV, capillary voltage of 4500 V, ionization
energy of 4.0 eV, gas temperature of 220 ◦C, and cycle time of 0.5 s. Data analysis was
performed using Bruker Compass Data Analysis 4.3 (Bruker Daltonik, Germany, 2014),
and results were compared with the NIST (National Institute of Standards and Technology,
2005) library. Peak identification was based on mass, MS/MS, and retention time (r.t.),
with accurate mass and MS/MS spectral data being cross-referenced against the PubChem,
Kyoto Encyclopedia of Genes and Genomes (KEGG), MetFrag, ChemSpider, and Chemical
Entities of Biological Interest (ChEBI) databases. The definitive identities of the secondary
metabolites were confirmed with a precursor ion at a particular “m/z” value and the
MS/MS analysis at a definitive “m/z” value. For instance, the compound “Fecosterol” was
confirmed with a precursor ion at “m/z” 399.365, and the MS/MS analysis revealed key
fragment ions at “m/z” 381 (loss of water) and “m/z” 149, which is consistent with known
fragmentation patterns for sterols. The fragmentation patterns for each compound were
compared with databases. Similarly, the identities of other metabolites were confirmed in
this study.

3.10. Data Analysis

The data obtained in this study were analyzed and visualized in R studio 4.3.3 [94]
and with Microsoft Excel 2021 Package. A specialized R package (pheatmap) was employed
for the visualization of crude secondary metabolite data and the positive control [95].
All experiments were performed in replicates as indicated, and results are expressed as
mean ± standard deviation.

4. Conclusions

In this study, we demonstrated the significant antibacterial potential of secondary
metabolites from selected endophytes of S. mauritianum. The identification of bioactive
compounds across the three endophytes, P. chrysogenum, Fusarium sp., and P. leucadendri,
highlights the diversity and potency of these natural products. Notably, all three endo-
phytes exhibited significant antibacterial activity with the MICs of their crude extracts
ranging from 0.02 to 4 mg/mL (for active extracts), emphasizing their promise for further
exploration in the development of novel antimicrobial agents. The findings accentuate
the role of endophytes as a sustainable and valuable resource in addressing the global
challenge of AMR.

Supplementary Materials: The following supporting information can be downloaded at https://
www.mdpi.com/article/10.3390/molecules29204924/s1, Supplementary File S1: Raw spectral data
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ondary metabolites Identified from Fusarium sp. solated from S. mauritianum. Supplementary File
S3: Raw spectral data of secondary metabolites Identified from Penicillium chrysogenum isolated from
S. mauritianum.

Author Contributions: A.G.O. wrote the manuscript and analyzed the data. S.P.P. carried out the
experimental analysis. E.G. conceptualized the research and designed and supervised the laboratory
analysis and other steps. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by the University Research Committee of the University of
Johannesburg, Project No. 075432.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data are contained within the article and Supplementary Materials.

https://www.mdpi.com/article/10.3390/molecules29204924/s1
https://www.mdpi.com/article/10.3390/molecules29204924/s1


Molecules 2024, 29, 4924 14 of 17

Acknowledgments: The authors wish to acknowledge the NRF (National Research Foundation) of
South Africa and Patrick Njobeh of Johanessburg (Department of Biotechnology and Food Technol-
ogy) for the use of the GC-HRTOF-MS instrument acquired through the NRF National Equipment
Programme (NEP) Grant.

Conflicts of Interest: The authors declare that there are no conflicts or competing interests. The
research was planned, initiated, and executed independently and free from external interference. The
funding bodies played no role in the collection, analysis, or interpretation of data, nor in the writing
of the manuscript or the decision to publish the findings.

References
1. Tang, K.W.K.; Millar, B.C.; Moore, J.E. Antimicrobial Resistance (AMR). Br. J. Biomed. Sci. 2023, 80, 11387. [CrossRef] [PubMed]
2. Editors, P.M. Call for Papers: PLOS Medicine Special Issue on Bacterial Antimicrobial Resistance-Surveillance and Prevention.

PLoS Med. 2022, 19, e1004014. [CrossRef]
3. Caneschi, A.; Bardhi, A.; Barbarossa, A.; Zaghini, A. The Use of Antibiotics and Antimicrobial Resistance in Veterinary Medicine,

a Complex Phenomenon: A Narrative Review. Antibiotics 2023, 12, 487. [CrossRef]
4. Nardulli, P.; Ballini, A.; Zamparella, M.; De Vito, D. The Role of Stakeholders’ Understandings in Emerging Antimicrobial

Resistance: A One Health Approach. Microorganisms 2023, 11, 2797. [CrossRef]
5. Chinemerem Nwobodo, D.; Ugwu, M.C.; Oliseloke Anie, C.; Al-Ouqaili, M.T.S.; Chinedu Ikem, J.; Victor Chigozie, U.; Saki, M.

Antibiotic resistance: The challenges and some emerging strategies for tackling a global menace. J. Clin. Lab. Anal. 2022, 36,
e24655. [CrossRef]

6. Irfan, M.; Almotiri, A.; AlZeyadi, Z.A. Antimicrobial Resistance and Its Drivers-A Review. Antibiotics 2022, 11, 1362. [CrossRef]
7. Pezzani, M.D.; Tornimbene, B.; Pessoa-Silva, C.; de Kraker, M.; Rizzardo, S.; Salerno, N.D.; Harbarth, S.; Tacconelli, E. Method-

ological quality of studies evaluating the burden of drug-resistant infections in humans due to the WHO Global Antimicrobial
Resistance Surveillance System target bacteria. Clin. Microbiol. Infect. 2021, 27, 687–696. [CrossRef]

8. Elkady, W.M.; Raafat, M.M.; Abdel-Aziz, M.M.; Al-Huqail, A.A.; Ashour, M.L.; Fathallah, N. Endophytic Fungus from Opuntia
ficus-indica: A Source of Potential Bioactive Antimicrobial Compounds against Multidrug-Resistant Bacteria. Plants 2022, 11,
1070. [CrossRef]

9. Pelo, S.; Mavumengwana, V.; Green, E. Diversity and Antimicrobial Activity of Culturable Fungal Endophytes in Solanum
mauritianum. Int. J. Environ. Res. Public Health 2020, 17, 439. [CrossRef]

10. Pelo, S.P.; Adebo, O.A.; Green, E. Chemotaxonomic profiling of fungal endophytes of Solanum mauritianum (alien weed) using
gas chromatography high-resolution time-of-flight mass spectrometry (GC-HRTOF-MS). Metabolomics 2021, 17, 43. [CrossRef]

11. Deshmukh, S.K.; Dufosse, L.; Chhipa, H.; Saxena, S.; Mahajan, G.B.; Gupta, M.K. Fungal Endophytes: A Potential Source of
Antibacterial Compounds. J. Fungi 2022, 8, 164. [CrossRef]

12. Silva, D.P.D.; Cardoso, M.S.; Macedo, A.J. Endophytic Fungi as a Source of Antibacterial Compounds-A Focus on Gram-Negative
Bacteria. Antibiotics 2022, 11, 1509. [CrossRef]

13. Wen, J.; Okyere, S.K.; Wang, J.; Huang, R.; Wang, Y.; Liu, L.; Nong, X.; Hu, Y. Endophytic Fungi Isolated from Ageratina
adenophora Exhibits Potential Antimicrobial Activity against Multidrug-Resistant Staphylococcus aureus. Plants 2023, 12, 650.
[CrossRef]

14. Sharma, H.; Rai, A.K.; Dahiya, D.; Chettri, R.; Nigam, P.S. Exploring endophytes for in vitro synthesis of bioactive compounds
similar to metabolites produced in vivo by host plants. AIMS Microbiol. 2021, 7, 175–199. [CrossRef]

15. Khumalo, G.P.; Van Wyk, B.E.; Feng, Y.; Cock, I.E. A review of the traditional use of southern African medicinal plants for the
treatment of inflammation and inflammatory pain. J. Ethnopharmacol. 2022, 283, 114436. [CrossRef]

16. Torta, L.; Burruano, S.; Giambra, S.; Conigliaro, G.; Piazza, G.; Mirabile, G.; Pirrotta, M.; Calvo, R.; Bellissimo, G.; Calvo, S.; et al.
Cultivable Fungal Endophytes in Roots, Rhizomes and Leaves of Posidonia oceanica (L.) Delile along the Coast of Sicily, Italy. Plants
2022, 11, 1139. [CrossRef]

17. de Siqueira, V.M.; Conti, R.; de Araújo, J.M.; Souza-Motta, C.M. Endophytic fungi from the medicinal plant Lippia sidoides Cham.
and their antimicrobial activity. Symbiosis 2011, 53, 89–95. [CrossRef]

18. Behie, S.W.; Jones, S.J.; Bidochka, M.J. Plant tissue localization of the endophytic insect pathogenic fungi Metarhizium and
Beauveria. Fungal Ecol. 2015, 13, 112–119. [CrossRef]

19. Arnold, A.E.; Maynard, Z.; Gilbert, G.S.; Coley, P.D.; Kursar, T.A. Are tropical fungal endophytes hyperdiverse? Ecol. Lett. 2002, 3,
267–274. [CrossRef]

20. Yu, J.; Wu, Y.; He, Z.; Li, M.; Zhu, K.; Gao, B. Diversity and Antifungal Activity of Endophytic Fungi Associated with Camellia
oleifera. Mycobiology 2018, 46, 85–91. [CrossRef]

21. Fisher, P.J.; Petrini, O.; Scott, H.M.L. The distribution of some fungal and bacterial endophytes in maize (Zea mays L.). New Phytol.
1992, 122, 299–305. [CrossRef]

22. Grabka, R.; d’Entremont, T.W.; Adams, S.J.; Walker, A.K.; Tanney, J.B.; Abbasi, P.A.; Ali, S. Fungal Endophytes and Their Role in
Agricultural Plant Protection against Pests and Pathogens. Plants 2022, 11, 384. [CrossRef]

https://doi.org/10.3389/bjbs.2023.11387
https://www.ncbi.nlm.nih.gov/pubmed/37448857
https://doi.org/10.1371/journal.pmed.1004014
https://doi.org/10.3390/antibiotics12030487
https://doi.org/10.3390/microorganisms11112797
https://doi.org/10.1002/jcla.24655
https://doi.org/10.3390/antibiotics11101362
https://doi.org/10.1016/j.cmi.2021.01.004
https://doi.org/10.3390/plants11081070
https://doi.org/10.3390/ijerph17020439
https://doi.org/10.1007/s11306-021-01790-7
https://doi.org/10.3390/jof8020164
https://doi.org/10.3390/antibiotics11111509
https://doi.org/10.3390/plants12030650
https://doi.org/10.3934/microbiol.2021012
https://doi.org/10.1016/j.jep.2021.114436
https://doi.org/10.3390/plants11091139
https://doi.org/10.1007/s13199-011-0113-7
https://doi.org/10.1016/j.funeco.2014.08.001
https://doi.org/10.1046/j.1461-0248.2000.00159.x
https://doi.org/10.1080/12298093.2018.1454008
https://doi.org/10.1111/j.1469-8137.1992.tb04234.x
https://doi.org/10.3390/plants11030384


Molecules 2024, 29, 4924 15 of 17

23. Kharwar, R.N.; Verma, S.K.; Mishra, A.; Gond, S.K.; Sharma, V.K.; Afreen, T.; Kumar, A. Assessment of diversity, distribution and
antibacterial activity of endophytic fungi isolated from a medicinal plant Adenocalymma alliaceum Miers. Symbiosis 2011, 55,
39–46. [CrossRef]

24. Aruna, A.; Abhinesh, M.; Bhavani, V.; Reddy, V.K. Antibacterial Activity of Fungal Endophytes Isolated from Wattakaka volubilis
(Linn.f.), A medicinal plant from Telangana, India. Int. J. Sci. Res. Biol. Sci. 2019, 6, 75–83. [CrossRef]

25. Gordien, A.Y.; Gray, A.I.; Ingleby, K.; Franzblau, S.G.; Seidel, V. Activity of Scottish plant, lichen and fungal endophyte extracts
against Mycobacterium aurum and Mycobacterium tuberculosis. Phytother. Res. 2010, 24, 692–698. [CrossRef]

26. CLSI. Performance Standards for Antimicrobial Susceptibility Testing, 30th ed.; Clinical and Laboratory Standards Institute: Wayne,
PA, USA, 2020; p. 332.

27. Kyekyeku, J.O.; Kusari, S.; Adosraku, R.K.; Bullach, A.; Golz, C.; Strohmann, C.; Spiteller, M. Antibacterial secondary metabolites
from an endophytic fungus, Fusarium solani JK10. Fitoterapia 2017, 119, 108–114. [CrossRef]

28. Aly, A.H.; Debbab, A.; Proksch, P. Fungal endophytes: Unique plant inhabitants with great promises. Appl. Microbiol. Biotechnol.
2011, 90, 1829–1845. [CrossRef]

29. Teng, P.; Li, C.; Peng, Z.; Anne Marie, V.; Nimmagadda, A.; Su, M.; Li, Y.; Sun, X.; Cai, J. Facilely accessible quinoline derivatives
as potent antibacterial agents. Bioorg Med. Chem. 2018, 26, 3573–3579. [CrossRef]

30. Kalra, S.; Kumar, A.; Gupta, M.K. Modeling of antitubercular activity of biphenyl analogs of 2-nitroimidazo[2,1-b][1,3]oxazine to
rationalize their activity profile. Med. Chem. Res. 2012, 22, 3444–3451. [CrossRef]

31. Shah, R.; Verma, P.K. Synthesis of thiophene derivatives and their anti-microbial, antioxidant, anticorrosion and anticancer
activity. BMC Chem. 2019, 13, 54. [CrossRef]

32. Gowtham, H.G.; Murali, M.; Singh, S.B.; Shivamallu, C.; Pradeep, S.; Shivakumar, C.S.; Anandan, S.; Thampy, A.; Achar, R.R.;
Silina, E.; et al. Phytoconstituents of Withania somnifera unveiled Ashwagandhanolide as a potential drug targeting breast cancer:
Investigations through computational, molecular docking and conceptual DFT studies. PLoS ONE 2022, 17, e0275432. [CrossRef]

33. Sondergaard, T.E.; Fredborg, M.; Oppenhagen Christensen, A.M.; Damsgaard, S.K.; Kramer, N.F.; Giese, H.; Sorensen, J.L. Fast
Screening of Antibacterial Compounds from Fusaria. Toxins 2016, 8, 355. [CrossRef]

34. Lopes, F.C.; Tichota, D.M.; Sauter, I.P.; Meira, S.M.M.; Segalin, J.; Rott, M.B.; Rios, A.O.; Brandelli, A. Active metabolites produced
by Penicillium chrysogenum IFL1 growing on agro-industrial residues. Ann. Microbiol. 2012, 63, 771–778. [CrossRef]

35. Ibrahim, S.R.M.; Elkhayat, E.S.; Mohamed, G.A.A.; Fat’hi, S.M.; Ross, S.A. Fusarithioamide A, a new antimicrobial and cytotoxic
benzamide derivative from the endophytic fungus Fusarium chlamydosporium. Biochem. Biophys. Res. Commun. 2016, 479, 211–216.
[CrossRef]

36. Parthasarathy, R.; Chandrika, M.; Yashavantha Rao, H.C.; Kamalraj, S.; Jayabaskaran, C.; Pugazhendhi, A. Molecular profiling of
marine endophytic fungi from green algae: Assessment of antibacterial and anticancer activities. Process Biochem. 2020, 96, 11–20.
[CrossRef]

37. Visamsetti, A.; Ramachandran, S.S.; Kandasamy, D. Penicillium chrysogenum DSOA associated with marine sponge (Tedania
anhelans) exhibit antimycobacterial activity. Microbiol. Res. 2016, 185, 55–60. [CrossRef]

38. El-Sayed, H.; Hamada, M.A.; Elhenawy, A.A.; Sonbol, H.; Abdelsalam, A. Acetylcholine Esterase Inhibitory Effect, Antimicrobial,
Antioxidant, Metabolomic Profiling, and an In Silico Study of Non-Polar Extract of The Halotolerant Marine Fungus Penicillium
chrysogenum MZ945518. Microorganisms 2023, 11, 769. [CrossRef]

39. Gao, S.S.; Li, X.M.; Du, F.Y.; Li, C.S.; Proksch, P.; Wang, B.G. Secondary metabolites from a marine-derived endophytic fungus
Penicillium chrysogenum QEN-24S. Mar. Drugs 2010, 9, 59–70. [CrossRef]

40. Ajito, K.; Shimizu, A.; Shibahara, S.; Hara, O.; Kurihara, K.; Araake, M.; Tohyama, K.; Miyadoh, S.; Omoto, S.; Inouye, S.
Cladinose analogues of sixteen-membered macrolide antibiotics. V. Preparation of unsubstituted L-cladinose analogues: Effect of
methylation of a 3′′-hydroxyl group on the bioactivity. J. Antibiot. 1997, 50, 366–369. [CrossRef]

41. Kurihara, K.; Kikuchi, N.; Ajito, K. Cladinose analogues of sixteen-membered macrolide antibiotics. III. Efficient synthesis of
4-O-alkyl-L-cladinose analogues: Improved antibacterial activities compatible with pharmacokinetics. J. Antibiot. 1997, 50, 32–44.
[CrossRef]

42. Markoglou, A.N.; Ziogas, B.N. Genetic control of resistance to tridemorph inustilago maydis. Phytoparasitica 2000, 28, 349–360.
[CrossRef]

43. Zamora, T.; Pozo, O.J.; Lopez, F.J.; Hernandez, F. Determination of tridemorph and other fungicide residues in fruit samples by
liquid chromatography-electrospray tandem mass spectrometry. J. Chromatogr. A 2004, 1045, 137–143. [CrossRef] [PubMed]

44. Kalam, A.; Banerjee, A.K. Action of the fungicide tridemorph on the glucose, lactate and succinate dehydrogenase activities of
some tridemorph-sensitive and -resistant bacteria. Pestic. Sci. 2006, 43, 41–45. [CrossRef]

45. Huang, W.-Y.; Cai, Y.-Z.; Xing, J.; Corke, H.; Sun, M. A Potential Antioxidant Resource: Endophytic Fungi from Medicinal Plants.
Econ. Bot. 2007, 61, 14–30. [CrossRef]

46. Lin, X.; Cane, D.E. Biosynthesis of the sesquiterpene antibiotic albaflavenone in Streptomyces coelicolor. Mechanism and
stereochemistry of the enzymatic formation of epi-isozizaene. J. Am. Chem. Soc. 2009, 131, 6332–6333. [CrossRef]

47. Huang, M.; Chen, X.; Tian, H.; Sun, B.; Chen, H. Isolation and identification of antibiotic albaflavenone from Dictyophora
indusiata (Vent: Pers.) Fischer. J. Chem. Res. 2011, 35, 659–660. [CrossRef]

48. Moody, S.C.; Zhao, B.; Lei, L.; Nelson, D.R.; Mullins, J.G.; Waterman, M.R.; Kelly, S.L.; Lamb, D.C. Investigating conservation of
the albaflavenone biosynthetic pathway and CYP170 bifunctionality in streptomycetes. FEBS J. 2012, 279, 1640–1649. [CrossRef]

https://doi.org/10.1007/s13199-011-0142-2
https://doi.org/10.26438/ijsrbs/v6i1.7583
https://doi.org/10.1002/ptr.2988
https://doi.org/10.1016/j.fitote.2017.04.007
https://doi.org/10.1007/s00253-011-3270-y
https://doi.org/10.1016/j.bmc.2018.05.031
https://doi.org/10.1007/s00044-012-0348-8
https://doi.org/10.1186/s13065-019-0569-8
https://doi.org/10.1371/journal.pone.0275432
https://doi.org/10.3390/toxins8120355
https://doi.org/10.1007/s13213-012-0532-6
https://doi.org/10.1016/j.bbrc.2016.09.041
https://doi.org/10.1016/j.procbio.2020.05.012
https://doi.org/10.1016/j.micres.2015.11.001
https://doi.org/10.3390/microorganisms11030769
https://doi.org/10.3390/md9010059
https://doi.org/10.7164/antibiotics.50.366
https://doi.org/10.7164/antibiotics.50.32
https://doi.org/10.1007/BF02981830
https://doi.org/10.1016/j.chroma.2004.06.041
https://www.ncbi.nlm.nih.gov/pubmed/15378888
https://doi.org/10.1002/ps.2780430106
https://doi.org/10.1663/0013-0001(2007)61[14:APAREF]2.0.CO;2
https://doi.org/10.1021/ja901313v
https://doi.org/10.3184/174751911X13202334527264
https://doi.org/10.1111/j.1742-4658.2011.08447.x


Molecules 2024, 29, 4924 16 of 17

49. Kobayashi, T.; Kon, Y.; Abe, H.; Ito, H. Concise total synthesis of albaflavenone utilizing sequential intramolecular aldol
condensation: Determination of absolute configuration. Org. Lett. 2014, 16, 6397–6399. [CrossRef]

50. Yoshioka, M.; Adachi, A.; Sato, Y.; Doke, N.; Kondo, T.; Yoshioka, H. RNAi of the sesquiterpene cyclase gene for phytoalexin
production impairs pre- and post-invasive resistance to potato blight pathogens. Mol. Plant Pathol. 2019, 20, 907–922. [CrossRef]

51. Sobrinho, A.C.N.; Fontenelle, R.O.d.S.; Souza, E.B.d.; Morais, S.M.d. Antifungal and antioxidant effect of the lachnophyllum
ester, isolated from the essential oil of Baccharis trinervis (Lam.) Pers., against dermatophytes fungi. Rev. Bras. Saúde Produção
Anim. 2021, 22, e2122542021. [CrossRef]

52. Ferrer, C.; Malato, O.; Agüera, A.; Fernandez-Alba, A.R. Application of HPLC–TOF-MS and HPLC–QTOF-MS/MS for Pesticide
Residues Analysis. In Comprehensive Analytical Chemistry; Elsevier: Amsterdam, The Netherlands, 2012; pp. 1–60.

53. Hengel, M.J.; Jordan, R.; Maguire, W. Development and validation of a standardized method for the determination of morpholine
residues in fruit commodities by liquid chromatography-mass spectrometry. J. Agric. Food Chem. 2014, 62, 3697–3701. [CrossRef]
[PubMed]

54. Zheng, D.; Ding, N.; Jiang, Y.; Zhang, J.; Ma, J.; Chen, X.; Liu, J.; Han, L.; Huang, X. Albaflavenoid, a new tricyclic sesquiterpenoid
from Streptomyces violascens. J. Antibiot. 2016, 69, 773–775. [CrossRef] [PubMed]

55. Nuzzo, G.; Gallo, C.; d’Ippolito, G.; Manzo, E.; Ruocco, N.; Russo, E.; Carotenuto, Y.; Costantini, M.; Zupo, V.; Sardo, A.; et al.
UPLC(-)MS/MS Identification of Sterol Sulfates in Marine Diatoms. Mar. Drugs 2018, 17, 10. [CrossRef] [PubMed]

56. Qiu, J.; Li, T.; Zhu, Z.J. Multi-dimensional characterization and identification of sterols in untargeted LC-MS analysis using all ion
fragmentation technology. Anal. Chim. Acta 2021, 1142, 108–117. [CrossRef] [PubMed]

57. Juarez-Velazquez, T.; Gonzalez-Garrido, J.A.; Sanchez-Lombardo, I.; Jimenez-Perez, N.D.C.; Olivares-Corichi, I.M.; Garcia-
Sanchez, J.R.; Hernandez-Abreu, O. Untargeted metabolic analysis of Epaltes mexicana by LC-QTOF-MS: Terpenes with activity
against human cancer cell lines. Fitoterapia 2024, 179, 106194. [CrossRef]

58. Radi, M.H.; El-Shiekh, R.A.; Hegab, A.M.; Henry, S.R.; Avula, B.; Katragunta, K.; Khan, I.A.; El-Halawany, A.M.; Abdel-Sattar, E.
LC-QToF chemical profiling of Euphorbia grantii Oliv. and its potential to inhibit LPS-induced lung inflammation in rats via the
NF-kappaB, CY450P2E1, and P38 MAPK14 pathways. Inflammopharmacology 2024, 32, 461–494. [CrossRef]

59. Ergüden, B. Phenol group of terpenoids is crucial for antibacterial activity upon ion leakage. Lett. Appl. Microbiol. 2021, 73,
438–445. [CrossRef]

60. Mili, C. Bioprospecting of endophytes associated with Solanum species: A mini-review. Arch. Microbiol. 2023, 205, 254. [CrossRef]
61. Bulasag, A.S.; Ashida, A.; Miura, A.; Pring, S.; Kuroyanagi, T.; Camagna, M.; Tanaka, A.; Sato, I.; Chiba, S.; Ojika, M.; et al.

Botrytis cinerea detoxifies the sesquiterpenoid phytoalexin rishitin through multiple metabolizing pathways. Fungal Genet. Biol.
2024, 172, 103895. [CrossRef]

62. Le Floch, G.; Benhamou, N.; Mamaca, E.; Salerno, M.I.; Tirilly, Y.; Rey, P. Characterisation of the early events in atypical tomato
root colonization by a biocontrol agent, Pythium oligandrum. Plant Physiol. Biochem. 2005, 43, 1–11. [CrossRef]

63. Mirzaei, S.; Masumi, S. The Antimicrobial Activity of Endophytic Fungi Isolated from Thymus spp. J. Med. Plants By-Prod. 2023, 1,
117–124. [CrossRef]

64. Sayed, M.A.; Ali, E.A.; Ahmed, A.A.A.; Hamed, M.R. Antimicrobial activity of Thymus vulgaris L. and associated endophytes
extracts. Egypt. J. Exp. Biol. 2020, 16, 141–147. [CrossRef]

65. Saghrouchni, H.; El Barnossi, A.; Salamatullah, A.M.; Bourhia, M.; Alzahrani, A.; Alkaltham, M.S.; Alyahya, H.K.; Tahiri, N.E.;
Imtara, H.; Var, I. Carvacrol: A Promising Environmentally Friendly Agent to Fight Seeds Damping-Off Diseases Induced by
Fungal Species. Agronomy 2021, 11, 985. [CrossRef]

66. Kachur, K.; Suntres, Z. The antibacterial properties of phenolic isomers, carvacrol and thymol. Crit. Rev. Food Sci. Nutr. 2020, 60,
3042–3053. [CrossRef]

67. Wijesundara, N.M.; Lee, S.F.; Cheng, Z.; Davidson, R.; Rupasinghe, H.P.V. Carvacrol exhibits rapid bactericidal activity against
Streptococcus pyogenes through cell membrane damage. Sci. Rep. 2021, 11, 1487. [CrossRef]

68. Elkhateeb, W.A.; Zaghlol, G.M.; El-Garawani, I.M.; Ahmed, E.F.; Rateb, M.E.; Abdel Moneim, A.E. Ganoderma applanatum sec-
ondary metabolites induced apoptosis through different pathways: In vivo and in vitro anticancer studies. Biomed. Pharmacother.
2018, 101, 264–277. [CrossRef]

69. Dos-Reis, C.M.; da Rosa, B.V.; da Rosa, G.P.; do Carmo, G.; Morandini, L.M.B.; Ugalde, G.A.; Kuhn, K.R.; Morel, A.F.; Jahn,
S.L.; Kuhn, R.C. Antifungal and antibacterial activity of extracts produced from Diaporthe schini. J. Biotechnol. 2019, 294, 30–37.
[CrossRef]

70. Deng, Q.; Li, G.; Sun, M.; Yang, X.; Xu, J. A new antimicrobial sesquiterpene isolated from endophytic fungus Cytospora sp. from
the Chinese mangrove plant Ceriops tagal. Nat. Prod. Res. 2020, 34, 1404–1408. [CrossRef]

71. Eshboev, F.; Mamadalieva, N.; Nazarov, P.A.; Hussain, H.; Katanaev, V.; Egamberdieva, D.; Azimova, S. Antimicrobial Action
Mechanisms of Natural Compounds Isolated from Endophytic Microorganisms. Antibiotics 2024, 13, 271. [CrossRef]

72. Zhao, Y.; Cui, J.; Liu, M.H.; Zhao, L. Progress. on Terpenoids with Biological Activities Produced by Plant Endophytic Fungi in
China Between 2017 and 2019. Nat. Product. Commun. 2020, 15. [CrossRef]

73. Naveen, K.V.; Saravanakumar, K.; Sathiyaseelan, A.; Wang, M.H. Comparative Analysis of the Antioxidant, Antidiabetic,
Antibacterial, Cytoprotective Potential and Metabolite Profile of Two Endophytic penicillium spp. Antioxidants 2023, 12, 248.
[CrossRef] [PubMed]

https://doi.org/10.1021/ol503202d
https://doi.org/10.1111/mpp.12802
https://doi.org/10.1590/s1519-99402122542021
https://doi.org/10.1021/jf500734b
https://www.ncbi.nlm.nih.gov/pubmed/24533720
https://doi.org/10.1038/ja.2016.12
https://www.ncbi.nlm.nih.gov/pubmed/26905759
https://doi.org/10.3390/md17010010
https://www.ncbi.nlm.nih.gov/pubmed/30586934
https://doi.org/10.1016/j.aca.2020.10.058
https://www.ncbi.nlm.nih.gov/pubmed/33280688
https://doi.org/10.1016/j.fitote.2024.106194
https://doi.org/10.1007/s10787-023-01298-7
https://doi.org/10.1111/lam.13529
https://doi.org/10.1007/s00203-023-03596-8
https://doi.org/10.1016/j.fgb.2024.103895
https://doi.org/10.1016/j.plaphy.2004.10.005
https://doi.org/10.22092/jmpb.2022.342405.1192
https://doi.org/10.5455/egyjebb.20200709014142
https://doi.org/10.3390/agronomy11050985
https://doi.org/10.1080/10408398.2019.1675585
https://doi.org/10.1038/s41598-020-79713-0
https://doi.org/10.1016/j.biopha.2018.02.058
https://doi.org/10.1016/j.jbiotec.2019.01.022
https://doi.org/10.1080/14786419.2018.1512993
https://doi.org/10.3390/antibiotics13030271
https://doi.org/10.1177/1934578X20937204
https://doi.org/10.3390/antiox12020248
https://www.ncbi.nlm.nih.gov/pubmed/36829807


Molecules 2024, 29, 4924 17 of 17

74. Ibrahim, S.R.M.; Omar, A.M.; Bagalagel, A.A.; Diri, R.M.; Noor, A.O.; Almasri, D.M.; Mohamed, S.G.A.; Mohamed, G.A.
Thiophenes-Naturally Occurring Plant Metabolites: Biological Activities and In Silico Evaluation of Their Potential as Cathepsin
D Inhibitors. Plants 2022, 11, 539. [CrossRef] [PubMed]

75. George, T.K.; Tomy, A.; Jisha, M.S. Molecular Docking Study of Bioactive Compounds of Withania somnifera Extract Against
Topoisomerase IV Type B. Proc. Natl. Acad. Sci. India Sect. B Biol. Sci. 2019, 90, 381–390. [CrossRef]

76. Zhuang, Z.; Wan, D.; Ding, J.; He, S.; Zhang, Q.; Wang, X.; Yuan, Y.; Lu, Y.; Ding, C.Z.; Lynch, A.S.; et al. Synergistic Activity of
Nitroimidazole-Oxazolidinone Conjugates against Anaerobic Bacteria. Molecules 2020, 25, 2431. [CrossRef]

77. Vinaya, K.; Kavitha, R.; Ananda Kumar, C.S.; Benaka Prasad, S.B.; Chandrappa, S.; Deepak, S.A.; Nanjunda Swamy, S.; Umesha, S.;
Rangappa, K.S. Synthesis and antimicrobial activity of 1-benzhydryl-sulfonyl-4-(3-(piperidin-4-yl)propyl)piperidine derivatives
against pathogens of Lycopersicon esculentum: A structure-activity evaluation study. Arch. Pharm. Res. 2009, 32, 33–41. [CrossRef]

78. Zaki, R.M.; Kamal El-Dean, A.M.; Radwan, S.M.; Sayed, A.S.A. Synthesis and Antimicrobial Activity of Novel Piperidinyl
Tetrahydrothieno[2,3-c]isoquinolines and Related Heterocycles. ACS Omega 2020, 5, 252–264. [CrossRef]

79. Oliveira, M.T.; Teixeira, A.M.; Cassiano, C.J.; Sena, D.M., Jr.; Coutinho, H.D.; Menezes, I.R.; Figueredo, F.G.; Silva, L.E.; Toledo,
T.A.; Bento, R.R. Modulation of the antibiotic activity against multidrug resistant strains of 4-(phenylsulfonyl) morpholine. Saudi
J. Biol. Sci. 2016, 23, 34–38. [CrossRef]

80. Subik, J.; Takacsova, G.; Psenak, M.; Devinsky, F. Antimicrobial activity of amine oxides: Mode of action and structure-activity
correlation. Antimicrob. Agents Chemother. 1977, 12, 139–146. [CrossRef]

81. Zhu, J.; Tang, X.; Sun, Y.; Li, Y.; Wang, Y.; Jiang, Y.; Shao, H.; Yong, B.; Li, H.; Tao, X. Comparative Metabolomic Profiling
of Compatible and Incompatible Interactions Between Potato and Phytophthora infestans. Front. Microbiol. 2022, 13, 857160.
[CrossRef]

82. Gupta, S.; Pandey, S.; Sharma, S. Decoding the Plant Growth Promotion and Antagonistic Potential of Bacterial Endophytes
From Ocimum sanctum Linn. Against Root Rot Pathogen fusarium oxysporum in Pisum sativum. Front. Plant Sci. 2022, 13, 813686.
[CrossRef]

83. Ashitha, A.; Radhakrishnan, E.K.R.; Jyothis, J. Characterization of biosurfactant produced by the endophyte Burkholderia sp.
WYAT7 and evaluation of its antibacterial and antibiofilm potentials. J. Biotechnol. 2020, 313, 1–10. [CrossRef]

84. Xue, Y.; Wang, M.; Zhao, P.; Quan, C.; Li, X.; Wang, L.; Gao, W.; Li, J.; Zu, X.; Fu, D.; et al. Gram-negative bacilli-derived peptide
antibiotics developed since 2000. Biotechnol. Lett. 2018, 40, 1271–1287. [CrossRef] [PubMed]

85. Jothinathan, D.; Rathinavel, L.; Mylsamy, P.; Omine, K. Novel Antimicrobial Compounds from Indigenous Plants and Microbes:
An Imminent Resource. In Nanostructures for Antimicrobial and Antibiofilm Applications; Nanotechnology in the Life Sciences;
Springer: Berlin/Heidelberg, Germany, 2020; pp. 101–126.

86. Agus, S.; Ietje, W.; Mohamad, R.; Lina-Noviyanti, S.; Silmi, M. LC-HRMS Metabolite Profiling of Lunasia amara Stem Bark and In
Silico Study in Breast Cancer Receptors. Indones. J. Pharm. 2023, 35, 116–125. [CrossRef]

87. Larran, S.; Perelló, A.; Simón, M.R.; Moreno, V. The endophytic fungi from wheat (Triticum aestivum L.). World J. Microbiol.
Biotechnol. 2006, 23, 565–572. [CrossRef]

88. Katoch, M.; Phull, S.; Vaid, S.; Singh, S. Diversity, Phylogeny, anticancer and antimicrobial potential of fungal endophytes associated
with Monarda citriodora L. BMC Microbiol. 2017, 17, 44. [CrossRef]

89. Altschul, S.F.; Madden, T.L.; Schaffer, A.A.; Zhang, J.; Zhang, Z.; Miller, W.; Lipman, D.J. Gapped BLAST and PSI-BLAST: A new
generation of protein database search programs. Nucleic Acids Res. 1997, 25, 3389–3402. [CrossRef]

90. Cenis, J.L. Rapid extraction of fungal DNA for PCR amplification. Nucleic Acids Res. 1992, 20, 2380. [CrossRef]
91. White, T.J.; Bruns, T.; Lee, S.; Taylor, J. Amplification and Direct Sequencing of Fungal Ribosomal Rna Genes for Phylogenetics. In

PCR Protocols; Academic Press, Inc.: Cambridge, MA, USA, 1990; pp. 315–322.
92. Marcellano, J.P.; Collanto, A.S.; Fuentes, R.G. Antibacterial Activity of Endophytic Fungi Isolated from the Bark of Cinnamomum

mercadoi. Pharmacogn. J. 2017, 9, 405–409. [CrossRef]
93. Teh, C.H.; Nazni, W.A.; Nurulhusna, A.H.; Norazah, A.; Lee, H.L. Determination of antibacterial activity and minimum inhibitory

concentration of larval extract of fly via resazurin-based turbidometric assay. BMC Microbiol. 2017, 17, 36. [CrossRef]
94. R-Core Team. R: A Language and Environment for Statistical Computing, 4.3.3; R Foundation for Statistical Computing: Vienna,

Austria, 2023.
95. Kolde, R. Pheatmap: Pretty Heatmaps, Version 1.0.12; CRAN; R Foundation for Statistical Computing: Vienna, Austria, 2019.

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.3390/plants11040539
https://www.ncbi.nlm.nih.gov/pubmed/35214871
https://doi.org/10.1007/s40011-019-01110-z
https://doi.org/10.3390/molecules25102431
https://doi.org/10.1007/s12272-009-1115-3
https://doi.org/10.1021/acsomega.9b02604
https://doi.org/10.1016/j.sjbs.2015.02.001
https://doi.org/10.1128/AAC.12.2.139
https://doi.org/10.3389/fmicb.2022.857160
https://doi.org/10.3389/fpls.2022.813686
https://doi.org/10.1016/j.jbiotec.2020.03.005
https://doi.org/10.1007/s10529-018-2589-1
https://www.ncbi.nlm.nih.gov/pubmed/29968134
https://doi.org/10.22146/ijp.6938
https://doi.org/10.1007/s11274-006-9266-6
https://doi.org/10.1186/s12866-017-0961-2
https://doi.org/10.1093/nar/25.17.3389
https://doi.org/10.1093/nar/20.9.2380
https://doi.org/10.5530/pj.2017.3.69
https://doi.org/10.1186/s12866-017-0936-3

	Introduction 
	Results and Discussion 
	Materials and Methods 
	Study Sites and Sample Collection 
	Isolation of Fungal Endophytes 
	Identification of Fungal Endophytes 
	Extraction of Secondary Metabolites from Fungal Endophytes 
	Inoculum Preparation 
	Screening of Crude Extracts from Endophytes for Antibacterial Activity 
	Minimum Inhibitory Concentration (MIC) of Crude Extracts from Endophytes 
	GC-HRTOF-MS (Gas Chromatography High-Resolution Time-of-Flight Mass Spectrometry) Analysis 
	LC-QTOF-MS Settings 
	Data Analysis 

	Conclusions 
	References

