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A TGGGCGA A C GACGGGA A T T GA ACCCGCGC A TGG TGGA T T CACA A T CCAC TGCC T T GA T C CAC T TGGC T A CA T CCGCCCC  80

20 40 60 80

A TGGGCGA A C GACGGGA A T T GA ACCCGCGC A TGG TGGA T T CACA A T CCAC TGCC T T GA T C CAC T TGGC T A CA T CCGCCCC  80
A TGGGCGA A C GACGGGA A T T GA ACCCGCGC A TGG TGGA T T CACA A T CCAC TGCC T T GA T C CAC T TGGC T A CA T CCGCCCC  80
A TGGGCGA A C GACGGGA A T T GA ACCCGCGC A TGG TGGA T T CACA A T CCAC TGCC T T GA T C CAC T TGGC T A CA T CCGCCCC  80
- - - - - CGA A C GACGGGA A T T GA ACCCGCGC A TGG TGGA T T CACA A T CCAC TGCC T T GA T C CAC T TGGC T A CA T CCGCCCC  75

CC - - A T T CC T A CACGA T T T A A A A A A T T T T T T A A T A A A ACG G T T T CA A T T T C T ACCA T T GA T CA T T - - - - - - - - A T T T T T T  150

100 120 140 160

CCC - A T T CC T CCACGA T T T A A A A A A T T T T T T A A T A A A A AG G T T T CA A T T T C T ACCA T T GA T CA T T - - - - - - - - A T T T T T T  151
CCCCA T T CC T CCACGA T T T C A A A A A T T T T G A A A T A A A A AG G T T T CC T T T T C T ACCA T T GA T CA T T T GA T C A T T A T T T T T T  160
CCCCA T T CC T CCACGA T T T A A A A A A T - - - - - - - - A A A A AG G T T T CC T T T T C T ACCA TGGA T CA T T - - - - - - - - A T T T T T T  144
T - - - A T A T T C C T ACA A A A TG A A A A A T - - - - - - - - ACA A AG A T T T C T AG T T A T A T CACGA A T CA T T - - - - - - - - A T T T T T T  136

T A T C T T AC T T A C T T A T T A A A GT AGA A A T GA AGA T C T A AGA GGCA T A A A A T T A CA A C T T T C - T C T T T T C T T T T A - T T T T A T  228

180 200 220 240

T A T C TGAC T T A C T T A T T A A A GT AGA A A T GA AGA T C T A AGA GGCA T A A A A T T A CA A C T T T C - T C T T T T C T T T T A - T - - - - -   224
T A T C T T AC T T A C T T A T T A A A GT AGA A A T T A AGA T C T A AGA GGCA T A A A A T T A CA A C T T T C - T C T T T T C T T T T A - T T T T A T  238
T A T C T T AC T T A C T T A T T A A A GT AGA A A T T A AGA T C T A AGA GGCA T A A A A T T A CA A C T T T C - T C T T T T A T T T T A - T - - - - -   217
T A T C T T AC T T A T T T A T CA A A A T CGA AGGGA A T A T CGA A A A GACA T A A A A T T A CA A C T T T T A T C T T T T C T T T T AC T T T T A T  216

A T T A A A A A A A C T A A A A A A T T CGA A A A T T A T A A T CGA A T T A A T A A A A T T AG A A C T T T C T T A G TGGGA T T A A CA A A T A A C T A  308

260 280 300 320

A T T A A A A A A A C T A T A A A A T T CGA A A A T T AG A A T CGA A T T A A T A A A A T T AG A A C T T T A T T A G TGGGA T T A A CA A A T A A C T A  304
A T T A A A A A A A C T A T A A A A T T CGA A A A T T AG A A T CGA A T T A A T A A A A T T AG A A C T T T A T T A G TGGGA T T A A CA A A T A A C T A  318
A T T A A A A A A A C T A T A A A A T T AGA A A A T T AG A A T CGA A T T A A T A A A A T T AG A A C T T T A T T A G TGGGA T T A A CA A A T A A C T A  297
A T T A A A T T A A G T C T A A A A T T T A A A A A T T AG A A T CGA A T T A A T A A A A T T CG A A T GT T A T T A G TG T T A T T A A A ACA T A A C T A  296

A T A T T A T T A T A C T - - - - - - - GG T ACA T A AC GA A T A T GA A C GCGT A ACCA T A A CA A A A A T A T C - AGA CA A A A T A A A ACA A A  380

340 360 380 400

A T A T T A T T A T A C T - - - - - - - GG T ACA T A AC GA A T A T GAGC CCGT A ACCA T A A C T A A A A T A T C - AGA CA A A A T CA A AGCA A  376
A T A T T A T T A T A C T - - - - - - - GG T ACA T A AC GA A T A T GAGC CCGT A ACCA T A A CA A A A A T A T C - AGA CA A A A T A A A AGCA A  390
A T A T T A T T A T A C T - - - - - - - GG T ACA T A AC GA A T A T GAGC CCGT A ACCA T A A CA A A A A T A T C - AGA CA A A A T CA A AGCA A  369
A T A T T A T T A T A T T AGC T A T T GGCACA T A AC GA A T A T T A A C G T A T A AC T C T A A CA A A A A T A T T T A T AG T A A AGCA A A A CA A  376

A AG T A T A A A A AGAC T T T T TG T A A A A T A A AG GA T AGA A A A A A A A A A AC T AC T A A AGA A A A A C - - - - - A T A C A A A A T A A CGA  455

420 440 460 480

A AGCA T A A A A A T AC T T T T CG T A A A A - A A AG GA T A - A A A A T T A A A A AC T AC T A A AGA A A A A C - - - - - A T A C A A A A T A A CAG  449
A AGCA T A A A A A T AC T T T T CG T A A A A - A A AG GA T A T A A A - T A A A A A AC T AC T A A AGA A A A A C - - - - - A T A C A A A A T A A CGG  463
A AGCA T A A A A A T AC T T T T CG T A A A A - A A AG GA T AGA A A - T CA A A A AC T AC T A A AGA A A A A C - - - - - A T A A A A A A T A A CGG  442
A AGCA T A A A A A T ACG T T T CA GA A A A - A A AG GA T G T A A A - T A A A A A AC T AC T CA AGA A A A A CC T AC T A T A C T A A A T A A CGG  454

A A A T A A CGGA GCA A T ACCGA C - - - - T C T C T T GCA AGAGAG T CGG T A T T GC T C - - CG T T A T T T T CA A A A A C T AGT C T CCAC  529

500 520 540 560

AGA - - - - - - - - - A A T ACCGA C - - - - T C T C T T GCA AGAGAG T CGG T A T T T C T C - - T G T T A T T T T CA A A A A C T CGT C T CCAC  514
AG - - - - - - - - - CA A T ACCGA C - - - - T C T C T T GCA AGAGAG T CGG T A T T GC T C - - CG T T A T T T T A A A A A A C T CGT C T CA AC  528
AG - - - - - - - - - CA A T ACCGA C - - - - T C T C T T GCA AGAGAG T CGG T A T T GC T C - - CG T T A T T T T A A A A A A C T CGT C T CCAC  507
AGA - - - - - - - GCA A T ACGAC CC T C T T C T C T T GCA AGAGGG T CG - T A T T GC T C T CCG T T A T T T T CA A A ACC T CGT C T A CAC  526

T A AGACAGA A - - - T T ACCCA T T T GT AGA T G GGGC T T CA A T AGCAGC T AGG T C T AGAGGGA AGT T A T GAGC A T T A CGT T CA  606

580 600 620 640

T A AGACAGA A - - - T T A T CCA T T T GT AGA T G GGGC T T CA A T AGCAGC T AGG T C T AGAGGGA AGT T A T GAGC A T T A CGT T CA  591
T A AGACAGA A - - - T T A T CCA T T T GT AGG T G GGGC T T CA A T AGCAGC T AGG T C T AGAGGGA AGT T A T GAGC A T T A CGT T CA  605
T A AGACAGA A - - - T T A T CCA T T T GT AGA T G GGGC T T CA A T AGCAGC T AGG T C T AGAGGGA AGT T A T GAGC A T T A CGT T CA  584
T A AGACAGA A A T C T T A T CCA T T T GT AGA T G GAGC T T CA A T AGCAGC T AGG T C T AGAGGGA AGT T A T GAGC A T T A CGT T CA  606

T GCA T A AC T T CCA T ACCA AG GT T AGCACGG T T A A T A A T A T CAGCCCAGGT A T T A A T T A CA CGA CC T T GA C T A T CA AC T AC  686

660 680 700 720

T GCA T A AC T T CCA T ACCA AG GT T AGCACGG T T A A T A A T A T CAGCCCAGGT A T T A A T T A CA CGA CC T T GA C T A T CA AC T AC  671
T GCA T A AC T T CCA T ACCA AG GT T AGCACGG T T A A T A A T A T CAGCCCAGGT A T T A A T T A CA CGA CC T T GA C T A T CA AC T AC  685
T GCA T A AC T T CCA T ACCA AG GT T AGCACGG T T A A T A A T A T CAGCCCAGGT A T T A A T T A CA CGA CC T T GA C T A T CA AC T AC  664
T GCA T A AC T T CCA T ACCA AG GT T AGCACGG T T A A T A A T A T CAGCCCAGGT A T T A A T T A CA CGA CC T T GA C T A T CA AC T AC  686

GGA T TGG T T G A A A T T GA A AC CA T T T AGG T T GA A AGCCA T A G T GC T A A T AC C T A A AGCAG T GA A CCA A A T C CC T A C T A CCG  766

740 760 780 800

GGA T TGG T T G A A A T T GA A AC CG T T T AGG T T GA A AGCCA T A G T GC T A A T AC C T A A AGCAG T GA A CCAGA T C CC T A C T A CCG  751
AGA T TGG T T G A A A T T GA A AC CG T T T AGG T T GA A AGCCA T A G T GC T A A T AC C T A A AGCAG T GA A CCAGA T A CC T A C T A CCG  765
AGA T TGG T T G A A A T T GA A AC CG T T T AGG T T GA A AGCCA T A G T GC T A A T AC C T A A AGCAG T GA A CCAGA T A CC T A C T A CCG  744
AGA T TGG T T G A A A T T GA A AC CA T T T AGG T T GA A AGCCA T T G T GC T A A T AC C T A A T GCAG T GA A CCAGA T C CC T A C T A CAG  766

GCCA AGCAGC T AGGA AGA A A TG T A A AGAGC GAGA A T T GT T GA A A C T AGCA T A T TGGA AGA T CA A T CGGCC A A A A T A A CCG  846

820 840 860 880

GCCA AGCAGC T AGGA AGA A A TG T A A AGAGC GAGA A T T GT T GA A A C T T GCA T A T TGGA AGA T CA A T CGGCC A A A A T A A CCG  831
GCCA AGCAGC T AGGA AGA A A TG T A A AGAGC GAGA A T T GT T GA A A C T AGCA T A T TGGA AGA T CA A T CGGCC A A A A T A A CCG  845
GCCA AGCAGC T AGGA AGA A A TG T A A AGAGC GAGA A T T GT T GA A A C T AGCA T A T TGGA AGA T CA A T CGGCC A A A A T A A CCG  824
GCCA AGCAGC T AGGA AGA A A TG T A A AGA AC GAGA A T T GT T GA A A C T AGCA T A T TGGA AGA T CA A T CGGCC A A A A T A A CCG  846

T GAGCAGC T A CGA T A T T A T A AG T T T C T T CC T C T T GA CCA A A T C T G T A ACC T T CGT T AGCG GA T T CG T T T T C T GT GGT T T C  926

900 920 940 960

T GAGCAGC T A CGA T A T T A T A AG T T T C T T CC T C T T GA CCGA A T C T G T A ACC T T CGT T AGCA GA T T CA T T T T C T GT GGT T T C  911
T GAGCAGC T A CGA T A T T A T A AG T T T C T T CC T C T T GA CCGA A T C T G T A ACC T T CGT T AGCA GA T T CG T T T T C T GT GGT T T C  925
T GAGCAGC T A CGA T A T T A T A AG T T T C T T CC T C T T GA CCGA A T C T G T A ACC T T CGT T AGCA GA T T CG T T T T C T GT GGT T T C  904
T GAGCAGC T A CGA T A T T A T A AG T T T C T T CC T C T T GA CCGA A T C T G T A ACC T T CA T T AGCA GA T T CG T T T T C T GT AGT T T C  926

CC T GA T CA A A C T AGAGG T T A CCA AGGA A CC A TGCA T AGCA C T GA A T AGGG AGCCGCCGA A T ACACCAGC T A CGCC T A ACA  1006

980 1.000 1.020 1.040

CC T GA T CA A A C T AGAGG T T A CCA AGGA A CC A TGCA T AGCA C T GA A T AGGG AGCCGCCGA A T ACACCAGC T A CGCC T A ACA  991
CC T GA T CA A A C T AGAGG T T A CCA AGGA A CC A TGCA T AGCA C T GA A T AGGG A A CCGCCGA A T ACACCAGC T A CGCC T A ACA  1005
CC T GA T CA A A C T AGAGG T T A CCA AGGA A CC A TGCA T AGCA C T GA A T AGGG A A CCGCCGA A T ACACCAGC T A CGCC T A ACA  984
CC T GA T CA A A C T AGAGG T T A CCA AGGA A CC A TGCA T AGCA C T GA A T AGGG AGCCGCCGA A T ACACCAGC T A CGCC T A ACA  1006

T GT GA A A TGG G T GCA T A AGG A T G T T G TGC T CAGCC T GGA A T ACA A T CA TG A AG T T GA A AG T ACCAGAGA T T CC T AGAGGC  1086

1.060 1.080 1.100 1.120

T GT GA A A TGG G T GCA T A AGG A T G T T G TGC T CAGCC T GGA A T ACA A T CA TG A AG T T GA A AG T ACCAGAGA T T CC T AGAGGC  1071
T GT GA A A TGG G T GCA T A AGG A T G T T G TGC T CAGCC T GGA A T ACA A T CA TG A AG T T GA A AG T ACCAGAGA T T CC T AGAGGC  1085
T GT GA A A TGG G T GCA T A AGG A T G T T G TGC T CAGCC T GGA A T ACA A T CA TG A AG T T GA A AG T ACCAGAGA T T CC T AGAGGC  1064
T GT GA A A TGG G T GCA T A AGA A T G T T G TGC T CAGCC T GGA A T ACA A T CA TG A AG T T GA A AG T ACCAGAGA T T CC T AGAGGC  1086
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Whole-plastome alignment of five Meliaceae species
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A T A CCA T CAG A A A A AC T T CC T T GACCA A T T GGG T AGA T CA A A A A A AC T GC TG T AGC TGC T GCA ACAGGAG C T GA A T A T GC  1166

1.140 1.160 1.180 1.200

A T A CCA T CAG A A A A AC T T CC T T GACCA A T T GGG T AGA T CA AGA A A AC T GC AG T AGC TGC T GCA ACAGGAG C T GA A T A T GC  1151
A T A CCA T CAG A A A A AC T T CC T T GACCA A T T GGG T AGA T CA AGA A A AC T GC AG T AGC TGC T GCA ACAGGAG C T GA A T A T GC  1165
A T A CCA T CAG A A A A AC T T CC T T GACCA A T T GGA T AGA T CA AGA A A AC T GC AG T AGC TGC T GCA ACAGGAG C T GA A T A T GC  1144
A T A CCA T CAG A A A A AC T T CC T T GACCA A T T GGG T AGA T CA AGA A A AC T GC AG T AGC TGC T GCA ACAGGAG C T GA A T A T GC  1166

A ACAGCA A T C CA AGGGCGCA T A CCCAGA CG GA A AC T A AG T T CCCAC T CAC GA CCCA TG T A ACA AGC T ACA CCA AG T A AGA  1246

1.220 1.240 1.260 1.280

A ACAGCA A T C CA AGGGCGCA T A CCA AGA CG GA A AC T A AG T T CCCAC T CAC GA CCCA TG T A ACA AGC T ACA CCA AG T A AGA  1231
A ACAGCA A T C CA AGGGCGCA T A CCCAGA CG GA A AC T A AG T T CCCAC T CAC GA CCCA TG T A ACA AGC T ACA CCA AG T A AGA  1245
A ACAGCA A T C CA AGGGCGCA T A CCCAGA CG GA A AC T A AG T T CCCAC T CAC GA CCCA TG T A ACA AGC T ACA CCA AG T A AGA  1224
A ACAGCA A T C CA AGGACGCA T A CCCAGA CG GA A AC T A AG T T CCCAC T CAC GA CCCA TG T A ACA AGC T ACA CCA AG T A A A A  1246

AGT G T AGA A C A A T T A AC T CA T A AGGACCGC CA T T GT A T A A CCA T T CA T CA ACAGA T GCCG C T T CCCA T A T CGGG T A A A AG  1326

1.300 1.320 1.340 1.360

AGT G T AGA A C A A T T A AC T CA T A AGGACCAC CA T T A T A T A A CCA T T CA T CA ACGGA T GCCG C T T CCCA T A T CGGG T A A A AG  1311
AGT G T AGA A C A A T T A AC T CA T A AGGACCAC CA T T GT A T A A CCA T T CA T CA ACGGA CGC T G C T T CCCA T A T CGGG T A A A AG  1325
AGT G T AGA A C A A T T A AC T CA T A AGGACCGC CA T T GT A T A A CCA T T CA T CA ACGGA T GCCG C T T CCCA T A T CGGG T A A A AG  1304
AGT G T AGA A C A A T T AGC T CA T A AGGACCGC CA T T GT A T A A CCA T T CA T CA ACGGA T GCCG C T T CCCA T A T CGGG T A A A AG  1326

T GCA A A CC T A T AGC T GCAGA AG T AGGA A T A A TGGCA CCAG A A A T A A T A T T GT T T CCA T A A AGT AGAGA T C CAGA A ACAGG  1406

1.380 1.400 1.420 1.440

T GCA A A CC T A T AGC T GCAGA AG T AGGA A T A A TGGCA CCAG A A A T A A T A T T GT T T CCA T A A AGT AGAGA T C CAGA A ACAGG  1391
T GCA A A CC T A T AGC T GCAGA AG T AGGA A T A A TGGCA CCAG A A A T A A T A T T GT T T CCA T A A AGT AGAGA T C CAGA A ACCGG  1405
T GCA A A CC T A T AGC T GCAGA AG T AGGA A T A A TGGCA CCAG A A A T A A T A T T GT T T CCA T A A AGT AGAGA T C CAGA A ACCGG  1384
T GCA A A CC T A T AGC T GCAGA AG T AGGA A T A A TGGCA CCAG A A A T A A T A T T GT T T CCA T A A AGT AGAGA T C CAGA A ACAGG  1406

T T CACGA A T A CCA T CA A T A T C T AC T GGAGG GGCAGCA A T G A AGGCGA T A A T A A A T ACAGA AGT T GCGGT C A A T A A AG T AG  1486

1.460 1.480 1.500 1.520

T T CACGA A T A CCA T CA A T A T C T AC T GGAGG GGCAGCA A T G A AGGCGA T A A T A A A T ACAGA AGT T GCGGT C A A T A A AG T AG  1471
T T CACGA A T A CCA T CA A T A T C T AC T GGAGG GGCAGCA A T G A AGGCGA T A A T A A A T ACAGA AGT T GCGGT C A A T A A AG T AG  1485
T T CACGA A T A CCA T CA A T A T C T AC T GGAGG GGCAGCA A T G A AGGCGA T A A T A A A T ACAGA AGT T GCGGT C A A T A A AG T AG  1464
T T CACGA A T A CCA T CA A T A T C T AC T GGAGG AGCAGCA A T G A AGGCGA T A A T A A A T ACAGA AGT T GCGGT C A A T A A AG T AG  1486

GGA T CA T CA A A ACA CCA A AC CA T CCA A T G T A A AGACGGT T T T CGG TGC TG GT T A T CCAG T T ACAGA AGCG A CCCCA T AGG  1566

1.540 1.560 1.580 1.600

GGA T CA T CA A A ACA CCA A AC CA T CCA A T G T A A AGACGGT T T T CGG TGC TG GT T A T CCAG T T ACAGA AGCG A CCCCA T AGG  1551
GGA T CA T CA A A ACA CCA A AC CA T CCA A T G T A A AGACGGT T T T CGG TGC TG GT T A T CCAG T T ACAGA AGCG A CCCCA T AGG  1565
GA A T CA T CA A A ACA CCA A AC CA T CCA A T G T A A AGACGGT T T T CGG TGC TG GT T A T CCAG T T ACAGA AGCG A CCCCA T AGG  1544
GA A T CA T CA A A ACA CCA A AC CA T CCA A T G T A A AGACGGT T T T CAG TGC TG GT T A T CCAG T T ACAGA A ACG A CCCCA T AGG  1566

CGC T CGC T T T CGCG T C T C T C T A A A A T TGCA G T CA TGG T A A A A T C T TGG T T T A T T T A A T T A T CAGGGAC T C CCA AGCA CAC  1646

1.620 1.640 1.660 1.680

CGC T CGC T T T CGCG T C T C T C T A A A A T TGCA G T CA TGG T A A A A T C T TGG T T T A T T T A A T T A T CAGGGAC T C CCA AGCA CAC  1631
CGC T CGC T T T CGCG T C T C T C T A A A A T TGCA G T CA TGG T A A A A T C T TGG T T T A T T T A A T T A T CAGGGAC T C CCA AGCA CAC  1645
CGC T CGC T T T CGCG T C T C T C T A A A A T TGCA G T CA TGG T A A A A T C T TGG T T T A T T T A A T T A T CAGGGAC T C CCA AGCA CAC  1624
CGT T CGC T T T CGCG T C T C T C T A A A A T TGCA G T CA TGGA A A A A T C T TGG T T T A T T T A A T CA T CAGGGAC T C CCA AGCA CAC  1646

A A A T T C T C T A GA A A T AGA T A A T T GAGGGC T T GT T A T T CA A CAGT A T A ACA TGAC T T A T A T C T CCGT G T CA A CCA A T AGCA  1726

1.700 1.720 1.740 1.760

A A A T T C T C T A GA A A T AGA T A A T T GAGGGC T T GT T A T T CA A CAGT A T A ACA TGAC T T A T A T C T CCGT G T CA A CCA A T AGCA  1711
A A A T T C T C T A GA A A T AGA T A A T T GAGGGC T T GT T A T T CA A CAGT A T A ACA TGAC T T A T A T C T CCGT G T CA A CCA A T AGCA  1725
A A A T T C T C T A GA A A T AGA T A A T T GAGGGC T T GT T A T T CA A CAGT A T A ACA TGAC T T A T A T C T CCGT G T CA A CCA A T A ACA  1704
A A A T T C T C T A GA A A T AGA T A A T T GA AGGC T T GT T A T T CA A CAGT A T A ACA TGAC T T A T A T G T T CGT G T CA A CCA A T AGCA  1726

ACA T CCA T A A A T A A A T A T C T A T GA T C T T A T C T A T A T AGA T T CAGA T T CAG A AGA A A T T GG T T T T T T T - - - GA A T GA A T GA  1803

1.780 1.800 1.820 1.840

ACA T CCA T AG A T A A A T A T C T A T GA T C T T A T C T A T C T AGA T T CAGA T T CAG A AGA A A T T GG G T T T T T T - - - GA A T GA A T GA  1788
ACA T CCA T AG A T A A A T A T C T A T GA T C T T A T C T A T A T AGA T T CAGA T T CAG A AGA A A T T GG T T T T T T T - - - GA A T GA A T GA  1802
ACA T CCA T AG A T A A A T A T C T A T GA T C T T A T C T A T A T AGA T T CAGA T T CAG A AGA A A T T GG T T T T T T T - - - GA A T GA A T GA  1781
ACA T CCC T AG AGA A A T A T CC A T GA T C T T A T C T A T C T AGA T T CA A A T T CAG A AGA A A T T T G T T T T T T T T T T GA A T GA A T GA  1806

AGT A - - - - - - - AGT A AGA A A A A T GGA A T AC CGA T T T A T A T AGA T A T A T GA T T T CGA T A T G A T A A T CA T A A T GGG T TGCCC  1876

1.860 1.880 1.900 1.920

AGT A - - - - - - - AGT A AGA A A A A T GGA A T AC CGA T T T A T A T AGA T A T A T GA T T T CGA T A T G A T A A T CA T A A T GGG T TGCCC  1861
AGT A TGA AG T A AGT A AGA A A A A T GGA A T AC CGA T T T A T A T AGA T A T A T GA T T T CA A T A T G A T A A T CA T A A T GGG T TGCCC  1882
AGT A TGA AG T A AGT A AGA A A A A T GGA A T AC CGA T T T A T A T AGA T A T A T GA T T T CA A T A T G A T A A T CA T A A T GGG T TGCCC  1861
AGT A - - - - - - - AGT A AGA A A AC T AGA A T AC CA A T T T AGA T AGA T A T A T GA T T T TGA T A T G A T A A T CA T A A T GGG T TGCCC  1879

GGGAC T CGA A CCCGGA A C T A GT CGGA TGGA G T AGA A A A T T T C T T T GT T A A A T T GA A A T AG G T A A A A A A A T CCC T CCCCA A  1956

1.940 1.960 1.980 2.000

GGGAC T CGA A CCCGGA A C T A GT CGGA TGGA G T AGA A A A T T T CC T T GT T A A A T T GA A A T AG A T A A A A A A A T CCC T CCCCA A  1941
GGGAC T CGA A CCCGGA A C T A GT CGGA TGGA G T AGA A A A T T T CC T T GT T A A A T T GA A A T AG G T A A A A A A A T CCC T CCCCA A  1962
GGGAC T CGA A CCCGGA A C T A GT CGGA TGGA G T AGA A A A T T T CC T T GT T A A C T T GA A A T AG G T A A A A A A A T CCC T CCCCA A  1941
GGGAC T CGA A CCCGGA A C T A GT CGGA TGGA G T AGA A A A T T T CC T T GT T A A A T T GA A ACAG G T A A A A A A - T CCC T CCCCA A  1958

GCCG TGCC T G CA T T T T T CA T TGCACACAGC T T T CCC T A T G T A T A ACA T C T A A A AC T CCCC T T C T T CCC T A A T C T C T A A AG  2036

2.020 2.040 2.060 2.080

GCCG TGCC T G CA T T T T T CA T TGCACACAGC T T T CCC T A T G T A T A ACA T C T A A A AC T CCCC T T C T T CCC T A A T CCC T A A AG  2021
GCCG TGCC T G CA T T T T T CA T TGCACACAGC T T T CC T T A T G T A T A ACA T C T A A A AC T CCCC T T C T T CCC T A A T CCC T A A AG  2042
GCCG TGCC T G CA T T T T T CA T TGCACACAGC T T T CC T T A T G T A T A ACA T C T A A A AC T CCCC T T C T T CCC T A A T CCC T A A AG  2021
GCCG TGCC T G CA T T T T T CA T TGCACACAGC T T T CCC T A T G T A T A ACA T C T A A A ACCCCC T T T C T T CCC T A A T CCC TGA - -   2036

A AGACGC T A A A A A AG T T GA A T A C T CAGT CG A T CA ACC T T T A T T T T A T T A T T C T T A T TGCA T GA ACA T T T A A T AGA A A T AG  2116

2.100 2.120 2.140 2.160

A AGACGC T A A A A A AG T T GA A T A C T CAGT CG A T CA ACC T T T A T T T T A T T A A T A T T A T TGCA T GA ACA T T T A A T AGA A A T AG  2101
A AGACGC T A A A A A AG T T GA A T A C T CAGT CG A T CA ACC T T T A T T T T A T T A T T C T T A T TGCA T GA ACA T T T A A T AGA A A T AG  2122
A AGACGC T A A A A A AG T T GA A T A C T CAGT CG A T CA ACC T T T A T T T T A T T A T T C T T A T TGCA T GA ACA T T T A A T AGA A A T AG  2101
- - - - - - - T A A A A A A A - - A A A T A C T CAGT T G A T CA ACC T T T A T T - - - - - A T T T T T A T TGGA T GA ACA T T T A A T AGA A A T G -   2101

A A A T GA A T T A AGA A A T AGA A A T GA A T T A A T T T T T T T G T T A T CA A T T CA T T A T T T AGGA A T A A T T T C T A A T T T ACACGG T C  2196

2.180 2.200 2.220 2.240

A A A T GA A T T C A - - - - - - - - - - - - - - - - - - T T T T T T T G T T A T CA A T T CA T T A T T T AGGA A T A A T T T A T A A T T T ACACGG T C  2163
A A A T GA A T T A A - - - - - - - - - - - - - - - - - - T T T T T T T G T T A T CA A T T CA T T A T T T AGGA A T A A T T T A T A A T T T ACA TGG T C  2184
A A A T GA A T T A A - - - - - - - - - - - - - - - - - - T T T T T T T G T T A T CA A T T CA T T A T T T AGGA A T A A T T T C T A A T T T ACACGG T C  2163
- A A T GA A T T - - - - - - - - - - - - - - - - - - - - - - T T T T T G T T A T CGA T T CCC T A T T T AGGA A T A A T T T A T A A T T T ACACGG T C  2158
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T CG T A A CCA A T CAC T CA T GA T T A ACCAGA T CGT T GA T ACA A A T A A T A T CC A A A T A CCA A A T T CGACCCC T A T A T A ACC T C  2276

2.260 2.280 2.300 2.320

T CG T A A CCA A T CA T T CA T T A T T A ACCAGA T CGT T GA T ACA A A T A A T A T CC A A A T A CCA A A T T CGACCCC T A T A T A ACC T C  2243
T CG T A A CCA A T CA T T CA T GA T T A ACCAGA T CGT T GA T ACA A A T A A T A T CC A A A T A CCA A A T T CGACCCC T A T A T A ACC T C  2264
T CG T A A CCA A T CA T T CA T GA T T A ACCAGA T CGT T GA T ACA A A T A A T A T CC A A A T A CCA A A T T CGACCCC T A T A T A ACC T C  2243
T CG T A A CCA A T CA T T CA T GA T T A ACCAGA T CGT T A A T ACA A A T A A T A T CC A A A T A CCA A A T CCGCCC T C T A T A T A ACC T C  2238

CGAGA AG T AG A CGA AGCAGT TGCA A AGA T T A A AGA A AGA A CG TGC T C T T C C T CCG T A AGG A AC T C T T CCA AGA A T T CCGA  2356

2.340 2.360 2.380 2.400

CGAGA AG T AG A CGA AGCAGT TGCA A AGA T T A A AGA A AGA A CA TGC T C T T C C T CGG T A AGG A AC T C T T CCA AGA A T T CCGA  2323
CGAGA AG T AG A CGA AGCAGT TGCA A AGA T T A A AGA A AGA A CG TGC T C T T C C T CCG T A AGG A AC T C T T CCA AGA A T T CCGA  2344
CGAGA AG T AG A CGA AGCAGT TGCA A AGA T T A A AGA A AGA A CG TGC T C T T C C T CCG T A AGG A AC T C T T CCA AGA A T T CCGA  2323
CGAGA AG T AG A CA A AGC T GT TGGA A AGA T T A A AGA A AGA A CG TGC T C T T C C T CCG T A AGG A A T T T T T CCA A T A A T T CCGA  2318

ACC T A A T C T T T T CA A A A A AG CGCGT ACGG T AC T T T T A TG T T T ACGA A CCA A A C T T T T A AC ACA AGA A AGC CGA AG T A T A T  2436

2.420 2.440 2.460 2.480

ACC T A A T C T T T T CA A A A A AG CGCGT ACGG T AC T T T T G TG T T T ACGA A CCA A A C T T T T A AC ACA AGA A AGC CGA AG T A T A T  2403
ACC T A A T C T T T T CA A A A A AG CGCGT ACGG T AC T T T T G TG T T T ACGA A CCA A A C T T T T A AC ACA AGA A AGC CGA AG T A T A T  2424
ACC T A A T C T T T T CA A A A A AG CGCGT ACGG T AC T T T T G TG T T T ACGA A CCA A A C T T T T A AC ACA AGA A AGC CGA AG T A T A T  2403
ACC T A A T C T T T T CA A A A A AG CGCGT ACGG T AC T T T T G TG T T T ACGA A CCA A A C T T T T A AC ACA AGA A AGC CGA AG T A T A T  2398

A T T T T A T T CG A T ACA ACCCC TG T T T T T T T G AGGA T CCAC T G T A A T A A T GA GA A AGA T T T C T GCA T A T ACG CA A A A A T CGG  2516

2.500 2.520 2.540 2.560

A T T T T A T T CG A T ACA ACCCC TG T T T T T T T G AGGA T CCAC T G T A A T A A T GA GA A AGA T T T C T GCA T A T ACG CA A A A A T CGG  2483
A T T T T A T T CG A T ACA ACCCC TG T T T T T T T G AGGA T CCAC T G T A A T A A T GA GA A AGA T T T C T ACA T A T ACG CA A A A A T CGG  2504
A T T T T A T T CG A T ACA ACCCC TG T T T T T T T G AGGA T CCAC T G T A A T A A T GA GA A AGA T T T C T GCA T A T ACG CA A A A A T CGG  2483
A T T T T A T T CG A T ACA A A CC T T T T T T T T T T G AGGA T CCGC T G T A A T A A T GA GA A AGA T T T C T GCA T A T ACG CACA A A T CGG  2478

T CGA T A A T A T GAGA A T CCGC GA A A T CGGAC CAGG T CGGC T T AC T GA T GGG A T GCCC T A A T GCA T T A CA A A A CCG T GCC T T  2596

2.580 2.600 2.620 2.640

T CGA T A A T A T GAGA A T CCAC GA A A T CGGCC CAGG T CGGC T T AC T GA T GGG A T GCCC T A A T GCA T T A CA A A A CCG T GCC T T  2563
T CGA T A A T A T GAGA A T CCGC GA A A T CGGCC CAGG T CGGC T T AC T GA T GGG A T GCCC T A AC GCA T T A CA A A A CCG T GCC T T  2584
T CGA T A A T A T GAGA A T CCGC GA A A T CGGCC CAGG T CGGC T T AC T GA T GGG A T GCCC T A AC GCA T T A CA A A A CCG T GCC T T  2563
T CGA T A A T A T GAGA A T CCGC GGA A T CGGCC CAGG T CGGC T T AC T GA T GGG A T GCCC T A A T GGA T T A CA A A A T CG T GCC T T  2558

AGT CA A T GA T CCA A T CAGA T GA A T A A T T GG A ACGGT T GT A T CGA CC T T C T T CA T AG T A T T A T C T A T T A T A A A TGA A T T T T  2676

2.660 2.680 2.700 2.720

AGT CA A T GA T CGA A T CAGA T GA A T A A T T GG A ACGGT T GT A T CGA CC T T C T T CA T AG T A T T A T C T A T T A T A A A TGA A T T T T  2643
AGT CA A T GA T CCA A T CAGA T GA A T A A T T GG A ACGGT T GT A T CGA CC T T C T T CA T AG T A T T A T C T A T T A T A A A TGA A T T T T  2664
AGT CA A T GA T CCA A T CAGA T GA A T A A T T GG A ACGGT T GT A T CGA CC T T C T T CA T AG T A T T A T C T A T T A T A A A TGA A T T T T  2643
AGT CA A T GA T CCA A T CAGA T GA C T A A T T GG A ACGA T T GT A T CGA CC T T C T T CA T AG T A T T T T C T A T T AGA A A TGA A T T T T  2638

C T AGCA T T T T A C T CCGT ACC ACCA A A AGA T T T A A T CGCA C A C TGGA A AGA T AGCCCAGA A AGT T GA T AGA G T GC T TG T C T  2756

2.740 2.760 2.780 2.800

C T AGCA T T T G A C T CCGT ACC AC T A A A AGA T T T A A T CGCA C A C TGGA A AGA T AGCCCAGA A AGT T GA T AGA G T GC T TG T C T  2723
C T AGCA T T T G A C T CCGT ACC ACCA A A AGA T T T A A T CGCA C A C TGGA A AGA T AGCCCAGA A AGT T GA T AGA G T GC T TG T C T  2744
C T AGCA T T T G A C T CCGT ACC ACCA A A AGA T T T A A T CGCA C A C TGGA A AGA T AGCCCAGA A AGT T GA T AGA G T GC T TG T C T  2723
C T AGCAG T T G A T T CCGT ACC ACCA A CGGA T T CAG T CG T A C A C TGA A A CGA T AGCCCAGA A AGT T GA T AGA G T GC T TG T C T  2718

A AG T AG T T T A T A TGAGCCC T T A C TGG T T CA GACCACACGC GA A A A TGCCA T T GCCA T A A A T TGACA AGG T A A T A T T T CCA  2836

2.820 2.840 2.860 2.880

A AG T GG T T T A T A TGAGCCC T T CC TGG T T CA GACCACACGC GA A A A TGCCA T T GCCA T A A A T TGACA AGG T A A T A T T T CCA  2803
A AG T GG T T T A T A TGAGCCC T T CC TGG T T CA GACCACACGC GA A A A TGCCA T T GCCA T A A A T TGACA AGG T A A T A T T T CCA  2824
A AG T GG T T T A T A TGAGCCC T T CC TGG T T CA GACCACACGC GA A A A TGCCA T T GCCA T A A A T TGACA AGG T A A T A T T T CCA  2803
A AG T GG T T T A T A TGAGA CA T T CC TGG T T GA GACCACACG T GA A A A TGCCA T T GCCA T A A A T TGACA AGA T A A T A T T T CCA  2798

T T T A T T CA T C AGA AGAGGCG T A T C T T T T GA AGCCAGA A T G GA T T T T CC T T GA T A T C T A AC A T A A TGCA T A A A AGGA T CC T  2916

2.900 2.920 2.940 2.960

T T T A T T CA T C AGA AGAGGCA T A T C T T T T GA AGCCAGA A T G GA T T T T CC T T GA T A T C T A AC A T A A TGCA T A A A AGGA T CC T  2883
T T T AC T CA T C AGA AGAGGCG T A T CC T T T GA AGCCAGA A T G GA T T T T CC T T T A T A T C T A AC A T A A TGCA T A A A AGGA T CC T  2904
T T T A T T CA T C AGA AGAGGCG T A T C T T T T GA AGCCAGA A T G GA T T T T CC T T GA T A T C T A AC A T A A TGCA T A A A AGGA T CC T  2883
T T T A T T CA T C AGA AGAGGCG T A T C T T T T GA AGCCA A A A T G A A T T T T CC T T GA T A T C T A AC A T A A TGCA T A A A AGGA T CC T  2878

T GA ACA ACCA T A AGA TG T CC TGA A A A T CA T T AGA A A AGA C T T CGACA AGA TG T T CGAC T T T T C T A T AGA A A T A T A T T CGC  2996

2.980 3.000 3.020 3.040

T GA ACA ACCA T A AGA TG T CC TGA A A A T CA T T AGA A A AGA C T T CGACA AGA T A T T CGAC T T T T C T A T AGA A A T A T A T T CGC  2963
T GA ACA ACCA T A AGA TG T CC TGA A A A T CA T T AGA A A AGA C T T CGACA AGA TG T T CGAC T T T T C T A T AGA A A T A T A T T CGC  2984
T GA ACA ACCA T A AGA TG T CC TGA A A A T CA T T AGA A A AGA C T T CGACA AGA TG T T CGAC T T T T C T A T AGA A A T AGA T T CGC  2963
T GA ACA ACCA T A AGA TGCCC GGA A A A T CA T T AG T A A AGA C T T CGACA AGA T CG T CGAC T T T T C T A T A A A A A T C T A T T CGC  2958

T CA ACGAGGA C T CCAGAGGA TG T TGA T CG T A A A T GAGA AG A T TGG T T ACA GAGA A A A A AG A AGA TGGA T T CA T A T T CA T A  3076

3.060 3.080 3.100 3.120

T CA ACGAGA A C T CCAGAGGA TG T TGA T CG T A A A T GAGA AG A T TGG T T ACA GAGA A A A A AG A AGACGGA T T CA T A T T CA T A  3043
T CA ACGAGGA C T CCAGAGGA TG T TGA T CG T A A A T GAGA AG A T TGG T T ACA GAGA A A A A AG A AGA TGGA T T CA T A T T CA T A  3064
T CA ACGAGGA C T CCAGAGGA TG T TGA T CG T A A A T GAGA AG A T TGG T T ACA GAGA A A A A AG A AGA TGGA T T CA T A T T CA T A  3043
T CA ACA AGGG C T CCAGAGGA TG T TGA T CG T A A A T GAGA A A A T TGG T T ACA GAGACCA A AG A AGA TGGA T T CA T A T T CA T A  3038

T ACA TGAGA A T T A T A T AGA A ACA A T A AGA A T C T T GGA T T C C T T T T TGA A A A A A TGGA A A T GGAG T T C T T T GGA A T A A T A A  3156

3.140 3.160 3.180 3.200

T ACA TGAGA A T T A T A T AGA A ACA A T A AGA A T C T T GGA T T C C T T T T TGA A A A A A TGGA A A T GGAG T T C T T T GGA A T A A T A A  3123
T ACA TGAGA A T T A T A T AGA A AGA A T A AGA A T C T T GGA T T C C T T T T TGA A A A A A TGGA A A T GGAG T T C T T T GGA A T A A T A A  3144
T ACA TGAGA A T T A T A T AGA A ACA A T A AGA A T C T T GGA T T C T T T T T TGA A A A A A TGGA A A T GGAG T T C T T T GGA A T A A T A A  3123
T ACA TGAGA A T T A T A T AGA A ACA A T A A T A A T C T T GA A T T C C T GT T TGA A A A A A AGGA A A T GGAG T T C T T T GA AC T A A T A A  3118

T AC T A T T CCA A T T - - - - - - A A A A TGC T CG T GGAGA A AGA A CCGT A A T A A A TG T A A AGAGG AGA CA T C T T T T ACCCAG T AG  3230

3.220 3.240 3.260 3.280

GAC T A T T CCA A T T - - - - - - A A A A TGC T CG T GGAGA A AGA A CCGT A A T A A A TG T A A AGAGG AGGCA T C T T T T ACCCAG T AG  3197
GAC T A T T CCA A T G - - - - - - A A A A TGC T CG T GGAGA A AGA A CCGT A A T A A A TG T A A AGAGG AGGCA T C T T T T ACCCAG T AG  3218
GAC T A T T CCA A T G - - - - - - A A A A TGC T CG T GGAGA A AGA A CCGT A A T A A A TG T A A AGAGG AGGCA T C T T T T ACCCAG T AG  3197
GAC T A T T CCA A T T CA A A T GA A A A TGC T CG T GGAGA A AGGA CCGT A A T A A A TG T A A AGA AG AGGCGT C T T T T ACCCAG T AG  3198

CGA AGGGGT T GA ACCA AGA T T T CGGGGCGA A TGGGG T GGG G T A T T AG T AC A T C T A ACA CA T A A T T T A A A T G T GAGA A T T T  3310

3.300 3.320 3.340 3.360

CGA AGGGGT T GA ACCA AGA T T T CGGGGCGA A TGGGG T GGG G T A T T AG T AC A T C T A ACA CA T A A T T T A A A T G T GAGA A T T T  3277
CGA AGGGGT T GA ACCA AGA T T T CGGGGCGA A TGGGG T GGG G T A T T AG T AC A T C T A ACA CA T A A T T T A A A T G T GAGA A T T T  3298
CGA AGGGGT T GA ACCA AGA T T T CGGGGCGA A TGGGG T GGG G T A T T AG T AC A T C T A ACA CA T A A T T T A A A T G T GAGA A T T T  3277
CGA AGGAGT T GA ACCA AGA T T T CGGGGCGA A TG T AG T GGG G T A T T AG T CC A T C T A ACA CA T A A T T T A A A T G T GA A A A T T T  3278
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G T CC T CGA A A A A AGGA A A T A T T GA A T GA A T T GA T TG T A A A T T A T A AGA T T T T T C T A T T T C T T T CCC T T C T A A AGA AGC T A  3390

3.380 3.400 3.420 3.440

G T CC T CGA A A A A AGGA A A T A T T GA A T GA A T T GA T TG T A A A T T A T A AGA T T T T T C T A T T T C T T T CCC T T C T A A AGA AGC T A  3357
G T CC T CGCA A A A AGGA A A T A T T GA A T GA A T T GA T TG T A A A T T A T A AGA T T T T T C T A T T T C T T T CCC T T C T A A AGA AGC T A  3378
G T CC T CGA A A A A AGGA A A T A T T GA A T GA A T T GA T TG T A A A T T A T A AGA T T T T T C T A T T T C T T T CCCC T C T A A AGA AGC T A  3357
G T CC T CGA A A A A AGGA A A T A T T GA A T GA A T T GA T TG T GA A T T A T GAGA T T T T T C T A T A T C T T T CCC T T C T A A A A A AGC T A  3358

C T A A T CC T AG GGA A A A T GGA A T T T CCACA A T GA C TGCA A A T ACC T C T GA T AGA A T T TGAG A A T A A A A A T T A T AG T TG T GC  3470

3.460 3.480 3.500 3.520

C T A A T CC T AG GGA A A A T GGA A T T T CCACA A T GA C TGCA A A T ACC T C T GA T AGA A T T TGAG A A T A A A A A T T A T AG T TG T GC  3437
C T AG T CC T AG GGA A A A T GGA A T T T CCACA A T GA C TGA A A A T ACC T C T GA T A T A A T T TGAG A A T A A A A A T T A T AG T TG T GC  3458
C T AG T CC T AG GGA A A A T GGA A T T T CCACA A T GA C T CCA A A T ACC T C T GA T AGA A T T TGAG A A T CA A A A T T A T AG T TG T GC  3437
C T A A T T C T AG GGA A A A T GGA A T T T CCACA A T GA C TGCA A A T ACC T C T GA T A T A A T T TGAG A A T ACA A A T T AGAG T TG T GC  3438

CCA A A A A A T T GA T T T TGG T T AGA A T CA T T A ACA A A A A T A C T CA A A T A A A T CGG T T GA T AC A T T CGAG T A A T T A A CCG T T T  3550

3.540 3.560 3.580 3.600

CCA A A A A A T T GA T T T TGG T T AGA A T CA T T A ACA A A A A T A C T CA A A T A A A T CGG T T GA T AC A T T CGAG T A A T T A A CCG T T T  3517
CCA A A A A A T T GA T T T TGG T T AGA A T CA T T A A A A A A A A T A C T CA A A T A A A T CGG T T GA T AC A T T CGAG T A A T T A A CCG T T T  3538
CCA A A A A A T T GA T T T TGG T T AGA A T CA T T A ACA A A A A T A C T CA A A T A A A T CGG T T GA T AC A T T CGAG T A A T T A A CCC T T T  3517
CCA A A A A A T T GA T T T TGG T T AGA A T CA T T A GCAGA A A T A C T CA A A T A A A T CGG T T GA T AC A T T CGAG T A A T T A A CCG T T T  3518

CACAC T T AG T GA AC T AGA T T T A T TG T CA T A ACCCACA T T T T CCA A TGA A A T CG T CGA T C T A T T T A A ACCA T GA T CA T CAG  3630

3.620 3.640 3.660 3.680

CACAC T T AG T GA AC T AGA T T T A T TG T CA T A ACCCACA T T T T CCA A TGA A A T CG T CGA T C T A T T T A A ACCA T GA T CA T CAG  3597
CACAC T T AG T GA AC T AGA T T T A T T T T CA T A ACCCACA T T T T CCA A TGA A A T CG T CGA T C T A T T T A A ACCA T GA T CA T CAG  3618
CACAC T T AG T GA AC T A T A T T T A T T T T CA T A ACCCACA T T T T CCA A TGA A A T CG T CGA T C T A T T T A A ACCA T GA T CA T CAG  3597
CACAC T T AG T GA AC T AGA T T T A T TG T CA T A A T CCCCA T T T T CCA A TGA A A T CA T CGA T T T A T T T A A ACCA T GA T CA T GAG  3598

CA AG TGCA T A A A T A T AC T CC CGA A A A AGA A G TGGGT A T AG GA AG T CG T GT TG T TGAGA T C T A T C T AG T T C T A A A T A T AC T  3710

3.700 3.720 3.740 3.760

CA AG TGCA T A A A T A T AC T CC CGA A A A AGA A G TGGGT A T AG GA AG T CG T GT TG T TGAGA T C T A T C T AG T T C T A A A T A T AC T  3677
CA AG TGCA T A A A T A T AC T CC CGA A A A AGA A G TGGGT A T AG GA AG T CG T GT TG T TGAGA T C T A T C T AG T T C T A A A T A T AC T  3698
CA AG TGCA T A A A T A T AC T CC C T A A A A AGA A G TGGGT A T AG GA AG T CG T GT TG T TGAGA T C T A T C T AG T T C T A A A T A T AC T  3677
CA AG T A CA T A A A T A T AC T CC CGA A A A AGA A G TGGGT A T AG GA AG T CG T GT TG T TGAGA T C T A T C T AG T T C T A A A T A T AC T  3678

T GA A A T T CC T CCA T T T A A A A T T AGA T TGA A ACCGA AGGT A AGGGA T T T A T TGGA T GA T CA A A T GA T ACA T AG TGCGA T AC  3790

3.780 3.800 3.820 3.840

T GA A A T T CC T CCA T T TGA A A T T AGA T TGA A ACCGA AGGT A AGGGA T T T A T TGGA T GA T CA A A T GA T ACA T AG TGCGA T AC  3757
T GA A A T T CC T CCA T T TGA A A T T AGA T TGA A ACCGA AGGT A AGGGA T T T A T TGGA T GA T CA A A T GA T ACA T AG TGCGA T AC  3778
T GA A A T T CC T CCA T T TGA A A T T AGA T TGA A ACCGA AGA T A AGGGA T T T A T TGGA T GA T CA A A T GA T ACA T AG TGCGA T AC  3757
T GA A A T T CC T CCA T T TGA A A T T AGA T TGA A ACCGA AGGT A AGGGA T T T AG TGGA T GA T CA A A T GA T ACA T AG TGCGA T AC  3758

AGCGA A A ACA A AGT A T T G T A GT A A - A A A A A A A - G T AGA T A CC T T GA A A AC GAG T CGAC T C A T CACCGGA T T C T C T A T CC T  3868

3.860 3.880 3.900 3.920

AGCGA A A ACA A AGT A T T G T A GT A A - A A A A A A - - G T AGA T A CC T T GA A A AC GAG T CGAC T C A T CACCGGA T T C T C T A T CC T  3834
AGCGA A A ACA A AGT A T T G T A GT A A - A A A A A A A - A T AGA T A CC T T GA A A AC GAG T CGAC T C A T CACCGGA T T C T C T A T CC T  3856
AGCGA A A ACA A AGT A T T G T A GT A A - A A A A A A A AG TGGA T A CC T T GA A A AC GAG T CGAC T C A T CACCGGA T T C T C T A T CC T  3836
AGCGA A A ACA A AGT A T T G T A GT A A T A A A A A A A AG T AGA T A CC T T GA A A AC GAG T CCAC T C A T T ACCGGA T T C T C T A T CC T  3838

C T CA T T T T CC A T T T A A T T GA A T - - - - - - - - - - - A A T T T A A T T GG T T T A TG T T T GT T A T AG T A T A A A AGT T AGA A A T CC T T  3937

3.940 3.960 3.980 4.000

C T CA T T T T CC A T T T A A T T GA A T CA T T T A T G A A T A A T T T A A T T GA T T T A TG T T T GT T A T AG T C T A A A AGT T AGA A A T CC T T  3914
C T CA T T T T CC A T T T A A T T GA C T - - - - - - - - - - - A A T T A A A T T GG T T T A TG T T T GT T A T AG T A T A A A AGT T AGA A A T CC T T  3925
C T CA T T T T CC A T T T A A T T GA A T - - - - - - - - - - - A A T T T A A T T GG T T T A TG T T T GT T A T AG T A T A A A AGT T AGA A A T CC T T  3905
C T CA T T T T CC A T T T A A T T - - - - - - - - - - - - - - - - - - - T A A T T GA T T T A TG T T T GT T A T AG T A T A A A AGT T AGA A A T CC T T  3899

T A T T T T T T CA A T CCA A T CGC T C T T T T GA T T T TGGA A A A A A - - - C - - T C T T T A T CA A T A T A C TGC T T C T T C T ACA CA T T CA  4012

4.020 4.040 4.060 4.080

T A T T T T T T CA A T CCA A T CGC T C T T T T GA T T T TGGA A A A A C - - - T - A T C T T T A T CA A T A T A C TGC T T C T T C T ACA CA T T CA  3990
T A T T T T T T CA A T CCA A T CGC T C T T T T GA T T T TGGA A A A A A - - - C T A T C T T T A T CA A T A T A C TGC T T C T T C T ACA CA T T CA  4002
T A T T T T T T CA A T CCA A T CGC T C T T T T GA T T T TGGA A A A A A - - - C T A T C T T T A T CA A T A T A C TGC T T C T T C T ACA CA T T CA  3982
T A T T T T T T CA A T CCA A T CGC T C T T T T T A T T T TGGA A A A A A A A AC T A T C T T T A T CA A T A T A C TGC T T C T T T T ACA CA T T CA  3979

T C T T TGACCC A T A A T AGGGA C T - A A C T A A T AC T T AGGA T T CA T T A A A T A A A T CGA T A A T C CAC T CA T GGG A A ACCC T T T C  4091

4.100 4.120 4.140 4.160

T C T T TGACCC A T A A T AGGGA C T - A A C T A A T AC T T AGGA T T CA T T A A A T A A A T CGA T A A T A CAC T CA T GGG A A ACCC T T T C  4069
T C T T TGACCC A T A A T AGGGA C T - A A C T A A T AC T T AGGA T T CA T T A A A T A A A T CGA T A A T C CAC T CA T GGG A A ACCC T T T C  4081
T C T T TGACCC A T A A T AGGGA C T - A A C T A A T AC T T AGGA T T CA T T A A A T A A A T CGA T A A T C CAC T CA T GGG A A ACCC T T T C  4061
T C T T TGACCC A T A A T AGAGA C T T A AG T A A T AC T T AGGA T T T A T T A A A T A A A T CGA T A A T C CAC T CA T GGG A A A A CC T T T C  4059

CCCACG T T AG GA AC T A A T A T C T T T T T A A CG T T T A A T T AGA T CGGG T A A T C A T T CA A A T T A AGA ACAGA AG C T CG T T CC T T  4171

4.180 4.200 4.220 4.240

CCCGCG T T AG GA AC T A A T A T C T T T T T A A CG T T T A A T T AGA T CGGG T A A T C A T T CA A A T T A AGA ACAGA AG C T CG T T CC T T  4149
CCCG TG T T AG GA AC T A A T A T C T T T T T A A CG T T T A A T T AGA T CGGGGA A T C A T T CA A A T T A AGA ACAGA AG C T CG T T CC T T  4161
CCCGCG T T AG GA AC T A A T A T C T T T T T A A CG T T T A A T T AGA T CGGGGA A T C A T T CA A A T T A AGA ACAGA AG C T CG T T CC T T  4141
CCCGCG T T AG GA AC T A A T A T C T T T T T A A CG T T T A A T T AGA T CGGGGA A T T A T T CA A A T T A AGA ACAGA AG T T CG T T A C T T  4139

T T T G T T T C - - - - - - - - - - - - - - - - - CCGA A A A T T GGA ACC C T AGGG - T T C T A T CCA T T T A T T CA T T CGA C CCA A C T T T GA  4233

4.260 4.280 4.300 4.320

T T T G T T T C - - - - - - - - - - - - - - - - - CCGA T A A T T GGA ACC C T AGGG - C T C T A T CCA T T T A T T CA T T CGA C CCA A C T T T GA  4211
T T T G T T T C T C G T T CC T T T T C GT T T CCCGA T A A T T GGA ACC C T AGGG - C T C T A T CCA T T T A T T CA T T CGA C CCA A C T T T GA  4240
T T T G T T T C - - - - - - - - - - - - - - - - - CCGA T A A T T GGA ACC C T AGGG - C T C T A T CCA T T T A T T CA T T CGA C CCA A C T T T GA  4203
T T T G T T GC - - - - - - - - - - - - - - - - - CC T C T A A T T GGA ACC C T AGGGG T T C T A T CCA T T T A T T CAC T CGA C CCA A C T T T GA  4202

A T T A A A T T T C T T T T G T T CCG CGCCA AGA A T T A A A AC T TGG T T T T G T A T CG A T T GA A A A AG A A T A A A A T A T T C T CA A A A T T  4313

4.340 4.360 4.380 4.400

A T T A A A T T T C C T T T G T T CCG CGCCA AGA A T T A A A AC T TGA T T T T G T A T CG A T T GA A T A AG A A T A A A A T A T T C T CCA A A T T  4291
A T T CA A T T T C T T T T G T T CCG CGCCA AGA A T T A A A AC T TGG T T T T G T A T CG A T T GA A T A AG A A T A A A A T A T T C T CA A A A T T  4320
A T T CA A T T T C T T T T G T T CCG CGCCA AGA A T T A A A AC T TGG T T T T G T A T CG A T T GA A T A AG A A T A A A A T A T T C T CCA A A T T  4283
A T T A A T T T T T T T T T G T T ACG CGCCA AGA A T T A A A AC T TGG T T T T G TG T CG AG T GA A T A AG A A T A A A A T A T T C T CA A A A T T  4282

C T CGA T T GA T A CGA CA T GC T GT T T T T T CCA T T CA T T CC T T T CAGGA T CAG T CG TGG T C T T ACA A AC T C T C CCCA AGA T C T  4393

4.420 4.440 4.460 4.480

C T CGA T T GA T A CGA CA T GC T GT T T T T T CCA T T CA T T CC T T T CAGGA T CAG T CG TGG T C T T ACA A AC T C T C CCCA AGA T C T  4371
C T CGA T T GA T A CGA CA T GC T GT T T T T T CCA T T CA T T CC T T T CAGGA T CAG T CG TGG T C T T ACA A AC T C T C CCCA AGA T C T  4400
C T CGA T T GA T A CGA CA T GC T GT T T T T T CCA T T CA T T CC T T T CAGGA T CAG T CG TGG T C T T ACA A AC T C T C CCCA AGA T C T  4363
C T CGA T T GA T A CGA CA T GC T GG T T T T T CCA T T CA T T CC T T T CAGGA T CAG T CG TGG T C T T CCA A AC T C T C C T GA AGA T C T  4362
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GGA CGA A T CC T T TGC T T CA T AGA A A T GT G T A A A AGA T GC T AGCCG T A C T T A A A AGCCGAG T AC T C T ACCG T T GAG T T AGC  4473

4.500 4.520 4.540 4.560

GGA CGA A T CC T T TGC T T CA T CGA A A T GT G T A A A AGA T GC T AGCCG T A C T T A A A AGCCGAG T AC T C T ACCG T T GAG T T AGC  4451
GGA CGA A T CC T T TGC T T CA T AGA A A T GT G T A A A AGA T GC T AGCCG T A C T T A A A AGCCGAG T AC T C T ACCG T T GAG T T AGC  4480
GGA CGA A T CC T T TGC T T CA T AGA A A T GT G T A A A AGA T GC T AGCCG T A C T T A A A AGCCGAG T AC T C T ACCG T T GAG T T AGC  4443
GGA CGA A T CC T T TGC T T CA T A T A A A T GT G T A A A AGA T GC T AGCCG T A C T T A A A AGCCGAG T AC T C T ACCG T T GAG T T AGC  4442

A ACCCGA A T A A T T CGA A T GG GT AGA T ACA A T CGGA A T A A A A A T A A A T A A A AGCGA T TGA A T TGCACA ACG GA A T CA A A A T  4553

4.580 4.600 4.620 4.640

A ACCCGA A T A A T T CGA A T GG GT AGA T ACA A T CGGA A T A A A A A - - A AGA A A AGCGA T TGA A T TGCACA ACG GA A T CA A A A T  4529
A ACCCGA A T A A T T CGA A T GG GT AGA T ACA A T CGGA A T A A A A A T A A A T A A A AGCGA T TGA A T TGCACA ACG GA A T CA A A A T  4560
A ACCCGA A T A A T T CGA A T GG GT AGA T ACA A T CGGA A T A A A A A T A A A T A A A AGCGA T TGA A T TGCACA ACG GA A T CA A A A T  4523
A ACCCGA A T A A T T CGA A T GG GT AGA T ACA A T CGGA A T A A A A A T A A A T A A A A A CGA T TGA A T T T CACA ACA GA A T CA A A A T  4522

A A T A A A C T AG CA ACA A A T T T A A T A A A A A A A T T T A T A A T CG A T T C T GA ACA T A A A A A A A A A A A - - - - - - - - - - - - - - - - CC  4617

4.660 4.680 4.700 4.720

AGT A A A C T AG CA ACA A A A T T A A T A A A A A A A T T T A T A A T CG A T T C T GA ACA T A A A A A A A A - - - - - - - - - - - - - - - - - - - CC  4590
AGT A A A C T AG CA ACA A A T T T A A T A A A A A A A T T T A T A A T CG A T T C T GA ACA T A A A A A A A A - - - - - - - - - - - - - - - - - - - CC  4621
AGT A A A C T AG CA ACA A A T T T A A T A A A A A A A A T T A T A A T CG A T T C T GA ACA T A A A A A A A A - - - - - - - - - - - - - - - - - - - CC  4584
AGT A A A C T AG T A AGA A A T CG A A T A A A A A A A T T T A T A A T CG A T T C T GA A T A T A A A A A T A A A A AGA A A A A A A A A A A CA A ACC  4602

T A T GGGACGG AGA T A A A T AG C T CCAG T T A T CCA CGA T CGA A T T A T A T T TG T T CGA T ACAC T C T T GT CA A T A T GA CGG T GA  4697

4.740 4.760 4.780 4.800

T A T GGA ACGG AGA T A A A T AG C T CCAG T T A T CCA CGA T CGA A T T A T A T T TG T T CGA T ACAC T C T T GT CA A T A T GA CGG T GA  4670
T A T GGGACGG AGA T A A A T AG C T CCAG T T A T CCA CGA T CGA A T T A T A T T TG T T CGA T ACAC T C T T GT CA A T A T GA CGG T GA  4701
T A T GGGACGG AGA T A A A T AG C T CCAG T T A T CCA CGA T CGA A T T A T A T T TG T T CGA T ACAC T C T T GT CA A T A T GA CGG T GA  4664
T A T AGGACGG AGA T A A A T AG C T T CA T T T A T CCA T GA T CGA A T T A T A T T TG T T CGA T ACAC T GT T GT CA A T A T A A CA A T GA  4682

A TG T TGA A T A T GA AGGT T GA GA A A A T A A T A CA A A A A A T A C A A TGGCGA A A ACA A A A A A A - - - G T T A A T T C T T T A T T A A T -   4773

4.820 4.840 4.860 4.880

A TG T TGA A T A T GA AGGT T GA GA A A A T A A T A CA A A A A A T A C A A TGGCGA A A ACA A A A A A A - - - G T T A A T T C T T T A T - - - - -   4742
A TG T TGA A T A T GA AGGT T GA GA A A A T A A T A CA A A A A A T A C A A TGGCGAGA ACA A A A A A A - - - G T T A A T T C T T T A T T A A T -   4777
A TG T TGA A T A T GA AGGT T GA GA A A A T A A T A CA A A A A A T A C A A TGGCGA A A ACA A A A A A A - - - G T GA A T T C T T T A T T A A T A  4741
A TG T TGAC T A T GA AGGT T GA A A A A A T A A T A CA A A A A AGA C A A TGGCA A A A ACA A A A AGA T GA A T T A A T A A T T T A T T A A T A  4762

- - - - - T T A A T T CA A A T CA A A - - - - - - - A A A A A A A A T T A A A T AGA - - - - - A A A T A A A A T A A A T A A A A A T A T A T A - - - - - - -   4829

4.900 4.920 4.940 4.960

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A A A A T T A A A T AGA - - - - - A A A T GA A A T AC A A A A A A A T A T A T A - - - - - - -   4779
- - - - - T T A A T T CA A A T CA A A - - - - - - - A T - - A A A A T T A A A T AGA - - - - - A A A T A A A A T A A A T A A A A A T A T A T A - - - - - - -   4831
T T A A T T T A A T T CA A A T CA A A - - - - - - - A T - - A A A A T GA A A T AGA - - - - - A A A T A A A A T A A A T A A A A A T A T A T A - - - - - - -   4800
T A A A T A A A A T CCA A A T A A A A T A T A T A A A CA A A T A A T A A A A T A T A T A A ACA A A T A A A A T A A A T A A A A A A A A A T AGA T A T A T  4842

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AGA A T T AGA T A A A T A A A A A A  4850

4.980 5.000 5.020 5.040

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AGA A T T AGA T A A A A A A A A - -   4798
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AGA A T T AGA T A A A T A A A A A A  4852
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AGA A T T AGA T A A A T A A A A A A  4821
T A A A A A T A T A T A T A A A T A A A T AGA T A T A T A A T A T AGA A AG A T AGA A A T AG A A AGA T AGA A A A A A T T CA A T A A A T A A A A A A  4922

A T T T AG T A A T A C T T GA T A T A A A T AC T TGA A - - - - - - - A A A A A A A A A A T C T A A A A A A A A A A A A AG T A C T T G - T GC T GA A T T  4922

5.060 5.080 5.100 5.120

- - T T AG T A A T A C T T GA T A T A A A T AC T TGA A - - - - - - - A A A A A A A A - - - - - - - - - - - - - - - - - - G T A C T T G - T GC T GA A A T  4850
A T T A AG T A A T A C T T A A T A T A A A T A T A T A A A T AC T TGA A A A A A A A A T C T A A A A A A A A A A A A A A AG T A C T T G A T AC T GA A T T  4932
A T T T AG T A A T A C T T A A T A T A A A T AC T TGA A - - - - - - - - A A A A A A A T C T A A A A A A A A A A A A A A AG T A C T T G A T GC T GA A T T  4893
A T T T AGGA A T A C T T GA T A T A A A T AC T TGA A - - - - - - - - A A A A A A A T A T A T A T A A A AGA A A A AGG - A C T T G - T GC T GA A T T  4992

T GCA T T CCA T AGA T A A T A A A CA T AGA T A CA A A T AGA T AGA A AGGA AG T GT AG T TGA A AGA A T A A A T T C - C GA A A A A A C T A  5001

5.140 5.160 5.180 5.200

T T CA T T CCA T AGA T A A T A A A CA T AGA T A CA A A T ACA T AGA A AGGA AG T C T AG T T A A A AGA A T A A A T T C - C GA A A A A A C T A  4929
T GCA T T CCA T AGA T A A T A A A CA T AGA T A CA A A T AGA T AGA A A AGA AG T GT AG T TGA A AGA A T A A A T T C - C GA A A A A A C T A  5011
T GCA T T CCA T AGA T A A T A A A CA T AGA T A CA A A T AGA T AGA A A AGA AG T GT AG T TGA A AGA A T A A A T T C - C GA A A A A A C T A  4972
T GCAC T CCA T CGA T A A T A T C CA T A A A T CCA A A T A A A T A T A A A AGAGG T GT AGG TGA A AGA A T A A A T T CA T A A A A A A A C T A  5072

GGA AGA A A T C T T GGG T T T A T T CA A T CA A T G A A T A T T A AG T A A A A T A A ACA AGA T T A A T CC C T CG - - - - - - - - - - - - - - - -   5065

5.220 5.240 5.260 5.280

GGA AGA A A T C T T GGG T T T A T T CA A T CA A T G A A T A T T A AG T A A A A T A A ACA AGC T T A A T CC C T CG - - - - - - - - - - - - - - - -   4993
GGA AGA A A T C T T GGG T T T A T T CA A T CA A T G A A T A T T A AG T A A A A T A A ACA AGC T T A A T CC C T CG - - - - - - - - - - - - - - - -   5075
GGA AGA A A T C T T GGG T T T A T T CA A T CA A T G A A T A T T A AG T A A A A T A A ACA AGC T T A A T CC C T CG - - - - - - - - - - - - - - - -   5036
GGA A A A A A T C T T AGG T T T A T T CA A T - - - - G A A T A A T A AG T A A A A T A A ACA AGC T CA A T CC C T CGGT T TG T T AC T T GG T A A  5148

- - - - - - - - - - - - - - - - - - - - - T CAGG T T T C AGG T A A T T CC A T T T T TGC T A T T T CGAGA T C CA A T T A A T T C A T TG T A T T T T  5124

5.300 5.320 5.340 5.360

- - - - - - - - - - - - - - - - - - - - - T CAGG T T T C AGG T A A T T CC A T T T T T T C T A T T T ACAGA T C CA A T T A A T T C A T TG T A T T T C  5052
- - - - - - - - - - - - - - - - - - - - - T CAGG T T T C AGG T A A T T CC A T T T T TGC T A T T T CCAGA T C CA A T T A A T T C A T TG T A T T T C  5134
- - - - - - - - - - - - - - - - - - - - - T CAGG T T T C AGG T A A T T CC A T T T T TGC T A T T T CCAGA T C CA A T T A A T T C A T TG T A T T T C  5095
T AGA T T T ACA A CGA ACA A T C GCCAGG T T T C AGG T A A T T CA A T T T T TGC T A T T T CCAGA T C CA A T T AG T T C A T TG T A T T T C  5228

C T T T T CC T T T A T C T T T T T T A T A T GCA T C T T A T A T CA A T - - - - - - - - - - CA A A T T C T AGCA AGAGA A T CGA T T T T T GT CC T  5194

5.380 5.400 5.420 5.440

C T T T T CC T T T A T C T T T T T T A T A T GCA T C T T A T A T CA A T T T A T A T CA A T CA A A T T C T AGCA AGAGA A T CA A T T T T T GT CC T  5132
C T T T T CC T T T A T C T T T T T T A T A T GCA T C T T A T A T CA A T - - - - - - - - - - CA A A T T C T AGCA AGAGA A T CGA T T T T T GT CC T  5204
C T T T T CC T T T A T C T T T T T T A T A T GCA T C T T A T A T CA A T A - - - - - - - - - - A A A T T C T AGCA AGAGA A T CGA T T T T T GT CC T  5165
C T T T A T T T T T - - - - T T T T T A T A T GCA T T T T A T A T CA A T - - - - - - - - - - CA A A T T C T AGCA AGA A A A T CA A T T T T T GT CC T  5294

T A T AC T T CC T T A T A C T T A T A GA A T A T GA T A T T C T A T GGT A GGA A T T C T A A A T CGA A A T A A T A A A T AGGT A T GA A T AGA AC  5274

5.460 5.480 5.500 5.520

T A T AC T T - - - - - - - - - - A T A GA A T A T GA T A T T C T A T GGT A GA A A T T C T A A A T CGA A A T A A T A A A T AGGT A T GA A T AGA AC  5202
T A T AC T T - - - - - - - - - - A T A GA A T A T GA T A T T C T A T GGT A GGA A T T C T A A A T CGA A A T A A T A A A T AGGT A T GA A T AGA AC  5274
T A T AC T T - - - - - - - - - - A T A GA A T A T GA T A T T C T A T GGT A GGA A T T C T A A A T CGA A A T A A T A A A T A AGT A T GA A T AGA AC  5235
T A T CC T T - - - - A T A C T T A T A GA A T A ACA T G T T C T AGGGT A AGA A T T C T A A A T CGGA A T A A T A A A T AGGT A GGA A T AGA AC  5370

A A A A A A A AGG GGGGG - - T AG GA A AGA A A A A A T T A T C T A A A A C T A T A T AGG AC T CA T CCAC ACCC T T T T T T T T GT T GT T C T  5352

5.540 5.560 5.580 5.600

A A A A A A A AGG GGGGGGG T AG GA A AGA A A A A A T T A T CCA A A A C T A T A T AGG AC T CA T CCAC ACCC T T T T T T T G - - T GT T C T  5280
A A A A A A A AGG GGGGGG - T AG GA A AGA A A A A A T T A T CCA A A A C T A T A T AGG AC T CA T CCAC ACCC T T T T T T T T - - T GT T C T  5351
A A A A A A A AGG GGGGGG - T AG GA A AGA A A A A A T T A T CCA A A A C T A T A T AGG AC T CA T CCAC ACC T T T T T T T T T - - T GT T C T  5312
A A A A A A AGGG GGGG - - - T AG T A A AGA A A A A A T T A T CCA A A A T T A T A T AGG AC T T A T CCAC ACCC T T T T T T - - - - - GT T C T  5442
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A TGGC T T A A T T GA A T T T CGT GT GA T T A AGA C T A AGT T C T G T A A A A ACCCC TGCC T T C T T T GA A A T A T CA T GA ACGGT T CC  5432

5.620 5.640 5.660 5.680

A TGCC T T A A T T GA A T T T CGT GT GA T T A AGA C T A AGT T C T G T A A A A ACCCC TGCC T T C T T T GA A A T A T CC T GA ACGGT T T C  5360
A TGCC T T A A T T GA A T T T CGT GT GA T T A AGA C T A AGT T C T G T A A A A ACCCC T A CC T T C T T T GA A A T A T CA T GA ACAGT T CC  5431
A TGCC T T A A T T GA A T T T CGT GT GA T T A AGA C T A AGT T C T G T A A A A ACCCC T A CC T T T T T T GA A A T A T CC T GA ACAGT T CC  5392
A T T CC T T A A T T GA A T T T CGT GGGA T T A AGA C T A AGT T C T G T A A A A ACCCC TGCC T T C T T T GA A A T A T CA T GA ACGGT T CC  5522

T GT AGG T TGA GCGCCC T T GT CA AGGA A A T A T AGA A T AGCA GGA A CA T T T A A A T GGG T T T G A T T A T T T A T C GGA T CA T A A A  5512

5.700 5.720 5.740 5.760

T GT AGG T TGA GCGCCC T T GT CA AGGA A A T A T AGA A T CGCA GGA A CA T T T A A A T GGG T T T G A T T A T T T A T C GGA T CA T A A A  5440
T GT AGG T TGA GCGCCC T T GT CA AGGA A A T A T AGA A T AGCA GGA A CA T T T A A A T GGG T T T G A T T A T T T AGC GGA T CA T A A A  5511
T GT AGG T TGA GCGCCC T T GT CA AGGA A A T A T AGA A T AGCA GGA A CA T T T A A A T GGG T T T G A T T A T T T AGC GGA T CA T A A A  5472
T GT AGG T TGA GCGCCC T T GT CA AGGA A A T A T CGA A T AGCA GGA A CA T T T A A A T GGG T T T G C T T A T T T A T C GGA T CA T A A A  5602

A ACCCA C T T T CCGA AGA T C T C T T CC T T C T C T T CGGGA T CG A ACA T CA A T T GCA ACGA T T C GA T A A A CGGC T CA T T GGGA T  5592

5.780 5.800 5.820 5.840

A ACCCA C T T T CCGA AGA T C T C T T CC T T C T C T T CGGGA T CG A ACA T CA A T T GCA ACGA T T C GA T A A A CGGC T CA T T GGGA T  5520
A ACCCA C T T T CCGA AGA T C T CC T CC T T C T C T T CGGGA T CG A ACA T CA A T T GCA ACGA T T C GA T A A A CCGC T CA T T GGGA T  5591
A ACCCA C T T T CCGA AGA T C T C T T CC T T C T C T T CGGGA T CG A ACA T CA A T T GCA ACGA T T C GA T A A A CGGC T CA T T GGGA T  5552
A ACCCA C T T T CCGA AGA T C T C T T CC T T C T C T TGGGGA T CG A ACA T CA A T T GCA ACGA T T C GA T A A A CGGC T CA T T GGGA T  5682

AGA T A T AGA T GA ACA A T ACC CCCCC T AGA A ACG T A T A AGA AG T T T T C T C T T CG T A CGGC T CGAGA A A A A A - T GA T T AGA A  5671

5.860 5.880 5.900 5.920

AGA T A T AGA T GA ACA A T ACC CCCCC T AGA A ACG T A T A AGA AG T T T T C T CC T CG T A CGGC T CGAGA A A A A A - T GA T T AGA A  5599
AGA T A T AGA T GA ACA A T A T C CCCCC T AGA A ACG T A T A AGA AG T T T T C T CC T CG T A CGGC T CGAGA A A A A A - T GA T T AGA A  5670
AGA T A T AGA T GA ACA A T ACC CCCCC T AGA A ACG T A T A AGA AG T T T T C T CC T CG T A CGGC T CGAGA A A A A A - T GA T T AGA A  5631
AGA T A T AGC T GA ACA A T ACC CCCCC T AGA A ACG T A T A AGA AG T T T T C T C T T CG T A CGGC T CGAGA A A A A A A T GA T T A T A A  5762

G T T C TG T C T C CG T AGAGA A T T AGA A T GT CA A A T AGA T C T A T A A A A T A ACC A A A T CA A T T A GA A A T T T A AG T CC T T C T T TG  5751

5.940 5.960 5.980 6.000

G T T C TG T C T C CG T AGAGA A T T AGA A T GT CA A A T AGA T C T A GA A A A T A ACC A A A T CA A T T A GA A A T T T A AG T CC T T C T T T C  5679
G T T C TG T C T C CG T AGAGA A T T AGA A T GT CA A A T AGA T C T A T A A A C T A ACC A A A T CA A T T A GA A A T T T A AG T GC T T C T T T C  5750
G T T C TG T C T C CG T AGAGA A T T AGA A T GT CA A A T AGA T C T A T A A A A T A ACC A A A T CA A T T A GA A A T T T A AG T GC T T C T T C T  5711
G T T A TG T C T A T G T AGAGA A T T A A A A T GT CA A A T AGA T C T A T A A A A A A A - - - - - - - - A T T C GAGA T T T A AG T CC T T T T T TG  5834

T T T T T C T T T T T CA A A A A T - G A A A A T GA A A A ACA A AGCA T T CG T A C T C T CA T A AC T CA AG T T GGA T A AC T T T CGA ACAGCC  5830

6.020 6.040 6.060 6.080

T T T T T C T T T T T T A A A A T T T A A A A A T GA A A A AGA A AGCA T T CG T A C T C T CA T A AC T CA AG T T GGA T A AC T T T CGA ACAGCC  5759
T T T T T C T T T T T A A A A A A T - G A A A A T GA A A A AGA A AGCA T T CG T A C T C T CA T A AC T CA AG T T GGA T A AC T T T CGA ACAGCC  5829
T T T T T T C T T T T T CA A A A A TG A A A A T GA A A A AGA A AGCA T T CG T A C T C T CA T A AC T CA AG T T GGA T A AC T T T CGA ACAGCC  5791
T T T T T T T T C T T T T T CA A - - A A A AGA A A A A A ACA A AGCA T T CG T A C T C T CA T A AC T CA AG T T GGA T A AC T T T CGA ACAGCC  5912

CA A A AG - A A A - - - - A T CCGT AGGCA T T T GC T T T T T T GAG T GG T C T CGA AC CCCC T T C T T T G T C T CG T T T C GA A T C T A T T T  5905

6.100 6.120 6.140 6.160

CA A A AGCA A A - - - - A T CCGT AGGCA T T T GC T T T T T T GAG T GG T C T CGA AC CCCC T T T T T T G T C T CG T T T C GA A T C T A T T T  5835
CA A A ACA A A A GCA A A TGCC T ACGGA T T T T C T T T T T T GAG T GG T C T CGA AC CCCC T T T T T T G T C T CG T T T C GA A T C T A T T T  5909
CA A A AGCA A A - - - - - TGCC T ACGGA T T T T C T T T T T T GAG T GG T C T CGA AC CCCC T T T T T T G T C T CG T T T C GA A T C T A T T T  5866
CA A A AGA A A A - - - - - T CC T T AGGCA T T T CA T T T T T T GAG T GG T C T CGA AC CCCC T T T T T T G T C T CG T T T C GA A T C T A T T T  5987

T T T GA T T C T T G - - - - A T T C T GA C T A A T T G T T GAGACA A T T GA A A ACGG T A T T T - - - - CC T T GT T CCAGGA T CCG T T A T C T  5977

6.180 6.200 6.220 6.240

T TGGA T T C T T G - - - - A T T C T GA C T A A T T G T T GAGACA A T T GA A A A TGG T A T T T - - - - CC T T GT T CCAGGA T CCG T T A T C T  5907
T TGGA T T C T T G - - - - A T T C T GA C T A A T T G T T GAGACA A T T GA A A ACGG T A T T T - - - - CC T T GT T CCAGGA T CCGC T A T C T  5981
T TGGA T T C T T G - - - - A T T C T GA C T A A T T G T T GAGACA A T T GA A A ACGG T A T T T - - - - CC T T GT T CCAGGA T CCGC T A T C T  5938
T T AGA T T C T T CC T T CA T T C T GA T T A A T T G T T GAGACA A T T A A A A ACGG T A T T T A T T T CC T T GT T CCAGGA T C T C T T A T CG  6067

T TGCC T T GA A T CA T T GGG T T T AGACA T T AC T T CGGT GA T C T T T A A T - - - - - - G T T T T A A A A A T GGCAGCA A CACACCC - T   6050

6.260 6.280 6.300 6.320

T TGCC T T GA A T CA T T GGG T T T AGACA T T AC T T CGGT GA T C T T T A A T - - - - - - G T T T T A A A A A T GGCAGCA A CACACCCC T  5981
T TGCC T T GA A T CA T T GGG T T T AGACA T T AC T T CGGT GA T T T T T A A T - - - - - - G T T T T A A A A A T GGCAGCA A CACACCCC T  6055
T TGCC T T GA A T CA T T GGG T T T AGACA T T AC T T CGGT GA T T T T T A A T - - - - - - G T T T T A A A A A T GGCAGCA A CACACCCC T  6012
T TGCC T CGA A T CA T T GGG T T T AGACA T T AC T T CGGT GA T C T T T A A T T T T A A T G T T T A A A A A A T GGCAGCA A CACACCC T T  6147

T T T T T T G - A T T T C T T T C T A T CA A AGA A T CA T A T GA A CA A T T GA T T CC T GC A T GA T A T A C T T T T GA T CGA A AGAG T T T T CC  6129

6.340 6.360 6.380 6.400

T T T T T T G - A T T T C T T T C T A T CA A AGA A T CA T A T GA A CA A T T GA T T CC T GC A T GA T ACA C T T T T GA T CGA A AGAG T T T T CC  6060
T T T T T T G - A T T T C T T T C T A T CA A AGA A T CA T A T GA A CA A T T GA T T CC T GC A T GA T ACA C T T T T GA T CGA A AGAG T T T T CC  6134
T T T T T T G - A T T T C T T T C T A T CA A AGA A T T A T A T GA A CA A T T GA T T CC T GC A T GA T ACA C T T T T GA T CGA A AGAG T T T T CC  6091
T T T T T T T T A T T T C T T T C T A T CA A AGA A T CA T ACA A A CA A T T GA T T CC T GC A T GA T ACA C T T T T T A T CA A A AGAGG T T T CC  6227

CA A T T CCA A C A A A T T T T CC T T T T GC T T T T G GA T T T A A A A A T T GC T TGA A T CAGA T CC T T T CGA T T T C T A T A T CGA A A A T A  6209

6.420 6.440 6.460 6.480

CA A T T CCA A C A A A T T T T CC T T T T T C T T T T G GA T T T A A A A A T T GC T TGA A T CAGA T CC T T T CGA T T T C T A T A T CGA A A A T T  6140
CA A T T CCA A C A A A T T T T CC T T T T GC T T T T G GA T T T A A A A A T T GC T TGA A T CAGA T CC T T T CGA T T T C T A T A T CGA A A A T A  6214
CA A T T CCA A C A A A T T T T CC T T T T GC T T T T G GA T T T CA A A A T T GC T TGA A T CAGA T CC T T T CGA T T T C T A T A T CGA A A A T A  6171
CA A T T CCA A C AGC T T T T T C T T T T GC T T T T G GA T T T A A A A A T T GC T CGA A T CAGA T CC T T T CGA T T T C T A T A T C - A A A A T A  6306

T AC T T A CGA A G T T T T T T CCA AC T T A T TGA T T GA T A T T A A C CC T AGA T CC T TGCCCC TGA A A A A T GA A T A A A T AC T T T C T A  6289

6.500 6.520 6.540 6.560

GAC T T A CGA A G T T T T T T CCA AC T T A T TGA T T GA T A T T A A C CC T AGA T CC T TGCCCC TGAG A A A T GA A T A A A T AC T T T C T A  6220
T AC T T A CGA A G T T T T T T CCA AC T T A T TGA T T GA T A T T A A C CC T AGA T CC T TGCC T C TGAG A A A T GA A T A A A T AC T T T C T A  6294
T AC T T A CGA A G T T T T T T CCA AC T T A T TGA T T GA T A T T A A C CC T AGA T CC T TGCCCC TGAG A A A T GA A T A A A T AC T T T C T A  6251
T AC T T A CGA A G T T T T T T CCA AC T T A T TGA T T AG T A T T A A C CC T AGA T CC T TGCCC T TGAG A A A T GA A T A A A T AC T T T C T A  6386

C T CGAGC T CC A T CA T GT - AC T A T T T ACA T T A T A ACCCA A C A A A A A A T GAG GA T T C T A A T A GA A CAGA ACA A AGGA TG T CG  6368

6.580 6.600 6.620 6.640

C T CGAGC T CC A T CA T GT - AC T A T T T ACA T T A T A ACCCA A C A A A A A A T GAG GA T T C T A A T A GA A CAGA ACA A AGGA TG T CG  6299
C T CGAGC T CC A T CA T GT - AC T A T T T ACA T T A T A ACCCA A C A A A A A A T GAG GA T T C T A A T A GA A CAGA ACA A AGGA TG T CG  6373
C T CGAGC T CC A T CA T GT - AC T A T T T ACA T T A T A ACCCA A C A A A A A A T GAG GA T T C T A A T A GA A CAGA ACA A AGGA TG T CG  6330
C T CGAGC T CC A T CA T GT T AC T A T T T ACA T T ACA ACCCGCC A A A A A A AGAG GA T T C T A A T A GA A CAGA ACA A A AGA TG T CG  6466

AGCCA AGAGC CCA T T CA T A T A A A A T CGA A A ACAG TGGA T - - - - - G T A A A A A A A T CCA T AG CGGA T CA TG T CC T T CA AG T C  6443

6.660 6.680 6.700 6.720

AGCCA AGAGC CCA T T CA T A T A A A A T CGA A A ACAG TGGA T - - - - - G T A A A A A A A T CCA T AG CGGA T CA TG T CC T T CA AG T C  6374
AGCCA AGAGC CCA T T CA T A T A A A A T CGA A A ACAG TGGA T - - - - - G T A A A A A A A T CCA T AG CGGA T CA TG T CC T T CA AG T C  6448
AGCCA AGAGC CCA T T CA T A T A A A A T CGA A A ACAG TGGA T - - - - - G T A A A A A A A T CCA T AG CGGA T CA TG T CC T T CA AG T C  6405
AGCCA AGAGC CCA T T CA T A T A A A A T CGA A A ACAG TGGA T T GGA T G T A A A A A A A T CCA T A A CGGA T CA TG T CC T T CA AG T C  6546
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GCA CGT T GC T T T C T ACCACA T CG T T T CA A A CGA AGT T T T A CCA T A ACA T T T C T A T AGT T T GGA ACCGGT A T G T A A T T GA T  6523

6.740 6.760 6.780 6.800

GCA CGT T GC T T T C T ACCACA T CG T T T CA A A CGA AGT T T T A CCA T A ACA T T T C T A T AGT T T GGA ACCGGT A T G T A A T T GA T  6454
GCA CGT T GC T T T C T ACCACA T CG T T T CA A A CGA AGT T T T A CCA T A ACA T T T C T A T AGT T T GGA ACCGGT A T G T A A T T GA T  6528
GCA CGT T GC T T T C T ACCACA T CG T T T CA A A CGA AGT T T T A CCA T A ACA T T T C T A T AGT T T GGA ACCGGT A T G T A A T T GA T  6485
GCA CGT T GC T T T C T ACCACA T CG T T T CA A A CGA AGT T T T A CCA T A ACA T T T C T CGAGT T T GGA ACCGGT A T G T A A T T GA T  6626

T C - A A T T A T G GA A T CA T GA A T AG T CA T T GC T T CGGCCGA T A CACAGT C T T T T T T T C T T T T T T T T CCG T C T A T A T GA AG TG  6602

6.820 6.840 6.860 6.880

T C - A A T T A T G GA A T CA T GA A T AG T CA T T GC T T CGGCCGA T A CACAGT C T T T T T T - C T T T T T T T T CCG T C T A T A T T A AG TG  6532
T C - A A T T A T G GA A T CA T GA A T AG T CA T T GC T T CGGCCGA T A CACAGT C T T T T T T - - C T T T T T T T CCG T C T A T A T GA AG TG  6605
T C - A A T T A T G GA A T CA T GA A T AG T CA T T GC T T CGGCCGA T A CACAGT C T T T T T T - - C T T T T T T T CCG T C T A T A T GA AG TG  6562
T CCA A T T A T G GA A T CA T GA A T AG T CA T T GC T T T GGCCGA T A CACAGT C T T T T T T - - - - - - - - - - CC T T C T A T A T GA AG TG  6696

A A T AGT T A A T T T A T GA AGA A GAGGCC T CAG T A AGA A T T CA A A T T A ACCC T C T A T T T T A T T G T A T GA A TG - CA A T A - - - - -   6676

6.900 6.920 6.940 6.960

A A T AGT T A A T T T A T GA AGA A GAGGCC T CAG T A AGA A T T CA A A T T A ACCC T C T A T T T T A T T G T A T GA A TG - CA A T A - - - - -   6606
A A T AGT T A A T T T A T GA AGA A GAGGCC T CA A T A AGA A T T CA A A T T A ACCC T C T A T T T T A T T G T A T GA A TG - CA A T A - - - - -   6679
A A T AGT T A A T T T A T GA AGA A GAGGCC T CAG T A AGA A T T CA A A T T A ACCC T C T A T T T T A T T G T A T GA A TG - CA A T A - - - - -   6636
A A T CGT T A A T T T A T GA AGA A GAG - CC T CAG T A AGA A T T CA A A T T A ACCC T T T A T T T T A T T G T A T CA A T A T CA A T ACA A T A  6775

- - T T T A T T T A T T T A T A A A T A T T T A - - - T T T A T T T A A A T A A GACGAC T A A A A A A - T CAG T T A A A T T C T T T T T GA A T CCCCG  6750

6.980 7.000 7.020 7.040

- - T T T A T T T A T T T A T A A A T A - - - - - - - - - - - - - - - - - - - A GACGAC T A A A A A A - T CAG T T A A A T T T T T T T T GA A T CCCCG  6664
- - T T T A T T T A T T T A T A A A T A - - - - - - - - - - - - - - - - - - - A GACGAC T A A A A A A A T CAG T T A A A T T C T T T T T GA A T CCCCG  6738
- - T T T A T T T A T T T A T A A A T A - - - - - - - - - - - - - - - - - - - A GACGAC T A A A A A A A T CAG T T A A A T T C T T T T T CA A T CCCCG  6695
T T T T T T T T T A T T T A T A A A T A A A T A AGA T A T A A A T A A A T A A GACGAC T A A A A A T - T CGG T T A AG T T T T T T T T GA A T CCCCA  6854

T TGCA T C T T C A A A T GA T T CG A T AGA A T CGA T T CA ACA A T C T T ACAC T T C T T CGAG T ACCA AGGACCA A T A AGA A AGA T T A  6830

7.060 7.080 7.100 7.120

T TGCA T C T T C A A A T GA T T CG A T AGA A T CGA T T CA ACA A T C T T ACAC T T C T T CGAG T ACCA AGGACCA A T A AGA A ACA T T A  6744
T TGCA T C T T C A A A T GA T T CG A T AGA A T CGA T T CA ACA A T C T T ACAC T T C T T CGAG T ACCA AGGACCA A T A CGA A ACA T T A  6818
T TGCA T C T T C A A A T GA T T CG A T AGA A T CGA T T CA ACA A T C T T ACAC T T C T T CGAG T ACCA AGGACCA A T A CGA A ACA T T A  6775
T TGCA T C T T C A A A T GA T T CG A T AGA A T CGA T T CA ACA A T C T T ACAC T T C T T CGAG T A T CA AGGACCA A T A AGA A AGA T T A  6934

A A A C T A T T T A A T TGA A A A A A T T T CC T CCC T CGGCA T GACC A T T T GCA T T T GA C T AGAG T T T T A C TG T T T T A CGA AGGA T T  6910

7.140 7.160 7.180 7.200

A A A C T A T T T A A T TGA A A A A A T T T CC T CCC T CGGCA T GACC A T T T GCA T T T GA C T A A AG T T T T A C TG T T T T A CGA AGGA T T  6824
A A A C T A T T T A A T TGA A A A A A T T T CC T CCC T CGGCA T GACC A T T T GCA T T T GA C T A A AG T T T T A C TG T T T T A CGA AGGA T T  6898
A A A C T A T T T A A T TGA A A A A A T T T CC T CCC T CGGCA T GACC A T T T GCA T T T GA C T A A AG T T T T A C TG T T T T A CGA AGGA T T  6855
A A A C T T T T T A A T TGA A A A A A T T T CC T CCC T CGA CA T CACC A T T T GCA T T T GA C T A A AG T T T T A C T - - - - - - - - A AGGA T T  7006

G T A T T T GA T T A T CA T A AGAG AGAGA A A T CC A T A T T CGAC T T GA A CGGA A T CGGA A CCA T C A A T GA T T T A A A ACAGA T AGA  6990

7.220 7.240 7.260 7.280

G T A T T T GA T T A T CA T A AGAG AGAGA A A T CC A T A T T CGAC T T GA A CGGA A T CGGA A CCA T C A A T GA T T T A A A ACAGA T AGA  6904
G T A T T T GA T T A T CA T A AGAG AGAGA A A T C T A T A T T CGCC T T GA A CGGA A T CGGA A CCA T C A A T GA T T T A A A ACA A A T AGA  6978
G T A T T T GA T T A T CA T A AGAG AGAGA A A T CC A T A T T CGCC T T GA A CGGA A T CGGA A CCA T C A A T GA T T T A A A ACA A A T AGA  6935
G T A T T T GA T C A T CA T A AGAG AGA T A A A T CC A T A T T CGA A T T GA A CGGA A T CGGA A CCA T C A A T GA T T T A A A ACAGA T AGA  7086

T AGA T CGA A A AGA A A A T T T C T T T T T T T T T T T T T CGT AGA T T GGA T ACA A A AGA A T A ACGA A AG T GA A T A T T T AGG T T G T T  7070

7.300 7.320 7.340 7.360

T AGA T CGA A A AGA A A A T T T C T T T T T T T T T T T - - CGT AGA T T GGA T ACA A A AGA A T A ACGA A AGGA A A T A T T T AGG T T G T T  6982
T AGA T CGA A A AGA A A A T T T C T T T T T T T T T T T T - CGT AGA T T GGA T ACA A A AGA A T A ACGA A AGGGA A T A T T T AGG T T G T T  7057
T AGA T CGA A A CGA A A A T T T C T T T T T T T T T T T T - CGT AGA T T GGA T ACA A A AGA A T A ACGA A AGGGA A T A T T T AGG T T G T T  7014
T A A A TGGA A A AGA A A A T T T A T T T T T T T T T T - - - CGT AGA T T GGA T ACA A A AGA A T A ACGA A AGGGA A T A T T T AGG T T G T T  7163

A T T C T T T C - - A T CC T GA A T C C T GA A AGA T C A A A T CAGA A T T GCA A A A A A T CGGCGA T T T C CA - - - - - - - - - GA T T AGAC T  7139

7.380 7.400 7.420 7.440

A T T C T T T C - - A T CC T GA A T C C T GA A AGA T C A A A T CAGA A T T GCA A A A A A T CGGCGA T T T C CA T A T C T A T C AGA T T AGAC T  7060
A T T C T T T C - - A T CC T GA A T C C T GA A AGA T C A A A T CAGA A T T GCA A A A A A T CGGCGA T T T C CA T A T C T A T C AGA T T AGAC T  7135
A T T C T T T C - - A T CC T GA A T C C T GA A AGA T C A A A T CAGA A T T GCA A A A A A T CGGCGA T T T C CAGA T C T A T C AGA T T AGAC T  7092
A T T C T T T TG T A T CC T GA A T T C T GA A AGA T C A A A T CAGA A T T GCA A A A A A T CGGCGA T T T C CA T A T C T A T C AGA T T AGAC T  7243

GA AGA A T T T T - - - CA T T GGA A A T A A T T A T G T A T A T T G T A T G T T A A A T A T T T A ACAG T A - - - - - - - AGGT A AGGGC T CGCA  7209

7.460 7.480 7.500 7.520

GA A CA A T T T T - - - CA T T GGA A A T A A T T A T G T A T A T T G T A T G T T A A A T A T T T A ACAG T A - - - - - - - AGGT A AGGGC T CGCA  7130
GA A CA A T T T T - - - CA T T GGA A A T A A T T A T G T A T A T T G T A T G T T A A A T A T T T A AGAG T A - - - - - - - AGGT A AGGGC T CGCA  7205
GA A CA A T T T T - - - CA T T GGA A A T A A T T A T G T A T A T T G T A T G T T A A A T A T T T A ACAG T A - - - - - - - AGGT A AGGGC T CGCA  7162
GA A CA A T T T T T T T CA T T GGA A A T A A T T A T G T A T A T T G T A T G T T A A A T A T T T A T A AG T A T T T A T A AGG T T A T AGGC T CACA  7323

A A T C T T T T T C A A A A A A A A A A GGAGA A AGA A GGT T A T CAC T GA A A T AGA A A A A T AGCA A T C CA T GCG T A T A AGCA T T T AC T  7289

7.540 7.560 7.580 7.600

A A T C T T T T T C A A A A A A A A A - GGCGA A AGA A CGT T A T CAC T GA A A T AGA A A A A T AGCA A T C CA T GCG T A T A AGCA T T T CC T  7209
A A T C T T T - - - A A A A A A A A A A GGCGA A AGA A CGT T A T CAC T GA A A T AGA A A A A T AGCA A T C CA T G TG T A T A AGCA T T T CC T  7282
A A T C T T T - - - - A A A A A A A A A GA CGA A AGA A CGT T A T CAC T GA A A T AGA A A A A T AGCA A T C CA T GCG T A T A AGCA T T T CC T  7238
CA T C T T T T T C A A A A A A A A - - - GCA A A AGA A CGT T A T CAC T GA A A T AGA AG GA T AGA A A T C CA T GCA T A T A AGCA T T T CC T  7400

CA A T T T A TGC G T AG T T T C T T TGGC T T GGGC T TGA A A T T CA A T A A T C T T GA A T C T T T CCCA A A A A TGCA A A T A TGA A A A T -   7368

7.620 7.640 7.660 7.680

CA A T T T A TGC G T AG T T T C T T TGGC T T GGGC T TGA A A T T CA A A A A T C T T GA A T C T T T CCCA A A A A TGCA A A T A TGA A A A T C  7289
CA A T T T A TGC G T AG T C T C T T TGGC T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   7307
CA A T T T A TGC G T AG T T T C T T TGGC T T GGGC T TGA A - - - - - - - - - - C T T GA A T C T T T CCCA A A A A TGCA A A T A TGA A A A T -   7307
CA A T T T A TGC G T AG T T T C T T TGGC T T GT GC T TGGGA T T A A AGA A T C T T A A A T A T T T CCCA A - - - - - CA A A T A TGA A A A T T  7475

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A A AG T A A A T AGG A T G T A T GA A T CACCCCCGT C T A A A T TGC T T  7410

7.700 7.720 7.740 7.760

A A A T A T GA A A A T CA A A T A TG A A A A T CA A A T A TGA A A A T A A AG T A A A T AGG A T G T A T GA A T CACCCCCA T C T A A A T TGC T T  7369
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGG A T G T A T GA A T CACCCCCGT C T A A A T TGC T T  7340
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A A AG T A A A T AGG A T G T A T GA A T CACCCCCGT C T A A A T TGC T T  7349
AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GA A A A T A A AG TGA A T A AG A T G T A T GA A T C - CCCCCGT A T A A A T TG T T T  7524

T T CCAGGGA T T T ACA A T T CA A T T A T T CA T T A A A ACCA A AG A A A A A A T ACC T A A A A A T - - - - - - GAGG - - - - - - - - - A A T C  7475

7.780 7.800 7.820 7.840

T T CCAG T GA T T T ACA A T T - - - - - A T T CA T T A A A ACCA A AG A CA A A A T ACC T A A A A A T - - - - - - GAGGGT C A A AGA A A A T C  7438
T T CCAGCGA T T T ACA A T T - - - - - A T T CA T T A A A ACCA A AG A CA A A A T ACC T A A A A A T A A A A A T GAGGGT C A A AGA A A A T C  7415
T T CCAGCGA T T T ACA A T T - - - - - A T T CA T T A A A ACCA A AG A CA A A A T ACC T A A A A A T - - - - - - GAGGGT C A A AGA A A A T C  7418
T T CCA T AGA T T T ACA A T T - - - - - A T T CA T T A A AGCCA A AG A CA A A A T ACC T A A A A A - - - - - - AGAGGGT C A A AGA A A A T C  7593
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CA T T CC T CCG T A TGGA A C TG GA T T A T TGG T T A A T GAGA T T T GGA CAGACA CAGA T A T T GA A A T CGA T A T C T T CCA T T GC T  7555

7.860 7.880 7.900 7.920

CA T T CC - - - G T A TGGA A C TG GA T T A T TGG T T A A T GAGA T T T GGA CAGACA CAGA T A T T GA A A T CGA T A T C T T CCA T T GC T  7515
CA T T CC - - - G T A TGGA A C TG GA T T A T TGG T T A A T GAGA T T T GGA CAGACA CAGA T A T T GA A A T CGA T A T C T T CCA T T GC T  7492
CA T T CC - - - G T A TGGA A C TG GA T T A T TGG T T A A T GAGA T T T GGA CAGACA CAGA T A T T GA A A T CGA T A T C T T CCA T T GC T  7495
CA T T CC - - - A T A TGGA A C TG A A T T A T TGG T T A A T GAGA T T T GGA CAGACA CAGA T A A T CA A A T CGA T A T C T T C T A T T GC T  7670

CAC T A A C T C T T A T C T AC T CC CA CGCCCA A T T CA T T C T T T G GGGA T G - - - - - - - - T A A A T A A A A A A A A A A A A A A A A - - GA T  7625

7.940 7.960 7.980 8.000

CCC T A A C T C T T A T C T AC T CC CA CGCCCA A T T CA T T C T GT G GGGA T G - - - - - - - - T A A A T A A A A A A A A A A A A A A A A A AGA T  7587
CAC T A A C T C T T A T C T AC T CC T A CGCCCA A T T CA T T C T GGG GGGA T G - - - - - - - - T A A A T A A A A A A A A A A A - - - - - - - GA T  7557
CAC T A A C T C T T A T C T AC T CC CA CGCCCA A T T CA T T C T GGG GGGA T G - - - - - - - - T A A A T A A A A A A A A A - - - - - - - - - GA T  7558
CAC T A A C T C T T A T C T AC T CC CA CGCCCA A T T CA T T C T GT G GGGA T GA T GA A T CC T A A A T A A A A A A A A A A - - - - - - - - GA T  7742

CC T A T T T T A C GGGA T GC T AG AC T A T T T T G T A T AGA T ACA A AGCCA A A AGG GT CCAGA T T A AGT CA T CGT T T CC T T T CC T A  7705

8.020 8.040 8.060 8.080

CC T A T T T T A C GGGA T GC T AG AC T A T T T T G T A T AGA T ACA A AGCCA A A AGG GT CCAGA T T A AGT CA T T GT T T CC T T T CC T A  7667
CC T A T T T T A C GGGA T GC T AG AC T A T T T T G T A T AGA T ACA A AGCCA A A AGG GT CCAGA T T A AGT CA T CC T T T CC T T T CC T A  7637
CC T A T T T T A C GGGA T GC T AG AC T A T T T T G T A T AGA T ACA A AGCCA A A AGG GT CCAGA T T A AGT CA T CGT T T CC T T T CC T A  7638
CC T A T T T T A T GAGA T GC T AG AC T A T T T T G T A T C T A T ACA A AGACA A A A AG GT CCGGA T T A AGT CA T CGT T T CC T T T CC T A  7822

T T T T T T T T T - A T T T T A A CC T A A CC T AGT C T T A AG - - - - - - - A A A C T T A A T CCCGA A T T CA A T - - - - - - - - - - - - - - - - - -   7759

8.100 8.120 8.140 8.160

T T T T T T T T - - A T T T T A A CC T A A CC T AGT C T T A AG - - - - - - - A A A C T T A A T CCCGA A T T CA A T - - - - - - - - - - - - - - - - - -   7720
T T T T T T T T T - A T T T T A A CC T A A CC T AGT C T T A AG - - - - - - - A A A C T T A A T CCCGA A T T CA A T - - - - - - - - - - - - - - - - - -   7691
T T T T T T T T - - A T T T T A A CC T A A CC T AGT C T T A AG - - - - - - - A A A C T T AC T CCCGA A T T CA A T - - - - - - - - - - - - - - - - - -   7691
T T T T T T T T T T A T T T T A A CC T A A CCGAGT C T T A AG T C T T A A GAGA C T T A A T CCCGA A T T CA A T CAGT A T CA GGA A T ACCC T  7902

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGGA A A T A T AGAGGC T T  7776

8.180 8.200 8.220 8.240

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGGA A A T A T AGAGGC T T  7737
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGGA A A T A T AGAGGC T T  7708
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGGA A A T A T AGAGGC T T  7708
C T T G T T T AGA A T T CAGA A A T GA A AGGAGA A T A A T TGA AC T G T C T T C T T A A A A A A A AGA A A GA T AGGACA T A T AGAGGC T T  7982

T CGGA T T T CG A T T T CGA C TG GA T CC T TGA A A A T T CA AC T A GA T A T GG - - - - - - GGCGT A A GGC T T T T C T A AGA A ACGA AC  7850

8.260 8.280 8.300 8.320

T CGGA T T T C T A T T T CCA A TG GA T CC T TGA A A A T T CA AC T A GA T A T GG - - - - - - GG T GT A A GGC T T T T C T A AGA A ACGA AC  7811
T TGGA T T T C T A T T T CGA A TG GA T CC T TGA A A A T T CA AC T A GA T A T GGA T A TGGGGCGT A A GGC T T T T C T A AGA A ACGA AC  7788
T TGGA T T T C T A T T T CGA A TG GA T CC T TGA A A A T T CA AC T A GA T A T GG - - - - - - GGCGT A A GGC T T T T C T A AGA A ACGA AC  7782
T CGCA T T T CG A T T T AGA A TG GA T CC T TGA A A A T T CA AC T A A A T A T GG - - - - - - GA CGT A A G T C T T T T C T A AGA A AC T A AC  8056

T GA A A T A TGA A AGT GA A AGA GAGGGGCA T A CGC T A A A ACG CCCA T CCA AC T T T T T T T T T T T TG T GA A T T C A A AC T C T T GT  7930

8.340 8.360 8.380 8.400

T GA A A T A TGA A AGT GA A AGG GAGGGGCA T A CGC T A A A ACG CCCC T CCA AC T T T T T T GT T - - - - - - A A T T C A A AC T C T T GT  7885
T GA A A T A TGA A AGT GA A AGG GAGGGGCA T A CGC T A A A ACG CCCA T CCA AC T T T T T T GT - - - - - - GA A T T A A A AC T C T T GT  7862
T GA A A T A TGA A AGT GA A AGG GAGGGGCA T A CGC T A A A ACG CCCA T CCA AC T T T T T T GT - - - - - - GA A T T C A A AC T C T T GT  7856
T T CA A T A TGA A AGT GA A AGG GAGGGGCA T A CC T T A A A ACG CCCA T CCA AC T T T T T T G - - - - - - - - A A T T C A A AC T C T T GT  8128

GA T CGA T GT T CCCC T C T T AC C T GGA T CA CA A A T GCA T T CA G T T A CA T T T T TG T A T T A T T T GA A T TGA A T T CA A T T TG T GA  8010

8.420 8.440 8.460 8.480

GA T CGA T GT T CCCA T C T T AC C T GGA T CA CA AC T GGA T T CA G T T A CA T T T T CG T A T T A T T T GA A T TGA A T T CA A T T TG T GA  7965
GA T CGA T GT T CCCA T C T T AC C T GGA T T A CA A A T GCA T T CA G T T A CA T T T T CG T A T T A T T T GA A T TGA A T T CA A T T TG T GA  7942
GA T CGA T GT T CCCA T C T T AC C T GGA T CA CA A A T GCA T T CA G T T A CA T T T T CG T A T T A T T T GA A T TGA A T T CA A T T TG T GA  7936
GA T CGA T GT T CCCAGC T T CC C T GGA T CA CA A A T GCA T T CA G T T CCA T T T T CG T A T T A T T T GA A T T CA A T T CA A T T TG T GA  8208

A A A AGGA T C T GA T T CAGAGA AGA A T T T T T C A A A A T T AGA A A CA A - - - - - - - - - - - - GA AG T ACA T T T T A T - CA A A A A T T A  8077

8.500 8.520 8.540 8.560

A A A AGGA T C T GA T T CAGAGA A T CA T T T T GA A A A A T T AGA A A CA A - - - - - - - - - - - - GA AG T ACA T T T T A T - CA A A A A T T A  8032
A A A AGGA T C T GA T T CAGAGA AGA A T T T T T C A A A A T T AGA A A CA A A A T T AG A A ACA AGA AG T ACA T T T T A T - CA A A A A T T A  8021
A A A AGGA T C T GA T T CAGAGA AGA A T T T T T C A A A A T T AGA A A CA A - - - - - - - - - - - - GA AG T ACA T T T T A T - CA A A A A T T A  8003
A A A AGGA T C T GA T T CAGAGA A T CA T T T T GA A A A A T T CGA A A CA A - - - - - - - - - - - - GA AG T ACA T T T T T T T CA A A A A T T A  8276

T AC T C T T A AG - - - - - - A AGG T T GA T CA A A A AGA T CA T T T T GA T T C TG T CC GC T C T GGGAC GGA AGGA T T C GA ACC T CCGA  8151

8.580 8.600 8.620 8.640

T AC T C T T A AG - - - - - - A AGG T T GA T CA A A A AGA T CA T T T T GA T T C TG T CC GC T C T GGGAC GGA AGGA T T C GA ACC T CCGA  8106
T AC T C T T A AG - - - - - - A AGG T T GA T CA A A A AGA T CA T T T T GA T T C TG T CC GC T C T GGGAC GGA AGGA T T C GA ACC T CCGA  8095
T AC T C T T A AG - - - - - - A AGG T T GA T CA A A A AGA T CA T T T T GA T T C TG T CC GC T C T GGGAC GGA AGGA T T C GA ACC T CCGA  8077
GAC T C T T A AG C T T A AGA AGG T T GA T CA A A A AGT T A A T T T T GA T T C T A T AC GC T C T GGGAC GGA AGGA T T C GA ACC T CCGA  8356

A T A CCGGGA C CA A A ACCCGT TGCC T T ACCA C T T GGCCACG CCCCA T T T CA A T T T CGA T T C G T T AC T A A T A A AGA C T A A T A  8231

8.660 8.680 8.700 8.720

A T A CCGGGA C CA A A ACCCGT TGCC T T ACCA C T T GGCCACG CCCCA T T T CA A T T T CGA T T C GGT AC T A A T A A AGA C T A A T A  8186
A T A CCGGGA C CA A A ACCCGT TGCC T T ACCA C T T GGCCACG CCCCA T T T CA A T T T CGA T T C GGT AC T A A T A A AGA C T A A T A  8175
A T A CCGGGA C CA A A ACCCGT TGCC T T ACCA C T T GGCCACG CCCCA T T T CA AG T T CGA T T C A A T AC T A A T A A AGA C T A A T A  8157
A T A CCGGGA C CA A A ACCCGT TGCC T T ACCA C T T GGCCACG CCCCA T T T A A A T T T CGA T T C GGT AC T A A T A A ACAG T A A T A  8436

T TGG T A T TGG T T GT T CG T CA A T T CCAGT CC A A A T C T C T A A A A T T AGA T T A TGG T T T - AG T A T T A AGA T T T T GACACG T GT  8310

8.740 8.760 8.780 8.800

T TGG T A T TGG T T GT T CG T CA A T T CCAGT CC A A A T CCC T A A A A T T AGA T T A TGG T T T - AG T G T T A AGA T T T GGACACG T GT  8265
T TGG T A T TGG T T GT T CG T CA A T T CA AGT CC A A A T CCC T A A A A T T AGA T T A TGG T T T - AG T G T T ACGA T T T T GACACG T GT  8254
T TGG T A T TGG T T GT T CG T CA A T T CCAGT AC A A A T CCC T A A A A T T AGA T T A TGG T T T - AG T G T T A AGA T T T T GACACG T GT  8236
T TG T T A T TGG T T GT T CG T CA A T T CCA A T CC A A A T C T C T A A A A T T CGA T T T TGG T T T T AG T G T T AGGA T T T T GACACGCGT  8516

CGA T CGA A A A T GA A ACCA A A T T T C T T GA T C A T T ACA T AGA A T T CA A T T A A GA T A T T GT A T GA A A A T A TGA T T T C T T C T A T  8390

8.820 8.840 8.860 8.880

CGA T CGA A A A T GA A ACCCA A T T T C T T GA T C A T T ACA T AGA A T T CA A T T A A GA T A T T GT A T GA A A A T A A A A T T T C T T C T A T  8345
CGA T CGA A A A T GA A ACCA A A T T T C T T GA T C A T T ACA T AGA A T T CA A T T A A GA T A T T GT A T GA A A A T A TGA T T T C T T C T A T  8334
CGA T CGA A A A T GA A ACCA A A T T T C T T GA T C A T T ACA T AGA A T T CA A T T A A GA T A T T GT A T GA A A A T A TGA T T T C T T C T A T  8316
AGA T GGA A A A T T A A ACA CA A T T T C T T GA T C A T T ACA T AGA A T T CA A T T A A GA T A T T GT A T GA A AGT A TGA T T T C T T C T A T  8596

T C T C T T G TGA GA A A T GA AGG A T T T T T A T T T T GA T TGG T T C GG T T CA A AGA AG T A T T T T T T T T T - GT T T A C C T T A C T T T C T  8469

8.900 8.920 8.940 8.960

T C T C T T G TGA GA A A T GA AGG A T T T T T A T T T T GA T TGG T T C GG T T CA A AGA AG T A T T T T T T T - - - GT T T A C C T T A C T T T C T  8422
T C T C T T G TGA GA AC T GA AGG A T T T T T A T T T T GA T TGG T T C GG T T CA A A A A AG T C T T T T T T T T T T GT T T A C C T T A C T T T C T  8414
T C T C T T G TGA GA AC T GA AGG A T T T T T A T T T T GA T TGG T T C GG T T CA A AGA AG T A T T T T T T T T T T GT T T A C C T T A C T T T C T  8396
T C T C T T G TGA GA AG T GA AGG A T T T T T C T T T T GA T GGG T T C GG T T CA A AGA AG T C T T T T T T T - - - GT T T A C C T T A C T T T A T  8673
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T T T C T T CA T T T T T A T C T T A T A T CA A T A A CA T A T T A A A A A C T CA A T CA A A A T A CA A T T A T C T CCA AGA ACA A A A T G T T T GT  8549

8.980 9.000 9.020 9.040

T T T C T T CA T T T T T A T C T T A T A T CA A T A A CA T A T T A A T A A C T CA A T CA A A A T A CA A T T A T C T CCA AGA ACA A A A T G T T T GT  8502
T T T C T T CA T T T T T A T C T T A T A T CA A T A A CA T A T T A A T A A C T CA A T CA A A A T A CA A T T A T C T CCA AGA ACA A A A T G T T T GT  8494
T T T C T T CAG T T T T A T C T T A T A T CA A T A A CA T A T T A A T A A C T CA A T CA A A A T A CA A T T A T C T CCA AGA ACA A A A T G T T T GT  8476
T T T C T T CA T T T T T A T C T T A T A T CA A T A A CA T A T T A A T A A C T CA A T CA A A A T A CA A T T A T C T CCA AGA ACA A A A T G T T T GT  8753

T A T GC T T A A T A T T T T T AG T T TGA T C T A T A T C TG T C T T A A T T C TGCCC T T T A T T CGAGT AG T T T T T T A T T T GCCA A A T T GC  8629

9.060 9.080 9.100 9.120

T A T GC T T A A T A T T T T T AG T T TGA T C T A T A T C TG T C T T A A T T C TGCCC T T T A T T CGAGT AG T T T T T T A T T T GCCA A A T T GC  8582
T A T GC T T A A T A T T T T T AG T T TGA T C T A T A T C TG T C T T A A T T C T T ACC T T T A T T CGAGT AG T T T T T T A T T T GCCA A A T T GC  8574
T A T GC T T A A T A T T T T GAG T T TGA T C T A T A T C TG T C T T A A T T C TGCCC T T T A T T CGAGT AG T T T T T T A T T T GCCA A A T T GC  8556
T A T GC T T A A T A T C T T T AG T T T A C T C T A T A T C TG T C T T A A T T C TGCCC T T T A T T CGAGT GG T T T T T T A T T C GCCA A A T T GC  8833

CCGAGGCC T A CGC T T T T T TG A A T CCA A T T G T AGA TG T T A T GCCAG T A A T A CCCGT T C T A T T T T T T C T C T T AGCC T T T G T T  8709

9.140 9.160 9.180 9.200

CCGAGGCC T A CGC T T T T T TG A A T CCA A T T G T AGA TG T T A T GCCAG T A A T A CCCGT T C T A T T T T T T C T C T T AGCC T T T G T T  8662
CCGAGGCC T A CGC T T T T T TG A A T CCA A T T G T AGA TG T T A T GCCAG T A A T A CCCGT T C T A T T T T T T C T C T T AGCC T T T G T T  8654
CCGAGGCC T A CGC T T T T T TG A A T CCA A T T G T AGA TG T T A T GCCAG T A A T A CCCGT T C T A T T T T T T C T C T T AGCC T T T G T T  8636
CCGAGGCC T A CGC T T T T T TG A A T CCA A T T G T AGA TG T T A T GCCAG T A A T A CCCGT T C T A T T T T T T C T C T T AGCC T T T G T T  8913

T GGCA AGC T G C T GT A AG T T T T CGA T GAGA T C T T T A A T AC T G T CC T AGA A A A A T T CA TGA T T T A T T CGAG T T CGAGA A A A A  8789

9.220 9.240 9.260 9.280

T GGCA AGC T G C T GT A AG T T T T CGA T GAGA T C T T T A A T AC T G T CC T AGA A A A A T T CA TGA T T T A T T CGAG T T CGAGA A A A A  8742
T GGCA AGC T G C T GT A AG T T T T CGA T GAGA T C T T T A A T AC T G T CC T AGA A A A A T T CA TGA T T T A T T CGAG T T CGAGA A A A A  8734
T GGCA AGC T G C T GT A AG T T T T CGA T GAGA T C T T T A A T AC T G T CC T AGA A A A A T T CA TGA T T T A T T CGAG T T CGAGA A A A A  8716
T GGCA AGC T G C T GT A AG T T T T CGA T GAGA T C T T T A A T AC T G T CC T AGA A A A A T T CA TGA T T T C T T CGAG T T CGAGA A A A A  8993

A A A T T C T A A C A A T T GA T A AG A T CAGA TGAG T C T T ACA A T A T GA A CGA ACC C T CA A T T T A A A A A A TGA A A T T C T T GGGGAG  8869

9.300 9.320 9.340 9.360

A A A T T C T A A C A A T T GA T A AG A T CAGA TGAG T C T T ACA A T A T GA A CGA ACC C T CA A T T CA A A A A A TGA A A T T C T T GGGGAG  8822
A A A T T C T A A C A A T T GA T A AG A T CAGA TGAG T C T T ACA A T A T GA A CGA ACC CGCA A T T CA A A A A A TGA A A T T C T T GGGGAG  8814
A A A T T C T A A C A A T T GA T A AG A T CAGA TGAG T C T T ACA A T A T GA A CGA ACC C T CA A T T CA A A A A A TGA A A T T C T T GGGGAG  8796
A A A T T C T A A C A A T T GA T A AG A T CAGA TGAG T C T T ACA A T A T GA A CA A ACC C T CA A T T CA A AGAG TGA A A T T C T T CGT GAG  9073

CCAGGA T CA A T T T T GACCCC CCCC - GCA T T T AC T GA T T C T GACC T T T T T T CA C TGA A A A A CCA T A T T A T T AGA A CCCACC  8948

9.380 9.400 9.420 9.440

CCAGGA T CA A T T T T GACCCC CCCCCGCA T T T AC T GA T T C T GACC T T T T T T CA C TGA A A A A CCA T A T T A - - - GAGCCCACC  8899
CCAGGA T C T A T T T T GACCCG T CCCCGCA T T T AC T GA T T C T GACC T T T T T T CA C TGA A A A A CCA T A T T A - - - GAGCCCACC  8891
CCAGGA T CGA T T T T T ACCC - - CCCCGCA T T T AC T GA T T C T GACC T T T T T T CA C TGA A A A A CCA T A T T A - - - GAGCCCACC  8871
CCA CGA T CA C T T T T GACCCC CCCC - - CA T T T CCCGA T T C T GACC T T T T T T CA C TGA A A A A CCG T A T T A - - - GAGCCCACC  9148

ACA A A A T CGA AG T C T A A T TG TG T T A A T T T C T GA A A - - - - - - - - - T A T T T A T AGA A A T T A T A A A A AGA AC T T A A T T T C T TG  9019

9.460 9.480 9.500 9.520

ACA A A A T CGA AG T C T A A T TG TG T T A A T T T C T GA A A - - - - - - - - - T A T T T A T AGA A A T T C T A A A A AGA AC T T A A T T T C T TG  8970
ACA A A A T GGA AG T C T A A T TG T T T T A A T T T C T GA A A - - - - - - - - - T A T T T A T AGA A A T T C T A A A A AGA AC T T A A T T T C T TG  8962
ACA A A A T GGA AG T C T A A T TG TG T T A A T T T C T GA A A - - - - - - - - - T A T T T A T AGA A A T T C T A A A A AGA AC T T A A T T T C T TG  8942
ACA A T A T CGA AG T C T A A T TG TG T GA A T T T C T GA A A A C T C T T T TG T A T T T A T AGA A A T T C T A A A A A A A AC T T CA T T T C T TG  9228

G TG T CA A A A T CGGAGA T G T A GT A T A A A A A T AGAGA A T C T A T T C T C T T T T T CC T T T T CCCC A A A A A A A A - T GA T T T GGAGA  9098

9.540 9.560 9.580 9.600

G TG T CA A A A T CAGA T A T G T A GT A T A A A A A T AGAGA A T C T A T T - - - - - - - - - - - T T T T CCC CA A A A A A A - T GA T T T GGAGA  9038
G TG T CA A A A T CGGA T A T G T A GT A T A A A A A T AGAGA A T C T A T T C T C T T T T T CC T T T T CCCC CA A A A A A - - C GA T T T GGAGA  9040
G TG T CA A A A T CGGA T A T G T A GT A T A A A A A T GGAGA A T C T A T T C T C T T T T T CC T T T T CCCC CA A A A A A - - C GA T T T GGAGA  9020
G TG T CA A A A T CGGA T A T G T A GT A T A A A A A T AGAGA A T C T A T T C T C T T T T T CC T T T T CCCC CA A A A A A A A T GA T T T GGAGA  9308

T TG T GT A A T G C T T A C T C T CA A A C T C T T T G T T T A CACCGT A G T GA T A T T C T T T G T T T C T C T C T T CA T C T T C GGA T T CC T A T  9178

9.620 9.640 9.660 9.680

T TG T GT A A T G C T T A C T C T CA A A C T C T T T G T T T A CACCGT A G T GA T A T T C T T T G T T T C T C T C T T CA T C T T C GGA T T CC T A T  9118
T TG T GT A A T G C T T A C T C T CA A A C T C T T T G T T T A CACCGT A G T GA T A T T C T T T G T T T C T C T C T T CA T C T T C GGA T T CC T A T  9120
T TG T GT A A T G C T T A C T C T CA A A C T C T T T G T T T A CACCGT A G T GA T A T T C T T T G T T T C T C T C T T CA T C T T C GGA T T CC T A T  9100
T TG T GT A A T G C T T A C T C T CA A A C T C T T T G T T T A CACCGT A G T GA T A T T C T T T G T T T C T C T C T T CA T C T T C GGA T T CC T A T  9388

C T A A TGA T CC AGGA CGT A A T CCCGGACGCG A AGA A T A A A A A A T A AGA AGT T T T T CC T T - G C T T T A T T C T T A - - - - - - T A A  9251

9.700 9.720 9.740 9.760

C T A A TGA T CC AGGA CGT A A T CCCGGACGCG A AGA A T A A A A A A T A AGA AGT T T T T CC T T - G C T T T A T T C T T A - - - - - - T A A  9191
C T A A TGA T CC AGGA CGT A A T CCCGGACGCG A AGA A T A A A A A A T A AGA AGT T T T T C T T T - G C T T T A T T C T T A - - - - - - T A A  9193
C T A A TGA T CC AGGA CGT A A T CCCGGACGCG A AGA A T A A A A A A T A AGA AGT T T T T CC T T - G C T T T A T T C T T A A T CCA T T A A  9179
C T A A TGA T CC AGGA CGT A A T CCCGGACGCG A AGA A T A A A A A A T A AGA AGT T T T T CC T T T G C T T T A T T C T T A - - - - - - T A A  9462

A TG T T C T T AG GA T T T T A T C T A T T CC - - - - - - - - - - - - GCA GC T T T T A T T A T T - - - ACA A A A A AGCA A A A A T G T T CGC T A A  9316

9.780 9.800 9.820 9.840

A TG T T C T T AG GA T T T T A T C T A T T CC - - - - - - - - - - - - GCA G T T T T T A T T A T T - - - ACA A A A A AGCA A A A A T G T T CGC T A A  9256
G TG T T C T T AG GA T T T T A T C T A T T CC - - - - - - - - - - - - GCA GC T T T T A T T A T T - - - ACA A A A A AGCA A A A A T G T T CGC T A A  9258
A TG T T C T T AG GA T T T T A T C T A T T CC T T T A T C T A T T CCGCA GC T T T T A T T A T T - - - ACA A A A A AGCA A A A A T GGT CGC T A A  9256
A TG T T C T T AG GA T T T T A T C T A T T CC - - - - - - - - - - - - GCA T T T T T T A C T A TG T A A A A A A A A A AGA A AGA A T G T T CGC T A A  9530

A T T CGA A T T C T A A T T TGA A A GA T ACCA AGC CA T CGA CGGA A ACGGA A AGA GAGGGA T T CG A ACCC T CGG T A CA A A T A AC T  9396

9.860 9.880 9.900 9.920

A T T CGA A T T - - - - - - TGA A A GA T ACCA AGC CA T CGA CGGA A ACGGA A AGA GAGGGA T T CG A ACCC T CGG T A CGA A T A AC T  9330
A T T CGA A T T C GA A T T TGA A A GA T ACCA AGC CA T CGA CGT A A ACGGA A AGA GAGGGA T T CG A ACCC T CGG T A CGA A T A AC T  9338
A T T CGA A T T C GA A T T TGA A A GA T ACCA AGC CA T CGA CGGA A ACGGA A AGA GAGGGA T T CG A ACCC T CGG T A CGA A T A AC T  9336
A T T CGA A T T - - - - - - TGA A A GA T ACCA AGC CA T CGGCAGA A ACGGA A AGA GAGGGA T T CG A ACCC T CGG T A CGA A T A AC T  9604

CGT ACA CCGG A T T AGCA A T C CGACGC T T T A AGCCAC T CAG CCA T C T C T CC T A A T T GA A A A A A A A A A A AGA A T T A C T A T - -   9474

9.940 9.960 9.980 10.000

CGT ACA CCGG A T T AGCA A T C CGACGC T T T A AGCCAC T CAG CCA T C T C T CC T A A T T GA A A A A A A A A A A - GA A T T A C T A T A T  9409
CGT ACA CCGG A T T AGCA A T C CGACGC T T T A AGCCAC T CAG CCA T C T C T CC T A A T T GA A A A A A A A A A A - GA A T T A C T A T - -   9415
CGT ACA CCGG A T T AGCA A T C CGACGC T T T A AGCCAC T CAG CCA T C T C T CC T A A T T GA A A A A A A A A A - - - - - T T A C T A T - -   9409
CGT ACA CCGG A T T AGCA A T C CGACGC T T T A A T CCAC T CAG CCA T C T C T CC T A A T T GACA A A A A A A A - - GA A T T A C T A T - -   9680

- - - - - - - - - - - - GT T ACA T T ACA A A A A A A A T A A T GC T TGA A A A A AGA CCC T - C T T T AC T T T A - T T T T CA A T C T T T AC T T T  9540

10.020 10.040 10.060 10.080

T ACA T T ACA A A AGT T ACA T T ACA A A A A A A A T A A T GC T TGA A A A A A A A CCC T - C T T T AC T T T A - T T T T CGA T C T T T AC T T T  9487
- - - - - - - - - - - - GT T AGAGT ACA A A A A A A - T A A T GC T TGA A A A A AGA CCC T - C T T T AC T T T A - T T T T CA A T C T T T AC T T T  9480
- - - - - - - - - - - - GT T ACA T T ACA A A AGA A - T A A T GC T TGA A A A A AGA CCC T - C T T T AC T T T A - T T T T CA A T C T T T AC T T T  9474
- - - - - - - - - - - - GT T ACA T T ACA A A A A A A A T A A T GC T TGA A A A A AGCCC T T T C T T T AC T T T A A T T T T A A A T C T T T AC T T T  9748
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C T A T A T T AC T A T A T T A T T T T AG T A T A T T A T T TGAC T T T C T A T A T T A T AGA A A T A T T T AG T A T A T A A AGA A A T TGA T T A T A  9620

10.100 10.120 10.140 10.160

C T A T A T T AC T A T A T T A T T T T AG T A T A T T A T T TGAC T T T C T C T A T T A T A T A A A T T T T T AG T A T A T A A A T A A A T TGA T T A T A  9567
C T A T A A T AC T A T A T T A T T T T AG T A T A T T A T T TGAC T T T C T A T A T T A T AGA A A T A T T T AG T A T A T A A A T A A A T TGA T T A T A  9560
C T A T A A T AC T A T A T T A T T T T AG T A T A T T A T T TGAC T T T C T A T A T T A T AGA A A T A T T T AG T A T A T A A A T A A A T TGA T T A T A  9554
C T A T A T T AC T A T A T T A T T T T AG T A T AGT C T T T T AC T T T C T A T A T T A T AGA A AGA T T T AG T C T A T A A A T A A A T TGAC T A T A  9828

T A A T A T CA A T CA A T T T - A T T A T A T AGC T T A T AGA A A A T AG AG T T T A T AGG A T T GA T T T T T T T T T T A T T T T CG T T T GT A T T  9699

10.180 10.200 10.220 10.240

T A A T A T CA A T CA A T T T - A T T A T A T A AC T T A T AGA A A A T AG AG T T T A T AGG A T T GA T T T T T T T T T T - - - T T CG T T T GT A T T  9643
T A A T A T CA A T CA A T T T - A T T A T A T AGC T T A T AGA A A - T AG AG T T T A T AGG A T T GA T T T T T T T T T T A T T T T CG T T T GT A T T  9638
T A A T A T CA A T CA AC T T - A T T A T A T AGC T T A T AGA A A A T AG AG T T T A T AGG A T T GA T T T T T T T T T T A T T T T CG T T T GT A T T  9633
T CA T A T CA A T CA A T T TGA T T A T A T AGC T T A T AGA A A A T AG AG T T T A T AGA A T T GA T T T T T T T T T T A T T T T C T T T T GT A T T  9908

C T A T T A T AGA A A T AGA T ACA AC - - - - - - - - - - - - - - - T T T T A T CAGCA A T T CGA T T T C T A T A A A A T T A A A A T - - - - - - - -   9756

10.260 10.280 10.300 10.320

C T A T T A T AGA A A T AGA T ACA AC - - - - - - - - - - - - - - - T T T T A T CAGCA A T T CGA T T T C T A T A A A A T T A A A A T - - - - - - - -   9700
C T A T T A T AGA A A T AGA T ACA AC - - - - - - - - - - - - - - - T T T T A T CAGCA A T T CGA T T T C T A T A A A A T T A A A A T C T A T A A A A  9703
C T A T T A T AGA A A T AGA T ACA AC - - - - - - - - - - - - - - - T T T T A T CA T CA A T T CGA T T T C T A T A A A A T T A A A A T - - - - - - - -   9690
C T A T T A T A T A A A T AGA T ACA ACA T A A A T AG A T A CA A C T T T T A T CAGCA A T T CA A T T T A T A T A A A A T - - - - - - - - - - - - - -   9974

- - - - - - - A A A GA A AGGA T T C GA A AGAGA T A T C T CGA A T CG A A A T AGA A A A - - - - A A A A A A A - GA A AGA A A AGA A T A T C T C  9824

10.340 10.360 10.380 10.400

- - - - - - - A A A GA A AGGA T T C GA ACGAGA T A T C T CGA A T CG A A A T AGA A A A - - - - A A A A A - - - GA A AGA A A AGA A T A T C T C  9766
T T A A A A T A A A GA A AGGA T T C GA A AGAGA T A T C T CGA A T CG A A A T AGA A A A - - - - A A A A A A A AGA A AGA A A AGA A T A T C T C  9779
- - - - - - - A A A GA A AGGA T T C GA A AGAGA T A T C T CGA C T CG A A A T AGA A A A - - - - A A A A A - - - GA A AGCA A AGA A T A T C T C  9756
- - - - - - - A A A A A A AGGA T T C GA A AGAGA T A T C T CGA A T CA A A A T AGA A A A T AGA A A A A A A A A T A A AGA A A AGA A T A T T T C  10047

T T T A A T T T CA T T CA ACAGGG CC T T T T T T GA T T T CCA C T T C CACGGCC T GG CC T GG T CAG T ACCCAGCCGG GCCC T T T T T T  9904

10.420 10.440 10.460 10.480

T T T A A T T T CA T T CA ACAGGG CC T T T T T T GA T T T CCA C T T C CACGGCC T GG CC T GG T CAG T ACCCAGCCGG GCCC T T T T T T  9846
T T T A A T T T CA T T CA ACAGGG CC T T T T T T GA T T T CCA C T T C CACGGCC T GG CC T GG T CAG T ACCCAGCCGG GCCC T T T T T T  9859
T T T A A T T T CA T T CA ACAGGG CC T T T T T T GA T T T CCA C T T C CACGGCC T GG CC T GG T CAG T ACCCAGCCGG GCCC T T T T T T  9836
T T T A A T T T CG T T CA ACAGGG CC T T T T T T GA T T T CCAG T T C CACGGCC T GG CCCGG T CAG T ACCCAGCCGG GCC - T T T T T T  10126

T GT T CCA ACG A ACCA T A - - - - - - - - - - - - - - - GA A A A A A T GA T T T A T T TG T A T T T GA T T T GA A ACCA A A A A A - T GA A A T C  9968

10.500 10.520 10.540 10.560

T GT T CCA A T G A ACCACA CCG CCGA A CCA T A GA A A A A A A A T GA T T T A T T TG T A T T T GA T T T GA A ACCA A A A A A - T GA A A T C  9925
T GT T CCA A T G A ACCACA CCG CCGA A CCA T - - - AGA A A A A T T A T T T T T T TG T A T T T GA T T T GA A ACCA A A A A A - T A A A A T C  9935
T GT T CCA A T G A ACCACA CCG CCGA A CCA T A - - GA A A A A A T T A T T T T T T TG T A T T T GA T T T GA A ACCA A A A A A - T GA A A T C  9913
T GT T CCA A T G A ACCA T A CCG CCGA A C T A T A - - GGCA A A A T GA T T T A T T TG T A T T T T A T T T GA A A ACA A A A A A A T GA A A T C  10204

C T T G T T A T T G T A T T CA A ACA ACA A T A A A A A GA AGGA C T A T T T CCAGT T C T T A A T T A T T A T T A T T T A A T T T A A T T A T T T A A  10048

10.580 10.600 10.620 10.640

C T T G T T A T T G T A T T CA A ACA ACA A T A A A A A GA AGGA C T A T T T CCAGT T C T T A A T T A T T A - - - - - - A A T T T A A T T A T T T A A  9999
C T T G T T A T T G T A T T CA A ACA ACA A T A A A A A GA AGGA C T A T T T CCAGT T C T T A A T T A T T - - - - - - CA A T T T A A T T A T T T A A  10009
C T T G T T A T T G T A T T CA A ACA ACA A T A A A A A GA AGGA C T A T T T CCAGT T C T T A A T T A TGA - - - - - - A A T T T A A T T A T T T A A  9987
C T T G T T A T T G T A T T CA A ACA ACA A T A A A A A GA AGGA C T A T T T CCA T T T T T T A A T T A T T A - - - - - - A A T T G A A T T A T T T A A  10278

ACGA A A T A AG T - - - - - - CC T C T T T T CC T A A T T T CA T T AGG A C T CC TGACA A AGACG T CA A CGT T A T A A T C T C T A A T T T T -   10121

10.660 10.680 10.700 10.720

ACGA A A T A AG T - - - - - - CC T C T T T T CC T A A T T T CA T CAGG A C T CC TGACA A AGACG T CA A CGT T C T A A T C T C T A A T T T T T  10073
ACGA A A T A AG T - - - - - - CC T C T T T T CC T A A T T T CA T T A AG A C T CC TGACA A AGGCG T CA A CGT T C T A A T C T C T A A T T T T -   10082
ACGA A A T A AG T - - - - - - CC T C T T T T CC T A A T T T CA T T A AG A C T CC TGACA A AGGCG T CA A CGT T C T A A T C T C T A A T T T T -   10060
ACGA A A T A AG T A T A AGCCC T C T T T T CC T A A T T T CA T T AGG A C T CC TGACA A AGACG T CA A CGT T C T A A T C T CGA A A T T T -   10357

- - CA T T T CA T A A T T A T T T T T CA T T T C TG T C C T A T C T T GA T T ACGCCCGA T T C T C T CGT T C GACA A A AGT C CC T T T T T T A T  10199

10.740 10.760 10.780 10.800

T T CA T T T CA T A A T T A T T T T T CA T T T C TG T C C T A T C T T GA T T ACGCCCGA T T C T C T CGT T C GACA A A AGT C CC T T T T T T A T  10153
- - CA T T T CA T A A T T A T T T T T CA T T T C TG T C C T A T C T T GA T T ACGCCCGA T T C T C T CGT T C GACA A A AGT C CC T T T T T T A T  10160
- - CA T T T CA T A A T T A T T T T T CA T T T C TG T C C T A T C T T GA T T ACGCCCGA T T C T C T CGT T C GACA A A AGT C CC T T T T T T A T  10138
- - CA T T T CA T GA T T A T T T AG A A T T T A TG T C C T A T C T T GA T T CCGCCCA A T T C T C T T GT T C GACA A A AGT C CAGA T T T T A T  10435

ACA A T A A T CG CA T T G T AGCG GG T A T AGT T T AGT GGT A A A A G T GT GA T T CG T T CGA T T A A T CCCC T T A A T A G T T A AGGGGT  10279

10.820 10.840 10.860 10.880

ACA A T A A T CG CA T T G T AGCG GG T A T AGT T T AGT GGT A A A A G T GT GA T T CG T T CGA T T A A T CCCC T T A A T A G T T A AGGG - T   10232
ACA A T A A T CG CA T T G T AGCG GG T A T AGT T T AGT GGT A A A A G T GT GA T T CG T T CGA T T A A T CCCC T T A A T A G T T A AGGGGT  10240
ACA A T A A T CG CA T T G T AGCG GG T A T AGT T T AGT GGT A A A A G T GT GA T T CG T T CGA T T A A T CCCC T T A A T A G T T A AGGGGT  10218
ACA A T A A T T G CA T T G T AGCG GG T A T AGT T T AGT GGT A A A A G T GT GA T T CG T T CGA T T A A T CCCC T T A A T A G T T A AGGGGT  10515

CC T T CAG T T T A A - - - - - - T T CA T A T T CCA A A A A A A A AC T T T A T T T C T T A A A AGGA T T T T A T TGGA A T CC T T T CCC T C T A A  10353

10.900 10.920 10.940 10.960

CC T T CAG T T T A A - - - - - - T T GA T A T T CCA A T CA A A A AC T T T A T T T C T T A A A AGGA T T T T A T TGGA A T CC T T T CCC T C T A A  10306
CC T T CAG T T T A AGT T T A A T T CA T A T T CCA A T CA A A A AC T T T A T T T C T T A A A AGGA T T T T A T TGGA A T CC T T T CCC T C T A A  10320
CC T T CAG T T T A A - - - - - - T T CA T A T T CCA A T CA A A A AC T T T A T T T C T T A A A AGGA T T T T A T TGGA A T CC T T T CCC T C T A A  10292
CC T T CAG T T T A A - - - - - - T T CA T A T T CCA A T CA A A A AC T T T A T T T C T T A A A AGGA T T T - A T T T GA A T CC T T T CCC T C T A A  10588

A T - - - - - - - G A A AGA T T CGA GGA AGA A T A T CCA T T C T CG T GA T T T GT A T C CA AGGG T CA A T T CA A A A T T G A A A A T T T GGA  10426

10.980 11.000 11.020 11.040

A T T C T A A A T A A A AGA T T CGA GGA AGA A T A T CCA T T C T CG T GA T T T GT A T C CA AGGG T CA A T T CA A A A T T G A A A A T T T GGA  10386
A T - - - - - - - G A A AGA T T CGA GGA AGA A T A T CCA T T C T CG T GA T T T GT A T C CA AGGG T CA A T T CCA A A T T G A A A A T T T GGA  10393
A T - - - - - - - G A A AGA T T CGA GGA AGA A T A T CCA T T C T CG T GA T T T GT A T C CA AGGG T CA A T T CCA A A T T G A A A A T T T GGA  10365
A T - - - - - - - G A A AGA T T CGA GGA AGA A T A T CCA T T C T CG T GA T T T GGA T C CA AGGG T CAG T T CGA A A T T G A A A A T T T GGA  10661

T T C T GA A A T T A CGA A ACA T A A T T T T T T T T T T TG - - A A T T G GA T CA A T CC T T CCA A T T T T T T A AG T A T T T A AG T A T A AG T A  10504

11.060 11.080 11.100 11.120

T T C T GA A A T T A CGA A ACA T A A T T T T T T T T T - - G - - A A T T G GA T CA A T CC T T CCA A T T T T T T A AG T A T - - - - - - - - A AG T A  10454
T T C T GA A A T T A CGA A ACA T A A T T T T T T T T T - - - - - A A T T G GA T CA A T CC T T CCA A T T T T T T A AG T A T - - - - - - - - A AG T A  10460
T T C T GA A A T T A CGA A ACA T A A T T T T T T T T T T T T T T A A T T G GA T CA A T CC T T CCA A T T T T T T A AG T A T - - - - - - - - A AG T A  10437
T T A T GA A A T T A CGA A ACA T A A T T T T T T T T - - - - - GA A T T G GA T CA A T AC T T CCA A T T T T T T A AGGA - - - - - - - - A A AG T A  10728

A AGCA T CCA T GGA T A A AGA T AGA A A AGCC T A T T T CGA A T C G T A A C T A A A T C T T CA A T T T T T GT T T T GGA T AGGG T AGA T T  10584

11.140 11.160 11.180 11.200

A AGCA T CCA T GGA T A A AGA T AGA A A AGCC T A T T T CGA A T C G T A A C T A A A T C T T CA A T T T T T GT T T T GGA T AGGG T AGA T T  10534
A AGCA T CCA T GGA T A A AGA T AGA A A AGCC T A T T T CGA A T C G T A A C T A A A T C T T CA A T T T T T GG T T T GGA T AGGG T AGA T T  10540
A AGCA T CCA T GGA T A A AGA T AGA A A AGCCC A T T T CGA A T C G T A A C T A A A T C T T CA A T T T T T GG T T T GGA T AGGG T AGA T T  10517
A AGGA T CCA T GGA T A A AGA T AGACAGGCC T A T T T CGA A T C G T A A C T A A A T C T T CA A T T T T T GT T T T GGA T AGGG T AGA T T  10808
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GA AGCA A A A T AGC T A T T A A A CGA T A AC T T T AGT T T A C T AG AGACA T CGAC A T A T T CA T A T T C T AC T T T T T T AGC T CGGCG  10664

11.220 11.240 11.260 11.280

GA AGCA A A A T AGC T A T T A A A CGA T A AC T T T AGT T T A C T AG AGACA T CGAC A T A T T CA T A T T C T AC T T T T T T AGC T CGGCG  10614
GA AGCA A A A T AGC T A T T A A A CGA T A AC T T T AGT T T A C T AG AGACA T CGAC A T A T T CA T A T T C T AC T T T T T T AGC T CGGCG  10620
GA AGCA A A A T AGC T A T T A A A CGA T A AC T T T AGT T T A C T AG AGACA T CGAC A T A T T CA T A T T C T AC T T T T T T AGC T CGGCG  10597
GA AGA A A A A T AGC T A T T A A A CGA T A AC T T T AGT T T A C T AG AGACA T CGAC A T G T T C T A C T T T T T T A T T T T T AGC T CGGCG  10888

GA A ACA A A A T A C T T T T CC T A AGGA T T C T C T CA A A T AGA A A T AGAGA A CGA AG T A A C T AGA A AGA T T GGT A T T GT T A T A A T  10744

11.300 11.320 11.340 11.360

A A A ACA A A A T A C T T T T CC T A AGGA T T C T C T CA A A T AGA A A T AGAGA A CGA AG T A A C T AGA A AGA T T GGT A T T GT T A T A A T  10694
GA A ACA A A A T A C T T T T CC T A AGGA T T C T C T CA A A T AGA A A T AGAGA A CGA AG T A A C T AGA A AGA T T GGT A T T GT T A T A A T  10700
GA A ACA A A A T A C T T T T CC T A AGGA T T C T C T CA A A T AGA A A T AGAGA A CGA AG T A A C T AGG A AGA T T GGT A T T GT T A T GA T  10677
GA A ACA A A A T A C T T T T CC T A AGGA T T C T C T CA A A T AGA A A T AGAGA A CGA AG T A A C T AGA A AGA T T GGGA T T GT T A T A A T  10968

CCCAC T C T T C T A A AGGGA T C A T C T AGA A AG CA A A T T G T T T T GA A T GAGAG A A AGA CA A A A A A A A A AGC T G A CA T AGA T GT  10824

11.380 11.400 11.420 11.440

CCCAC T C T T C T A A AGGGA T C A T C T AGA A AG CA A A T T G T T T T GA A T GAGAG A A AGA CA A A A A A A - - - GC T G A CA T AGA T GT  10771
CCCAC T C T T A T A A AGGGA T C A T C T AGA A AG CA A A T T G T T T T GA A T GAGAG A A AGA CA A A A A A A - - - GC T G A CA T AGA T GT  10777
CCCAC T C T T C T A A AGGGA T C A T C T AGA A AG CA A A T T G T T T T GA A T GAGAG A A AGA CA A A A A A A - - - GC T G A CA T AGA T GT  10754
CCCAC T C T T C T A A AGGGA T C A T C T AGA A AG CA A A T T G T T T T GA A T GT - A T T CAGA CA A A A A A A A - - GC T G A CA T AGA T GT  11045

T A T GGG T CGA A T T T T GT T A T T T CGT T CCCG T C T T AGA - - - - - - T CGGGGA A T T T T T CCGG C T T CCA T A A A GGAGCCGA A T  10898

11.460 11.480 11.500 11.520

T A T GGG T CGA A T T T GGT T A T T T CGT T CCCG T C T T AGA - - - - - - T CGGGGA A T T T T T CCGG C T T CCA T A A A GGAGCCGA A T  10845
T A T GGG T CGA A T T T T GT T A T T T CGT T CCC - - - - - - - - - - - - - - - CGGGGA A T T T T T CCGG C T T CCA T A A A GGAGCCGA A T  10842
T A T GGG T CGA A T T T T T T T A T T T CGT T CCCG T C T T AGA - - - - - - T CGGGGA A T T T T T CCGG C T T CCA T A A A GGAGCCGA A T  10828
T A T GGG T CGA A T T T T GT T A T T T CGT T CCCG T C T T A T AC T T A T A T CGGG T A A T T CC T CCA T T T T CCA T A A A GGAGCCGA A T  11125

GA A CCA A A AG T T T CA TG T T C GG T T T T GA A T T AGAGGCGT T A A A A CGT A TG A A T CGACG T C GAC T A T A ACC CC T AGCC T T C  10978

11.540 11.560 11.580 11.600

GA A CCA A A AG T T T CA TG T T C GG T T T T GA A T T AGAGGCGT T A A A A CGT A TG A A T CGACG T C GAC T A T A ACC CC T AGCC T T C  10925
GA A CCA A A AG T T T CA TG T T C GG T T T T GA A T T AGAGGCGT T A A A A CGT A TG A A T CGACG T C GAC T A T A ACC CC T AGCC T T C  10922
GA A CCA A A AG T T T CA TG T T C GG T T T T GA A T T AGAGGCGT T A A A A CGT A TG A A T CGACG T C GAC T A T A ACC CC T AGCC T T C  10908
GA A CCCA A AG T T T CA TG T T C GG T T T T GA A T T AGAGGCGT T A A A A CGT A TG A A T CGACG T C GAC T A T A ACC CC T AGCC T T C  11205

CA AGC T A ACG A T GCGGG T T C GA T T CCCGC T ACCCGC T TGA T A TGA T A A T T A T A T CA A T T A T T C T A T CA A T T CAGCGGCGC  11058

11.620 11.640 11.660 11.680

CA AGC T A ACG A T GCGGG T T C GA T T CCCGC T ACCCGC T T CA T A TGA T A A T T A T A T CA A T T - - - - - - - - - - - - CAGCGA T GC  10993
CA AGC T A ACG A T GCGGG T T C GA T T CCCGC T ACCCGC T T CA T A TGA T A A T T A T A T CA A T T - - - - - - - - - - - - CAGCGA T GC  10990
CA AGC T A ACG A T GCGGG T T C GA T T CCCGC T ACCCGC T T - - - - - - - - - - T T A T A T CA A T T - - - - - - - - - - - - CAGCGA T GC  10966
CA AGC T A ACG A T GCGGG T T C GA T T CCCGC T ACCCGC T CCG T A TGA T A A T T A T A T CA A T T - - - - - - - - - - - - CAGCGA CAC  11273

A T T A A T T CA A T T TGA A T T A A TGCA T CGC T G A A T T GA A T A C GA A AG T CC TG A A A T T C T A T C ACA T A T T C T T T A TG - - - - - -   11132

11.700 11.720 11.740 11.760

A T T A A T T CA A T T TGA A T T A A TGCA T CGC T G A A T T GA A T A C GA A AG T CC TG A A A T T C T A T C ACA T A T T C T T T A TG - - - - - -   11067
A T T A A T T CA A A T TGA A T T A A TGCA T CGC T G A A T T GA A T A C GA A AG T CC TG A A A T T C T A T C ACA T A T T C T T T A TG - - - - - -   11064
A T T A A T T CA A T T TGA A T T A A TGCA T CGC T G A A T T GA A T A C GA A AG T CC TG A A A T T C T A T C ACA T A T T T T T T A TG - - - - - -   11040
A T T A A T GA A A T T T T A A T T A A TGCA T CGC T G A A T T GA A T A C GA A AG T CC TG A A A T T C T A T C ACA T A T T C T T T A TGC T T T A T  11353

- T T T T CCGA A CA AGAGA T AG GA A AGA A A A A T GCGA A A A T T CGGA A TGA A A GGCGT CCA T T G T C T A A T GGA T AGGACAGAG  11211

11.780 11.800 11.820 11.840

- T T T T CCGA A CA AGAGA T AG GA A AGA A A A A T GCGA A A A T T CGGA A TGA A A GGCGT CCA T T G T C T A A T GGA T AGGACAGAG  11146
- T T T T CCGA C CA AGAGA T AG GA A AGA A A A A T GCGA A A A T T CGA A A TGA A A GGCGT CCA T T G T C T A A T GGA T AGGACAGAG  11143
- T T T T CCGA A CA AGAGA T AG GA A AGA A A A A T GCGA A A A T T CGGA A TGA A A GGCGT CCA T T G T C T A A T GGA T AGGACAGAG  11119
G T T T T CCGA A CA AGAGA T AG GA A AGA A A AG T GCGA A A A T T CGGA A TGA A A GGCGT CCA T T G T C T A A T GGA T AGGACAGAG  11433

G T C T T C T A A A CC T T T GG T A T AGG T T CA A A T CC T A T T GGA C GCA A T T T C T T T CCA T T T CCC T A T A T T A T T A A T AGAC T T T T  11291

11.860 11.880 11.900 11.920

G T C T T C T A A A CC T T T GG T A T AGG T T CA A A T CC T A T T GGA C GCA A T T T C T T T CCA T T T CCC T A T A T T A T T A A T AGAC T T T T  11226
G T C T T C T A A A CC T T T GG T A T AGG T T CA A A T CC T A T T GGA C GCA A T T T C T T T CCA T T T CCC T A T A T T A T T A A T AGAC T T T T  11223
G T C T T C T A A A CC T T T GG T A T AGG T T CA A A T CC T A T T GGA C GCA A T T T C T T T CCA T T T CCC T A T A T T A T T A A T AGAC T T T T  11199
G T C T T C T A A A CC T T T GG T A T AGG T T CA A A T CC T A T T GGA C GCA A T T T C T T T A CA T T T CCC T A T A A T T T C T T T ACA T T T CC  11513

C T - - - T T T A T T A T T A T A T T T T T A A T A T T AC A T T GA T T T T A A T A T CA A A A A T T GA T T A - - T T A - T T A T A T T A A T T A A A A T T  11365

11.940 11.960 11.980 12.000

C T - - - T T T A T T A T T A T A T T T T T A A T A T T AC A T T GA T T T T A A T A T CA A A A A T T T A T T A - - T T A - T T A T A T T A A T T A A A A T T  11300
C T - - - T T T A T T A T T A T A T T T TGA A T A T T CC A T T GA T T T T A A T A T CA A A A A T T T T T T A - A T T A - T T A T A T T A A T T A A A A T T  11298
C T - - - T T T A T T A T T A T A T T T T T A A T A T T CC A T T GA T T TGA A T A T CA A A A A T T T T T T A - A T T A A T T A T A T T A A T T A A A A T T  11275
C T A T A T T T T T A A T A A T AG T A T T A T T A T T A A T AGAC T T T T A T T A T T A T A T T A T T T T T A T A T T A T T T A CA T T T A T T T T A T T T  11593

AC T T A T A A T T A T A T T A A T T A A A A T T AC T T A T ACC T T A T T T A T T T T A T T A A GT A T T A T A A A G - A T T CAGA A T A A AGA T T A A  11444

12.020 12.040 12.060 12.080

AC T T A T A - - - - - - - - - - - - - - - - - - - - - - - - - CC T T A T T T A T T T T A T T A A GT A T T A T A A A G - A T T CAGA A T A A A A A T T A A  11354
ACG T A T A - - - - - - - - - - - - - - - - - - - - - - - - - CC T T A T T T A T T T T T T T A A GT A T T A T A A A G - A T T CAGA A T A A AGA T T A A  11352
AC T T A T A - - - - - - - - - - - - - - - - - - - - - - - - - CC T T A T T T A T T T T A T T A A GT A T T A T A A A G - A T T CAGA A T A A AGA T T A A  11329
A T T T T A A - - - - - - - - - - - - - - - - - T AC T T A T A T C T T A T T T T A T T T A T T A A GT A T T A T A A A T T A AGT A T T A T A A AGA T T A A  11656

GA A T GA T CGA T T T T T T T A T T T A T A A T T A T T CC T GA AG T AG A A AGCGT T CC A T T TG T T CC T GA A T AGC T T C T T T CA A A AGG  11524

12.100 12.120 12.140 12.160

GA A T GA T CGA T T T T T T T A T T T A T A A T T A T T CC T GA A A T AG A A AGCGT T CC A T T TG T T CC T GA A T AGC T T C T T T CA A A AGG  11434
GA A T GA T C T A T T T T T T T A T T T A T A A T T A T T CC T GA AG T AG A A AGCGT T CC A T T CG T T CC T GA A T AGC T T C T T T CA A A AGG  11432
GA A T GA T CGA T T T T T T T A T T T A T A A T T A T T CC T GA AG T AG A A AGCGT T CC A T T TG T T CC T GA A T AGC T T C T T T CA A A AGG  11409
GA A T GA T CGA T T T T T T T A T T T AGA A T T A T T CC T GA AG T AG A A AGCGT T CC A T T TG T T CC T GA A T AGC T T C T T T CA A A AGG  11736

GC T T C T GC T T CC T CAGT GA A T A T C T T GG T A GA AGA T A T T A T T T C T TGGA A C T GAGG T T T A T T CG T T T T T A AG T A AGT ACG  11604

12.180 12.200 12.220 12.240

GC T T C T GC T T CC T CAGT GA A TG T C T T GG T A GA AGA T A T T A T T T C T TGGA A C T GAGG T T T A T T CG T T T T T A AG T A AGT ACG  11514
GC T T C T GC T T CC T CAGT GA A TG T C T T GG T A GA AGA T A T T A T T T C T TGGA A C T GAGG T T T A T T CG T T T T T A AG T A AGT ACG  11512
GC T T C T GC T T CC T CAGT GA A TG T C T T GG T A GA AGA T A T T A T T T C T TGGA A C T GAGG T T T A T T CG T T T T T A AG T A AGT ACG  11489
GC T T C T GC T T CC T CGGT GA A TG T C T T GG T A GA AGA T A T T A T T T C T TGGA A C T GAGG T T T A T T CG T T T T T A AG T A AGT ACG  11816

T A A C T CA ACG AGA A A T T T T C T T ACC T GT CC A A T T T C T A A T GA A T CA AGA T A A CCA T T CG T T CCGGT A T A A A T AG T CA T T A  11684

12.260 12.280 12.300 12.320

T A A C T CA ACG AGA A A T T T T C T T ACC T GT CC A A T T T C T A A T GA A T CA AGA T A A CCA T T CG T T CCGGT A T A A A T AG T CA T T A  11594
T A A C T CA ACG AGA A A T T T T C T T ACC T GT CC A A T T T C T A A T GA A T CA AGA T A A CCA T T CG T T CCGGT A T A A A T AG T CA T T A  11592
T A A C T CA ACG AGA A A T T T T C T T ACC T GT CC A A T T T C T A A T GA A T CA AGA T A A CCA T T CG T T CCGGT A T A A A T AG T CA T T A  11569
T A A C T CA ACG AGA A A T T T GC T T ACC T GT CC A A T A T C T A A T GA A T CA AGA T A A CCA T T CG T T CCCGT A T A A A T AG T CA T T A  11896
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T C T G T T C T T C GACCGCGAGA GGGGC T GA T T GGGA T T G T T T GAGCA AC T CA CG T A A T CG T T GACCCC T TGC CA A T T GA T T C  11764

12.340 12.360 12.380 12.400

T C T G T T C T T C GACCGCGAGA GGGGC T GA T T GGGA T T G T T T GAGCA AC T CA CG T A A T CG T T GACCCC T TGC CA A T T GA T T C  11674
T C T G T T C T T C GACCGCGAGA GGGGC T GA T T GGGA T T G T T T GAGCA AC T CA CG T A A T CG T T GACCCC T TGC CA A T T GA T T C  11672
T C T G T T C T T C GACCGCGAGA GGGGC T GA T T GGGA T T G T T T GAGCA AC T CA CG T A A T CG T T GACCCC T TGC CA A T T GA T T C  11649
T C T G T T C T T C GACCGCGAGA GGGGC T GA T T GGGA T T G T T T GAGCA AC T CA CG T A A T CG T T GACCCC T TGC CA A T T GA T T C  11976

T GAG T AGC T T T A T CGAGA T C AGA AGCA A A T T GT GCA A AGG C T T C T A A T T C TGCA A A T T GG GCCA A T T CCA A T T T T A A T T T  11844

12.420 12.440 12.460 12.480

T GAG T AGC T T T A T CGAGA T C AGA AGCA A A T T GT GCA A AGG C T T C T A A T T C TGCA A A T T GG GCCA A T T CCA A T T T T A A T T T  11754
T GAG T AGC T T T A T CGAGA T C AGA AGCA A A T T GT GCA A AGG C T T C T A A T T C TGCA A A T T GG GCCA A T T CCA A T T T T A A T T T  11752
T GAG T AGC T T T A T CGAGA T C AGA AGCA A A T T GT GCA A AGG C T T C T A A T T C TGCA A A T T GG GCCA A T T CCA A T T T T A A T T T  11729
T GAG T AGC T T T A T CGAGA T C AGA AGCA A A T T GT GCA A AGG C T T C T A A T T C GGCGA A T T GG GCCA A T T CCA A T T T T A A T T T  12056

GCCGGC T AC T T G T T T CA T AG C T T T A A T T T G AGC T GCGGA T CC T A C T C T CG AGACAGA A A T ACCCACA T T A A T TGCGGG T C  11924

12.500 12.520 12.540 12.560

T CCGGC T AC T T G T T T CA T AG C T T T A A T T T G AGC T GCAGA T CC T A C T C T CG AGACAGA A A T ACCCACA T T A A T TGCGGG T C  11834
GCCGGC T AC T T G T T T CA T AG C T T T A A T T T G AGC T GCGGA T CC T A C T C T CG AGACAGA A A T CCCCACA T T A A T TGCGGG T C  11832
GCCGGC T AC T T G T T T CA T AG C T T T A A T T T G AGC T GCGGA T CC T A C T C T CG AGACAGA A A T ACCCACA T T A A T TGCGGG T C  11809
GCCGGC T AC T T G T T T CA T AG C T T T A A T T T G AGC T GCGGA T CC T A C T C T GG AGACAGA A A T ACCCACA T T A A T AGCGGG T C  12136

T GA T T CCAGC A T TGA A T AGA T CCGCGGA T A AGA A T A T T T G T CCA T C T G T A A T GGA A A T T A CA T T AG T AGG A A T A T A AGCC  12004

12.580 12.600 12.620 12.640

T GA T T CCAGC A T TGA A T AGA T CCGCGGA T A AGA A T A T T T G T CCA T C T G T A A T GGA A A T T A CA T T AG T AGG A A T A T A AGCC  11914
T GA T T CCAGC A T TGA A T AGA T CCGCGGA T A AGA A T A T T T G T CCA T C T G T A A T GGA A A T T A CA T T AG T AGG A A T A T A AGCC  11912
T GA T T CCAGC A T TGA A T AGA T CCGCGGA T A AGA A T A T T T G T CCA T C T G T A A T CGA A A T T A CA T T AG T AGG A A T A T A AGCC  11889
T GA T T CCAGC A T TGA A T AGA T CCGCGGA T A AGA A T A T T T G T CCA T C T G T A A T GGA A A T T A CA T T AG T AGG A A T A T A AGCC  12216

GA A ACA T C T C C T GA C TGGGT C T CA A C T A T T GGT A A AGCGG T CA T AC T T CC T T CACC T A AC T GCGA A C T T A A T T T AGCGGC  12084

12.660 12.680 12.700 12.720

GA A ACA T C T C C T GA C TGGGT C T CA A C T A T T GGT A A AGCGG T CA T AC T T CC T T CACC T A AC T GCGA A T T T A A T T T AGCGGC  11994
GA A ACA T C T C C T GA C TGGGT C T CA A C T A T T GGT A A AGCGG T CA T AC T T CC T T CACC T A AC T GCGA A C T T A A T T T AGCGGC  11992
GA A ACA T C T C C T GA C TGGGT C T CA A C T A T T GGT A A AGCGG T CA T AC T T CC T T CACC T A AC T GCGA A C T T A A T T T AGCGGC  11969
GA A ACA T C T C C T GA C TGGGT C T CA A C T A T T GGT A A AGCGG T CA T AC T T CC T T CACC T A AC T GCGA A C T T A A T T T AGCGGC  12296

T C T T T CCA A A AG T CG TGA A T GCA A A T A A A A A ACA T C T CCG GGA T A AGC T T CGCGA CCGGG CGG T C T T CG T A A T AGA AGAG  12164

12.740 12.760 12.780 12.800

T C T T T CCA A A AG T CG TGA A T GCA A A T A A A A A ACA T C T CCG GGA T A AGC T T CGCGA CCGGG T GG T C T T CG T A A T AGA AGAG  12074
T C T T T CCA A A AG T CG TGA A T GCA A A T A A A A A ACA T C T CCG GGA T A AGC T T CGCGA CCGGG CGG T C T T CG T A A T AGA AGAG  12072
T C T T T CCA A A AG T CG TGA A T GCA A A T A A A A A ACA T C T CCG GGA T A AGC T T CGCGA CCGGG CGG T C T T CG T A A T AGA AGAG  12049
T C T T T CCA A A AG T CG TGA A T GCA A A T A A A A A ACA T C T CCA GGA T A AGC T T CGCGA CCGGG CGG T C T T CG T A A T AGA AGAG  12376

ACA T T T G T CG A T A AGCC T GC GC T TG T T T GG AGGGA T CA T C A T A A A TGA T T A A AGT G TG T C G T T CACGGT A CA T A A A A T A T  12244

12.820 12.840 12.860 12.880

ACA T T T G T CG A T A AGCC T GC GC T TG T T T GG AGGGA T CA T C A T A A A TGA T T A A AGT G TG T C G T T CACGGT A CA T A A A A T A T  12154
ACA T T T G T CG A T A AGCC T GC GC T TG T T T GG AGGGA T CA T C A T A A A TGA T T A A AGT G TG T C G T T CACGGT A CA T A A A A T A T  12152
ACA T T T G T CG A T A AGCC T GC GC T TG T T T GG AGGGA T CA T C A T A A A TGA T T A A AGT G TG T C G T T CACGGT A CA T A A A A T A T  12129
ACA T T T G T CG A T A AGCC T GT GC T TG T T T GG AGGGA T CA T C A T A A A TGA T T A A AGT G TG T C G T T CACGGT A CA T A A A A T A T  12456

T CAGCCAGAG C T GC T CC T GT A T ACGGAGCG AGG T A T T GT A A T GT AGCGGG GGA A T CCGCC G T T T CGGC T A CCACA A T AGT  12324

12.900 12.920 12.940 12.960

T CAGCCAGAG C T GC T CC T GT A T ACGGAGCG AGG T A T T GT A A T GT AGCGGG GGA A T CCGCC G T T T CGGC T A CCACA A T AGT  12234
T CAGCCAGAG C T GC T CC T GT A T ACGGAGCG AGG T A T T GT A A T GT AGCGGG GGA A T CCGCC G T T T CGGC T A CCACA A T AGT  12232
T CAGCCAGAG C T GC T CC T GT A T ACGGAGCG AGG T A T T GT A A T GT AGCGGG GGA A T CCGCC G T T T CGGC T A CCACA A T AGT  12209
T CAGCCAGAG C T GC T CC T GT A T A AGGAGCG AGA T A T T GT A A T GT AGCAGG GGA A T CCGCC G T T T CGGC T A CA ACA A T AGT  12536

G T A T T CCA T C GCCCCCC T T T CC T GGA A AG T AGT CAC T ACC T GAGCCA CAG A AGA T GC T T T T TGACCA A T A GC T A CA T A A A  12404

12.980 13.000 13.020 13.040

G T A T T CCA T C GCCCCCC T T T CC T GGA A AG T AGT CAC T ACC T GAGCCA CAG A AGA T GC T T T T TGACCA A T A GC T A CA T A A A  12314
G T A T T CCA T C GCCCCCC T T T CC T GGA A AG T AGT CAC T ACC T GAGCCA CAG A AGA T GC T T T T TGACCA A T A GC T A CA T A A A  12312
G T A T T CCA T C G T CCCCC T T T CC T GGA A AG T AGT CAC T ACC T GAGCCA CAG A AGA T GC T T T T TGACCA A T A GC T A CA T A A A  12289
G T A T T CCA T C GCCCCCC T T T CC T GA A A AG T AGT CAC T ACC T GAGCCA CAG A AGA T GC T T T T TGACCA A T A GC T A CA T A A A  12616

CACA T A T T AG A T T T T GA CC T TG T TGA T T GA GA A T CG T A T C CG TGGC T AC T GC T GT T T T AC CGG T C T G T C T G T CCCCA A T A  12484

13.060 13.080 13.100 13.120

CACA T A T T A C A T T T T GA CC T TG T TGA T T GA GA A T CG T A T C CG TGGC T AC T GC T GT T T T AC CGG T C T G T C T G T CCCCA A T A  12394
CACA T A T T A C A T T T T GA CC T TG T TGA T T GA GA A T CG T A T C CG TGGC T AC T GC T GT T T T AC CGG T C T G T C T G T CCCCA A T A  12392
CACA T A T T A C A T T T T GA CC T TG T TGA T T GA GA A T CG T A T C CG TGGC T AC T GC T GT T T T AC CGG T C T G T C T G T CCCCA A T A  12369
CACA T A T T A C A T T T T GA CC T T T T TGA T T A A GA A T CG T A T C CG TGGC T AC T GC T GT T T T AC CGG T C T G T C T G T CCCCA A T A  12696

A T T A A T T C T C GC TGACCGCG T CC T A T AGGG A T CA T CGA A T CA A T AGCA A T A AG T CC TG T T T GA AGAGGC T CA T A T ACGGA  12564

13.140 13.160 13.180 13.200

A T T A A T T C T C GC TGACCGCG T CC T A T AGGG A T CA T CGA A T CA A T AGCA A T A AG T CC TG T T T GA AGAGGT T CA T A T ACGGA  12474
A T T A A T T C T C GC TGACCGCG T CC T A T AGGG A T CA T CGA A T CA A T AGCA A T A AG T CC TG T T T GA AGAGGC T CA T A T ACGGA  12472
A T T A A T T C T C GC TGACCGCG T CC T A T AGGG A T CA T CGA A T CA A T AGCA A T A AG T CC TG T T T GA AGAGGC T CA T A T ACGGA  12449
A T T A A T T C T C GC TGACCGCG T CC T A T AGGG A T CA T CGA A T CA A T AGCA A T A AG T CC TG T T T GA AGAGGC T CA T A T ACGGA  12776

ACG T C T CGA A A T A A T ACC TG GAGCGGGGGA T T CA A T T A A T CGAGA T T CAG A AGC T GA A A T T T CACC T CGA CCGT CA A T AG  12644

13.220 13.240 13.260 13.280

ACG T C T CGA A A T A A T ACC TG GAGCGGGGGA T T CA A T T A A T CGAGA T T CAG A AGC T GA A A T T T CACC T CGA CCGT CA A T AG  12554
ACG T C T CGA A A T A A T ACC TG GAGCGGGGGA T T CA A T T A A T CGAGA T T CAG A AGC T GA A A T T T CACC T CGA CCGT CA A T AG  12552
ACG T C T CGA A A T A A T ACC TG GAGCGGGGGA T T CA A T T A A T CGAGA T T CAG A AGC T GA A A T T T CACC T CGA CCGT CA A T AG  12529
ACG T C T T GA A A T A A T CCC TG GAGCGGGAGA T T CA A T T A A T CGAGA T T CAG A AGC T GA A A T T T CACCACGG CCGT CA A T AG  12856

G T T T AGCCAG GGCA T T T A T A ACACGACCCA A A T A AGCC T C GC T T AC T GGT A T C TGAGCA A T C T T T CC TG T T GC T T T T ACA  12724

13.300 13.320 13.340 13.360

G T T T AGCCAG GGCA T T T A T A ACACGACCCA A A A A AGCC T C GC T T AC T GGT A T C TGAGCA A T T T T T CC TG T T GC T T T T ACA  12634
G T T T AGCCAG GGCA T T T A T A ACACGACCCA A A T A AGCC T C GC T T AC T GGT A T C TGAGCA A T T T T T CC TG T T GC T T T T ACA  12632
G T T T AGCCAG GGCA T T T A T A ACACGACCCA A A T A AGCC T C GC T T ACGGGT A T C TGAGCA A T T T T T CC TG T T GC T T T T ACA  12609
G T T T AGCCAG GGCA T T T A T A ACACGACCCA A A T A AGCC T C GC T T AC T GGT A T C TGAGCA A T T T T T CC TG T T GC T T T T ACA  12936

GA A C T T CCC T C T TGGA T CA T T A A ACCGT CA CCCA T T A A T A CA ACACCA AC A T T A T T TGA T T CCA A A T T CA GAGCA A T GCC  12804

13.380 13.400 13.420 13.440

GA A C T T CC T T C T TGGA T CA T T A A ACCGT CA CCCA T T A A T A CA ACACCA AC A T T A T T TGA T T CCA A A T T CA GAGCA A T GCC  12714
GA A C T T CCC T C T TGGA T CA T T A A ACCGT CA CCCA T T A A T A CA ACACCA AC A T T A T T TGA T T CCA A A T T CA GAGCA A T GCC  12712
GA A C T T CCC T C T TGGA T CA T T A A ACCGT CA CCCA T T A A T A CA ACACCA AC A T T A T T TGA T T CCA A A T T CA GAGCA A T GCC  12689
GAGC T T CCC T C T TG T A T CA T T A A ACCGT CA CCCA T T A A T A CA ACACCA AC A T T A T T TGA T T CCA A A T T CA GAGCA A T GCC  13016
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T A T T GT ACCC T C T T CA A A T T C T AC T A A T T C ACC T GCCA T T A C T T CA T CA A GA CCA T A A A T ACGAGCGA T G CCGT CGCC T A  12884

13.460 13.480 13.500 13.520

T A T T GT ACCC T C T T CA A A T T C T AC T A A T T C ACC T GCCA T T A C T T CA T CA A GA CCA T A A A T ACGAGCGA T G CCGT CGCC T A  12794
T A T T GT ACCC T C T T CA A A T T C T AC T A A T T C ACC T GCCA T T A C T T CA T CA A GA CCA T A A A T ACGAGCGA T G CCGT CGCC T A  12792
T A T T GT ACCC T C T T CA A A T T C T AC T A A T T C ACC T GA CA T T A C T T CA T CA A GA CCA T A A A T ACGAGCGA T G CCGT CGCC T A  12769
T A T T GT ACCC T C T T CA A A T T C T AC T A A T T C ACC T GCCA T T A C T T CA T CA A GA CCA T A A A T ACGAGCGA T G CCGT CGCC T A  13096

C T T GA AG T A C GG T A CC T A T A T T T ACAC T C T T GA C T T C T CG A T T A T A T T GC T CA A T ACG T T CACGGA T A A T A T T A C T A A T T  12964

13.540 13.560 13.580 13.600

C T T GA AG T A C GG T A CC T A T A T T T ACA A T C T T GA C T T C T C T A T T A T A T T GC T CA A T ACG T T CACGGA T A A T A T T A C T A A T T  12874
C T T GA AG T A C GG T A CC T A T A T T T ACA A T C T T GA C T T C T C T AG T A T A T T GC T CA A T ACG T T CACGGA T A A T A T T A C T A A T T  12872
C T T GA AG T A C GG T A CC T A T A T T T ACA A T C T T GA C T T C T C T A T T A T A T T GC T CA A T ACG T T CACGGA T A A T A T T A C T A A T T  12849
C T T GA AG T A C GG T A CC T A T A T T T ACA A T C T T T A C T T C T C T A T T A T A T T GC T CA A T ACG T T CACGGA T A A T A T T A C T A A T T  13176

T CA T CGGC T C T A A T T GT T AC CA T GAG T A T T T C T T A A T T T T T T T T T T T GGA AGA A A A A A A A T A A T GCC T A C CG T A A A AGGA  13044

13.620 13.640 13.660 13.680

T CG T CGGC T C T A A T T GT T AC CA T GAG T A T T T C T T A A T T T T T T T T T - - GGA AGA A A A A A A A T A A T GCC T A C CA T A A A AGGA  12952
T CG T CGGC T C T A A T T GT T AC CA T GAG T A T T T C T T A A T T T T T T T T - - - - GG A AGA A A A A A A T A A T GCC T A C CG T A A A AGGA  12948
T CG T CGGC T C T A A T GGT T AC CA T GAG T A T T T C T T A A T T T T T T T T - - - GGA AGA A A A A A A A T A A T GCC T A C CA T A A A AGGA  12926
T CG T CGGC T C T A A T T GT T AC CA T GAG T A T T T C T T A A T T T T T T T - - - GGA A GA A A A A A A A A T A A T GCC T A C CG T A A A AGGA  13253

C T A A T CA A T T A T T T C T T T CA T CGCCCCA A A CA T GCCA A T A T T AGCAC T A A TGG T A CGT A A A TG T A A C T CC T T GT T CA A AC  13124

13.700 13.720 13.740 13.760

C T A A T CA A T T A T T T C T T T CA T CGCCCCA A A CA T GCCA A T A T T AGCAC T A A TGG T A CGT A A A TG T A A C T CC T T GT T CA A AC  13032
C T A A T CA A T T A T T T C T T T CA T CGCCCCA A A CA T GCCA A T A T T AGCAC T A A TGG T A CGT A A A TG T A A C T CC T T GT T CA A AC  13028
C T A A T CA A T T A T T T C T T T CA T CGCCCCA A A CA T GCCA A T A T T AGCAC T A A TGG T A CGT A A A TG T A A C T CC T T GT T CA A AC  13006
C T A A T CAGT T A T T T C T T T CA T CGCCCCA A A CA T GCCA A T A T T AGCGC T A A TGG T A CGT A A A TG T A A C T CC T T GT T CA A AC  13333

AGC T A T T CAG AG T T CC T AGA GC T CC T TG T A A AGC T T G T T G GA A A ACCCGT TG T CGGAC T T GA T T A A T TGC T C T T T GT T GT  13204

13.780 13.800 13.820 13.840

AGC T A T T CAG AG T T CC T AGA GC T CC T TG T A A AGC T T G T T G GA A A ACCCGT TG T CGGAC T T GA T T A A T TGC T C T T T GT T GT  13112
AGC T A T T CAG AG T T CC T AGA GC T CC T TG T A A AGC T T G T T G GA A A ACCCGT TG T CGGAC T T GA T T A A T TGC T C T T T GT T GT  13108
AGC T A T T CAG AG T T CC T AGA GC T CC T TG T A A AGC T T G T T G GA A A ACCCGT TG T CGGAC T T GA T T A A T TGC T C T T T GT T GT  13086
A AC T A T T CAG AG T T CC T AGA GC T GC T TG T A A AGC T T G T T G GA A A ACC T GT TG T CGGAC T T GA T T A A T TGC T C T T T GT T GT  13413

T CA A A A T GA A T GGT T T CA T T T T T GT A A T T T T C T A A T T GT T CCA A AGT C T T A T A AG T TGA A T T A A T CA A A T T CA A T T T T T C  13284

13.860 13.880 13.900 13.920

T CA A A A T GA A T GGT T T CA T T T T T GT A A T T T T C T A A T T GT T CCA A AGT C T T A T A AG T TGA A T T A A T CA A A T T CA A T T T T T C  13192
T CA A A A T GA A T GGT T T CA T T T T T GT A A T T T T C T A A T T GT T CCA A AGT T T T A T A AG T TGA A T T A A T CA A A T T CA A T T T T T C  13188
T CA A A A T GA A T GGT T T CA T T T T T GT A A T T T T C T A A T T GT T CCA A AGT C T T A T A AG T TGA A T T A A T CA A A T T CCA T T T T T C  13166
T CA A A A T GA A T GGT T T CA T T T T T GT A A T T T T C T A A T T C T T CCA A AGT C T T AGA AG T TGA A T T A A T CA A A T T CCA T T T T T C  13493

T CG T T C T A T C T CCGAGT A T C CA T T CAC T CG A A A C TGA T C T GCC T CCA T T T CGAC T T T CCG T A AGCGGGCC CG TGC T T T T T  13364

13.940 13.960 13.980 14.000

T CG T T C T A T C T CCGAGT A T C CA T T CAC T CG A A A C TGA T C T GCC T CCA T T T CGAC T T T CCG T A A ACGGGCC CG TGC T T T T T  13272
T CG T T C T A T C CCCGAGT A T C CA T T CAC T CG A A A C TGA T C T GCC T CCA T T T CGAC T T T CCG T A AGCGGGCC CG TGC T T T T T  13268
T CG T T C T A T C T CCGAGT A T C CA T T CAC T CG A A A C T T A T C T GCC T CCA T T T CGAC T T T CCG T A AGCGGGCC CG TGC T T T T T  13246
T CG T T C T A T C T CCGAGT A T C CA T T CGC T CG A A A C TGA T C T GCC T CCA T T T CGAC T T T CCG T A AGCGGGCC CGGGC T T T T T  13573

CCAGCCG T T C A A TGGCCCC T CCC TGCAG T T C T T C TGA A T T T CGA A T AG T A T T CA AGA T T C T CAG T T T T CG A T T A T C T A A T  13444

14.020 14.040 14.060 14.080

CCAGCCG T T C A A TGGCCCC T CCC TGCAG T T C T T C TGA A T T T CGA A T AG T A T T CA AGA T T C T CAG T T T T CG A T T A T C T A A T  13352
CCAGCCG T T C A A TGGCCCC T CCC TGCAG T T C T T C TGA A T T T CGA A T AG T A T T CA AGA T T C T CAG T T T T CG A T T A T C T A A T  13348
CCAGCCG T T C A A TGGCCCC T CCC TGCAG T T C T T C TGA A T T T CGA A T AG T A T T CA AGA T T C T CAG T T T T CG A T T A T C T A A T  13326
CCAGCCG T T C A A TGGCCCC T CCC TGCAG T T C T T C TGA A T T T CGA A T AG T A T T CA AGA T C T T CA A T T T T CG A T T A T C T A A T  13653

A A A T CA C T T A A T GA A AG T AG A T T A T C T T T A CA T CCA T C T C A A A A C T T CCA TGA T CCC T T C CCGA ACCA A A CA TGA A T T T T  13524

14.100 14.120 14.140 14.160

A A A T CA C T T A A T GA A AG T AG A T T A T C T T T A CACCCA T C T C A A A A C T T CCA TGA T CCC T T C CCGA ACCA A A CA TGA A T T T T  13432
A A A T CA C T T A A T GA A AG T AG A T T A T C T T T A CA T CCA T C T C A A A A C T T CCA TGA T CCC T T C CCGA ACCA A A CA TGA A T T T T  13428
A A A T CA C T T A A T GA A AG T AG A T T A T C T T T A CA T CCA T C T C A A A A C T T CCA TGA T CCC T T C CCGA ACCA A A CA TGA A T T T T  13406
A A A T CA C T T A A T GA A AG T AG A T T A T CC T T C CA T T CA T C T C A A A A T T T CCA TGA T CCC T T C CCGA ACCA A A CA TGA A T T T T  13733

T CGA T T CA T T T GGC T C T CAC AC T CA A T T AC T T CA AC T AC T T A TG T A T GGG GGGGGGA A T T CCCA T A T C T T T T T T T T A A TG  13604

14.180 14.200 14.220 14.240

T CGA T T CA T T T GGC T C T CAC AC T CA A T T AC T T CA AC T AC T T A TG T A T GGG GGGG - - A A T T CCCA T A T C T T T T T T T T A A TG  13510
T CGA T T CA T T T GGC T C T CAC AC T CA A T T AC T T CA AC T AC T T A TG T A T GGG GGGGG - A A T T CCCA T A T C T T T T T T T T A A TG  13507
T CGA T T CA T T T GGC T C T CAC AC T CA A T T AC T T CA AC T AC T T A TG T A T GGG GGGGG - A A T T CCCA T A T C T T T T T T T T A A TG  13485
T CGA T T CA T T T GGC T C T CAC AC T CA A T T AC T T CA AC T AC T T A TG T A T GGG GGG - - T T A T T CCCA T A T C T T T T T T T T A A TG  13811

T A A T GAG T C T A T CC T C T CCC T C T C T T C T C T A T T CA T A T T C CA A A A TGA A T GT T ACGAC T G A T CAC T A A T C CA AGACCAGA  13684

14.260 14.280 14.300 14.320

T A A T GAG T C T A T CC T C T CCC T C T C T T C T C T A T T CA T A T T C CA A A A TGA A T GT T ACGAC T G A T CAC T A A T C CA AGACCAGA  13590
T A A T GAG T C T A T CC T C T CCC T C T C T T C T C T A T T CA T A T T C CA A A A TGA A T GT T ACGAC T G A T CAC - - - - - - - - - ACCAGA  13578
T A A T GAG T C T A T CC T C T CCC T C T C T T C T C T A T T CA T A T T C CA A A A TGA A T GT T ACGAC T G A T CAC - - - - - - - - - ACCAGA  13556
T A A T GAG T C T A T CC T C T T CC T T T C T T C T C T A T T CA T A T T C A A A A A TGA A T GT T GCGAC T G A T CAC T A A T C CA AGACCAGA  13891

A T A T T CGGAG GAC T C T T C TG ACCA A ACA A A A A T A T A T A A T T G T CAGCA A A GT T GT T T C T T T T T T - A T T CA A A T CCA A AGA  13763

14.340 14.360 14.380 14.400

A T A T T CGGAG GAC T C T T C TG ACCA A ACA A A A A T A T A T A A T T G T CAGCA A A GT T GT T T C T T T T T T - C T T CA A A T CCA A AGA  13669
A T A T T CGGAG GAC T C T T C TG ACCA A ACA A A A A T A T A T A A T T G T CAGCA A A GT T GT T T C T T T T T T - C T T CA A A T CCA A AGA  13657
A T A T T CGGAG GAC T C T T C TG ACCA A ACA A A A A T A T A T A A T T G T CAGCA A A GT T GT T T C T T T T T T - C T T CA A A T CCA A AGA  13635
A T A T T CGGAG GAC T C T T C TG ACCA A ACA A A A A T A T A T A A T T G T CAGCA A A GT T GT T T C T T T T T T T C T T CA A A T CCA A AGA  13971

A T T C T T C T T A T T T T A T A CA T AGG T CA T CGA T T CAGCA T A A A A AG - GG T T A GT CGA A A T AC C T A T T T T T CC A A T A T T T T T C  13842

14.420 14.440 14.460 14.480

A T T C T T C T T A C T T T A T A CA T AGG T CA T CGA T T CAGCA T A A A A AG - GG T T A GT CGA A A T AC C T A T T T T T CC A A T A T T T T T C  13748
A T T C T T C T T A C T T T A T A CA T AGG T CA T CGA T T CAGCA T A A A A AGAGG T T A GT CGA A A T AC C T A T T T T T CC A A T A T T T T T C  13737
A T T C T T G T T A C T T T A T A CA T AGG T CA T CGA T T CAGCA T A A A A AGGGG T T A GT CGA A A T AC C T A T T T T T CC A A T A T T T T T C  13715
A T T C T T C T T A C T T T A T A CA T AGG T CA T CGA T T CAGCA T A A A A A A - GG T TG GT T GA A A T AC C T AG T T T T CA A A A A T T T T CC  14050

A A T A A A A T T G CCA A T ACCA A T A A A AGGC T C A AC T C T T T T T A T CGACA T GA GT G T T T T A T A T CGA A A A A A A A A A - - - - - - -   13915

14.500 14.520 14.540 14.560

A A T A A A A T T G CCA A T ACCA A T A A A AGGC T C A AC T C T T T T T A T CGACA T GA GT G T T T T A T A T CGA A A A A A A A A A A - - - A A A  13825
A A T A A A A T T G CCA A T ACCA A T A A A AGGC T C A AC T C T T T T T A T CGACA T GA GT G T T T T A T A T CGA A A A A A A A A A A - - - - - -   13811
A A T A A A A T T G CCA A T ACCA A T A A A AGGC T C A AC T C T T T T T A T CGACA T GA GT G T T T T A T A T CGA A A A A A A A A A A - - - - - -   13789
A A T A A A A T T G CCA A T AGCA A T A A A AGGC T C A A A T C T T T T T A T CGACA T GA GT G T T T T A T A T CGA A A A A A A A A A A T T T ACA  14130
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- T T T CCA A T T A T T CA T T T TG A A A A - CA T T T C T A T T C T A T A T T A A C T A T AG T AG T AGA A AG AGT ACCC TGC T G TG T C T GGA  13993

14.580 14.600 14.620 14.640

A T T T CCA A T T T T T CA T T T TG A A A A - CA T T T C T A T T C T A T A T T A A C T A T AG T AG T AGA A AG AGT ACCC TGC T G TG T C T GGA  13904
- T T T CCA A T T A T T CA T T T TG A A A A - CA T T T C T A T T C T A T A T T A A C T AGAG T AG T AGA A AG AGT ACCC TGC T G TG T C T GGA  13889
- T T T CCA A T T A T T CA T T T TG A A A A - CA T T T C T A T T C T A T A T T A A C T AGAG T AG T AGA A AG AGT ACCC TGC T G TG T C T GGA  13867
A T T A T T A A T T A T T CA T T T TG A A A A A CA T T T A T A T T C T A T A T T A A C - A T AG T AG T AGA A AG AGT ACCG TGC T G TG T C T GGA  14209

C T T CA A AC T T T AGC T T T A AC CA T GT T A A T A G T CCCGCA T T A T TGG T T T GG T T GA T AGAGA A T CA A A A T AG A T T T ACCA A T  14073

14.660 14.680 14.700 14.720

C T T CA A AC T T T AGT T T T A AC CA T GT T A A T A G T CCCGCA T T A T TGG T T T GG T T GA T AGAGA A T CA A A A T AG A T T T ACCA A T  13984
C T T CA A AC T T T AGC T T T A AC CA T GT T A A T A G T CCCGCA T T A T TGG T T T GG T T GA T AGAGA A T CA A A A T AG A T T T ACCA A T  13969
C T T CA A AC T T T AGC T T T A AC CA T GT T A A T A G T CCCGCA T T A T TGG T T T GG T T GA T AGAGA A T CA A A A T AG A T T T ACCA A T  13947
C T T CA A AC T T T AGT T T T A AC CA T GT T A A T G A T CCCA CA T T A T TGG T T T GG T T GA T AGAGA A T CA A A A TGG A T T T CCCA A T  14289

GA A T CA CGA A A T GC T A T AGT T C T T A A A T A T GA T T TGA A A T T GA T T CAGA A GT A A T T CGCG GA A T CA T GCA CCCC T T T CGG  14153

14.740 14.760 14.780 14.800

GA A T CA CGA A A T GC T A T GGT T C T T A A A T A T GA T T TGA A A T T GA T T CAGA A GT A A T T CGCG GA A T CA T GCA CCCC T T T CGA  14064
GA A T CA CGA A A T GC T A T GGT T C T T A A A T A T GA T T TGA A A T T GA T T CAGA A GT A A T T CGCG GA A T CA T GCA CCCC T T T CGG  14049
GA A T CA CGA A A T GC T A T GGT T C T T A A A T A T GA T T TGA A A T T GA T T CAGA A GT A A T T CGCG GA A T CA T GCA CCCC T T T CGG  14027
GA A T CA CGA A A T GC T A T GGT T C T T A A A T A T GA T T TGA A A T T GA T T CAGA A GT A A T T CGCG GA A T T A T GCA CCC T T T T - GG  14368

T CC T AG T T A T A ACGA A A A A A A A A A - - GT GC AGC T GG T TGG A T CCAGCC T A T T C T T GA A A T A A A CA A C T CG CACA CAC T CC  14231

14.820 14.840 14.860 14.880

T CC T AG T T A T A ACGA A A A A A A A A - - - GT GC AGC T GG T TGG A T CCAGCC T A T T C T T GA A A T A A A CA A C T CG CACA CAC T CC  14141
T CC T AG T T A T A ACGA A A A A A A A A A A - GT GC AGC T GG T TGG A T CCAGCC T A T T C T T GA A A T A A A CA A C T CG CACA CAC T CC  14128
T CC T AG T T A T A ACGA A A A A A A A A - - - GT GC A AC T GG T TGG A T CCAGCC T A T T C T T GA A A T A A A CA A C T CG CACA CAC T CC  14104
T CC T AG T T A T A ACA A A A A A A A A A A A AGT GC AGC T GG T TGG A T CCAGCC T A T T C T T GA A A T A A A CA A C T CG CACA CAC T CC  14448

C T T T CCA A A A A AGA T CA A T A CA CCA AGCAC T ACAC T T AGA T T T A T TGGA T T T G T T GC T A A A A T A T CGGT A T T A A AC T T A A  14311

14.900 14.920 14.940 14.960

C T T T CCA A A A A AGA T CA A T A CA CCA AGCAC T ACAC T T AGA T T T A T TGGA T T T G T T GC T A A A A T A T CGGT A T T A A AC - - - -   14217
C T T T CCA A A A A AGA T CA A T A CA CCA AGCAC T ACAC T T AGA T T T A T TGGA T T T G T T GC T A A A A T A T CGGT A T T A A AC - - - -   14204
C T T T CCA A A A A AGA T CA A T A CA CCA AGCAC T ACAC T T AGA T T T A T TGGA T T T G T T GC T A A A A T A T CGGT A T T A A AC - - - -   14180
C T T T CCA A A A A AGA T CA A T A CA CCA AGCAC T A T AC T T AGA T T T A T TGGA T T T G T T GC T A A A A T A T CGGT A T T A A AC - - - -   14524

ACCCGA A AC T CCCGGCGA A T GGCCAG TGA A CCA A AGA A A C GA A AGA A T CG GT T ACA T T T T T CA T A T GA T C T CC T C T T T T A  14391

14.980 15.000 15.020 15.040

- - CCGA A AC T CCCGGCGA A T GGCC T G TGA A CCA A AGA A A C GA A AGA A T CG GT T ACA T T T T T CA T A T GA T C T CC T C T T T T A  14295
- - CCGA A AC T CCCGGCGA A T GGCCAG TGA A CCA A AGA A A C GA A AGA A T CG GT T ACA T T T T T CA T A T GA T C T CC T C T T T T A  14282
- - CCGA A AC T CCCGGCGA A T GGCCAG TGA A CCA A AGA A A C GA A AGA A T CG GT T ACA T T T T T CA T A T GA T C T CC T C T T T T A  14258
- - CCGA A AC T CCCGGCGA A T GGCCAG TGA A CCA A AGA A A C GA A AGA A T CG GT T ACA T T T T T CA T A T GA T C T CC T C T T T T A  14602

GA T AGA C T A A A A A A A A - - GA AC T GAG T T CC T T T T T T T T T - - - GT A T CAC T T CACC T T T T T T T T T T T T T T T T C T A C T T A A T  14466

15.060 15.080 15.100 15.120

GA T AGA C T A A A A A A A A - - GA AC T GAG T T CC T T T T T T T T T - - - GT A T CAC T T CA T C T T T T T T T T - - - - - - - - C T A C T T A A T  14362
GA T AGA C T A A A A A A A A - - GA AC T GA A T T CC T T T T T T T T T - - - GT A T CAC T T CACC T T T T T T T T T T - - - - - - C T A C T T A A T  14351
GA T AGA C T A A A A A A A A - - GA ACAGA A T T CC T T T T T T T T T T T T GT A T CAC T T CACC T T T T T T T T T T - - - - - - C T A C T T A A T  14330
GA T AGA C T A A A A A A A A A AGA AC T GAG T T CC T T T T T T T T T T - - GT A T CAC T T CACC T T T T T T T T T T T - - - - - C T A C T T A A T  14675

A T T T - - - - - - - A T T - - - - A T A T T T A T T T A A T TGA T A A T T G A T T T G T T T T T T T T T T T T T T T CGT A A T T T A C C T A T T T CGA A  14535

15.140 15.160 15.180 15.200

A T T T - - - - - - - A T T - - - - - - - - - - - - - - - - - - - - T A A T T G A T T T G T T T T T T T T T T - - - - - CGT A A T T T A C C T A T T T CGA A  14410
A T T T TGA A T A T A T T T TGA A T A T T T A T T T A A T TGA T T A T T G A T T T G T T T T T T T T T T T T T - - CGT A A T T T A C C T A T T T CGA A  14429
A T T T TGA A T A T AGT T TGA A T A T T T A T T - - - - - - - T A A T T G A T T T G T T T T T T T T T T - - - - - CGT A A T T T A C C T A T T T CGA A  14398
A T T T T T A A T A T T T A T T - - - - - - - - - - - - - - - - - - T A A T T G A T T T G T T T T T T T T T A - - - - - - GT A A T T T A C C T A T T T CGA A  14731

A - - - - - - - - - - - - - - - - - - - - - - - - - T C T T T T C T T T CA A T T GGAGA T T CC CA A T A AGA A A GA T AC T T A T T AG T A T T A - - -   14587

15.220 15.240 15.260 15.280

A - - - - - - - - - - - - - - - - - - - - - - - - - T C T T T T C T T T CA A T T GGAGA T T CC CA A T A AGA A A GA T AC T T A T T AG T A T T A T T A  14465
ACAGAG T CGA A A A T T C T A T T T CGA A A T C T T T T C T T T CA A T T GGAGA T T CC CA A T A AGA A A GA T AC T T A T T AG T A T T A - - -   14506
ACAGAG T CA A A A A T T CGA T T T CGA A A T C T T T T C T T T CA A T T GA AGA T T CC CA A T A AGA A A GA T AC T T A T T AG T A T T A - - -   14475
A A AGAG T CA A A A A T T C T A T T T CGA A A T C T T T T C T T T CA A T T GGAGC T T CC CA A T A AGA A A GA T AC T T A T T AG T A T T A - - -   14808

- - - - - - - - - - - - GGGACC TG GT C T CA TG T C A A T T GT A A A A A ACC T CG T T T GT T GCA ACAC T CC T T A A A A A GAGGG T T T T C  14655

15.300 15.320 15.340 15.360

T T A T T AG T A T T AGGGACC TG GT C T CA TG T C A A T T GCA A A A A ACC T CG T T T GT T GCACCAC T CC T T A A A A A GAGAG T T T T C  14545
- - - - - - - - - - - - GGGACC TG GT C T CA TG T C A A T T GCA A A A A ACC T CG T T T GT T GCA ACAC T CC T T A A A A A GAGGG T T T T C  14574
- - - - - - - - - - - - GGGACC TG GT C T CA TG T C A A T T GCA A A A A ACC T CG T T T GT T GCA ACAC T CC T T A A A A A GAGGG T T T T C  14543
- - - - - - - - - - - - GGGACCCG GT C T CG TG T C A A T T GCA A A A A ACC T CG T T T GT T GCA ACAC T CC T TGA A A A GAGGG T T T CC  14876

CC T AGA C T A A GA A AGGGA A A - GA A A A A A AG CA A A T T GGT A T GC T T A T GC T A A T T CC T CA T CC T CA A A T CA A T CC T T CCA A  14734

15.380 15.400 15.420 15.440

CC T AGA C T A A GA A AGGGA A A - GA A A A A A AG CA A A T T GGT A T GC T T A T GC T A A T T CC T CA T CC T CA A A T CA A T CC T T CCA A  14624
CC T AGA C T A A GA A AGGGA A A CA A A A A A A AG CA A A T T GGT A T GC T T A T GC T A A T T CC T CA T CC T CA A A T CA A T CC T T CCA A  14654
CC T AGA C T A A GA A AGGGA A A C - A A A A A A AG CA A A T T GGT A T GC T T A T GC T A A T T CC T CA T CC T CA A A T CA A T CC T T CCA A  14622
CC T AGA C T A A GA A AGGGA A A - - GA A A A A AG CGA A T T GGT A T GC T T A T GC T A A T T CC T CA T CC T CA A A T CA A T T C T T A CA A  14954

T TG T AGGAGA GGAG T GA A A T C T T GA T AGA A T T CGA A A A AG CA AGA A A CAC GGG T C T A T A A A T A - AGAGA A A A A A A A A A A A  14813

15.460 15.480 15.500 15.520

T TG T AGGAGA GGAG T GA A A T C T T GA T AGA A T T CGA A A A AG CA AGA A A CAC GGG T C T A T A A A T A - AGAGA A A A A A A - - - - -   14698
T TG T AGGAGA GGAG T GA A A T C T T GA T AGA A T T CGA A A A AG CA AGA A A CAC GGG T C T A T A A A T A - AGAGA A A A A A A A - - - -   14729
T TG T AGGAGA GGAG T GA A A T C T T GA T AGA A T T CGA A A A AG CA AGA A A CAC GGG T C T A T A A A T A - AGAGA A A A A A A A - - - -   14697
T TG - - - - - GA G T A T T GA A A T C T T GA T AGA A T T CGA A A A AG CA AGA A AGAC GGG T C T GT A A A TG T A A A T A A GA A A A A A A A A  15029

GA AG T A A T T T T CC T A T T T A T AGGA T T A A AC A A A AGGA T T C GCA A A T A A A A GCGC T A A T GC T ACA ACCA A T CCA T A A A T TG  14893

15.540 15.560 15.580 15.600

GA AG T A A T T T T CC T A T T T A T AGGA T T A A AC A A A AGGA T T C GCA A A T A A A A GCGC T A A T GC T ACA ACCA A T CCA T A A A T TG  14778
GA AG T A A T T T T CC T A T T T A T AGGA T T A A AC A A A AGGA T T C GCA A A T A A A A GCGC T A A T GC T ACA ACCA A T CCA T A A A T TG  14809
GA AG T A A T T T T CC T A T T T A T AGGA T T A A AC A A A AGGA T T C GCA A A T A A A A GCGC T A A T GC T ACA ACCA A T CCA T A A A T TG  14777
T A AG T A A T T T T CC T A T T T A T GGGA T T A A AC A A A AGGA T T C GCA A A T A A A A GCGC T A A T GC T ACA ACCA A T CCA T A A A T TG  15109

T T A A AGC T T C CA T A A A AGCC AGAC T A AGCA A T A A AG T ACC T CGT A T T T T T CCC T CCGCC T CGGG T T G T C T CGCGA T A CC T  14973

15.620 15.640 15.660 15.680

T T A A AGC T T C CA T A A A AGCC AGAC T A AGCA A T A A AG T ACC T CGT A T T T T T CCC T CCGCC T CGGG T T G T C T CGCGA T A CC T  14858
T T A A AGC T T C CA T A A A AGCC AGAC T A AGCA A T A A AG T ACC T CGT A T T T T T CCC T CCGCC T CGGG T T G T C T CGCGA T A CC T  14889
T T A A AGC T T C CA T A A A AGCC AGAC T A AGCA A T A A AG T ACC T CGT A T T T T T CCC T CCGCC T CGGG T T G T C T CGCGA T A CC T  14857
T T A A AGC T T C CA T A A A AGCC AGAC T A AGCA A T A A AG T ACC T CGT A T T T T T CCC T CCGCC T CGGG T T G T C T CGCGA T A CC T  15189

14



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

T C T ACAGC T T GGCCCGCAGC AG T ACC T T GA CCA AC T CCAG G T CCA A T AGA AGCA AGCCCG ACAGCCA ACC CAGCAGCA A T  15053

15.700 15.720 15.740 15.760

T C T ACAGC T T GGCCCGCAGC AG T ACC T T GA CCA AC T CCAG G T CCA A T AGA AGCA AGCCCA ACAGCCA ACC CAGCAGCA A T  14938
T C T ACAGC T T GGCCCGCAGC AG T ACC T T GA CCA AC T CCAG G T CCA A T AGA AGCA AGCCCG ACAGCCA ACC CAGCAGCA A T  14969
T C T ACAGC T T GGCCCGCAGC AG T ACC T T GA CCA AC T CCAG G T CCA A T AGA AGCA AGCCCG ACAGCCA ACC CAGCAGCA A T  14937
T C T ACAGC T T GGCCCGCAGC AG T ACC T T GA CCA AC T CCAG G T CCA A T AGA AGCA AGCCCG ACAGCCA ACC CAGCAGCA A T  15269

A ACAGA AGCG GCAGA A A T CA GT GGA T T CA T GA T A AG T T CC T CGCAC T A A A A T A - - - - - - - - A AGA A A A A A T A AGGA A A T A  15125

15.780 15.800 15.820 15.840

A ACAGA AGCG GCAGA A A T CA GT GGA T T CA T GA T A AG T T CC T CGCAC T A A A A T A - - - - - - - - A A CA A A A A A T A AGGA A A T A  15010
A ACAGA AGCG GCAGA A A T CA GT GGA T T CA T GA T A AG T T CC T CGCAC T A A A A T A - - - - - - - - A AGA A A A A A T A AGGA A A T A  15041
A ACAGA AGCG GCAGA A A T CA GT GGA T T CA T GA T A AG T T CC T CGCAC T A A A A T A - - - - - - - - A AGA A A A A A T A AGGA A A T A  15009
A ACAGA AGCG GCAGA A A T CA GT GGA T T CA T GA T A AG T T CC T CGCAC T A A A A T AC T A A A A T A A AGA A A A A A T A A AGA A A T A  15349

G T T A A T GA T A CA A T CGT CCA A T T A A T T A T G AC T T A A T T C T T CCA T CA C T A AGA T T CA T AC AGCCGA AGT A A C T A AGA AC T  15205

15.860 15.880 15.900 15.920

G T T A A T GA T A CA A T CGT CCA A T GA A T T A T G AC T T A A T T T T T CCA T CGC T A AGA T T CA T AC AGCCGA AGT A A C T A AGA AC T  15090
G T T A A T GA T A CA A T CGT T CA A T GA A T T A T G AC T T A A T T C T T CCA T CGC T A AGA T T CA T AC AGA CGA AGT A A C T A AGA AC T  15121
G T T A A T GA T A CA A T CGT CCA A T GA A T T A T G AC T T A A T T C T T CCA T CGC T A AGA T T CA T AC AGCCGA AGT A A C T A AGA AC T  15089
G T T A A T GA T A CA A T T GT CCA A T GA A T T A T G AC T T A A T T C T T CCA T CGC T A AGA T T CA T CC A T A AGA A - - - - - - A AGA AC T  15423

CCGA A T T GA A T GA A T A A A A A T A A T A T T C T A T CA A A A CGA A A AC T AC T T CG A T C T C T C T T T T T T AGT T CCG A T CCACAGGA  15285

15.940 15.960 15.980 16.000

CCGA A T T GA A T GA A T A A A A A T A A T A T T C T A T CA A A A CGA A A AC T AC T T CG A T C T C T C T T T T T T AGT T CCG A T CCACAGGA  15170
CCGA A T T GA A T GA AGA A A A A T A A T A T T C T A T CA A A A CGA A A AC T AC T T CG A T C T C T C T T T T T T AGT T CCG A T CCACAGGA  15201
CCGA A T T GA A T GA AGA A A A A T A A T A T T C T A T CA A A A CGA A A A T T AC T T CG A T C T C T C T T T T T T AGT T CCG A T CCACAGGA  15169
CCGA A T T GA A T T A A T A A - - - T A A T A T T CCA T CA A A A CGA A A AC T AC T T CG A T A T C T C T T T T T T AGT T CCG A T CCACAGGA  15500

T T T T TG T A A A T CCA T ACGAC T T T TG T T C T T CCA T T T C T T T T T T CCGA ACC T T T T T T TGA A T T C T T CG T T C G T T CG T T T T C  15365

16.020 16.040 16.060 16.080

T T T T TG T A A A T CCA T ACGAC T T T TG T T C T T CCA T T T C T T T T T T CCGA A T C A T T T T T TGA A T T C T T CG T T C A T T CG T T T T C  15250
T T T T TG T A A A T CCA T ACGAC T T T TG T T C T T CCA T T T C T T T T T T CCGA ACC T T T T T T TGA A T T C T T CG T T C G T T CG T T T T C  15281
T T T T TG T A A A T CCA T ACGAC T T T TG T T C T T CCA T T T C T T T T T T CCGA ACC T T T T T T TGA A T T C T T CG T T C G T T CG T T T T C  15249
T T T T TG T GA A T CCA T ACGAC T T T T T T T C T T CCA T T T C T T T T T T CCGA ACC A T T T T T TGA A T T C T T CG T T C G T T CG T T T T C  15580

T TGA T T T CA T C T C T T T A T T T T T A T T CA T T C A A T T CCCAG T CCA AGACGA A A T AGA A A A A T T T C T A T T GGA A T CCC T A T CG  15445

16.100 16.120 16.140 16.160

T T T A T T T CA T C T C T T T A T T T T T A T T CA T T C A A T T CCCAG T CCA AGACGA A A T AGA A A A A T T T C T A T T GGA A T CCC T A T CG  15330
T T T A T T T CA T C T C T T T A T T T T T A T T CA T T C A A T T CCCAG T CCA AGACGA A A T AGA A A A A T T T C T A T T GGA A T CCC T A T CG  15361
T T T A T T T CA T C T C T T T A T T T T T A T T CA T T C A A T T CCCAG T CCA AGACGA A A T AGA A A A A T T T C T A T T GGA A T CCC T A T CG  15329
T T T A T T T CA T C T C T T T A T T T T T A T T CA T T C A A T T CCCAG T CA A AGACGA A A T CGA AGA A T T T T T C T T GGA A T CCC T A T CG  15660

A A A T T CACA A T AGT A - - - - - - GGGCGGA T T AGC T A T A T C T T T AG T T CA T A T A T A A C T AGC A A T A T C T A A T A T CA CA T A T A  15519

16.180 16.200 16.220 16.240

A A A T T CACA A T AGT A - - - - - - GGGCGGA T T AGC T A T A T C T T T AG T T CA T A T A T A A C T AGC A A T A T C T A A T A T CA CA T A T A  15404
A A A T T CACA A T AGT A - - - - - - GGGCGGA T T AGC T A T A T C T T T AG T T CA T A T A T A A C T AGC A A T A T C T A A T A T CA CA T A T A  15435
A A A T T CACA A T AGT A - - - - - - GGGCGGA T T AGC T A T A AC T T T AG T T CA T A T A T A A C T AGC A A T A T C T A A T A T CA CA T A T A  15403
A A A T T CACA A T AGT A A T AGT AGGGCG T A T T AGA T A T A T C T T T AG T T CA T A T A T A A C T AGC A A T A T C T A A T A T CA CA T A T A  15740

CA T G T C T T T C T T C T A T A ACG T A A ACCA A C T A T T CA T A T C T T AGA T T CA A A GT A T T CGT A T C T T A A AG T CA A T CG T A T T C T  15599

16.260 16.280 16.300 16.320

CA T G T C T T T C T T C T A T A ACG T A A ACCA A C T A T T CA T A T C T GA A A T T CA A A GT AGT CGT A T C T T A A AG T CA A T CG T A T T C T  15484
CA T G T C T T T C T T C T A T A ACG T A A ACCA A C T A T T CA T A T C T T AGA T T CA A A GT A T T CGT A T C T T A A AG T CA A T CG T A T T C T  15515
CA T G T C T T T C T T C T A T A ACG T A A ACCA A C T A T T CA T A T C T T AGA T T CA A A GT A T T CGT A T C T T A A AG T CA A T CG T A T T C T  15483
CA T G T C T T T C T T CGA T A ACG T A A ACCGA C T AGT CA T A T C T T AGA T T CA A A GT A T T CGT A T C T T A A AG T CA A T CG T A T T C T  15820

AGA C T CA T T T T T CGA ACCA T CCCCA AGAG T T GGC T T A T AG CCA T T AGA T T CCA T A T ACCG A A - - - - - T T C T G T CCCCC T C  15674

16.340 16.360 16.380 16.400

AGA C T CA T T T T T CGA ACCA T CCCCA AGAG T T GGC T T A T AG CCA T T AGA T T CCA T A T ACCG A A - - - - - T T C T G T CCCCC T C  15559
AGA A T CA T T T T T CGA ACCA T CCCCA AGAG T T GGC T T A T AG CCA T T AGA T T C - - - - - - - - G A A - - - - - T T C T G T CCCCC T C  15582
AGA A T CA T T T T T CGA ACCA T CCCCA AGAG T T GGC T T A T AG CCA T T AGA T T CCA T A T ACCG A A - - - - - T T C T G T CCCCC T C  15558
AGA A T CA T T T T T CGA A A CA T CCACA A A AG T T GGC T T A T A C CCA T T CGA T T CCA T A T ACC T A AC T T A A T T C T GCCCCCC T C  15900

GCC T AC T CA C CCCG T T T T T T A T T A A T - - - - - - - - - - C T CG T T T T T T - GGA A A T T C T T C T A T T CC T T T T A T T T A T CA T T A T  15743

16.420 16.440 16.460 16.480

GCC T AC T CA C CCCA T T T T T T A T T A A T T T T T A T T A A T C T CG T T T T T T - GGA A A T T C T T C T A T T CC T T T T A T T T A T CA T T A T  15638
GAC T AC T CA C CCCA T T T T T T A T T A A T - - - - - - - - - - C T CG T T T T T T T GGA A A T T C T T C T A T T CC T T T T A T T T A T CA T T A T  15652
GCC T AC T CA C CCCA T T T T T T A T T A A T - - - - - - - - - - C T CG T T T T T T T GGA A A T T C T T C T A T T CC T T T T A T T T A T CA T T A T  15628
GCC T AC T CA C CCCA T T T T T T A T CA A T - - - - - - - - - - C T CG T T T T T T - G T A A A T T C T T C T A T T CC T T T T A T T T A T CA T T A T  15969

CCA ACA T GGC T ACA C T CGA A A T AGA CGA A T T CA T T AGGT C GA A T CA T T GC A T AGA A A T A A A T AGCA T T A T T T GG T TGAGG  15823

16.500 16.520 16.540 16.560

CCA ACA T GGC T ACA C T CGA A A T AGA CGA A T T CA T T AGGT C GA A T CA T T GC A T AGA A A T A A A T AGCA T T A T T T GA T TGAGG  15718
CCA ACA T GGC T ACA C T CGA A A T AGA CGA A T T CA T T AGGT C GA A T CA T T GC A T AGA A A T A A A T AGCA T T A T T GGA T TGAGG  15732
CCA ACA T GGC T ACA C T AGA A A T AGA CGA A T T CA T T AGGT C GA A T CA T T GC A T AGA A A T A A A T AGCA T T A T T T GA T TGAGG  15708
CCA ACA CGGC T T CA A T CGA A A T AGA CGA A T T CA T T AGGT C GA A T CA T T GC A T AGA A A T A A ACA T CA T T A T T T GA T TGA AG  16049

T A AGC T CA T G CA A T T T C T T A T T T A T T A T A T T A A T C T T T T - - - - - GGT CA A T CG T T GA A T T GA A T A A A A T C A A T T GA A A TG  15898

16.580 16.600 16.620 16.640

T A AGC T CA T G CA A T T T C T T A T T T A T T A T A T T A A T C T T T T C T T T T GGT CA A T CG T T GA A T T GA A T A A A A T C A A T T GA A A TG  15798
T A AGC T CA T G CA A T T T C T T A T T T A T T AGA T T A A T C T T T T C T T T T GGT CA A T CG T T GA A T T GA A T A A A A T C A A T T GA A A TG  15812
T A AGC T CA T G CA A T T T C T T A T T T A T T AGA T T A A T C T T T T C T T T T GGT CA A T CG T T GA A T T GA A T A A A A T C A A T T GA A A TG  15788
T A AGC T CGT G CA A T T T A T T A T T T A A T A T A T T A A T C T T T T C T T T T GGT CA A T CG T T GA A T T GA A T A A A A T C A AC T GA A A TG  16129

GGA A T CA T T C T A T A A AGCA T C T T T C T T T T C T T T T T T T T - - - A A T CACCCG CC T GT GA T AC T A T A AGA A T T T T T A T T CA A A  15975

16.660 16.680 16.700 16.720

GGA A T CA T T C T A T A A AGCA T C T T T C T T T T C T T T T T T T T - - - A A T CACCCG CC T GT GA T AC T A T A AGA A T T T T T A T T CA A A  15875
GGA A T CA T T C T A T A A AGCA T C T T T C T T T T C T T T T T T T T - - - A A T CACCCG CA T GT GA T AC T A T A AGA A T T T T T A T T CA A A  15889
GGA A T CA T T C T A T A A AGCA T C T T T C T T T T C T T T T T T T T - - - A A T CACCCG CA T GT GA T AC T A T A AGA A T T T T T A T T CA A A  15865
GGA A T T A T T C T A T A A AGCA T C T T T C T T T T C T T T T T T T T T T T A A T CACCCG CC T GT GA T AC T A T A AGA A T T T T T A T T C T T A  16209

T T C T GA C T C T T GA T A T T T GA T A T TGGA A T T GA A T GA ACA A A A A T GA A CA A A A CA A T A T A A AGAGA A T A T T A A T T GGCGGG  16055

16.740 16.760 16.780 16.800

T T C T GA C T C T T GA T A T T T GA T A T TGGA A T T GA A T GA ACA A A A A T GA A CA A A A CA A T A T A A AGAGA A T A T T A A T T GGCGGG  15955
T T C T GCC T C T T GA T A T T T GA T A T TGA A A T T GA A T GA ACA A A A A T GA A CA A A A CA A T A T A A AGAGA A T A T T A A T T GGCGGG  15969
T T C T GCC T C T T GA T A T T T GA T A T TGA A A T T GA A T GA ACA A A A A T GA A CA A A A CA A T A T A A AGAGA A T A T T A A T T GGCGGG  15945
T T A T GA C T C T T GA T A T T T GA T A T TGGA A T T GA A T GA ACA A A A A T GA A CA A A A CA A T A T A A AGAGA A T A T T A A T T AGCGGG  16289
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GGG T A T GA T A T A A T A AGGCC A A AGAGGA A T T T T AGGA A A A AGA T C T T T T A GA T C T C T T T C C T T T T T T T - - A CA A T T CCCC  16133

16.820 16.840 16.860 16.880

GGG T A T GA T A T A A T A AGGCC A A AGAGGA A T T T T AGGA A A A AGA T C T T T T A GA T C T C T T T C C T T T T T T T - - A CA A T T CCCC  16033
GGG T A T GA T A T A A T A AGGCC A A AGAGGA A T T T T AGGA A A A AGA T C T T T T A GA T C T C T T T C C T T T T T T T - - A CA A T T CCCC  16047
GGG T A T GA T A T A A T A AGGA A A A AGAGGA A T T T T AGGA A A A AGA T C T T T T A GA T C T C T T T C C T T T T T T T T - A CA A T T CCCC  16024
GGG T A T GA T A T A A T A AGGCC A A AGAGGA A T T T T AGGA A A A AGA T C T T T T A GA T C T C T T T C C T T T T T T T T T A CA A T T CCGC  16369

A A T A T CG T A A T T T T T T T C T A TGCC T C T T GG T CG T A T A T CC T G T A T T T G T A GA T T T C TG T T T GGA T A T T T C T C T T T T C T A A  16213

16.900 16.920 16.940 16.960

A A T A T CG T A A T T T T T T T C T A TGCC T C T T GG T CG T A T A T CC T G T A T T T G T A GA T T T C TG T T T GGA T A T T T C T C T T T CC T A A  16113
A A T A T CG T A A T T T T T T T C T A TGCC T C T T GG T CG T A T A T CC T G T A T T T G T A GA T T T C TG T T T GGA T A T T T C T C T T T CC T A A  16127
A A T A T CG T A A T T T T T T T C T A TGCC T CC T GG T CG T A T A T CC T G T A T T T G T A GA T T T C TG T T T GGA T A T T T C T C T T T CC T A A  16104
AGT A T CG T A A T T T T T T T C T A TGAC T C T T GG T CG T A T A T CC T G T A T T T GGA GA T T T A TG T T T GGA T A T T T A GG T T T CC T A A  16449

G T AGA T T A T C T T GAG T T AGG CA T ACA T T GC C T T G T T C T A A GC T A A A A A A A GA C T A T T T CG A A A AC T AGT C A A TGA TGGCC  16293

16.980 17.000 17.020 17.040

G T AGA T T A T C T T GAG T T ACG CA T ACA T T GC C T T G T T C T A A GC T A A A A A A A - A C T A T T T CG A A A AC T AGT C A A TGA TGGCC  16192
G T AGA T T A T C T T GAG T T ACG CA T ACA T T GC C T T G T T C T A A GC T A A A A A AG - A C T A T T T CG A A A AC T AGT C A A TGA TGGCC  16206
G T AGA T T A T C T T GAG T T ACG CA T ACA T T GC C T T G T T C T A A GC T A A A A A AG - A C T A T T T CG A A A AC T AGT C A A TGA TGGCC  16183
G T AGA T T A T C T T GAG T T ACG CA T ACA T T GC C T T G T T C T A A GC T A A A A A A A A A C T A T T T CG A A A AC T AGT T A A TGA TGGCC  16529

C T CCA T AGA T T CGCC T A T A T A AGCCGCAGC T A A AGT T GCA A A A A T A AGAG C T T GA A T A CC GC T T GT A A A T A A T CCA AGGA  16373

17.060 17.080 17.100 17.120

C T CCA T AGA T T CGCC T A T A T A AGCCGCAGC T A A AGT T GCA A A A A T A AGAG C T T GA A T A CC GC T T GT A A A T A A T CCA AGGA  16272
C T CCA T AGA T T CGCC T A T A T A AGCCGCAGC T A A AGT T GCA A A A A T A AGAG C T T GA A T A CC GC T T GT A A A T A A T CCA AGGA  16286
C T CCA T AGA T T CGCC T A T A T A AGCCGCAGC T A A AGT T GCA A A A A T A AGAG C T T GA A T A CC GC T T GT A A A T A A T CCA AGGA  16263
C T CCA T AGA T T CGCC T A T A T A AGCCGCAGC T A A AGT T GCA A A A A T CAGAG C T T GA A T CCC GC T T GT A A A T A A T CCA AGGA  16609

ACA T GA CAGG T A T AGGA ACC AC T A A AGG T A C T A A AGA A A C A AGA ACA ACA AC T AC T A A T T CA T CGGC T A A T A T A T T CCCG  16453

17.140 17.160 17.180 17.200

ACA T GA CAGG T A T AGGA ACC AC T A A AGG T A C T A A AGA A A C A AGA ACA ACA AC T AC T A A T T CA T CGGC T A A T A T A T T CCCG  16352
ACA T GA CAGG T A T AGGA ACC AC T A A AGG T A C T A A AGA A A C A AGA ACA ACA AC T AC T A A T T CA T CGGC T A A T A T A T T CCCG  16366
ACA T GA CAGG T A T AGGA ACC AC T A A AGG T A C T A A AGA A A C A AGA ACA ACA AC T AC T A A T T CA T CGGC T A A T A T A T T CCCG  16343
ACA T GA CAGG T A T AGGCACC AC T A A AGG T A C T A A AGA A A C A AGA ACA ACA AC T AC T A A T T CA T CGGC T A A T A T A T T CCCG  16689

A A A AGT CGA A A AC T A AG T GA T A A AGG T T T T G TGA A A T C T T C T A A A A T G T T A A T GGG T A A A AGA A T T GGAG T CGG T TGA A T  16533

17.220 17.240 17.260 17.280

A A A AGT CGA A A AC T A AG T GA T A A AGG T T T T G TGA A A T C T T C T A A A A T G T T A A T GGG T A A A AGA A T T GGAG T CGG T TGA A T  16432
A A A AGT CGA A A AC T A AG T GA T A A AGG T T T T G TGA A A T C T T C T A A A A T G T T A A T GGG T A A A AGA A T T GGAG T CGG T TGA A T  16446
A A A AGT CGA A A AC T A AG T GA T A A AGG T T T T G TGA A A T C T T C T A A A A T G T T A A T GGG T A A A AGA A T T GGAG T CGG T TGA A T  16423
A A A AGT CGA A A AC T A AG T GA T A A AGG T T T T G TGA A A T C T T C T A A A A T G T T A A T GGG T A A A AGA A T T GGAG T CGG T TGA A T  16769

G T A T T T AC T G A A A T A ACC T A A T CC T T T T T T GGA A AGACCC GCA T AGA AGT A T GC T AC T GA CGT GAGCA A A GC T A A AGCA A  16613

17.300 17.320 17.340 17.360

G T A T T T AC T G A A A T A ACCGA A T CC T T T T T T GGA A AGACCC GCA T AGA AGT A T GC T AC T GA CGT GAGCA A A GC T A A AGCA A  16512
G T A T T T AC T G A A A T A ACC T A A T CC T T T T T T GGA A AGACCC GCA T AGA AGT A T GC T AC T GA CGT GAGCA A A GC T A A AGCA A  16526
G T A T T T AC T G A A A T A ACC T A A T CC T T T T T T GGA A AGACCC GCA T AGA AGT A T GC T AC T GA CGT GAGCA A A GC T A A AGCA A  16503
G T A T T T AC T G A A A T A ACC T A A T CC T T T T T T GGA A AGACCC GCA T AGA AGT A T GC T AC T GA CGT GAGCA A A GC T A A AGCA A  16849

CGG T AG T A T T T A T A T CA T T C GT T GG T GCGG C T A AC T CCCC A T GAGGT A AC TG T A T GA T T T T CCA AGG T A A A AGAGCA CC T  16693

17.380 17.400 17.420 17.440

CGG T AG T A T T T A T A T CA T T C GT GGG T GCGG C T A AC T CCCC A T GAGGT A AC TG T A T GA T T T T CCA AGG T A A A AGAGCA CC T  16592
CGG T AG T A T T T A T A T CA T T C GT GGG T GCGG C T A AC T CCCC A T GAGGT A AC T C T A T GA T T T T CCA AGG T A A A AGAGCA CC T  16606
CGG T AG T A T T T A T A T CA T T C GT GGG T GCGG C T A AC T CCCC A T GAGGT A AC TG T A T GA T T T T CCA AGG T A A A AGAGCA CC T  16583
CGG T AG T A T T T A T A T CA T T C GT GGG T GCGG C T A AC T CCCC A T GAGGT A AC TG T A T GA T T T T CCA AGG T A A A AGAGCA CC T  16929

GACCA A T T AG A A ACA A A A A T A A A T AGA A AC A T CG T T CCA A T A A AGGGA AC CCA TGGACCA T A T T C T T C T C CA A T C TGAGT  16773

17.460 17.480 17.500 17.520

GACCA A T T AG A A ACA A A A A T A A A T AGA A AC A T CG T T CCA A T A A AGGGA AC CCA TGGACCA T A T T C T T C T C CA A T C TGAGT  16672
GACCA A T T AG A A ACA A A A A T A A A T AGA A AC A T T G T T CCA A T A A AGGGA AC CCA TGGACCA T A T T C T T C T C CA A T C TGAGT  16686
GACCA A T T AG A A ACA A A A A T A A A T AGA A AC A T CG T T CCA A T A A AGGGA AC CCA TGGACCA T A T T C T T C T C CA A T C TGAGT  16663
GACCA A T T AG A A ACA A A A A T A A A T AGA A AC A T AG T T CCA A T A A A AGGA AC CCA TGGACCG T A T T C T T C T C CA A T C TGAGT  17009

T T T GC T T ACG T C T CGA A T GA A T T CA AGGAC A T A T T CGA AG A A A T T T T GAC CGGCAG T CGG A A T GGT T TG T GGA T T CCGA A  16853

17.540 17.560 17.580 17.600

T T T GC T T ACG T C T CGA A T GA A T T CA AGGAC A T A T T CGA AG A A A T T T T GAC CGGCAG T CGG A A T GGT T TG T GGA T T CCGA A  16752
T T T GC T T ACG T C T CGA A T GA A T T CA AGGAC A T A T T CGA AG A A A T T T T GAC CGGCAG T CGG A A T GGT T TG T GGA T T CCGA A  16766
T T T GC T T ACG T C T CGA A T GA A T T CA AGGAC A T A T T CGA AG A A A T T T T GAC CGGCAG T CGG A A T GGT T TG T GGA T T CCGA A  16743
T T T GC T CACG T C T CGA A T A A A T T CA AGGAC A T A T T CGA AG A A A T T T T GAC CCGCAG T CGG A A T GGT T TG T GGA T T CCGA A  17089

CAGC T A T A A A GGC T GA A CC T A A T A AGA T AG CA A T T A CGA C CCA AGA AG T A A T A AG T AC T T GGGCA T GGA C T T GGA A A CCG  16933

17.620 17.640 17.660 17.680

CAGC T A T A A A GGC T GA A CC T A A T A AGA T AG CA A T T A CGA C CCA AGA AG T A A T A AG T AC T T GGGCA T GGA C T T GGA A A CCG  16832
CAGC T A T A A A GGC T GA A CC T A A T A AGA T AG CA A T T A CGA C CCA AGA AG T A A T A AG T AC T T GGGCA T GGA C T T GGA A A CCG  16846
CAGC T A T A A A GGA T GA A CC T A A T A AGA T AG CA A T T A CGA C CCA AGA AG T A A T A AG T AC T T GGGCA T GGA C T T GGA A A CCG  16823
CAGC T A T A A A GGC T GA A CC T A A T A A A A T AG CA A T T A CA A C CCA AGA AG T A A T A AG T AC T T GGGCA T GGA C T T GGA A A CCG  17169

CC T A T T T GCC A A T AGA A A TG T T GGCC T A C T T CCACA CCGG CGA T A T CG T A T A ACCCC T T T AGT G TG T TGA T GGA ACA T GA  17013

17.700 17.720 17.740 17.760

CC T A T T T GCC A A T AGA A A TG T T GGCC T A C T T CCACA CCGG CGA T A T CG T A T A ACCCC T T T AGT G TG T TGA T GGA ACA T GA  16912
CC T A T T T GCC A A T AGA A A TG T T GGCC T A C T T CCACA CCGG CGA T A T CG T A T A ACCCC T T T AGT G TG T TGA T GGA ACA T GA  16926
CC T A T T T GCC A A T AGA A A TG T T GGCC T A C T T CCACA CCGG CGA T A T CG T A T A ACCCC T T T AGT G TG T TGA T GGA ACA T GA  16903
CC T AGT T GCC A A T AGA A A TG T T GGCC T A C T T CCACA CCGG AGA T A T CG T A T A ACCCC T T T AGT G TG T TGA T GGA ACA T GA  17249

T A T A ACA T T C A T A T T GCCC T C T GACAGA A A T AGA AC T T T A A A AGGA A T T A T T T TGA T T CA ACCA T C T T C T T T GCGAC T TG  17093

17.780 17.800 17.820 17.840

T A T A ACA T T C A T A T T GCCC T C T GACAGA A A T AGA AC T T T A A A AGGA A T T A T T T TGA T T CA ACCA T C T T C T T T GCGAC T TG  16992
T A T A ACA T T C A T A T T GA CC T C T GACAGA A A T AGA AC T T T A A A AGGA A T T A T T T TGA T T CA ACCA T C T T C T T T GCGAC T TG  17006
T A T A ACA T T C A T A T T GCCC T C T GACAGA A A T AGA AC T T T A A A AGGA A T T A T T T TGA T T CA ACCA T C T T C T T T GCGAC T TG  16983
T AGA ACA T T C A T A T T GCCC T C T GACAGA A A T AGA AC T T T A A A A T A A A T T A T T T TGA T T CA ACCA T C T T C T T T GCGAC T TG  17329

T C T AC T T GA A T T GT A T A T T T TGA A T AC T T G C T A A T T GA A T AG T T GC T A A T T A CA T A A A T A T CCACCAGT T T T TG T C T C T T  17173

17.860 17.880 17.900 17.920

T C T A T T T GA A T T GT A T A T T T TGA A T AC T T G C T A A T T GA A T AG T T GC T A A T T A CA T A A A T A T CCACCAGT T T T TG T C T C T T  17072
T C T AC T T GA A T T GT A T A T T T TGA A T AC T T C C T A A T T GA A T AG T T GC T A A T T A CA T A A A T A T CCACCAGT T T T TG T C T C T T  17086
T C T AC T T GA A T T GT A T A T T T TGA A T AC T T G C T A A T T GA A T AG T T GC T A A T T A CA T A A A T A T CCACCAGT T T T TG T C T C T T  17063
T C T AC T T GA A T T GT A T A T T T TGA A T AC T T G C T A A T T GA A T A C T T GC T A A T T A CA T A A - T A T CCAC T AGT T T T TG T C T C T T  17408
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T T C T T T T GT G CGA T T CAGGA A T AGT A ACCA A T T C T A T A A A T C T A T GGAGT T A CCA A A A T A A T T T A T T T A T C T T A T T A T T A  17253

17.940 17.960 17.980 18.000

T T C T T T T GT G CGA T T CAGGA A T AGT A ACCA A T T C T A CA A A T C T A T GA AGT T A CCA A A A T A A T T T A T T T A T C T T A T T A T T A  17152
T T C T T T T GT G CGA T T CAGGA A T AGT A ACCA A T T C T A T A A A T C T A T GGAGT T A CCA A A A T A A T T T A T T T A T C T T A T T A T T A  17166
T T C T T T T GT G CGA T T CAGGA A T AGT A ACCA A T T C T A T A A A T C T A T GGAGT T A CCA A A A T A A T T T A T T T A T C T T A T T A T T A  17143
T T C T T T T A T G CGA T T CAGGA A T AGT A ACCA A T T CCA T A A A T C T A T GGAGT T A CCA A A A T A A T T T A T T T A T C T T A T T A T T A  17488

A T CA AGGA T T T CGT A T A T AG C T AGA ACGCC CC T CA T A A A T GGCGA A T ACA A A T T T G T T A A GA A T T A A T CG GA T T GA AGC T  17333

18.020 18.040 18.060 18.080

A T CA AGGA T T T CGT A T A T AG C T AGA ACGCC CC T CA T A A A T GGCGA A T AC T A A T T T G T T A A GA A T T A A T CG GA T T GA AGC T  17232
A T CA AGGA T T T CGT A T A T AG C T AGA ACGCC CC T CA T A A A T GGCGA A T AC T A A T T T G T T A A GA A T T A A T CG GA T T GA AGC T  17246
A T CA AGGA T T T CGT A T A T AG C T AGA ACGAC CC T CA T A A A T GG TGA A T AC T A A T T T G T T A A GA A T T A A T CG GA T T GA AGC T  17223
A T CA AGGA T T T CGT A T A T AG C T AGA ACGAC CC T CACA A A T T GCGA A T AC T A A T T T G T T A A GA A T T A A T CG GA T T GA AGCG  17568

A T AGCG T CA T CG T T T GC T GG A A T CGA A A T A T C T GCGAGA T CGGGG T CACA A T T TG T A T CG A T T A A A CA A A T T GT T GGA A T  17413

18.100 18.120 18.140 18.160

A T AGCG T CA T CG T T T GC T GG A A T CGA A A T A T C T GCGAGA T CGGGG T CACA A T T TG T A T CG A T T A A A CA A A T T GT GGGA A T  17312
A T AGCG T CA T CG T T T GC T GG A A T CGA A A T A T C T GCGAGA T CGGGG T CACA A T T TG T A T CG A T T A A A CA A A T T GT T GGA A T  17326
A T AGCG T CA T CG T T T GC T GG A A T CGA A A T A T C T GCGAGA T CGGGG T CACA A T T TG T A T CG A T T A A A CA A A T T GT T GGA A T  17303
A T AGCA T CA T CG T T T GC T GG A A T CGA A A T A T C T GCGAGA T CGGGG T CACA A T T TG T A T CG A T T A A A CA A A T T GT T GGA A T  17648

T CCCA A AGT G A T ACA T T C T C GA AGAGCCG T A T A T T C T T C T T GC T GA T CA A CGA TGA T T AC A A T A T CGGG T A CCC T CG T CA  17493

18.180 18.200 18.220 18.240

T CCCA A AGT G A T ACA T T C T C GA AGAGCCG T A T A T T C T T C T T GC T GA T CA A CGA TGA T T AC A A T A T CGGG T A CCC T CG T CA  17392
T CCCA A AGT G A T ACA T T C T C GA AGAGCCG T A T A T T C T T C T T GC T GA T CA A CGA TGA T T AC A A T A T CGGG T A CCC T CG T CA  17406
T CCCA A AGT G A T ACA T T C T C GA AGAGCCG T A T A T T C T T C T T GC T GA T CA A CGA TGA T T AC A A T A T CGGG T A CCC T CG T CA  17383
T CCCA A AGT G A T ACA T T C T C GA AGAGCCG T A T A T T C T T C T T GC T GA T CA A CGA TGA T T AC A A T A T CGGG T A CCC T CG T CA  17728

T A T A T T T A A T CCCGCCCAGA T A CGT T TGCA GGCG TGA T A A T T GT C T C T T C A A CA T AGCGG CA T CCC T T T T GGGA AGA CGG  17573

18.260 18.280 18.300 18.320

T A T A T T T A A T CCCGCCCAGA T A CGT T TGCA GGCG TGA T A A T T GT C T C T T C A A CA T AGCGG CA T CCC T T T T GGGA AGA CGG  17472
T A T A T T T A A T CCCGCCCAGA T A CGT T TGCA GGCG TGA T A A T T GT C T C T T C A A CA T AGCGG CA T CCC T T T T GGGA AGA CGG  17486
T A T A T T T A A T CCCGCCCAGA T A CGT T TGCA GGCG TGA T A A T T GT C T C T T C A A CA T AGCGG CA T CCC T T T T GGGA AGA CGG  17463
T A T A T T T A A T CCCGCCCAGA T A CGT T TGCA GGCG TGA T A A T T GT C T C T T C A A CA T AGCGG CA T CCC T T T T T GGA AGA CGG  17808

C TGAGT C T CC CCGT T T T T TG T T C TG T T C T C A A A T CCC TGA A T T T A TGA AG T C T CG T T T C T G T AG TGGACC A A T T CGT T A A  17653

18.340 18.360 18.380 18.400

C TGAGT C T CC CCGT T T T T TG T T C TG T T C T C A A A T CCC TGA A C T T A TGA AG T C T CG T T T C T G T AG TGGACC A A T T CGT T A A  17552
C TGAGT C T CC CCGT T T T T TG T T C TG T T T T C A A A T CCC TGA A C T T A TGA AG T C T CG T T T C T G T AG TGGACC A A T T CGT T A A  17566
C TGAGT C T CC CCGT T T T T TG T T C TG T T C T C A A A T CCC TGA A C T T A TGA AG T C T CG T T T C T G T AG TGGACC A A T T CGT T A A  17543
T TGAGT C T CC CCGT T T T T TG T T CCG T T C T C A A A T CCC TGA A C T T A TGA AG T C T CGC T T C T G T AG TGGACC A A T T CGT T A A  17888

CA T ACCACCA AGCCA T T T T T T A T T A ACA T A A TGACA CCGA GCCC T T A T TG CAGC T CGCGC T AC T GA A T CA GC TGC T T T A T  17733

18.420 18.440 18.460 18.480

CA T ACCACCA AGCCA T T T T T T A T T A ACA T A A TGACA CCGA GCCC T T A T TG CAGC T CGCGC T AC T GA A T CA GC TGC T T T A T  17632
CA T ACCACCA AGCCA T T T T T T A T T A ACA T A A TGACA CCGA GCCC T T A T TG CAGC T CGCGC T AC T GA A T CA GC TGC T T T A T  17646
CA T ACCACCA AGCCA T T T T T T A T T A ACA T A A TGACA CCGA GCCC T T A T TG CAGC T CGCGC T AC T GA A T CA GC TGC T T T A T  17623
CA T ACCACCG AGCCA T T T T T T A T T A ACA T A A T A ACA ACGA GCCC T T A T TG CAGC T CGT GC T AC T GA A T CA GC TGC T T T A T  17968

T T T T AG T ACC A ACA A T T A AG A A T TG T T T T C CCC T AC T GGC T GCA T CA A A A AC T A A A T CAC A AGC T T C TGA T A A A A A A CGA  17813

18.500 18.520 18.540 18.560

T T T T AG T ACC A ACA A T T A AG A A T TG T T T T C CCC T AC T GGC T GCA T CA A A A AC T A A A T CAC A AGC T T C TGA T A A A A A A CGA  17712
T T T T AG T ACC A ACA A T T A AG A A T TG T T T T C CCC T AC T GGC T GCA T CA A A A AC T A A A T CAC A AGC T T C TGA T A A A A A A CGA  17726
T T T T AG T ACC A ACA A T T A AG A A T TG T T T T C CCC T AC T GGC T GCA T CA A A A AC T A A A T CAC A AGC T T C TGA T A A A A A A CGA  17703
T T T T AG T ACC A ACA A T T A AG A A T TG T T T T C CCC T AC T CGC T GCA T CA A A A AC T A A A T CAC A A A C T T C TGA T A A A A A A CGA  18048

GCAG T T CGAG T CAGA T T T GT A A T A T GA A T A CCC T T A T GT T T T GCAGA T A T A T A AGG TGCC A T T C T AGGA T T CCA T T T CC T  17893

18.580 18.600 18.620 18.640

GCAG T T CGAG T CAGA T T T GT A A T A T GA A T A CCC T T A T GT T T T GCAGA T A T A T A AGG TGCC A T T C T AGGA T T CCA T T T CC T  17792
GCAG T T CGAG T CAGA T T T GT A A T A T GA A T A CCC T T A T GT T T T GCAGA T A T A T A AGG TGCC A T T C T AGGA T T CCA T T T CC T  17806
GCAG T T CGAG T CAGA T T T GT A A T A T GA A T A CCC T T A T GT T T T GCAGA T A T A T A AGG TGCC A T T C T AGGA T T CCA T T T CC T  17783
GCAG T T CGAG T CAGA T T T GT A A T A T GA A T A CCC T T A T GT T T T GCAGA T A T A T A AGG TG T C A T T C T AGGA T T CCA T T T CC T  18128

AGT ACCA TGA CCA A A A T GA A T T CC T GC T T C CA T CA T C T C T T CCA A A T T GA TG T T CCA A T A T C T T C T T GCC A T - - - - - T T C  17968

18.660 18.680 18.700 18.720

AGT ACCA TGA CCA A A A T GA A T T CC T GC T T C CA T CA T C T C T T CCA A A T GGA TG T T CCA A T A T C T T C T T GCC A T - - - - - T T C  17867
AGT ACCA TGA CCA A A A T GA A T T CC T GC T T C CA T CA T C T C T T CCA A A T T A A TG T T CCA A T A T C T T GT T GCC A T - - - - - T T C  17881
AGT ACCA TGA CCA A A A T GA A T T CC T GC T T C CA T CA T C T C T T CCA A A T T A A TG T T CCA A T A T C T T C T T GCC A T - - - - - T T C  17858
AGT ACCA TGA CCA A A A T GA A T T CC T GC T T C CA T CA T C T C T T CCA A A T T GA TG T T CCA A T A T C T T C T T GCC A T GCCA T T T C  18208

T CCCCCAC T T CC T C T T - - T T T T T T T T T T A A AGAGACGAGG T GCCCCGA A A T A A A T A A T T G T T CCGA T GGA A CC T T C T C T T  18046

18.740 18.760 18.780 18.800

T A T T T C T CCC CCAC T T CC T C T T T T T T T T A A AGAGACGAGG T GCCCCGA A A T A A A T A A T T G T T CCGA T GGA A CC T T C T C T T  17947
T CCCCCAC T T CC T C T T - - - - T T T T T T T T T A AGAGACGAGG T GCCCCGA A A T A A A T A A T T G T T CCGA T GGA A CC T T C T C T T  17957
T CCCCCAC T T CC T C T T - - - - T T T T T T T T T A AGAGACGAGG T GCCCCGA A A T A A A T A A T T G T T CCGA T GGA A CC T T C T C T T  17934
T CCCCCAC T T CC T C T T - - - - - - - - - T T T A A AGAGACGAGG T GCCC TGA A A T A A A T A A T T G T T CCGA T GGA A CC T T C T C T T  18279

C T A CCAGAGA T T GA CCA T TG AGACA CGA T G CAGGCCA T T C A T T A C T T T C T AG T CA T T A T T A T - - - - - T C T T C T T T T C T T A  18121

18.820 18.840 18.860 18.880

C T A CCAGAGA T T GA CCG T TG AGACA CGA T G CAGGCCA T T C A T T A C T T T C T A T T CA T T A T T A T - - - - - T C T T C T T T T C T T A  18022
C T A CCAGAGA T T GA CCG T TG AGACA CGA T G CAGGCCA T T C A T T A C T T T C T A T T CA T T A T T A T - - - - - T C T T C T T T T C T T A  18032
C T A CCAGAGA T T GA CCG T TG AGACA CGA T G CAGGCCA T T C A T T A C T T T C T A T T CA T T A T T A T - - - - - T C T T C T T T T C T T A  18009
C T A CCAGAGA T T GA CCG T TG A T ACA C - - - - - - - - CCG T T C A T T A C T T T C T A T T CA T T A T T A T A T T A T CC T T C T T T T C T T A  18351

CCC T T A AGA A A T CA A A T GA T CA CA A - - - - - - - - - - - - - - A T AGT T A A A AG A A T C T GC T CC T AGGAC T CA T T A A A CCC T C T  18187

18.900 18.920 18.940 18.960

CCC T T A AGA A A T CA A A T GA T CA CA A - - - - - - - - - - - - - - A T AGT T A A A AG A A T CCGC T CC T AGGAC T CA T T A A A CCC T C T  18088
CCC T T A AGA A A T CA A A T GA T CA CA A - - - - - - - - - - - - - - A T AGT T A A A AG A A T C T GC T CC T AGGAC T CA T T A A A CCC T C T  18098
CCC T T A AGA A A T CA A A T GA T CA CA A - - - - - - - - - - - - - - A T AGT T A A A AG A A T C T GC T CC T AGGAC T CA T T A A A CCC T A T  18075
T CA T T A AGA A A T CA A A T GA T CA CA A CA A A T GA T CACA A T A T AGT T A A A AG A A T C T GC T CC T AGGAC T CA T T A A A CCC T C T  18431

A AG T A A T TG T T CGGA TG T A T CA T GGA A AG T CGT T GA A A T G CA AGAGT CA A A T A A T T C T C T G TGG TG T A AG A A A AGA T C T C  18267

18.980 19.000 19.020 19.040

A AG T A A T TG T T CGGA TG T A T CA T GGA A AG T CGT T GA A A T G CA AGAGT CA A A T A A T T C T C T G TGG TG T A AG A A A AGA T C T A  18168
A AG T A A T TG T T CGGA TG T A T CA T GGA A AG T CGT T GA A A T T CA AGAGT CA A A T A A T T C T C T G TGG TG T A AG A A A AGA T C T C  18178
A AG T A A T TG T T CGGA TG T A T CA T GGA A AG T CGT T GA A A T G CA AGAGT CA A A T A A T T C T C T G TGG TG T A AG A A A AGA T C T C  18155
A AG T A A T TG T T C TGA TG T A T CA T GGA A AG T CGT T GA A A T G CA AGAGGCA A A T A A T T C T C T G TGG TG T A AG A A AGA A T C T C  18511
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T CAG T T CCCC CCCGA A T A A A T T A T T T T T T T G TG T T T CCA A A AGA A TG T TG T T A TGC TGCC T TGA ACAGT G CAC T A A T CC T  18347

19.060 19.080 19.100 19.120

GCA T T T CCCC CCCGA A T A A A T T A T T T T T T T G TG T T T CCA A A AGA A TG T TG T T A TGC TGCC T TGA ACAGT G CAC T A A T CC T  18248
T CA T T T CGCC CCCGA A T A A A T T C T T T T T T T G TG T T T CCA A A AGA A TG T TG T T A TGC TGCC T TGA ACAGT G CAC T A A T CC T  18258
T CA T T T CCCC CCCGA A T A A A T T C T T T T T T T G TG T T T CCA A A AGA A TG T TG T T A TGC TGCC T TGA ACAGT G CAC T A A T CC T  18235
T CA T T T CCCC CC TGA A T A A A T T C T T T T T T G GGG T T T CCA A A A A A A TG T TG T T A TGC TGCC T TGA ACAGT G CAC T A A T CC T  18591

T TGA A T CCGG T ACCA ACGGG T A T T A T CCCC CCCAGA ACA A CG T T C T C T T T CAGGCC T T T C A ACCA A T CGA T ACGACCCCG  18427

19.140 19.160 19.180 19.200

T TGA A T CCGG T ACCA ACGGG T A T T A T CCCC CCCAGA ACA A CG T T C T C T T T CAGGCC T T T C A ACCA A T CGA T ACGACCCCG  18328
T TGA A T CCGG T ACCA ACGGG T A T T A T CCCC CCCAGA ACA A CG T T C T C T T T CAGGCC T T T C A ACCA A T CGA T ACGACCCCG  18338
T TGA A T CCGG T ACCA ACGGG T A T T A T CCCC CCCAGA ACA A CG T T C T C T T T CAGGCC T T T C A ACCA A T CGA T ACGACCCCG  18315
T TGA A T CCGG T ACCA ACAGG T A T T A T ACCC CCCAGA ACA A CG T T C T C T T T CAGGCC T T T C A ACCA A T CGA T ACGACCCCG  18671

T AGAGCAGC T T T TGC T A A A A C T CGAGCGG T T T C T TGA A A A C T TGC T T CGG A T A T A A A A C T T TGAGT A T T C AGAGA TGC T C  18507

19.220 19.240 19.260 19.280

T AGAGCAGC T T T TGC T A A A A C T CGAGCAG T T T C T TGA A A A C T TGC T T CGG A T A T A A A A C T T TGAGT A T T C AGAGA TGC T C  18408
T AGAGCAGC T T T TGC T A A A A C T CGAGCGG T T T C T TGA A A A C T TGC T T CGG A T A T A A A A C T T TGAGT A T T C AGAGA TGC T C  18418
T AGAGCAGC T T T TGC T A A A A C T CGAGCGG T T T C T TGA A A A C T TGC T T CGG A T A T A A A A C T T TGAGT A T T C AGAGA TGC T C  18395
GAGAGCAGC T T T TGC T A A A A C T CGAGCGG T T T C T TGA A A A C T TGC T T CGG A T A T A A A A C T T TGAGT A T T C AGAGA TGCCC  18751

T CG T T A T T CC CA A T A AGA T A GC T CGA T A AC GGA T CGC T T C T T CCA A AGCG CGCCCCGT T C G T T CCGC T CG T A ACA A T CCA  18587

19.300 19.320 19.340 19.360

T CG T T A T T CC CA A T A AGA T A GC T CGA T A AC GGA T CGC T T C T T CCA A AGCG CGCCCCGT T C G T T CCGC T CG T A ACA A T CCA  18488
T CG T T A T T CC CA A T A AGA T A GC T CGA T A AC GGA T CG T T T C T T CCA A AGCG CGCCCCGT T C G T T CCGC T CG T A ACA A T CCA  18498
T CG T T A T T CC CA A T A AGA T A GC T CGA T A AC GGA T CGC T T C T T CCA A AGCG CGCCCCGT T C G T T CCGC T CG T A ACA A T CCA  18475
T CG T T A T T CC CA A T A AGA T A GC T CGA T A AC G T A T CGC T T C T T CCA A AGCG CGCCCCGT T C G T T CCGC T CG T A ACA A T CCA  18831

A T CAGT T CGC CGGG T A A A A A A A CA T T AGAC A T T CCA T CC T C T GA A ACCA A GA C T T T TGA T G T T A T T T GA C G T ACA A T A A T  18667

19.380 19.400 19.420 19.440

A T CAGT T CGC CGGG T A A A A A A A CA T T AGCC A T T CCA T C T T C T GA A ACCA A GA C T T T TGA T G T T A T T T GA C G T ACA A T A A T  18568
A T CAGT T CGC CGGG T A A A A A A A CA T T AGAC A T T CCA T C T T C T GA A ACCA A GA C T T T TGA T G T T A T T T GA C G T ACA A T A A T  18578
A T CAGT T CGC CGGG T A A A A A A A CA T T AGAC A T T CCA T C T T C T GA A ACCA A GA C T T T TGA T G T T A T T T GA C G T ACA A T A A T  18555
A T T A T T T CGC CGGG T A A A A A A A CA T T AGAC A T T CCA T C T T C T GA A ACCA A GA C T T T TGA T G T T A T T T GA C G T ACA A T A A T  18911

T T C T A T A TGC C T A T T A T GGA T C T GCACCCC C TGCGA T CGA T A A A CC T T T T GGA T C T T A T T A ACCA A AGAG A T ACGAC T T T  18747

19.460 19.480 19.500 19.520

T T C T A T A TGC C T A T T A T GGA T C T GT ACCCC C TGCGA T CGA T A A A CC T T T T GGA T C T T A T T A ACCA A AGAG A T ACGAC T T T  18648
T T C T A T A TGC C T A T T A T GGA T C T GCACCCC C TGCGA T CGA T A A A CC T T T T GGA T C T T A T T A ACCA A AGAG A T ACGAC T T T  18658
T T C T A T A TGC C T A T T A T GGA T C T GCACCCC C TGCGA T CGA T A A A CC T T T T GGA T C T T A T T A ACCA A AGAG A T ACGAC T T T  18635
T T C T A T A TGC C T A T T A T GGA T C T GCACCCC C TGCGA T CGA T A A A CC T T T T GGA T C T T A T T A ACCA A AGA A A T ACGAC T T T  18991

GCA C T A T AG T T AGC T CAGCA CCA A T CA AGA A T CCCCA AGG A A T T CCA AGA A T T C T T GT T A T ACGCGCGT T CCA A CCC T CA  18827

19.540 19.560 19.580 19.600

GCA C T A T AG T T AGC T CAGCA CCA A T CA AGA A T CCCCA AGG A A T T CCA AGA A T T C T T GT T A T ACGCGCGT T CCA A CCC T CA  18728
GCA C T A T AG T T AGC T CAGCA CCA A T CA AGA A T CCCCA AGG A A T T CCA AGA A T T C T T GT T A T ACGCGCGT T CCA A CCC T CA  18738
GCA C T A T AG T T AGC T CAGCA CCA A T CA AGA A T CCCCA AGG A A T T CCA AGA A T T C T T GT T A T ACGCGCGT T CCA A CCC T CA  18715
GCA C T AGAG T T AGC T CAGCA CCA A T CA AGA A T CCCCA AGG A A T T CCA AGA A T T C T T GT T A T ACGCGCGT T CCA A CCC T CA  19071

AC T C T C T T T T C T AGG T T CA T CGA T A T TGA A T CA A T CGA A C GCAC T T C T A A CA C T T G T T C T AC T T T T GGA A GACCC TGCGT  18907

19.620 19.640 19.660 19.680

AC T C T C T T T T C T AGG T T CA T CGA T A T TGA A T CA A T CGA A C GCAC T T C T A A CA C T T G T T C T AC T T T T GGA A GACCC TGCGT  18808
AC T C T C T T T T C T AGG T T CA T CGA T A T TGA A T CA A T CGA A C GCAC T T C T A A CA C T T G T T C T AC T T T T GGA A GACCC TGCGT  18818
AC T C T C T T T T C T AGG T T CA T CGA T A T TGA A T CA A T CGA A C GCAC T T C T A A CA C T T G T T C T AC T T T T GGA A GACCC TGCGT  18795
AC T C T C T T T T C T AGG T T CA T CGA T A T TGA A T CA A T CGA A C GCAC T T C T A A CA C T T G T T C T AC T T T T GGA A GACC T TGCGT  19151

T A T A T CACCA GA T C T CGA T T T T T CA T A T A T A A A T GT A AC T A A TG T A T C T C C T T CG T A A AG GA T T T C T CCA T A A T GCCCA T  18987

19.700 19.720 19.740 19.760

T A T A T CACCA GA T C T CGA T T T T T CA T A T A T A A A T GT A AC T A A TG T A T CCC C T T CG T A A AG GA T T T C T CCA T A A T GCCCA T  18888
T A T A T CACCA GA T C T CGA T T T T T CA T A T A T A A A T GT A AC T A A TG T A T CCC C T T CG T A A AG GA T T T C T CCA T A A T GCCCA T  18898
T A T A T CACCA GA T C T CGA T T T T T CA T A T A T A A A T GT A AC T A A TG T A T CCC C T T CG T A A AG GA T T T C T CCA T A A T GCCCA T  18875
T A T A T CACCA GA T C T CGA T T T T T CA T A T A T A A A T GT A AC T A A TG T A T CCC C T T CG T A A AG GA T T T C T CCA T A A T GCCCA T  19231

GA A CAG T TGC T CCAGGAG T A GCCA A A T AGG GC T T AGC TGA T C T T A T T AC T ACAGAG T CA A C T T GA A CA A T T A A A AC T T GA  19067

19.780 19.800 19.820 19.840

GA A CGG T TGC T CCAGGAG T A GCCA A A T AGG GC T T AGC TGA T C T T A T T AC T ACAGAG T CA A C T T GA A CA A T T A A A AC T T GA  18968
GA A CAG T TGC T CCAGGAG T A GCCA A A T AGG GC T T AGC TGA T C T T A T T AC T ACAGAG T CA A C T T GA A CA A T T A A A AC T T GA  18978
GA A CAG T TGC T CCAGGAG T A GCCA A A T AGG GC T T AGC TGA T C T T A T T AC T ACAGAG T CA A T T T T A A CA A T T A A A AC T T GA  18955
GA A CAG T TGC T CCAGGAG T A GCCA A A T AGG GC T T AGC TGA T C T T A T T AC T ACAGAG T CA A C T T GA A CA A T T A A A AC T T GA  19311

CCCGA T T T T A GG TGGGG T CC GT T T T T GGC T A T A CA T ACA T T T T CACA A A T A AGC T GCCCA AGA T T A A T T A T T GT GGA CA T  19147

19.860 19.880 19.900 19.920

CCCGA T T T T A GG TGGGG T CC GT T T T T GGC T A T A CA T ACA T T T T CACA A A A A AGC T GCCCA AGA T T T A T T A T T GT GGA CA T  19048
CCCGA T T T T A GG TGGGG T CC GT T T T T GGC T A T A CA T ACA T T T T CACA A A T A AGC T GCCCA AGA T T A A T T A T T GT GGA CA T  19058
CCCGA T T T T A GG TGGAG T CC GT T T T T GGC T A T A CA T ACA T T T T CACA A A T A AGC T GCCCA AGA T T A A T T A T T GT GGA CA T  19035
CCCGA T T T T A GG TGAGG T CC GT T T T T GGC T A T A CA T ACA T T T T CACA A A T A AGC T GCCCA AGA T T A A T T A T T GT CGA CA T  19391

T T CC T CACA A T A A T T A T GA T GGAGA A A A T A CCA A T T CA A A T T A A A TGGA T T CA A A ACGA T C T T AC T G T A T GGA T CAGGA T  19227

19.940 19.960 19.980 20.000

T T CC T CACA A T A A T T A T GA T GGAGA A A A T A CCA A T T CA A A T T A A A TGGA T T CA A A ACGA T C T T AC T G T C T GGA T CAGGA T  19128
T T CC T CACA A T A A T T A T GA T GGAGA A A A T A CCA A T T CA A A T T A A A TGGA T T CA A A ACGA T C T T AC T G T C T GGA T CAGGA T  19138
T T CC T CACA A T A A T T A T GA T GGAGA A A A T A CCA A T T CA A A T T A A A TGGA T T CA A A ACGA T C T T AC T G T C T GGA T CAGGA T  19115
T T CC T CACA A T A A T T A T GA T AGAGA A A A T A CCA A T T CA A A T T A A A TGGA T T CA A A ACGA T C T T AC T G T C T GGA T CAGGA T  19471

T A T A A A T T T C CCCG T T T T CA T CCA T T A A A T A A T A T T T A AG T AC T T GA A A A GGC TG T T T T A A A T T GT CA AG T T T CA A A T A T  19307

20.020 20.040 20.060 20.080

T A T A A A T T T C CCCG T T T T CA T CCA T T A A A T A A T A T T T A AG T AC T CGA A AG GGC TG T T T T A A A T T GT CA AG T T T CA A A T A T  19208
T A T A A A T T T C CCCG T T T T CA T CCA T T A A A T A A T A T T T A AG T AC T T GA A A A GGC TG T T T T A A A T T GT CA AG T T T CA A A T A T  19218
T A T A A A T T T C CCCG T T T T CA T CCA T T A A A T A A T A T T T A AG T AC T T GA A A A GGC TG T T T T A A A T T GT CA AG T T T CA A A T A T  19195
T A T A A A T T T C CCCG T T T T CA T CCA T T A A A T A A T A T T T A A A T AC T T GA A A A AGC TG T T T T A AGT T GT T A AG T T T T A A A T A T  19551

T T AG T T ACCG AGA T C TGA T T A T GAG T T A T T A A A T AG T A A A A T GA A T A A A A A T T CGCA A T T T GA AGGAC T G T T CC T A A AGA  19387

20.100 20.120 20.140 20.160

T T AG T T ACCG AGA T C TGA T T A T GAG T T A T T A A A T AG T A A A A T GA A T A A A A A T T CGCA A T T T GA AGGAC T G T T CC T A A AGA  19288
T TGG T T ACCG AGA T C TGA T T A T GAG T T A T T A A A T AG T A A A A T GA A T A A A A A T T CGA A A T T T GA AGGAC T G T T CC T A A AGA  19298
T T AG T T ACCG AGA T C TGA T T A T GAG T T A T T A A A T AG T A A A A T GA A T A A A A A T T CGCA A T T T GA AGGAC T G T T CC T A A AGA  19275
T T AG T T GCCG AGA T C TGA T T A T GAG T T A T T A A A T AG T A A A A T GA A T A A A A A T T TGCA A T T T GA AGGAC T G T T CC T ACGGG  19631
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T CCCA A CGA A T T C T T A A T T C GA A T T AGAGA A T C T T T T TGA A T T T GA A T TG A T T GT T T T A T CACA T T G TGA T A T T T T A CA T  19467

20.180 20.200 20.220 20.240

T CCCA A CGA A T T C T T A A T T C GA A T T AGAGA A T C T T T T TGA A T T T GA A T TG A T T GT T T T A T CACA T T G TGA T A T T T T A CA T  19368
T CCCA A CGA A T T C T T A A T T C GA A T T AGAGA A T C T T T T TGA A T T T GA A T TG T T T GT T T T A T CACA T T G TGA T A T T T T A CA T  19378
T CCCA A CGA A T T C T T A A T T C GA A T T AGAGA A T C T T T T TGA A T T T GA A T TG C T T GT T T T A T CACA T T G TGA T A T T T T A CA T  19355
T CCCA A CGA A T T C T T A A T T C GA A T T AGAGA A T C T T T T TGA A T T T T A A T TG A T T GT T T T A T CACA T T G TGA T A T T T T A CA T  19711

CGC T GA A TGG A CCCAGT CGA A A ACA A T T AG C T A A TGACA A A A T T A T CA A A GA T TGGCA T T CC T T A T T T C T A T T CA ACA AC  19547

20.260 20.280 20.300 20.320

CGC T GA A TGG A CCCA T T CGA A A ACA A T T AG C TGA TGACA A A A T T A T CA A A GA T TGGCA T T CC T T A T T T C T A T T CA ACA AC  19448
CGC T GA A TGG A CCCA T T CGA A A A T A A T T AG C TGA TGACA A A A T T A T CA A A GA T TGGCA T T CC T T A T T T C T A T T CA ACA AC  19458
CGC T GA A TGG A CCCA T T CGA A A ACA A T T AG C TGA TGACA A A A T T A T CA A A GA T TGGCA T T CC T T A T T T C T A T T CA ACA AC  19435
CGT T GA A TGG A CCCA T T CGA A A ACA A T T AG A TGA TGACA A A A T T A T CA A A GA T TGGGA T T CC T T A T T T C T A T T CA ACAGC  19791

G T A CGA A T AG T T CC T TGA T T T T GGC T A AGC GA T T GT T CA A CCC T T GCC T T GA A A T A A A T G GA A T A A A ACG GA T T GA T A T T  19627

20.340 20.360 20.380 20.400

G T A CGA A T AG T T CC T TGA T T T T T GC T A AGC GA T T GT T CA A CCC T T GCC T T GA A A T A A A T G GA A T A A A ACG GA T T GA T A T T  19528
G T A CGA A T AG T T CC T TGA T T T T GGC T A AGC GA T T GT T CA A CCC T T GCC T T GA A A T A A A T G GA A T A A A ACG GA T T GA T A T T  19538
G T A CGA A T AG T T CC T TGA T T T T GGC T A AGC GA T T GT T CA A CCC T T GCC T T GA A A T A A A T G GA A T A A A ACG GA T T GA T A T T  19515
G T A CGA A T AG T T CC T TGA T T T T GGC T A AG T GA T T GT T CA A CCC T T GCC T T GA A A T A A A T G GA A T A A A ACG GA T T GGT A T T  19871

GGT GCGA T C T GA ACCA T T A T CAGAGA T CA A T CC T GA ACC T GACGGA T CA T T CC T T T T T C T GA T A T A CGA A A T C T GGGA T T  19707

20.420 20.440 20.460 20.480

GGT GCGA T C T GA ACCA T T A T CAGAGA T CA A T CC T GA ACC T GACGGA T CA T T CC T T T T T C T GA T A T A CGA A A T C T GGGA T T  19608
GGT GCGA T C T GA ACCA T T A T CAGAGA T CA A T CC T GA ACC T GACGGA T CA T T CC T T T T T C T GA T A T A CGA A A T C T GGGA T T  19618
GGT GCGA T C T GA ACCA T T A T CAGAGA T A A A T CC T GA ACC T GACGGA T CA T T CC T T T T T C T GA T A T A CGA A A T C T GGGA T T  19595
GGT GCGA T C T GA ACCA T T A T CAGAGA T CA A GCC T GA ACC T GA TGGA T CA T T CC T T T T T C T GA T A T A CGA A A T C T GGGA T T  19951

T CA C T A AGT T GA T T C T T AGG A A A T T T CGA A T CAGACCA T T T G T A C T T AC T T CA ACA A AGG A AGCGCA A A C C T C T T CGA T C  19787

20.500 20.520 20.540 20.560

T CGC T A AGT T GA T T C T T AGG A A A T T T CGA A T CAGACCA T T T G T A C T T AC T T CA ACA A AGG A AGCGCA A A C C T C T T CGA T C  19688
T CA C T A AGT T GA T T C T T AGG A A A T T T CGA A T CAGACCA T T T G T A C T T AC T T CA ACA A AGG A AGCGCA A A C C T C T T CGA T C  19698
T CA C T A AGT T GA T T C T T AGG A A A T T T CGA A T CAGACCA T T T G T A C T T AC T T CA ACA A AGG A AGCGCA A A C C T C T T CGA T C  19675
T CA C T A AGT T GA T T C T T AGG A A A T C T CGA A T CAGACCA T T T G T A C T T AC T T CA ACA A AGG A AGCGCA A A C C T C T T CGA TG  20031

GA AGA A C T T T T T T T G T C T TG GT CCCA A T T C A AGAC T A A A C A AGT ACGA AC T A A T T GA A T A C T T G T A T CAG A A A T T CCCCG  19867

20.580 20.600 20.620 20.640

GA AGA A C T T T T T T T G T C T TG GT CCCA A T T C A AGAC T A A A C A AGT ACGA AC T A A T T GA A T A C T T G T A T CAG A A A T T CCCCG  19768
GA AGA A C T T T T T T T G T C T TG GT CCCA A T T C A AGAC T A A A C A AGT ACGA AC T A A T T GA A T A C T T G T A T CAG A A A T T CCCCG  19778
GA AGA A C T T T T T T T G T C T TG GT CCCA A T T C A AGAC T A A A C A AGT ACGA AC T A A T T GA A T A C T T G T A T CAG A A A T T CCCCG  19755
GA AGA A C T T T T T T T G T C T TG GT CCCA A T T C A ACAC T A A A C A A A T CCGA AC T A A T T GA A T A C T T G T A T CAG A A A T T CCCCG  20111

AGT GGG T T T G CCC T T T CCA T A A AGGACA T A A T T GACA AC T CGA A A T T GCA T A T T A T CC T T T T CCCGCAG T AGA T CC T GGG  19947

20.660 20.680 20.700 20.720

AGT GGG T T T G CCC T T T CCA T A A AGGACA T A A T T GACA AC T CGA A A T T GCA T A T T A T CC T T T T CCCGCAG T AGA T T C T GGG  19848
AGT GGG T T T G CCC T T T CCA T A A AGGACA T A A T T GACA AC T CGA A A T T T CA T A T T A T CC T T T T CCCGCAG T AGA T CC T GGG  19858
AGT GGG T T T G CCC T T T CCA T A A AGGACA T A A T T GACA AC T CGA A A T T T CA T A T T A T CC T T T T CCCGCAG T AGA T CC T GGG  19835
AGT GGG T T T G CCC T T T CCA T A A AGGACA T A A T T GACA AC T CGA A A T T GCA T A T T A T CC T T T T C T CGCAGC AGA T CC T GGG  20191

GGA AGAG TG T T GC T A A A T T T A T ACCG T CCG C T A T T T CA T A T G TGAC T ACG GG T CGA ACCA A A A CA A A A T A C T T T T T C T TG  20027

20.740 20.760 20.780 20.800

GGA AGAG TG T T GC T A A A T T T A T ACCG T CCG C T A T T T CA T A T G TGAC T ACG GG T CGA ACCA A A A CA A A A T A C T T T T T C T TG  19928
GGA AGAG TG T T GC T A A A T T T A T ACCG T CCG C T A T T T CA T A T G TGAC T ACG GG T CGA ACCA A A A CA A A A T A C T T T T T C T TG  19938
GGA AGAG TG T T GC T A A A T T T A T ACCG T CCG C T A T T T CA T A T G TGAC T ACG GG T CGA ACCA A A A CA A A A T A C T T T T T C T TG  19915
GGA AGAG TG T T GC T A A A T T T A T ACCG T CCG C T A T T T GA T A T G TGAC T ACG GG T CGA ACCA A A A CA A A A T A C T T T T T C T TG  20271

GCAGGT G TGA T CCG T TGGAC A T AGA T CCA T T T T T T CA A T T T T T T T GA T T C C T T AG T TGC T T CC T T A AGT T T T T T T T T T T C  20107

20.820 20.840 20.860 20.880

GCAGGT G TGA T CCG T TGGAC A T AGA T CCA T T T T T T CA A T T T T T T T GA T T C C T T AG T TGC T T CC T T A AGT T T T T T T T T T T C  20008
GCAGGT G TGA T CCG T TGGAC A T AGA T CCA T T T T T T CA A T T T T T T T GA T T C C T T AG T TGC T T CC T T A AGT T T T T T T T T T T C  20018
GCAGGT G TGA T CCG T TGGAC A T AGA T CCA T T T T T T CCA T T T T T T T GA T T C C T T AG T TGC T T CC T T A AGT T T T T T T T T T T C  19995
GCAGGT G TGA T CCG T TGGAC A T AGA T CCA T T T T T T CA A T T T T T T T GA T T C C T T AG T GGA T T CC T T A AGT T T T T T T T T T CC  20351

CC T T T C T GG T GG T A T CA AGA TGCCA C TG T G T CGGGA T A T C T T A T C TG T C T C T CCGGGA A A A TGGA T T T C T CCAGA A A AGA  20187

20.900 20.920 20.940 20.960

CC T T T C T GG T GG T A T CA AGA TGCCA C TG T G T CGGGA T A T C T T A T C TG T C T C T CCGGGA A A A TGGA T T T C T CCAGA A A AGA  20088
CC T T T C T GG T GG T A T CA AGA TGCCA C TG T G T CGGGA T A T C T T A T C TG T C T C T CCGGGA A A A TGGA T T T C T CCAGA A A AGA  20098
CC T T T C T GG T GG T A T CA AGA TGCCA C TG T G T CGGGA T A T C T T A T C TG T C T C T CCGGGA A A A TGGA T T T C T CCAGA A A AGA  20075
C T T T T C T GG T GG T A T CA AGA TGCCA C TG T G T CGGGA T A T C T T A T C TG T C T C T CCGGGA A A A TGGA T A T CC CCAGA A A A T A  20431

T T T T CAG T T C A A T CCCC T T T T T T T T T C T C T CCA T T CGGA C CA A T CCGCCC AC T CGGC T T C T T A T A T T T A A AG TGA T T CGT  20267

20.980 21.000 21.020 21.040

T T T T CAG T T C A A T CCC T T T T T T T T T T C T C T CCA T T CGGA C CA A T CCGCCC AC T CGGC T T C T T A T A T T T A A AG TGA T T CGT  20168
T T T T CAG T T C A A T CCCG T T T T T T T T T C T C T CCA T T CGGA C CA A T CCGCCC AC T CGGC T T C T T A T A T T T A A AG TGA T T CGT  20178
T T T GCAG T T C A A T CCCG T T T T T T T T T C T CG CCA T T CGGA C T A A T CCGCCC AC T CGGC T T C T T A T A T T T A A AG TGA T T CGT  20155
T T T T CAG T T C A A T CCCCCC T T T T T T T C T C T CCA T T CGGA C CA A T CCGCCC AC T CGGC T T C T T A T A T T T A A AG TGA T T CGT  20511

G T A T C T AC T C CA ACGA T AC T A T T A T T CCG T A T CA T T A TG T A AGA AGA T T C GGGCA A AG T A T GCAC T T CC T CGGGA A T GA A  20347

21.060 21.080 21.100 21.120

G T A T C T AC T C CA ACGA T AC T A T T A T T CCG T ACCA T T A TG T A AGA AGA T T C GGGCA A AG T A T GCAC T T CC T CGGGA A T GA A  20248
G T A T C T AC T C CA ACGA T AC T A T T A T T CCG T ACCA T T A TG T A AGA A A A T T C GGGCA A AG T A T GCAC T T CC T CGGGA A T GA A  20258
G T A T C T AC T C CA ACGA T AC T A T T A T T CCG T ACCA T T A TG T A AGA A A A T T C GGGCA A AG T A T GCAC T T CC T CGGGA A T GA A  20235
G T A T C T AC T C CA A T GA T AC T A T T A T T CCG T ACCA T T ACG T A AGA AGA T T C GGGCA A AG T A T GCAC T T CC T CGGGA A T GA A  20591

A A A A A AGCGA T C T A T T T T CA T T T GG T A T T T T GGC T T CA T T T T T T T GAG T C C T CGA T AC T C A A T CA AG T T C T C T T T T T T GA  20427

21.140 21.160 21.180 21.200

A A A A A AGCGA T C T A T T T T CA T T T GG T A T T T T GGC T T CA T T T T T T T GAG T C C T CGA T AC T C A A T CA AG T T C T C T T T T T T GA  20328
A A A A A AGCGA T C T A T T T T CA T T T GG T A T T T T GGC T T CA T T T T T T T GAG T C C T CGA T AC T C A A T CA AG T T C T C T T T T T T GA  20338
A A A A A AGCGA T C T A T T T T CA T T T GG T A T T T T GGC T T CA T T T T TG T GAG T C C T CGA T AC T C A A T CA AG T T C T C T T T T T T GA  20315
A A A A A AGCGA T C T A T T T T CA T T T GG T A T T T T GGC T T A A T T T T T T T GAG T C C T CGA T AC T C A A T CA AG T CC T C T T T T T T GA  20671

CGA T TGA A T G CGCCCC T AGA GT CCCA T A T T T AG T A A T T CC T GA A C T C T T T C T T C T G T A T C GAGGA T CA T C GA A A T A AGCA  20507

21.220 21.240 21.260 21.280

CGA T TGA A T G CGCCCC T AGA GT CCCA T A T T T AG T A A T T CC T GA A C T C T T T C T T C T G T A T C GAGGA T CA T C GA A A T A AGCA  20408
CGA T TGA A T G CGCCCC T AGA GT CCCA T A T T T AG T A A T T CC T GA A C T C T T T C T T C T G T A T C GAGGA T CA T C GA A A T A AGCA  20418
CGA T TGA A T G CGCCCC T AGA GT CCCA T A T T T AG T A A T T CC T GA A C T C T T T C T T C T G T A T C GAGGA T CA T C GA A A T A AGCA  20395
CA A T TGA A T G CGCCCC T AGA GT CCCA T A T T T AG T A A T T CC T GA A C T C T T T C T T C T G T A T C GAGGA T CA T C GA A A T A AGCA  20751
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AGA A T A C T A T T T C T ACGGAG A A T ACCC T T T A TGGGT A T T T CA A T CGAGA T ACCGGA A T GG GGCA T T AGC T C T T T C T C T TG  20587

21.300 21.320 21.340 21.360

AGA A T A C T A T T T C T ACGGAG A A T ACCC T T T A TGGGT A T T T CA A T CGAGA T ACCGGA A T GG GGCA T T AGC T C T T T C T C T TG  20488
AGA A T A C T A T T T C T ACGGAG A A T ACCC T T T A TGGGT A T T T CA A T CGAGA T ACCGGA A T GG GGCA T T AGC T C T T T C T C T TG  20498
AGA A T A C T A T T T C T ACGGAG A A T ACCC T T T A TGGGT A T T T CA A T CGAGA T ACCGGA A T GG GGCA T T AGC T C T T T C T C T TG  20475
AGA A T A C T A T T T C T ACGGA A A A T ACCC T T T A TGGGT A T T T CA A T CGAGA T ACC T A A A T GG GGCA T T A AC T C T T T C T C T TG  20831

T T C T TGA A T C GG T T GGA A TG GA A TGAGA A A T CGA T T T C T T CGCC T T T T TG CCA A T A A A T C AGA A T T CGCG T GGCGA A T TG  20667

21.380 21.400 21.420 21.440

T T C T TGA A T C CA T T GGA A TG GA A TGAGA A A T CGA T T T C T T CGCC T T T T TG CCA A T A A A T C AGA A T T CGCG T GGCGA A T TG  20568
T T C T TGA A T C GA T T GGA A TG GA A TGAGA A A T CGA T T T C T T CGCC T T T T TG CCA A T A A A T C AGA A T T CGCG T GGCGA A T TG  20578
T T C T TGA A T C GA T T GGA A TG GA A TGAGA A A T CGA T T T C T T CGCC T T T T TG CCA A T A A A T C AGA A T T CGCG T GGCGA A T TG  20555
T T C T TGA A T C GA T T GGA A TG GA A TGAGA A A T CGA T T T C T T CGCC T T T T TG CCA A T A A A T C AGA A T T C T CG T GGCGA A T TG  20911

GAGGA T G T A T T AGA T T A CA A TGACCAGT AC C T A T GA T T CG A T T A A A T CCC GA A T A A T CAG GA A T C T CA A A A A T CCCA CC T  20747

21.460 21.480 21.500 21.520

GAGGA T G T A T GAGA T T A CA A TGACCAGT AC C T A T GA T T CG A T T A A A T CCC GA A T A A T CAG GA A T C T CA A A A A T CCCA CC T  20648
GAGGA T G T A T GAGA T T A CA A TGACCAGT AC C T A T GA T T T G A T T A A A T CCC GA A T A A T CAG GA A T C T CA A A A A T CCCA CC T  20658
GAGGA T G T A T GAGA T T A CA A TGA ACAGT AC C T A T GA T T CG A T T A A A T CCC GA A T A A T CAG GA A T C T CA A A A A T CCCA CC T  20635
A AGGA T G T A T GAGA T T AGA A TGACCAGT AC C T A T CA T T T G A T T A A A T CCC GA A T A A T CAG GA A T C T CA A A A A T CCCA CC T  20991

T C T T T T T T AG CAGA A A A A T A AGA AC T A A A T A A T T TG T GT C T CGC T C T CGC T T GA T CA T T A T T CAC T GAGA GCGAGAGGC T  20827

21.540 21.560 21.580 21.600

T C T T T T T T AG CAGA A A A A T A AGA AC T A A A T A A T T TG T GT C T CGC T C T CGC T T GA T CA T T A T T CAC T GAGA A CGAGAGGC T  20728
T C T T T T T T AG CAGA A A AG T A AGA AC T A A A T A A T T TG T GT C T CGC T C T CGC T T GA T CA T T A T T CAC T GAGA A CGAGAGGC T  20738
T C T T T T T T AG CAGA A A A A T A AGA AC T A A A T A A T T TG T GT C T CGC T C T CGC T T GA T CA T T A T T CAC T GAGA GCGAGAGGC T  20715
T C T T T T T T AG CAGA A A A A T A AGA AC T A A A T A A T T TG T GT C T T GC T - - - - - - T GA T CA T T A T T CAC T GAGA GCGA A AGGC T  21065

AGA A A T A T C T C T T CG T T CGA CAGA A AGAGA A TGA A T A T T C A T T T GA T C T T GA T CC T TG T G GAG T GA A A A A GA A A C T A CAC  20907

21.620 21.640 21.660 21.680

AGA A A T A T C T C T T CG T T CGA CAGA A AGAGA A TGA A T A T T C A T T T GA T C T T GA T CC T TG T G GAG T GA A A A A GA A A C T A CAC  20808
AGA A A T A T C T C T T CG T T CGA CAGA A AGAGA A TGA A T A T T C A T T T GA T C T T GA T CC T TG T G GAG T GA A A A A GA A A C T A CAC  20818
AGA A A T A T C T C T T CG T T CGA CAGA A AGAGA A TGA A T A T T C A T T T GA T C T T GA T CC T TG T G GAG T GA A A A A GA A A C T A CAC  20795
AGA A A T A T C T C T T CG T T CGA CAGA A AGAGA A TGA A T A T T C A T T T GA T C T T GA T CC T TG T G GAG T GA A A A A GA A A C TGCAC  21145

T GGA T CCGCA T GA A CC T CC T GA T A A T A T CC A T A A A T GAC T T G T T T T T GGT A AGAGG TG T A CA T T AC T A T A T G T A A A T T CG  20987

21.700 21.720 21.740 21.760

T GGA T CCGCA T GA A T C T CC T GA T A A T A T CC A T A A A T GAC T T G T T T T T GGT A AGAGG TG T A CA T T AC T A T A T G T A A A T T CG  20888
T GGA T CCGCA T GA A CC T CC T GA T A A T A T CC A T A A A T GAC T T G T T T T T GGT A AGAGG TG T A CA T T AC T A T A T G T A A A T T CG  20898
T GGA T CCGCA T GA A CC T CC T GA T A A T A T CC A T A A A T GAC T T G T T T T T GGT A AGAGG TG T A CA T T AC T A T A T G T A A A T T CG  20875
T GGA T C T GCA T GA A CC T CC T GA T A A T A T CC A T A A A T GAC T T G T T T T T GGT A A T AGG TG T A CA T T AC T A T A T G T A A A T T CG  21225

GGCGCA T GG T A CACA T CAGT AC T CCAGT GC A T T T C T CCC T C T GAG T CAGA A T A A A T A T G T T T T CGA ACCC T C T C T T T A A A  21067

21.780 21.800 21.820 21.840

GGCGCA T GG T A CACA T CAGT AC T CCAGT GC A T T T C T CCC T C T GAG T CAGA A T A A A T A T G T T T T CGA ACCC T C T C T T T A A A  20968
GGCGCA T GA T A CACA T CAGT AC T CCAGT GC A T T T C T CCC T C T GAG T CAGA A T A A A T A T G T T T T CGA ACCC T C T C T T T A A A  20978
GGCGCA T GG T A CACA T CAGT AC T CCAGT GC A T T T C T CCC T C T GAG T CAGA A T A A A T A T G T T T T CGA ACCC T C T C T T T A A A  20955
GGCGCG T GG T A CACA T CAGT AC T CCAGT GC A T T T C T CCC T C T GA A T CAGA A T A A A T A T G T T T T CGA ACCC T C T C T T T A A A  21305

A T T CA A AGT G T A TGC T CCCG CCCGA A T C T C AGCA A T CAC T T G T T C TGA T T C T ACA T A T T G A T CA T T T TGA A C T A A A AGA A  21147

21.860 21.880 21.900 21.920

A T T CA A AGT G T A TGC T CCCG CCCGA A T C T C AGCA A T CAC T T G T T C TGA T T C T ACA T A T T G A T CA T T T TGA A C T A A A AGA A  21048
A T T CA A AGT G T A TGC T CCCG CCCGA A T C T C AGCA A T CAC T T G T T C TGA T T C T ACA T A T T G A T CA T T T TGA A C T A A A AGA A  21058
A T T CA A AGT G T A TGC T CCCG CCCGA A T C T C AGCA A T CAC T T G T T C TGA T T C T ACA T A T T G A T CA T T T TGA A C T A A A AGA A  21035
A T T CA A AGT G T A TGC T CCCG CCCGA A T C T C AGCA A T CAC T T G T T C TGA T T C T ACA T A T T G A T CA T T T TGA A C T A A A AGA A  21385

A AC T T T T TGG GGGA A T AGAC ACG T T A TGCA T A A T A T C T T C A C T C T CA A T A A T T ACA T A CA A A T CCA T A T A A CA T AGA A A A  21227

21.940 21.960 21.980 22.000

A AC T T T T TGG GGGA A T AGAC ACG T T A TGCA T A A T A T C T T C A C T C T CA ACA A T T ACA T A CA A A T C T A T A T A A CA T AGA A A A  21128
A AC T T T T TGG GGGA A T AGAC ACG T T A TGCA T A A T A T C T T C A C T C T CA A T A A T T ACA T A CA A A T C T A T A T A A CA T AGA A A A  21138
A AC T T T T TGG GGGA A T AGAC ACG T T A TGCA T A A T A T C T T C A C T C T CA A T A A T T ACA T A CA A A T C T A T A T A A CA T AGA A A A  21115
A AC T T T T TGG GGGA A T AGAC ACG T T A TGCA T A A T A T C T T C GC T C T CA A T A A T CACA T A CA A A T C T A T A T A A CA T AGA A A A  21465

GCAGGA T GCC CG TGACG T GT ACG TG T GGGA T GA ACCA A A T CC T CA T T GA A T T T GA T T T T C CCA T T AGA AG GGGC T CG T AC  21307

22.020 22.040 22.060 22.080

GCAGGA T GCC CG TGACG T GT ACG TG T GGGA T GA ACCA A A T CC T CA T T GA A T T T GA T T T T C CCG T T A CA AG GGGC T CG T AC  21208
GCAGGA T GCC CG TGACG T GT ACG TG T GGGA T GA ACCA A A T CC T CA T T GA A T T T GA T T T T C CCA T T AGA AG GGGC T CG T AC  21218
GCAGGA T GCC CG TGACG T GT ACG TG T GGGA T GA ACCA A A T CC T CA T T GA A T T T GA T T T T C CCA T T AGA AG GGGC T CG T AC  21195
GCAGGA T GCC CG TGACG T GT ACG TG T GGGA T GA ACCA A A T CC T CA T T GA A T T T GA T T T T C CCA T T AGA AG GGGC T CG T AC  21545

A TG T T C T GCA G T GCCCCC TG T A A A T AC T CC ACCGGT A TGA A A AG T T C T T A A T G TGAGT T G AGT CCCCGG T T CCCCA A T AG  21387

22.100 22.120 22.140 22.160

A TG T T C T GCA G T GCCCCC TG T A A A T AC T CC ACCGGT A TGA A A AG T T C T T A A T G TGAGT T G AGT CCCCGG T T CCCCA A T AG  21288
A TG T T C T GCA G T GCCCCC TG T A A A T AC T CC ACCGGT A TGA A A AG T T C T T A A T G TGAGT T G AGT CCCCGG T T CCCCA A T AG  21298
A TG T T C T GCA G T GCCCCC TG T A A A T AC T CC ACCGGT A TGA A A AG T T C T T A A T G TGAGT T G AGT CCCCGG T T CCCCA A T AG  21275
A TG T T C T GCA G T GCCCCC TG T A A A T AC T CC ACCAGT A TGA A A AG T T C T T A A T G T T AGT T G AGT CCCCGG T T CCCCA A T CG  21625

A T T GACCCGA A A T A A T A CC T ACGGC T T C T C CCA A T T CA A C CAGG T CGCCA TGAGT GGGAC T CCGACCA T A GCA T A A T CGA  21467

22.180 22.200 22.220 22.240

A T T GACCCGA A A T A A T A CC T ACGGC T T C T C CCA A T T CA A C CA TG T CGCCA TGAGT GGGAC T CCGACCA T A GCA T A A T CGA  21368
A T T GACCCGA A A T A A T A CC T ACGGC T T C T C CCA A T T CA A C CAGG T CGCCA TGAGT GGGAC T CCGACCA T A GCA T A A T CGA  21378
A T T GACCCGA A A T A A T A CC T ACGGC T T C T C CCA A T T CA A C CAGG T CGCCA TGAGT GGGAC T CCGACCA T A GCA T A A T CGA  21355
A T T GACCCGA A A T A A T A CC T ACGGC T T C T C CCA A T T CA A C CAGG T CA C T A TGAGT GGGAC T CCGACCA T A GCA T A A T CGA  21705

CAGA T CCA AG A T GT AC T CC T ACA AG T A A AG GGGG T T CGA A T AGA T A T T GC T T G TG T T CGA A AGC T T A TGA A T CGA T T GAC  21547

22.260 22.280 22.300 22.320

CAGA T CCA AG A T GT AC T CC T ACA AG T A A A A GGGG T T CGA A T AGA T A T T GC T T G TG T T CGA A AGG T T A TGA A T CGA T T GAC  21448
CAGA T CCA AG A T GT AC T CC T ACA AG T A A AG GGGG T T CGA A T AGA T A T T GC T T G TG T T CGA A AGG T T A TGA A T CGA T T GAC  21458
CAGA T CCA AG A T GT AC T T C T ACA AG T A A AG GGGG T T CGA A T AGA T A T T GC T T G TG T T CGA A AGG T T A TGA A T CGA T T GAC  21435
CAGA T CCA AG A T GT AC T CC T ACA AG T A A AG GGGG T T CGA A T AGA T A T T GC T T G TG T T CGA A AGG T T A TGA A T CGA T T GAC  21785

A AG T CCA A T C CCA A T A T C T T GA T T T CGA A T GGCGA T GCA T CGCGGGCCCA T A T A T A T A T C G T C T GC T A A T A CACGACCGA  21627

22.340 22.360 22.380 22.400

A AG T CCA A T C CCA A T A T C T T GA T T T CGA A T GGCGA T GCA T CGCGGGCCCA T A T A T A T A T C G T C T GC T A A T A CACGACCGA  21528
A AG T CCA A T C CCA A T A T C T T GA T T T CGA A T GGCGA T GCA T CGCGGGCCCA T A T A T A T A T C G T C T GC T A A T A CACGACCGA  21538
A AG T CCA A T C CCA A T A T C T T GA T T T CGA A T GGCGA T GCA T CGCGGGCCCA T A T A T A T A T C G T C T GC T A A T A CACGACCGA  21515
A AG T CCA A T C CCA A T A T C T T GA T T T C T A A T GGCGA T GCA T CGCGG T CCCA T A T A T A T A T C G T C T GC T A A T A CACGACCGA  21865
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T T A A TG T T T G GC T A A A A AC T C T T T CCGA CA T CA T CC T A T T T T GAGGA C T C ACAGA A A T T C C T CGGA T GG T GCCA CA A T CC  21707

22.420 22.440 22.460 22.480

T T A A TG T T T G GC T A A A A AC T C T T T CCGA CA T CA T CC T A T T T T GAGGA C T C ACAGA A A T T C C T CGGA T GG T GCCA CA A T CC  21608
T T A A TG T T T G GC T A A A A AC T C T T T CCGA CA T CA T CC T A T T T T GAGGA C T C ACAGA A A T T C C T CGGA T GG T GCCA CA A T CC  21618
T T A A TG T T T G GC T A A A A AC T C T T T CCGA CA CCA T CC T A T T T T GAGGA C T C ACAGA A A T T C C T CGGA T GG T GCCA CA A T CC  21595
T T A A TG T T T G GC T A A A A AC T C T T T CCGA CA T CA T CCCA T T T T GAGGA C T C ACAGA A A T T C C T CGGA T GG T GCCA CA A T C T  21945

G T T C T A CGT A CA ACA A T G TG T T GA A C T A C T T CA ACA AGT C T GCGCGT A AG A T A T CCAGCA T C T GA T G T T C G T ACAGCGGT  21787

22.500 22.520 22.540 22.560

G T T C T A CGT A CA ACA A T G TG T T GA A C T A C T T CA ACA AGT C T GCGCGT A AG A T A T CCAGCA T C T GA T G T T C G T ACAGCGGT  21688
G T T C T A CGT A CA ACA A T G TG T T GA A C T A C T T CA ACA AGT C T GCGCGT A AG A T A T CCAGCA T C T GA T G T T C G T ACAGCGGT  21698
G T T C T A CGT A CA ACA A T G TG T T GA A C T A C T T CA ACA AGT C T GCGCGT A AG A T A T CCAGCA T C T GA T G T T C G T ACAGCGGT  21675
G T T C T A CGT A CA ACA A T G TG T T GA A C T A C T T CA ACA AGT C T ACGCGT A AG A T A T CCAGCA T C T GA T G T T C G T ACAGCGGT  22025

A T CCACA AC T CCC T T GCGGG C T CCA T AGCA AGA A A T GA T A T A T T C TG T T A A AGACAGT CC T T CGCG T A A A T T GC T T T GA A  21867

22.580 22.600 22.620 22.640

A T CCACA AC T CCC T T GCGGG C T CCA T AGCA AGA A A T GA T A T A T T C TG T T A A AGACAGT CC T T CGCG T A A A T T GC T T T GA A  21768
A T CCACA AC T CCC T T GCGGG C T CCA T AGCA AGA A A T GA T A T A T T C TG T T A A AGACAGT CC T T CGCG T A A A T T GC T T T GA A  21778
A T CCACA AC T CCC T T GCGGG C T CCA T AGCA AGA A A T GA T A T A T T C TG T T A A AGACAGT CC T T CGCG T A A A T T GC T T T GA A  21755
A T CCACA AC T CCC T T GCGAG C T CCA T AGCA AGA A A T GA T A T A T T C TG T T A A AGA T AGCCC T T CGCG T A A A T T GC T T T GA A  22105

T GGG T A A A T C A A T CA T T T GT CC T TGGGGA T CAGACA T T A A T CC T C T CA T A CCCAC T A A T T GGT G T A C T T G AGA T GCA T T T  21947

22.660 22.680 22.700 22.720

T GGG T A A A T C A A T CA T T T GT CC T TGGGGA T CAGACA T T A A T CC T C T CA T A CCCAC T A A T T GGT G T A C T T G AGA T GCA T T T  21848
T GGG T A A A T C A A T CA T T T GT CC T TGGGGA T CAGACA T T A A T CC T C T CA T A CCCAC T A A T T GGT G T A C T T G AGA T GCA T T T  21858
T GGG T A A A T C A A T CA T T T GT CC T TGGGGA T CAGACA T T A A T CC T C T CA T A CCCAC T A A T T GGT G T A C T T G AGA T GCA T T T  21835
T GGG T A A A T C A A T CA T T T GT CC T TG T GGA T CAGACA T T A A T CC T C T CA T A CCCAC T A A T T GGT G T A C T T G AGA T GCA T T T  22185

CC T C T AGC T C CCGA A A A AGA CA T T A T A T GG AC T GGA T T A A AGGGA T CAGT CA T CC T A A A A T T AGGA T T CA T T T C T TG T CG  22027

22.740 22.760 22.780 22.800

CC T C T AGC T C CCGA A A A AGA CA T T A T A T GG AC T GGA T T A A AGGGA T CAGT CA T CC T A A A A T T AGGA T T CA T T T C T TG T CG  21928
CC T C T AGC T C CCGA A A A AGA CA T T A T A T GG AC T GGA T T A A AGGGA T CAGT CA T CC T A A A A T T AGGA T T CA T T T C T TG T CG  21938
CC T C T AGC T C CCGA A A A AGA CA T T A T A T GG AC T GGA T T A A A CGGA T CAGT CA T CC T A A A A T T AGGA T T CA T T T C T TG T CG  21915
CC T C T AGC T C CCGA A A A AGA CA T T A T A T GG AC T GGA T T A A AGGGA T CAGT CA T CC T A A A A T T AGGA T T CA T T T C T TG T CG  22265

CA A A T A T T CA C T TG T AGCA T ACCA T A T C T C A A T GGA T TGG CG T AG T T T T T C T ACCGCG T G T ACA TGCCCA T A A T GA T GGT  22107

22.820 22.840 22.860 22.880

CA A A T A T T CA C T TG T AGCA T ACCA T A T C T C A A T GGA T TGG CG T AG T T T T T C T ACCGCG T G T ACA TGCCCA T A A T GA T GGT  22008
CA A A T A T T CA C T TG T AGCA T ACCA T A T C T C A A T GGA T TGG CG T AG T T T T T C T ACCGCG T G T ACA TGCCCA T A A T GA T GGT  22018
CA A A T A T T CA C T TG T AGCA T ACCA T A T C T C A A T GGA T TGG CG T AG T T T T T C T ACCGCG T G T ACA TGCCCA T A A T GA T GGT  21995
CA A A T A T T CA C T TG T AGCA T ACCA T A T C T C A A T GGA T TGG CG T AG T T T T T C T ACCGCG T G T ACA T T CCCA T A A T GA T GGT  22345

G T T T T T CCA A A A T A A A A C T T TG T TG T T CAG CA T C T T GGA C T AGCCA T CGC T T AGA AGG T A T CG T T A A A AG A T CA T CA A TG  22187

22.900 22.920 22.940 22.960

G T T T T T CCA A A A T A A A A C T T TGC TG T T CAG CA T C T T GGA C T AGCCA T CGC T T AGA AGG T A T CG T T A A A AG A T CA T CA A TG  22088
G T T T T T CCA A A A A A A A A C T T TG T TG T T CAG CA T C T T CGA C T AGCCA T CGC T T AGA AGG T A T CG T T A A A AG A T CA T CA A TG  22098
G T T T T T CCA A A A T A A A A C T T TG T TG T T CAG CA T C T T CGA C T AGCCA T CGC T T AGA AGG T A T CG T T A A A AG A T CA T CA A TG  22075
G T T T T T CCA A A A T A A A A C T T TG T TG T T CAG CA T C T T GGA C T AGCCA T CGC T T AGA AGG T A T CG T T A A A AG A T CA T CA A TG  22425

CC T A A T GA A A T AGA T GT AGC AG T GGC T T GC T GGA A A CCCA GAGT C T T T AC T T GA T CCAGA A TG T GT GA T G T A T A T GCCA T  22267

22.980 23.000 23.020 23.040

CC T A A T GA A A T AGA T GT AGC AG T GGC T T GC T GGA A A CCCA GAGT C T T T AC T T GA T CCAGA A TG T GT GA T G T A T A T GCCA T  22168
CC T A A T GA A A T AGA T GT AGC AG T GGC T T GC T GGA A A CCCA GAGT C T T T AC T T GA T CCAGA A TG T GT GA T G T A T A T GCCA T  22178
CC T A A T GA A A T AGA T GT AGC AG T GGC T T GC T GGA A A CCCA GAGT C T T T AC T T GA T CCAGA A TG T GT GA T G T A T A T GCCA T  22155
CC T A A T GA A A T AGA T GT AGC AG T GGC T T GC T GGA A A CCCA GAGT C T T T AC T T GA T CCAGA A TG T GT GA T G T A T A T GCCA T  22505

T CCGA AG TGA T C T A T T A ACC TGC T A A T A AG T CG T T T A A T G GCAG T T CCA T C T A T CA T T T T A T T G TGA A AG A CCAGAC T CG  22347

23.060 23.080 23.100 23.120

T CCGA AG TGA T C T A T T A ACC TGC T A A T A AG T CG T T T A A T G A CAG T T CCA T C T A T CA T T T T A T T G TGA A AG A CCAGAC T CG  22248
T CCGA AG TGA T C T A T T A ACC TGC T A A T A AG T CG T T T A A T A GCAG T T CCA T C T A T CA T T T T A T T G TGA A AG A CCAGAC T CG  22258
T CCGA AG TGA T C T A T T A ACC TGC T A A T A AG T TG T T T A A T G GCAG T T CCA T C T A T CA T T T T A T T G TGA A AG A CCAGAC T CG  22235
T CCGA AG TGA T C T A T T A ACC TGC T A A T A AG T CG T T T A A T G GCAG T T CCA T C T A T CA T T T T A T T G TGA A AG A CCA A AC T CG  22585

CCCG T T C TGC CA T A AGT ACC T CCGT A T T CC GC T GAG T AGG A T T CGACA A T GGA T T T GAG T CA A T GA T TGG A A A A C T T CC T  22427

23.140 23.160 23.180 23.200

CCCG T T C TGC CA T A AGT ACC T CCGT A T T CC GC T GAG T AGG A T T CGACA A T GGA T T T GAG T CA A T GA T TGG A A A A C T T CC T  22328
CCCG T T C TGC CA T A AGT ACC T CCGT A T T CC GC T GAG T AGG A T T CGACA A T GGA T T T GAG T CA A T GA T TGG A A A A C T T CC T  22338
CCCG T T C TGC CA T A AGT ACC T CCGT A T T CC GC T GAG T AGG A T T CGACA A T GGA T T T GAG T CA A T GA T TGG A A A A C T T CC T  22315
CCCG T T CCGC CA T A AGT ACC T CCGT A T T CC GC T GAG T AGG A T T CGACA A T GA A T T T GAG T CA A T GA T TGG A A A A CC T CC T  22665

T T T C T CGA T C T T GA T T CGCG T AGA A AGG T C AGT A ACGA T G G T CC T AC T TG A A CCGGA A AG ACCCA A A T T C A CACCACACC  22507

23.220 23.240 23.260 23.280

T T T C T CGA T C T T GA T T CGCG T AGA A AGG T C AGGA ACGA T G G T CC T AC T TG A A CCGGA A AG ACCCA A A T T C A CACCACAC T  22408
T T T C T CGA T C T T GA T T CGCG T AGA A AGG T C AGGA ACGA T G G T CC T AC T TG A A CCGGA A AG ACCCA A A T T C A CACCACACC  22418
T T T C T CGA T C T T GA T T CGCG T AGA A AGG T C AGGA ACGA T G G T CC T AC T TG A A CCGGA A AG ACCCA A A T T C A CACCACACC  22395
T T T C T CGA T C T T GA T T CG TG T AGA A AGC T C AGGA ACGA T G G T CC T AC T TG A A CCGGA A AG ACCCA A A T T C A CACC - - - - -   22740

GGT G T CA T AG A A T T AC T T AG T T T AGACA CC A T A T GA T T AG G T ACCA T A TG AGCAGGCCCG ACA A A A ACC T T G T A T AGC T T  22587

23.300 23.320 23.340 23.360

GGT G T CA T AG A A T T AC T T AG T T T AGACA CC A T A T GA T T AG G T ACCA T A TG AGCAGGCCCG ACA A A A ACC T T G T A T AGC T T  22488
GGT G T CA T AG A A T T AC T T AG T T T AGACA CC A T A T GA T T AG G T ACCA T A TG AGCAGGCCCG ACA A A A ACC T T G T A T AGC T T  22498
GGT G T CA T AG A A T T AC T T AG T T T AGACA CC A T A T GA T T AG G T ACCA T A TG AGCAGGCCCG ACA A A A ACC T T G T A T AGC T T  22475
GGT G T CA T AG A A T T CC T T AG T T T AGACA CC A T A T GA T T AG G T ACCA T A TG AGCAGGCCCG ACA A A A ACC T T G T A T AGC T T  22820

C T T CGA T T T C T CGA T A A AGA GA A A T A TGAC CA A CAG T GG T T CGA A TG T A T A T AGA A AGA A T T T C T T T T T T T ACA C T T CGT  22667

23.380 23.400 23.420 23.440

C T T CGA T T T C T CGA T A A AGA GA A A T A TGAC CA A CAG T GG T T CGA A TG T A T A T AGA A AGA A T T T C T T T T T T T ACA C T T CGT  22568
C T T CGA T T T C T CGA T A A AGA GA A A T A TGAC CA A CAG T GG T T CGA A TG T A T A T AGA A AGA A T T T C T T T T T T T ACA C T T CGT  22578
C T T C T A T T T C T CGA T A A AGA GA A A T A TGAC CA A CAG T GG T T CGA A TG T A T A T AGA A AGA A T T T C T T T T T T T ACA C T T CGT  22555
C T T CGA T T T C T CGA T A A AGA GA A A T A TGAC CA A CAG T GG T T CGA A TG T A T A T AGA A AGA A T T T C T T T T T T T ACA C T T CGT  22900

AC T A T T AGA T A A TG T CCA T A A A T C T CA T GA T AGG T A CCCA A ACA T T CA T A GT GA A C T T CG A TGGGAGC T T CCC T T GA AGC  22747

23.460 23.480 23.500 23.520

AC T A T T AGA T A A TG T CCA T A A A T C T CA T GA T AGG T A CCCA A ACA T T CA T A GCGA A C T T CG A TGGGAGC T T CCC T T GA AGC  22648
AC T A T T AGA T A A TG T CCA T A A A T C T CA T GA T AGG T A CCCA A ACA T T CA T A GT GA A C T T CG A TGGGAGC T T CCC T T GA AGC  22658
AC T A T T AGA T A A TG T CCA T A A A T C T CA T GA T AGG T A CCCA A ACA T T CA T A GT GA A C T T CG A TGGGAGC T T CCC T T GA AGC  22635
AC T A T T AGA T A A TG T CCA T A A A T C T CA T GA CAGG T A CCCA A AGA T T CA T A GT GA A C T T CG A TGGGAGC T T CCC T T A A AGC  22980
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A A T A ACGCG T T GA T C T A A T C GCCACCGGAG CCA CA A AGGG C T A T C T A A A T T A A T T C T T T T C TGCCA A T A A GC T CCA A T TG  22827

23.540 23.560 23.580 23.600

A A T A ACGCG T T GA T C T A A T C GCCACCGGAG CCA CA A AGGG C T A T C T A A A T T A A T T C T T T T C TGCCGA T A A GC T CCA A T TG  22728
A A T A ACGCG T T GA T C T A A T C GCCACCGGAG CCA CA A AGGG A T A T C T A A A T T A A T T C T T T T C TGCCGA T A A GC T CCA A T TG  22738
A A T A ACGCG T T GA T C T A A T C GCCACCGGAG CCA CA A AGGG C T A T C T A A A T T A A T T C T T T T C TGCCGA T A A GC T CCA A T TG  22715
A A T A ACGCG T T GA T C T A A T C GCCACCGGAG CCA CA A AGGA C T A T C T A A A T TGA T T C T T T T C TGCCGA T A A GC T CCA A T TG  23060

CA T CA T AGGA A T TGCA A A A A A AGGGG T C T T T CG T A T AC T T A T AGC T A T T A T CG T CA A T T C T T T CA T C T T G A T AG T T T C T T  22907

23.620 23.640 23.660 23.680

CA T CA T AGGA A T TGCA A A A A A AGGGG T C T T T CG T A T AC T T A T AGC T A T T A T CG T CA A T T C T T T CA T C T T G A T AG T T T C T T  22808
CA T CA T AGGA A T TGCA A A A A A AGGGG T C T T T CG T A T AC T T A T AGC T A T T A T CG T CA A T T C T T T CA T C T T G A T AG T T T C T T  22818
CA T CA T AGGA A T TGCA A A A A A AGGGG T C T T T CG T A T AC T T A T AGC T A T T A T CG T CA A T T C T T T CA T C T T G A T AG T T T C T T  22795
CA T CA T AGGA A T T A CA A A A A A AGGG T T C T T T CG T A T AC T T A T AGC T A T T A T CG T CA A T T C T T T CA T C T T G A T AG T T T C T T  23140

AGA T T A CACG GA T T A T A CC T A T T TGCACA A A T A CC T CGA C GA T T CCCGC T CG T T A A T A CA T AGAGT CCA A T A AGCA T A T C  22987

23.700 23.720 23.740 23.760

AGA T T A CACG GA T T A T A CC T A T T TGCACA A A T A CC T CGA C GA T T CCCGC T CG T T A A T A CA T AGAGT CCA A T A AGCA T A T C  22888
AGA T T A CACG GA T T A T A CC T A T T TGCACA A A T A CC T CGA C GA T T CCCAC T CG T T A A T A CA T AGAGT CCA A T A AGCA T A T C  22898
AGA T T A CACG GA T T A T A CC T A T T TGCACA A A T A CC T CGA C GA T T CCCAC T CG T T A A T A CA T AGAGT CCA A T A AGCA T A T C  22875
AGA T T A CA T G GA T T A T A CC T A T T TGCACA A A T A CC T CGA C GA T T CCCGC T CG T T A A T A CA T AGAGT CCA A T A AGCA T A T C  23220

T TGAGT CGG T A CGGA A A T GG GA T CCCCGA T AGCAGGAGA C A A T AGA T T CA T A T GAGA A A A CA T A AG T A A A CGAGCC T CCG  23067

23.780 23.800 23.820 23.840

T TGAGT CGG T A CGGA A A T GG GA T CCCCGA T AGCAGGAGA C A A T AGA T T CA T A T GAGA A A A CA T A AG T A A A CGAGCC T CCG  22968
T TGAGT CGG T A CGGA A A T GG GA T CCCCGA T AGCAGGAGA C A A T AGA T T CA T A T GAGA A A A CA T A AG T A A A CGAGCC T CCG  22978
T TGAGT CGG T A CGGA A A T GG GA T CCCCGA T AGCAGGAGA C A A T AGA T T CA T A T GAGA A A A CA T A AG T A A A CGAGCC T CCG  22955
T TGAGT CGG T A CGGA A A T GG GA T CCCCGA T AGCAGGAGA C A A T AGA T T CA T A T GAGA A A A CA T A AG T A A A CGAGCC T C TG  23300

C T T GAGCC T C T A A AGA T A A A GG T ACA TGA A CAGCCA T T T G A T CCCCA T CA A AG T C T GCA T T GA A T CCC T T A CA A AC T A A T  23147

23.860 23.880 23.900 23.920

C T T GAGCC T C T A A AGA T A A A GG T ACA TGA A CAGCCA T T T G A T CCCCA T CA A AG T C T GCA T T GA A T CCC T T A CA A AC T A A T  23048
C T T GAGCC T C T A A AGA T A A A GG T ACA TGA A CAGCCA T T T G A T CCCCA T CA A AG T C T GCA T T GA A T CCC T T A CA A AC T A A T  23058
C T T GAGCC T C T A A AGA T A A A GG T ACA TGA A CAGCCA T T T G A T CCCCA T CA A AG T C T GCA T T GA A T CCC T T A CA A AC T A A T  23035
C T T GAGCC T C T A A AGA T A A A GG T ACA TGA A CAGCCA T T T G A T CCCCA T CA A AG T C T GCA T T GA A T CCC T T A CA A AC T A A T  23380

GGA T GT A A A C A A A T AGCACG T CC T T CCA C T A A A A TGGGC T GGA A T GCC TG T A T GCC T A A T C T A T GCAGAG T AGGCGC T C T  23227

23.940 23.960 23.980 24.000

GGA T GT A A A C A A A T AGCACG T CC T T CCA C T A A A A TGGGC T GGA A T GCC TG T A T GCC T A A T C T A T GCAGAG T AGG T GC T C T  23128
GGA T GT A A A C A A A T AGCACG T CC T T CCA C T A A A ACGGGC T GGA A T GCC TG T A T GCC T A A T C T A T GCAGAG T AGGCGC T C T  23138
GGA T GT A A A C A A A T AGCACG T CC T T CCA C T A A A A TGGGC T GGA A T GCC TG T A T GCC T A A T C T A T GCAGAG T AGGCGC T C T  23115
GGA T GT A A A C A A A T AGCACG T CC T T CCA C T A A A A TGGGC T GGA A T GCC TG T A T GCC T A A T C T A T GCAGAG T AGGCGC T C T  23460

A T T CAGCA A T A CAGGA T G T C CC T GCA T A AC T T CC TGA AG T A T T T CCCA T A CA A T CGGCCC T T T T T CCCGA A T T T T AC T C T  23307

24.020 24.040 24.060 24.080

A T T CAGCA A T A CAGGA T G T C CC T GCA T A AC T T CC TGA AG T A T T T CCCA T A CA A T CGGCCC T T T T T CCCGA A T T T T AC T C T  23208
A T T CAGCA A T A CAGGA T G T C CC T GCA T A AC T T CC TGA AG T A T T T CCCA T A CA A T CGGCCC T T T T T CCCGA A T T T T AC T C T  23218
A T T CAGCA A T A CAGGA T G T C CC T GCA T A AC T T CC TGA AG T A T T T CCCA T A CA A T CGGCCC T T T T T CCCGA A T T T GAC T C T  23195
A T T CAGCA A T A CAGGA T G T C CCCGCA T A AC T T CC TGA AG T A T T T CCCA T A CA A T CGGCCC T T T T T CCCGA A T T T T AC T C T  23540

T AGCA A C T CC T A TG T T CGA A GCA AGA TG T T G T C T A A T T AG A CCA CA A A T T ACA A A AGT C T GGA A A AGC T C T A T T GCGA T T  23387

24.100 24.120 24.140 24.160

T AGCA A C T CC T A TG T T CGA A GCA AGA TG T T G T C T A A T T AG A CCA CA A A T T ACA A A AGT C T GGA A A AGC T C T A T T GCGA TG  23288
T AGCA A C T CC T A TG T T CGA A GCA AGA TG T T G T C T A A T T AG A CCA CA A A T T ACA A A AGT C T GGA A A AGC T C T A T T GCGA T T  23298
T AGCA A C T CC T A TG T T CGA A GCA AGA TG T T G T C T A A T T AG A CCA CA A A T T ACA A A AGT C T GGA A A AGC T C T A T T GCGA T T  23275
T AGCA A C T CC T A TG T T CGA A GCA AGA TG T T G T C T A A T T AG A CCA CA A A T T ACA A A AGT C T GGA A A AGC T C T A T T GCGA T T  23620

T CGCGAGGCA A T CCACA T CG A T G T A A TGA A AGT GAGGGGC C T ACGACA A T GA CAGA ACGC CCCGA A T A A T CGACCCG T T T  23467

24.180 24.200 24.220 24.240

T CGCGAGGCA A T CCACA T CG A T G T A A TGA A AGT GAGGGGC C T ACGACA A T GA CAGA ACGC CCCGA A T A A T CGACCCG T T T  23368
T CGCGAGGCA A T CCACA T CG A T G T A A TGA A AGT GAGGGGC C T ACGACA A T GA CAGA ACGC CCCGA A T A A T CGACCCG T T T  23378
T CGCGAGGCA A T CCACA T CG A T G T A A TGA A AGT GAGGGGC C T ACGACA A T GA CAGA ACGC CCCGA A T A A T CGACCCG T T T  23355
T CGCGAGGCA A T CCGCA T CG A T G T A A TGA A AGT GAGGGA C C T ACA ACA A T GA CAGA ACGC CCCGA A T A A T CGACCCG T T T  23700

GCCA AGCAGA G T C T CACGA A A T C T T CCC T C T T T GCC T T CA A T T A CA T C TG A A A ACGAC T T A T A A ACC T T A T T A T GACCA T  23547

24.260 24.280 24.300 24.320

GCCA AGCAGA G T C T CACGA A A T C T T CCC T C T T T GCC T T CA A T T A CA T C TG A A A ACGAC T T A T A A ACC T T A T T A T GACCA T  23448
GCCA AGCAGA G T C T CACGA A A T C T T CCC T C T T T GCC T T CA A T T A CA T C TG A A A ACGAC T T A T A A ACC T T A T T A T GACCA T  23458
GCCA AGCAGA G T C T CACGA A A T C T T CCC T C T T T GCC T T CA A T T A CA T C TG A A A ACGAC T T A T A A ACC T T A T T A T GACCA T  23435
GCCA AGCAGA G T C T CACGA A A T C T T CCC T C T T T GCC T T CA A T T CCA T C TG A A A ACGAC T T A T A A ACC T T A T T A T GACCA T  23780

CCC T CA T TGG T T GT CCA CGG A T T CCA T T A T CA AGA AG TG T A T CCACGGC T T C T TG T ACCA A T T T C T CC T G A CACA T T AC T  23627

24.340 24.360 24.380 24.400

CCC T CA T TGG T T GT CCA CGG A T T CCA T T A T CA AGA AG TG T A T CCACGGC T T C T TG T ACCA A T T T C T CC T G A CACA T T AC T  23528
CCC T CA T TGG T T GT CCA CGG A T T CCA T T A T CA AGA AG TG T A T CCACGGC T T C T TG T ACCA A T T T C T CC T G A CACA T T AC T  23538
CCC T CA T TGG T T GT CCA CGG A T T CCA T T A T CA AGA AG TG T A T CCACGGC T T C T TG T ACCA A T T T C T CC T G A CACA T T AC T  23515
CCC T CA T TGG T T GT CCA CGG A T T CCA T T A T CA AGA AG TG T A T CCACGGC T T C T TG T ACCA A T T T C T C T T G A CACA T T AC T  23860

A A T T CCCC T G GCGT AGA T C T AC T TG T TG T T A A T AGA T CGG T A AGAGT A T T GT T CCGA T AG A T A AC T C T T C T A T AGAG T T C  23707

24.420 24.440 24.460 24.480

A A T T CCCC T G GCGT CGA T C T AC T TG T TG T T A A T AGA T CGG T A AGAGT A T T GT T CCGA T AG A T A AC T C T T C T A T AGAG T T C  23608
A A T T CCCC T G GCGT AGA T C T AC T TG T TG T T A A T AGA T CGG T A AGAGT A T T GT T CCGA T AG A T A AC T C T T C T A T AGAG T T C  23618
A A T T CCCC T G GCGT AGA T C T AC T TG T TG T T A A T AGA T CGG T A AGAGT A T T GT T CCGA T AG A T A AC T C T T C T A T AGAG T T C  23595
A A T T CCCC T G GCGT AGA T C T AC T TG T TG T T A A T AGA T CGG T A AGAGT A T T A T T CCGA T AG A T A AC T C T T C T A T AGAG T T C  23940

A T T A A T A T C T GA AC T CA T T A GT T T A CC T CC A T C T A T C TGA A T GA T CGG T C T CA AC T CGGG AGGA AGA ACA GG T A A T AGAC  23787

24.500 24.520 24.540 24.560

A T T A A T A T C T GA AC T CA T T A GT T T A CC T CC A T C T A T C TGA A T GA T CGG T C T CA AC T CGGG AGGA AGA ACA GG T A A T AGAC  23688
A T T A A T A T C T GA AC T CA T T A GT T T A CC T CC A T C T A T C TGA A T GA T CGG T C T CA AC T CGGG AGGA AGA ACA GG T A A T AGAC  23698
A T T A A T A T C T GA AC T CA T T A GT T T A CC T CC A T C T A T C TGA A T GA T CGG T C T CA AC T CGGG AGGA AGA ACA GG T A A T AGAC  23675
A T T A A T A T C T GA AC T CA T T A GT T T A CC T CC A T C T A T C TGA A T GA T CGG T C T CA AC T CGGG AGGA AGA ACA GG T A A T AGAC  24020

A T A A A A CCA T CCAC T CGGGT T C T A T A T T T G T T C T A AGA A A A T GC T T AGC T A A T T C T A T GC G T C T A A CCA A A A A A T CCC T T  23867

24.580 24.600 24.620 24.640

A T A A A A CCA T CCAC T CGGGT T C T A T A T T T G T T C T A AGA A A A T GC T T AGC T A A T T C T A T GC G T T T A A CCA A A A A A T CCC T T  23768
A T A A A A CCA T CCAC T CAGGT T C T A T A T T T G T T C T A AGA A A A T GC T T AGC T A A T T C T A T GC G T C T A A CCA A A A A A T CCC T T  23778
A T A A A A CCA T CCAC T CGGGT T C T A T A T T T G T T C T A AGA A A A T GC T T AGC T A A T T C T A T GC G T C T A A CCA A A A A A T CCC T T  23755
A T A A A A CCA T CCAC T C T GGT T C T A T A T T T G T T CGA AGA A A A T GC T T AGC T A A T T CCA T GC G T C T A A CCA A A A A A T CCC T T  24100
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C T T C T T CCA A T T T T T CGA T C T T CCCA T T CA T T A CC T G TGG G T CC T T C T T C CCC T A A T T C T T T CCA T T GT A CCA AGGA AGA  23947

24.660 24.680 24.700 24.720

C T T C T T CCA A T T T T T CGA T C T T CCCA T T CA T T A CC T G TGG G T CC T T C T T C CCC T A A T T C T T T CCA T T GT A CCA AGGA AGA  23848
C T T C T T CCA A T T T T T CGA T C T T CCCA T T CA T T A CC T G TGG G T CC T T C T T C CCC T A A T T C T T T CCA T T GT A CCA AGGA AGA  23858
C T T C T T CCA A T T T T T CGA T C T T CCCA T T CA T T A CC T G TGG G T CC T T C T T C CCC T A A T T C T T T CCA T T GT A CCA AGGA AGA  23835
C T T C T T CCA A T T T T T CGA T C T T CCCA T T CA T T A CCCG T T G G T CC T T C T T C CCC T A A T T C T T T CCA T T C T A CCA AGGA A T A  24180

A T C T A T A A T A A T T CGCA A A T C T AGA T CGGC T A A T TG T T CC CGGA T AGCA A CAGC T CCAG T AGA A A T T T C T CGGT T GCGA A  24027

24.740 24.760 24.780 24.800

A T C T A T A A T A A T T CGCA A A T C T AGA T CGGC T A A T TG T T CC CGGA T AGCA A CAGC T CCAG T AGA A A T T T C T CGGT T GCGA A  23928
A T C T A T A A T A A T T CGCA A A T C T AGA T CGGC T A A T TG T T CC CGGA T AGCA A GAGC T CCAG T AGA A A T T T C T CGGT T GCGA A  23938
A T C T A T A A T A A T T CGCA A A T C T AGA T CGGC T A A T TG T T CC CGGA T AGCA A CAGC T CCAG T AGA A A T T T C T CGGT T GCGA A  23915
A T C T A T A A T A A T T CGCA A A T C T AGA T CGGC T A A T TG T T CC CGGA T AGCA A GAGC T CCAG T AGA A A T T T C T CGGT T GCGA A  24260

A TG T A T CGA A A CC T T GGG T A GT A A A A A A A A G TGGGA T GC T G T A T T T CCAG GA T TGGA T T T CA T A T T CGA A T GA A CC T CGT  24107

24.820 24.840 24.860 24.880

A TG T A T CGA A A CC T T GGG T A GT A A A A A A A A G TGGGA T GC T G T A T T T CCAG GA T TGGA T T T CA T A T T CGA A T GA A CC T CGT  24008
A TG T A T CGA A A CC T T GGG T A GT A A A A A A A A G TGGGA T GC T G T A T T T CCAG GA T TGGA T T T CA T A T T CGA A T GA A CC T CGT  24018
A TG T A T CGA A A CC T T GGG T A GT A A A A A A A A G TGGGA T GC T G T A T T T CCAG GA T TGGA T T T CA T A T T CGA A T GA A CC T CGT  23995
A TG T A T CGA A A CC T T GGG T A GT A A A A A A A A G TGGGA T GC T G T A T T T CCAG GA T TGGA T T T CA T A T T CGA A T GA A CC T CGT  24340

A A T CGT A A A A A AGT AGG T T T T T T AGC T A T A GGCC T AGCA A A AGA A A A A T T GGGA T AGGA T CC T A T AGGA T C T CCCCCCC -   24186

24.900 24.920 24.940 24.960

A A T CGT A A A A A AGT AGG T T T T T T AGC T A T A GGCC T AGCA A A AGA A A A A T T GGGA T AGGA T CC T A T AGGA T C T CCCCCCC -   24087
A A T CGT A A A A A AGT AGG T T T T T T AGC T A T A GGCC T AGCA A A AGA A A A A T T GGGA T AGGA T CC T A T AGGA T C T CCCCCCC -   24097
A A T CGT A A A A A AGT AGG T T T T T T AGC T A T A GGCC T AGCA A A AGA A A A A T T GGGA T AGGA T CC T A T AGGA T C T CCCCCCC -   24074
A A T CGT A A A A A AGT AGG T T T T T T AGC T A T A GGCC T AGCA A A AGA A A A A T T GGGA T AGGA T CC T A T AGGA T C T CCCCCCCC  24420

- - T T CA A A A T CGGA CA T GA A CG T T T CC T C T CA T CCGGC T C A AGT AGT T AC A - - - - - - - - - - - - CCA A A T A AGGA T A A AGA  24252

24.980 25.000 25.020 25.040

- - T T CA A A A T CGGA CA T GA A CG T T T CC T C T CA T CCGGC T C A AGT AGT T AC A - - - - - - - - - - - - CCA A A T A AGGA T A A AGA  24153
- - T T CA A A A T CGGA CA T GA A CG T T T CC T C T CA T CCGGC T C A AGT AGT T AC A - - - - - - - - - - - - CCA A A T A AGGA T A A A A A  24163
- - T T CA A A A T AGGA CA T GA A CG T T T CC T C T CA T CCGGC T C A AGT AGT T AC A - - - - - - - - - - - - CCA A A T A AGGA T A A AGA  24140
CC T T CA A A A T CGGA CA T GA A CG T T T CC T C T CA T CCGGC T C A AGT AGT T AC A T CA A T AG T T ACA CCA A A T A AGGA T A A AGA  24500

A AGGGG T T C T CGC T T T CA A A T T C T AGA A A - - - - - - A CCCC CA A A ACA AC T AC T CC T T A C T CA AG T T CCCA G T A A AGA CCA  24326

25.060 25.080 25.100 25.120

A AGGGG T T C T CGC T T T CA A A T T C T AGA A A - - - - - - A CCCC CA A A ACA AC T AC T CC T T A C T CA AG T T CCCA G T A A AGA CCA  24227
A AGGGG T T C T CGC T T T CA A A T T C T AGA A A - - - - - - A CCCC CA A A ACA AC T AC T CC T T A C T CA AG T T CCCA G T A A AGA CCA  24237
A AGGGG T T C T CGC T T T CA A A T T C T AGA A A - - - - - - A CCCC CA A A ACA AC T AC T CC T T A C T CA AG T T CCCA G T A A AGA CCA  24214
A AGGGG T T C T CGC T T T CA A A T T C T AGA A AC T CCCCA CCCC CA A A ACA AC T AC T CCG T A C T CA AG T T CCCA G T A A AGA CCG  24580

AGCA ACA T T T CA T T - - - - - G A T T CA T T C T T C - T T T T CC T T T T A T T T AGA T T - - - - - T T C T A A A T T C T T T A T T CA A T T A T A  24395

25.140 25.160 25.180 25.200

AGCA ACA T T T CA T T - - - - - G A T T CA T T C T T C - T T T T C T T T T T A T T T A T A T T - - - - - T T C T A A A T T C T T T A T T CA A T T A T A  24296
AGCA ACA T T T CA T T T T CG T A A T T T AGA A T T C - T T T T CC T T T T A T T T AGA T T - - - - - T T C T A A A T T C T T T A T T CA A T T C T A  24311
AGCA ACA T T T CA T T T T CG T A A T T T AGA A T T G - A A T A A AGA - - A T T T AGA A A - - - - - A T C T A A A T A - - - - A A AGA A T T C T A  24282
AGCA ACA T T T CA T T - - - - - G A T T CA T T C T T CA T T T T CC T T T T A T T T AGA T T AGA T T T T T G A A A T T C T T T A T T CA A T T AGA  24655

A A T T ACGA A A A T GA A A T G TG A A A T T C T T GA G T AG T C T AC T T CCCC T CGA A TGA TGA A T C T CC T T A A A T T A A A T T A A AGGA  24475

25.220 25.240 25.260 25.280

A A T T ACGA A A A T GA A A T G TG A A A T T C T T GA G T AG T C T AC T T CCCC T CGA A TGA TGA A T C T CC T T A A A T T A A A T T A A AGGA  24376
A A T T ACGA A A A T GA A A T G TG A A A T T C T T GA G T AG T C T AC T T CCCC T CGA A TGA TGA A T C T CC T T A A A T T A A A T T A A AGGA  24391
A A T T ACGA A A A T GA A A T G TG A A A T T C T T GA G T AG T C T AC T T CCCC T CGA A TGA TGA A T C T CC T T A A A T T A A A T T A A AGGA  24362
A A T T ACGA A A A T GA A A T G TG A A A T T C T T GA G T AG T C T AC T T CCCC T CGA A T A A TGA A T C T CC T T A - - - - - - - T T A A AGGA  24728

A - - - - - - - - - AGA AG TGCC T TGGA A T T CA T A AGGGA T T T A C T TG T C T A TG T A T TG T T CC T T T CGA T C T T T T AGG T CC T GC  24546

25.300 25.320 25.340 25.360

A T T A A AGGA A AGA AG TGCC T TGGA A T T CA T A AGGGA T T T A C T TG T C T A TG T A T CG T T CC T T T CGA T C T T T T AGG T CC T GC  24456
A - - - - - - - - - AGA AG TGCC T TGGA A T T CA T A AGGGA T T T A C T TG T C T A TG T A T CG T T CC T T T CGA T C T T T T AGG T CC T GC  24462
A - - - - - - - - - AGA AG TGCC T TGGA A T T CA T A AGGGA T T T A C T TG T C T A TG T A T CG T T CC T T T CGA T C T T T T AGG T CC T GC  24433
A - - - - - - - - - A A A AG TGCC T TGGA A T T CA T A AGGGA T T T A C T TG T C T A TG T A T CG T T CC T T T CGA T C T T T T AGG T CC T GC  24799

T T CACC T CGA CGGT T A T GCC ACGA T G T CC T T A A AGCC T A T A T GCGA T G T A T AGAC T CCCG CA A CCA T GA C A T A T T TGC T T  24626

25.380 25.400 25.420 25.440

T T CACC T CGA CGGT T A T GCC ACGA T G T A C T T A A AGCC T A T A T GCGA T G T A T AGAC T CCCG CA A CCA T GA C A T A T T TGC T T  24536
T T CACC T CGA CGGT T A T GCC ACGA T G T A C T T A A AGCC T A T A T GCGA T G T A T AGAC T CCCG CA A CCA T GA C A T A T T TGC T T  24542
T T CACC T CGA CGGT T A T GCC ACGA T G T A C T T A A AGCC T A T A T GCGA T G T A T AGAC T CCCG CA A CCA T GA C A T A T T TGC T T  24513
T T CACC T CGA CGGT T A T GCC ACGA T G T A T T T A A AGCC T A T G T GCGA T G T A T AGAC T CCCA CA A CCA T GA C A T A T T TGC T T  24879

CC T T GA ACAG A A T T T CA T T T C T T T CGA A AG AGA A AGA AGG GGA A T GA T T A A T T CCACA A A AGA AGT C T T T T T T CACGAGG  24706

25.460 25.480 25.500 25.520

CC T T GA ACA T A A T T T CA T T T C T T T T GA A AG A T A A AGA AGG GGA A T GA T T A A T T CCACA A A AGA AGT C T T T T T T CACGAGG  24616
CC T T GA ACA T A A T T T CA T T T C T T T CGA A AG A T A A AGA AGG GGA A T GA T T A A T T CCACA A A AGA AGT C T T T T T T CACGAGG  24622
CC T T GA ACA T A A T T T CA T T T C T T T CGA A AG A T A A AGA AGG GGA A T GA T T A A T T CCACA A A AGA AGT C T T T T T T CACGAGG  24593
CC T T GA ACA T A A T T T A A T T T C T T T CGA A AG A T A A A T A AGG GGA A T GA T T A A T T CCA A A A A AGA AGT C T T T T T T CACGAGG  24959

T ACA AC T AGA A A T T C T T A T T T A T T T T T T AC T GA A T CGACC A T AGACCA A T T CCCCC T T T T T GGGGAG T A T T GA A T ACACC  24786

25.540 25.560 25.580 25.600

T ACA AC T AGA A A T T C T T A T T T A T T T T T T AC T GA A T CGACC A T AGACCA A T T CCCC - - - - - - GGGGAG T A T T GA A T ACACC  24690
T ACA AC T AGA A A T T C T T A T T GA T T T T T T AC T GA A T CGACC A T AGACCA A T T CCCCC T T T T T GGGGAG T A T T GA A T ACACC  24702
T ACA AC T AGA A A T T C T T A T T GA T T T T T T AC T GA A T CGACC A T AGACCA A T T CCCCC T T T T GGGGGAG T A T T GA A T ACACC  24673
T ACA AC T AGA A A T T C T T A T T GA T T T T T T AC T GA A T CGACC A T AGACCA A T T CCCC T T T T T GGGGGAG T A T T GA A T ACACC  25039

CA T CGCA T CG G T C T GAGC T T CA T GT GAC T C C T CCCA AGAG A CA T G T CAGA T T CAGGGCA T CCCA A T T CGA T T GA C TGGGA  24866

25.620 25.640 25.660 25.680

CA T CGCA T CG G T C T GAGC T T CA T GT GAC T C C T CCCA AGAG A CA T G T CAGA T T CAGGGCA T CCCA A T T CGA T T GAG TGGGA  24770
CA T CGCA T CG G T C T GAGC T T CA T GT GAC T C C T CCCA AGAG A CA T G T CAGA T T CAGGGCA T CCCA A T T CGA T T GA C TGGGA  24782
CA T CGCA T CG G T C T GAGC T T CA T GT GAC T C C T CCCA AGAG A CA T G T CAGA T T CAGGGCA T CCCA A T T CGA T T GA C TGGGA  24753
CA T CGCA T A A G T C T GAGC T T CA T GT GAC T C C T CCCA AGAG A CA T G T CAGA T T CAGGGCA T CCCA A T T TGA T T GA C TGGGA  25119

T GA CAG T T T C A T A T T T C T A A T C T GT A A A A T CA A A A T T T CG A T CA A A T CAC ACA T CGCA A T A TGC T AGGCC T T C T A A T T C T  24946

25.700 25.720 25.740 25.760

T GA CAG T T T C A T A T T T C T A A T C T GT A A A A T CA A A A T T T CG A T CA A A T CAC ACA T CGCA A T A T A C T AGGCC T T C T A A T T C T  24850
T GA CAG T T T C A T A T T T C T A A T C T GT A A A A T CA A A A T T T CG A T CA A A T CAC ACA T CGCA A T A T A C T AGGCC T T C T A A T T C T  24862
T GA CAG T T T C A T A T T T C T A A T C T GT A A A A T CCA A A T T T CG A T CA A A T CAC ACA T CGCA A T A T A C T AGGCC T T C T A A T T C T  24833
T GA CAG T T T C A T A T T T C T A A T C T GT A A A A T A A A A A T T T CG A T CA A A T CAC ACA T CGCA A T A T A C T AGGCC T T C T A A T T C T  25199
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T T A AGAGGT T T A T C T A A A AG A T T CGCGA T A T A A C T AGGA A GACG T T T CA A A T ACCACA CG T GGG T T ACCG GGCA T CCCAG  25026

25.780 25.800 25.820 25.840

T T A AGAGGT T T A T C T A A A AG A T T CGCGA T A T A A C T AGGA A GACG T T T CA A A T ACCACA CG T GGG T T ACCG GGCA T CCCAG  24930
T T A AGAGGT T T A T C T A A A AG A T T CGCGA T A T A A C T AGGA A GACG T T T CA A A T ACCACA CG T GGG T T ACCG GGCA T CCCAG  24942
T T A AGAGGT T T A T C T A A A AG A T T CGCGA T A T A A C T AGGA A GACG T T T CA A A T ACCACA CG T GGG T T ACCG GGCA T CCCAG  24913
T T A AGAGGT T T A T C T A A A AG A T T CGCGA T A T A A C T AGGA A GACG T T T CA A A T ACCACA CG T GGG T T ACCG GGCA T CCCAG  25279

T T T T A T G T A T CCCA T T T GA T A T C T T CGT A T CCGAGA A T CA A CA A A T T CA A C T CCA CA T T G T T CACA A A A T T GCGGGT C T T  25106

25.860 25.880 25.900 25.920

T T T T A T G T A T CCCA T T T GA T A T C T T CGT A T CCGAGA A T CA A CA A A T T CA A C T CCA CA T T G T T CACA A A A T T GCGGGT C T T  25010
T T T T A T G T A T CCCA T T T GA T A T C T T CGT A T CCGAGA A T CA A CA A A T T CA A C T CCA CA T T G T T CACA A A A T T GCGGGT C T T  25022
T T T T A T G T A T CCCA T T T GA T A T C T T CGT A T CCGAGA A T CA A CA A A T T CA A C T CCA CA T T G T T CACA A A A T T GCGGGT C T T  24993
T T T T A T G T A T CCCA T T T GA T A T C T T CGT A T CCGAGA A T CA A CA A A T T CA A C T CCA CA T T G T T CACA A A A T T GCGGGT C T T  25359

C T T T T T CA T C T CCGA T T A T T CGA T A A T T T C CACA AGCACA A A T T CCA C T T T T A A T AGGCC CA A A A A T T C T T T CA CA A A A T  25186

25.940 25.960 25.980 26.000

C T T T T T CA T C T CCGA T T A T T CGA T A A T T T C CACA AGCACA A A T T CCA C T T T T A A T AGGCC CA A A A A T T C T T T CA CA A A A T  25090
C T T T T T CA T C T CCGA T T A T T CGA T A A T T T C CACA AGCACA A A T T CCA C T T T T A A T AGGCC CA A A A A T T C T T T CA CA A A A T  25102
C T T T T T CA T C T CCGA T T A T T CGA T A A T T T C CACA AGCACA A A T T CCA C T T T T A A T AGGCC CA A A A A T T C T T T CA CA A A A T  25073
C T T T T T CA T C T CCGA T T A T T CGA T A A T T T C CACA AGCACA A A T T CCA C T T T T A A T AGGCC CA A A A A T T C T T T CA CA A A A T  25439

A A T CCA T C T T T T T CCGG T T T A T T GG T T T T G T A A T GA A A AG T A T AGGG T T T TG T CA C T T C T CCA AC T A T C T C T CCA T T AGG  25266

26.020 26.040 26.060 26.080

A A T CCA T C T T T T T CCGG T T T A T T GG T T T T G T A A T GA A A AG T A T AGGG T T T TG T CA C T T C T CCA AC T A T C T C T CCA T T AGG  25170
A A T CCA T C T T T T T CCGG T T T A T T GG T T T T G T A A T GA A A AG T A T AGGG T T T TG T CA C T T C T CCA AC T A T C T C T CCG T T AGG  25182
A A T CCAGC T T T T T CCGG T T T A T T GG T T T T G T A A T GA A A AG T A T AGGG T T T TG T CA C T T C T CCA AC T A T C T C T CCA T T AGG  25153
A A T CCA T C T T T T T CCGG T T T A T T GG T T T T G T A A T GA A A AG T A T AGGG T T T TG T CA C T T C T CCA AC T A T C T C T CCA T T AGG  25519

T AGGA T T T T A T T GGCCCA AG CGC T T A T T T G T TGAGGAGA A A C TGA T CCA A T T CGGAGT T G T TGA TG T T T A T ACCGA T CA A  25346

26.100 26.120 26.140 26.160

T AGGA T T T T A T T GGACCA AG CGC T T A T T T G T TGAGGGGA A A C TGA T CCA A T T CGGAGT T G T TGA TG T T T A T ACCGA T CA A  25250
T AGGA T T T T A T T GGCCCA AG CGC T T A T T T G T TGAGGAGA A A C TGA T CCA A T T CGGAGT T G T TGA TG T T T A T ACCGA T CA A  25262
T AGGA T T T T A G T GGACCA AG CGC T T A T T T G T TGAGGAGA A A C TGA T CCA A T T CGGAGT T G T TGA TG T T T A T ACCGA T CA A  25233
T AGGA T T T T A T T GGCCCA AG CGC T T A T T T G T TGAGGAGA A A C TGA T CCA A T T CGGAGT T G T TGA TG T T T A T ACCGA T CA A  25599

T CA T A T A AGA A A A A T TG T GA T T CA T T CCGA T T A AGC T T CC T T C T T A T T A A T C T GGA AG T T C T T C T CAGAG A CA AGA A A A T  25426

26.180 26.200 26.220 26.240

T CA T AGA AGA A A A A T TG T GA T T CA T T CCGA T T A AGC T T CC T T C T T A T T A A T C T GGA AG T T C T T C T CAGAG A CA AGA A A A T  25330
T CA T AGA AGA A A A A T TG T GA T T CA T T CCGA T T A AGC T T CC T T C T T A T T A A T C T GGA AG T T C T T C T CAGAG A CA AGA A A A T  25342
T CA T AGA AGA A A A A T TG T GA T T CA T T CCGA T T A AGC T T CC T T C T T A T T A A T C T GGA AG T T C T T C T CAGAG A CA AGA A A A T  25313
T CA T AGA AGA A A A A T T T T GA T T CA T T CCGA T T A AGC T T CC T T C T T A T T A A T C T GGA AG T T C T T C T CAGAG A CA AGA A A A T  25679

GA T T CAG T T C CA A AGCCA A A GA T CG T AG T T C T CGA A CGAG CA A T CGA A A A GA T T C T GGAG CA T CC T CGGG T T T AGGT A T T  25506

26.260 26.280 26.300 26.320

GA T T CAG T T C CA A AGCCA A A GA T CG T AG T T C T CGA A CGAG CA A T CGA A A A GA T T C T GGAG CA T CC T CGGG T T T AGGT A T T  25410
GA T T CAG T T C CA A AGCCA A A GA T CG T AG T T C T CGA A CGAG CA A T CGA A A A GA T T C T GGAG CACCC T CGGG T T T AGGT A T T  25422
T A T T CAG T T C CA A AGCCA A A GA T CG T AG T T C T CGA A CGAG CA A T CGA A A A GA T T C T GGAG CA T CC T CGGG T T T AGGT A T T  25393
GA T T CA A T T C CA A AGCCA A A GA T CG T AG T T C T CGA A CGAG CA A T CGA A A A GA T T C T GGAG CA T CC T CGGG T T T AGGT A T T  25759

G T T CC T CCA A CGA T CGT AGT ACCA AG T A C T T C T T GGCGAG C T C T A A T A TG A T CAGA T T T A T A AG T A AGCA T C T C T TG T A A  25586

26.340 26.360 26.380 26.400

G T T CC T CCA A T GA T CGT AGT ACCA AG T A C T T C T T GGCGAG C T C T A A T A TG A T CAGA T T T A T A AG T A AGCA T C T C T TG T A A  25490
G T T CC T CCA A T GA T CGT AGT ACCA AG T A C T T C T T GGCGAG C T C T A A T A TG A T CAGA T T T A T A AG T A AGCA T C T C T TG T A A  25502
G T T CC T CCA A T GA T CGT AGT ACCA AG T A C T T C T T GGCGAG C T C T A A T A TG A T CAGA T T T A T A AG T A AGCA T C T C T TG T A A  25473
G T T CC T CCA A T GA T CGT AGT ACCA AG T A C T T C T T GGCGAG C T C T A A T A TG A T CAGA T T T A T A AG T A AGCA T C T C T TG T A A  25839

A A T A TGAGCA A CACCA A AGC CC T C T AGAGC CCA A ACC T CC A T T T C T CC T A CCCGT T GT CC CCC T TG T T T G GACC T T CC T C  25666

26.420 26.440 26.460 26.480

A A T A TGAGCA A CACCA A AGC CC T C T AGAGC CCA A ACC T CC A T T T C T CC T A CCCGT T GT CC CCC T TG T T T G GACC T T CC T C  25570
A A T A TGAGCA A CACCA A AGC CC T C T AGAGC CCA A ACC T CC A T T T C T CC T A CCCGT T GT CC CCC T TG T T T G GACC T T CC T C  25582
A A T A TGAGCA A CACCA A AGC CC T C T AGAGC CCA A ACC T CC A T T T C T CC T A CCCGT T GT CC CCC T TG T T T G GACC T T CC T C  25553
A A T A TGAGCA A CACCA A AGC CC T C T AGAGC CCA A ACC T CC A T T T C T CC T A C T CGT T GCCC CCC T TG T T T G GACC T T CC T C  25919

T A AGGGG T T G T T GGG T A ACA AG T GCA T A A T GCCCAC T GGA A CGT CCG T GT AC T T T A T CA T CA A C T T GA T G A A T T A A T T T C  25746

26.500 26.520 26.540 26.560

T A AGGGG T T G T T GGG T A ACA AG T GCA T A A T GCCCAC T GGA A CGT CCG T GT AC T T T A T CA T CA A C T T GA T G A A T T A A T T T C  25650
T A AGGGG T T G T T GGG T A ACA AG T GCA T A A T GCCCAC T GGA A CGT CCG T GT AC T T T A T CA T CA A C T T GA T G A A T T A A T T T C  25662
T A AGGGG T T G T T GGG T A ACA AG T GCA T A A T GCCCAC T GGA A CGT CCG T GT AC T T T A T CA T CA A C T T GA T G A A T T A A T T T C  25633
T A AGGGG T T G T T GGG T A ACA AG T GCA T A A T GCCCAC T GGA A CGT CCG T GT AC T T T A T CA T CA A C T T GA T G A A T T A A T T T C  25999

A AGA T A T AGG GC T T T CC T A T T AGA A CAGG T T GT T CA A A AG GA T CCCCCGT GCG T CCA T CA A A T A T T C TGC T T T T T CCCGG  25826

26.580 26.600 26.620 26.640

A AGA T A T AGG GC T T T CC T A T T AGA A CAGG T T GT T CA A A AG GA T CCCCCGT GCG T CCA T CA A A T A T T C TGC T T T T T CCCGG  25730
A AGA T A T AGG GC T T T CC T A T T AGA A CAGG T T GT T CA A A AG GA T CCCCCGT GCG T CCA T CA A A T A T T C TGC T T T T T CCCGG  25742
A AGA T A T AGG GC T T T CC T A T T AGA A CAGG T T GT T CA A A AG GA T CCCCCGT GCG T CCA T CA A A T A T T C TGC T T T T T CCCGG  25713
A AGA T A T A AG GC T T T CC T A T T AGA A CAGG T T GT T CA A A AG GA T C T CCCGT T CG T CCA T CA A A T A T T C TGC T T T T T CCCGG  26079

A T A T T CCGG T T CA A A T A CCC A T GGA T T T GC T GT T TGC T T A C T GGC T T CA T A T A A T T CAGA A A A CACGAG T T T T C T CGA AG  25906

26.660 26.680 26.700 26.720

A T A T T CCGG T T CA A A T A CCC A T GGA T T T GC T GT T TGC T T A C T GGC T T GA T A T A A T T CAGA A A A CACGAG T T T T C T CGA AG  25810
A T A T T CCGG T T CA A A T A CCC A T GGA T T T GC T GT T TGC T T A CCGGC T T CA T A T A A T T CAGA A A A CACGAG T T T T C T CGA AG  25822
A T A T T CCGG T T CA A A T A CCC A T GGA T T T GC T GT T TGC T T A CCGGC T T CA T A T A A T T CAGA A A A CACGAG T T T T C T CGA AG  25793
A T A T T CCGG T T CA A A T A CCC A T GGA T T T GC T GT T TGC T T A C T GGC T T CA T A T A A T T CAGA A A A CACGAG T T T T C T CGA AG  26159

C T T C T T G T T C A T A T C T C T CA T CA A A AGG T G CGA T T CGA T A A T GT C T A T T T AGCAGG T CCC CCGC T A ACCC GAGCGAGCA T  25986

26.740 26.760 26.780 26.800

C T T C T T G T T C A T A T C T C T CA T CA A A AGG T G CGA T T CGA T A A T GT C T A T T T A A CAGGCCCC CCGC T A ACCC GAGCGAGCA T  25890
C T T C T T G T T C A T A T C T C T CA T CA A A AGG T G CGA T T CGA T A A T GT C T A T T T AGCAGG T CCC CCGC T A ACCC CAGCGAGCA T  25902
C T T C T T G T T C A T A T C T C T CA T CA A A AGG T G CGA T T CGA T A A T GT C T A T T T AGCAGG T CCC CCGC T A ACCC GAGCGAGCA T  25873
CC T C T T G T T C A T A T CGC T CA T CA A A AGG T G CGA T T CGA T A A T GT C T A T T T AGCAGA T CCC CCGA T A ACCC CAGCGAGCA T  26239

T CA A A T A T C T G T CCGACA T T CA T T CGCGAG GGT AC T CC T A A T GGG T T GA A A A CCA T A T CA ACAGGCC T T C CA T C T TGCA A  26066

26.820 26.840 26.860 26.880

T CA A A T A T C T G T CCGACA T T CA T T CGCGAG GGT AC T CC T A A T GGG T T GA A A A CCA T A T CA ACAGGCC T T C CA T C T TGCA A  25970
T CA A A T A T C T G T CCGACA T T CA T T CGCGAG GGT AC T CC T A A T GGG T T GA A A A CCA T A T CA ACAGGCC T T C CA T C T TGCA A  25982
T CA A A T A T C T G T CCGACA T T CA T T CGCGAG GGT AC T CC T A A T GGG T T GA A A A CCA T A T CA ACAGGCC T T C CA T C T TGCA A  25953
T CA A A T A T C T G T CCGACA T T CA T T CGCGAG GGT AC T CC T A A T GGG T T GA A A A CCA T A T CA ACAGGA C T T C CA T C T TGCA A  26319
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A T A AGGCA T A T CC T G T C T AG GCA A A A T T T T T GA A A T GA T A CC T T T A T T T C CA T GT C T T CC AGC T AC T T T A T CACC T A C T T  26146

26.900 26.920 26.940 26.960

A T A AGGCA T A T CC T G T C T AG GCA A A A T T T T T GA A A T GA T A CC T T T A T T T C CA T GT C T T CC AGC T AC T T T A T CACC T A C T T  26050
A T A AGGCA T A T CC T G T C T AG GCA A A A T T T T GGA A A T GA T A CC T T T A T T T C CA T GT C T T CC AGC T AC T T T A T CACC T A C T T  26062
A T A AGGCA T A T CC T G T C T AG GCA A A A T T T T T GA A A T GA T A CC T T T A T T T C CA T GT C T T CC AGC T AC T T T A T CACC T A C T T  26033
A T A CGGCA T A T CC T G T C T AG GCA A A A T T T T T GA A A T GA T A CC T T T A T T T C CA T GT C T T CC AGC T AC T T T A T CACC T A C T T  26399

T GA T T T CACG T T T C T GT GA A A T A T A T ACAC A A A T CG T T T C T GGA T T A T A A C T CGA ACCCC CC T T T T T C T G GA T CCA T C T C  26226

26.980 27.000 27.020 27.040

T GA T T T CACG T T T C T GT GA A A T A T A T ACAC A A A T CG T T T C T GGA T T A T A A C T CGA ACCCC CC T T T T T C T G GA T CCA T C T C  26130
T GA T T T CACG T T T C T GT GA A A T A T A T ACAC A A A T CG T T T C T GGA T T A T A A C T CGA ACCCC CC T T T T T C T G GA T CCA T C T C  26142
T GA T T T CACG T T T C T GT GA A A T A T A T ACAC A A A T CG T T T C T GGA T T A T A A C T CGA ACCCC CC T T T T T C T G GA T CCA T C T C  26113
T GA T T T CACG T T T C T GT A A A A T A T A T ACAC A A A T CG T T T C T GGA T T A T A A C T CGA ACCCC CC T T T T T C T G GAGCCA T C T C  26479

ACA T CA A T A A C T CGACCCC T ACCACC T A T A GGT AGT T T T A GACA AGT T T C C T T TGA AG T G GA T ACC T GA A T GCCA AG T A T  26306

27.060 27.080 27.100 27.120

ACA T CA A T A A C T CGACCCC T ACCACC T A T A GGT AGT T T T A GACA AGT T T C C T T TGA AG T G GA T ACC T GA A T GCCA AG T A T  26210
ACA T CA A T A A C T CGACCCC T ACCACC T A T A GGT AGT T T T A GACA AGT T T C C T T TGA AG T G GA T ACC T GA A T GCCA AG T A T  26222
ACA T CA A T A A C T CGACCCC T ACCACC T A T A GGT AGT T T T A GACA AGT T T C C T T TGA AG T G GA T ACC T GA A T GCCA AG T A T  26193
ACA T CA A T A A C T CGACCCC T ACCACC T A T A GGCAGT T T T A GACA AGT T T C C T T TGA AG T G GA T ACC T GA A T T CCA AG T A T  26559

GGCCCG T A A T A A T C T A T C T T CCGGAGCA T A CGA CGA T T C T T T CGCCG T C T GAGGCG T T A A T T T ACC T AC T A A A A T A T CGC  26386

27.140 27.160 27.180 27.200

GGCCCG T A A T A A T C T A T C T T CCGGAGCA T A CGA CGA T T C T T T CGCCG T C T GAGGCG T T A A T T T ACC T AC T A A A A T A T CGC  26290
GGCCCG T A A T A A T C T A T C T T CCGGAGCA T A CGA CGA T T C T T T CGCCG T C T GAGGCG T T A A T T T ACC T AC T A A A A T A T CGC  26302
GGCCCG T A A T A A T C T A T C T T CCGGAGCA T A CGA CGA T T C T T T CGCCG T C T GAGGCG T T A A T T T ACC T AC T A A A A T A T CGC  26273
GGCCCG T A A T A A T C T A T C T T C T GGAGCA T A CGA CGA T T C T T T CGCCG T T T GAGGCG T T A A T T T ACC T AC T A A A A T A T CGC  26639

CCG T C T C T A C CCA AGA T CCC AGCA T CACA A T T CCA T T T T T G T C T A A A T TG CGGAG T A A AC GGGC T T C T AG A T GCGGT A T T  26466

27.220 27.240 27.260 27.280

CCG T C T C T A C CCA AGA T CCC AGCA T CACA A T T CCA T T T T T G T C T A A A T TG CGGAG T A A AC GGGC T T C T AG A T GCGGT A T T  26370
CCG T C T C T A C CCA AGA T CCC AGCA T CACA A T T CCA T T T T T G T C T A A A T TG CGGAG T A A AC GGGC T T C T AG A T GCGGT A T T  26382
CCG T C T C T A C CCA AGA T CCC AGCA T GACA A T T CCA T T T T T G T C T A A A T TG CGGAG T A A AC GGGC T T C T AG A T GCGGT A T T  26353
CCG T C T C T A C CCA AGA T CCC A A CA T CACA A T T CCA T T T T T G T C T A A A T TG CGGAG T A A AC GGG T T T C T AG A T GCGGT A T T  26719

T CA T T AG TGA T CC T T T CGGG ACC T T GGC T T G T CACA T GAG T C TGA A T T T C A T A T T T CCG T A TG T GA A A AG A AGT A T A A A T  26546

27.300 27.320 27.340 27.360

T CA T T AG TGA T CC T T T CGGG ACC T T GGC T T G T CACA T GAG T C TGA A T T T C A T A T T T CCG T A TG T GA A A AG A AGT A T A A A T  26450
T CA T T AG TGA T CC T T T CAGG ACC T T GGC T T G T CACA T GAG T C TGA A T T T C A T A T T T CCG T A TG T GA A A AG A AGT A T A A A T  26462
T CA T T AG TGA T CC T T T CAGG ACC T T GGC T T G T CACA T GAG T C TGA A T T T C A T A T T T CCG T A TG T GA A A AG A AGT A T A A A T  26433
T CA T T AG TGA T CC T T T CGGG ACC T T GGC T T G T CACA T GAG T C TGA A T T T C A T A T T T CCG T A TG T GA A A AG A AGT A T A A A T  26799

A T C T CCA T A T A T CAGACG T T CGC T A A T A AG T ACCGCA T CC T CA A A A T T GT A A CC T T CCCA T GGCA T A T A A GC T A C T A A T A  26626

27.380 27.400 27.420 27.440

A T C T CCA T A T A T CAGACG T T CGC T A A T A AG T ACCGCA T CC T CA A A A T T GT A A CC T T CCCA T GGCA T A T A A GC T A C T A A T A  26530
A T C T CCA T A T A T CAGACG T T CGC T A A T A AG T ACCGCA T CC T CA A A A T T GT A A CC T T CCCA T GGCA T A T A A GC T A C T A A T A  26542
A T C T CCA T A T A T CAGACG T T CGC T A A T A AG T ACCGCA T CC T CA A A A T T GT A A CC T T CCCA T GGCA T A T A A GC T A C T A A T A  26513
A T C T CCA T A T A T CAGACG T T CGC T A A T A AG T ACCGCA T CC T CA A A A T T GT A A CC T T CCCA CGGCA T A T A A GC T A C T A A T A  26879

T GT T T T T CCC CA A AGCGAGT T CGCCACCAG C TG T AGCGGC A CCA T CCGC T A A A AC T TG T C CC T T T T T A A T GCA T T T A CCC  26706

27.460 27.480 27.500 27.520

T GT T T T T CCC CA A AGCGAGT T CGCCACCAG C TG T AGCGGC A CCA T CCGC T A A A AC T TG T C CC T T T T T A A T GCA T T T A CCC  26610
T GT T T T T CCC CA A AGCGAGT T CGCCACCAG C TG T AGCGGC A CCA T CCGC T A A A AC T TG T C CC T T T T T A A T GCA T T T A CCC  26622
T GT T T T T CCC CA A AGCGAGT T CGCCACCAG C TG T AGCGGC A CCA T CCGC T A A A AC T TG T C CC T T T T T A A T GCA T T T A CCC  26593
CGT T T T T CCC CA A AGCGAGT T CGCCACCA A C TG T AGCGGC A CCA T CCGC T A A A AC T TG T C C T T T T T T A A T GCA T T T A CCC  26959

CGCCCA ACC T GGGT T T T T TG A T GCA T ACA A G T A T T T T TG T T CGA ACG T TG A T ACA T A A C T A A T GGA A T A C T T AGAGT A T C  26786

27.540 27.560 27.580 27.600

CGCCCA ACC T GGGT T T T T TG A T GCA T ACA A G T A T T T T TG T T CGA ACG T TG A T ACA T A A C T A A T GGA A T CC T T AGAGT A T C  26690
CGCCCA ACC T GGGT T T T T TG A T GCA T ACA A G T A T T T T TG T T CGA ACG T TG A T ACA T A A C T A A T GGA A T CC T T AGAGT A T C  26702
CGCCCA ACC T GGGT T T T T TG A T GCA T ACA A G T A T T T T TG T T CGA ACG T TG A T ACA T A A C T A A T GGA A T CC T T AGAGT A T C  26673
CGCCCA ACC T GGGT T T T T TG A T GCA T ACA A G T A T T T T TG T T CGA ACG T TG A T ACA T A A C T A A T GGA A T A C T T A T AGT A T T  27039

T CCA T T GCCC GA T A A A A CGA T C T TG T CA A T A T CGGT A T A A A T GA T C T T T C CC T CG T GT T C GGC T A T AGCG GGA A CCCC TG  26866

27.620 27.640 27.660 27.680

T CCA T T GCCC GA T A A A A CGA T C T TG T CA A T A T T GGT A T A A A T GA T C T T T C CC T CG T GT T C GGC T A T AGCG GGA A CCCC TG  26770
T CCA T T GCCC GA T A A A A CGA T C T TG T CA A T A T CGGT A T A A A T GA T C T T T C CC T CG T GT T C GGC T A T AGCG GGA A CCCC TG  26782
T CCA T T GCGC GA T A A A A CGA T C T TG T CA A T A T CGGT A T A A A T GA T C T T T C CC T CG T GT T C GGC T A T AGCG GGA A CCCC TG  26753
CCCA T T GCCC GA T A A A A CGA T C T TG T CA A T A T CGGT A T A A A T GA T C T T T C CC T CG T GG T C GGC T A T AGCG GGA A CCCC TG  27119

A A T C T AGAGC CAC T T GGCGT T CCA A CCCAG T T CCA A CA A T GCAC T T C T CG GA CCGAGAGA GCGGA A C TGC T T GGCGT T GC  26946

27.700 27.720 27.740 27.760

A A T C T AGAGC CAC T T GGCGT T CCA A CCCAG T T CCA A CA A T GCAC T T C T CG GA CCGAGAGA GCGGA A C TGC T T GGCGT T GC  26850
A A T C T AGAGC CAC T T GGCGT T CCA A CCCAG T T CCA A CA A T GCAC T T C T CG GA CCGAGAGA GCGGA A C TGC T T GGCGT T GC  26862
A A T C T AGAGC CAC T T GGCGT T CCA A CCCAG T T CCA A CA A T GCAC T T C T CG GA CCGAGAGA GCGGA A C TGC T T GGCGT T GC  26833
A A T C T AGAGC CAC T T GGCGT T CCA A CCCAG T T CCA A CA A T GCAC T T C T CG GA CCGAGAGA GCGGA A C TGC T T GGCGT T GC  27199

A T A T T AGA A C T CA T T A A AGC CCGA T T CGCA T CA T T A T GC T CGA T A A A AGG A A T GAGGGA A GC T CCA A T AG A A A A A T A T TG  27026

27.780 27.800 27.820 27.840

A T A T T AGA A C T CA T T A A AGC CCGA T T CGCA T CA T T A T GC T CGA T A A A AGG A A T GAGGGA A GC T CCA A T AG A A A A A T A T TG  26930
A T A T T AGA A C T CA T T A A AGC CCGA T T CGCA T CA T T A T GC T CGA T A A A AGG A A T GAGGGA A GC T CCA A T AG A A A A A T A T TG  26942
A T A T T AGA A C T CA T T A A AGC CCGA T T CGCA T CA T T A T GC T CGA T A A A AGG A A T GAGGGA A GC T CCA A T AG A A A A A T A T TG  26913
A T A T T AGA A C T CA T T A A AGC CCGA T T CGCA T CA T T A T GC T CGA T A A A AGG A A T GAGGGA A GC T CCA A T AG A A A A A T A T TG  27279

A A AGGGA A A A A T AC T T CGA A GA T GA ACC T G T T CCCA CGCA A T AG T CAGGA A T T C T T GA CG G T A T CGAGT C GGA A CA A CC T  27106

27.860 27.880 27.900 27.920

A A AGGGA A A A A T AC T T CGA A GA T GA ACC T G T T CCCA CGCA A T AG T CAGGA A T T C T T GA CG G T A T CGAGT C GGA A CA A CC T  27010
A A AGGGA A A A A T AC T T CGA A GA T GA ACC T G T T CCCA CGCA A T AG T CAGGA A T T C T T GA CG G T A T CGAGT C GGA A CA A CC T  27022
A A AGGGA A A A A T AC T T CGA A GA AGA ACC T G T T CCCA CGCA A T AG T CAGGA A T T C T T GA CG G T A T CGAGT C GGA A CA A CC T  26993
GA AGGGA A A A A T AC T T CGA A GA T GA ACC T G T T CCCA CGCA A T AG T CAGGA A T T C T T GA CG G T A T CGAGT T GGA A CA A CC T  27359

G T T C T T CC T G A A T A CCC T GA T T CAGCGCCA A AGA A T T GCC T GCCGC T ACC A T A T AG T A T T CA T C T C T AC T T GGT GA T A A A  27186

27.940 27.960 27.980 28.000

G T T C T T CC T G A A T A CCC T GA T T CAGCGCCA A AGA A T T GCC T GCCGC T ACC A T A T AG T A T T CA T C T C T AC T T GGT GA T A A A  27090
G T T C T T CC T G A A T A CCC T GA T T CAGCGCCA A AGA A T T GCC T GCCGC T ACC A T A T AG T A T T CA T C T C T AC T T GGT GA T A A A  27102
G T T C T T CC T G A A T A CCC T GA T T CAGCGCCA A AGA A T T GCC T GCCGC T ACC A T A T AG T A T T CA T C T C T AC T T GGT GA T A A A  27073
G T T C T T C T T G A A T A CCC T GA T T CAGCGT CA A AGA A T T T CC T GCCGC T ACC A T A T AG T A T T CA T CCC T AC T T GGT GA T A A A  27439
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T A A AGCA T CC G T AC T T T T T T TGA T T T T T CA A AGA T T T T A T A A A A T GGGC T T T C T AGAGAC CCCCA A T A A C CA A T T C T CGC  27266

28.020 28.040 28.060 28.080

T A A AGCA T CC G T A T T T T T T T TGA T T T T T CA A AGA T T T T A T A A A A T GGGC T T T C T AGAGAC CCCCA A T A A C CA A T T C T CGC  27170
T A A AGCA T CC G T AC T T T T T T AGA T T T T T CA A AGA T T T T A T A A A A T GGGC T T T C T AGAGAC CCCCA A T A A C CA A T T C T CGC  27182
T A A AGCA T CC G T AC T T T T T T TGA T T T T T CA A AGA T T T T AG A A A A T GGGC T T T C T AGAGAC CCCCA A T A A C CA A T T C T CGC  27153
T A A AGCA T CC G T AC T T T T T T TGA T T T T T CA A AGA T T T CA T A A A A T GGGC T T T C T AGAGA T CCCCA A T A A C CA A T T C T CGC  27519

A TGA A T T GC T A AGGA T CCA A T A AGCCCA AC A T T GA T T CC T T CCGACG T GT CA A T T GGGCA A A T GCGGCCA T AGT GAC T AG  27346

28.100 28.120 28.140 28.160

A TGA A T T GC T A AGGA T CCA A T A AGCCCA AC A T T GA T T CC T T CCGACG T GT CA A T T GGGCA A A T GCGGCCA T AGT GAC T AG  27250
A TGA A T T GC T A AGGA T CCA A T A AGCCCA AC A T T GA T T CC T T CCGACG T GT CA A T T GGGCA A A T GCGGCCA T AGT GAC T AG  27262
A TGA A T T GC T A AGGA T CCA A T A AGCCCA AC A T T GA T T CC T T CCGACG T GT CA A T T GGGCA A A T GCGGCCA T AGT GAC T AG  27233
A TGA A T T GC T A AGGA T CCA A T A AGCCCGAC A T T GA T T CC T T CCGACG T GT CA A T T GGGCA A A T GCGGCCA T AGT GAC T AG  27599

GA T GGA T A T C T CGT A T CCGA A A AC T AGCCG T T CG T CC TG T CA A T CC T CCA GGGCCCA A A T A AC T CA A T T T T C T CCCA T GA  27426

28.180 28.200 28.220 28.240

GA T GGA T A T C T CGT A T CCGA A A AC T AGCCG T T CG T CC TG T CA A T CC T CCA GGGCCCA A A T A AC T CA A T T T T C T CCCA T GA  27330
GA T GGA T A T C T CGT A T CCGA A A AC T AGCCG T T CG T CC TG T CA A T CC T CCA GGGCCCA A A T A AC T CA A T T T T C T CCCA T GA  27342
GA T GGA T A T C T CGT A T CCGA A A AC T AGCCG T T CG T CC TG T CA A T CC T CCA GGGCCCA A A T A AC T CA A T T T T A T CCCA T GA  27313
GA T GGA T A T C T CGT A T CCGA A A AC T AGCAG T T CG T CC TG T CA A T CC T CCA GGGCCCA A A T A AC T CA A T T T T C T CCCA T GA  27679

AC T A T T T GT G T CA A T GGA T T AG T T CGA T CC A A A AC T T GAG A T A A T GGA TG T A A T CCGA A A A ACGA A T CA T A AGT GGT T GT  27506

28.260 28.280 28.300 28.320

AC T A T T T GT G T CA A T GGA T T AG T T CGA T CC A A A AC T T GAG A T A A T GGA TG T A A T CCGA A A A ACGA A T CA T A AGT GGT T GT  27410
AC T A T T T GT G T CA A T GGA T T AG T T CGA T CC A A A AC T T GAG A T A A T GGA TG T A AGCCGA A A A ACGA A T CA T A AGT GGT T GT  27422
AC T A T T T GT G T CA A T GGA T T AG T T CGA T CC A A A AC T T GAG A T A A T GGA TG T A AGCCGA A A A ACGA A T CA T A AGT GGT T GT  27393
AC T A T T T GT G T CA A T GGA T T AG T T CGA T CC A A A AC T T GAG A T A A T GGA TG T A A T CCGA A A A ACGA A T CA T A AGT GGT T GT  27759

T A A T GGAGT T GA AG T T A CCA A A T T T T GAGG AGT CGGCA T C A A T T T A T GCC T A A T T GC T CC GCA T A T AGT T CC T C T A A T CA  27586

28.340 28.360 28.380 28.400

T A A T GGAGT T GA AG T T A CCA A A T T T T GAGG AGT CGGCA T C A A T T T A T GCC T A A T T GC T CC GCA T A T AGT T CC T C T A A T CA  27490
T A A T GGAGT T GA AG T T A CCA A A T T T T GAGG AGT T GGCA T C A A T T T A T GCC T A A T T GC T CC GCA T A T AGT T CC T C T A A T CA  27502
T A A T GGAGT T GA AG T T A CCA A A T T T T GAGG AGT CGGCA T C A A T T T A T GCC T A A T T GC T CC GCA T A T AGT T CC T C T A A T CA  27473
T A A T GGAGT T GA AG T T A CCA A A T T T T GAGG AGT CGGCA T C A A T T T A T GCC T A A T T GC T CC GCA T A T AGT T CC T C T A A T CA  27839

CA T T T T C T A A CCGA ACCAGG GCCA A T CCGA A T T GA T C T T G T A AGAGA T CC GC T ACAGA CC GA A T ACG T T T A T T T T T CA A A  27666

28.420 28.440 28.460 28.480

CA T T T T C T A A CCGA ACCAGG GCCA A T CCGA A T T GA T C T T G T A AGAGA T CC GC T ACAGA CC GA A T ACG T T T A T T T T T CA A A  27570
CA T T T T C T A A CCGA ACCAGG GCCA A T CCGA A T T GA T C T T G T A AGAGA T CC GC T ACAGA CC GA A T ACG T T T A T T T T T CA A A  27582
CA T T T T C T A A CCGA ACCAGG GCCA A T CCGA A T T GA T C T T G T A AGAGA T CC GC T ACAGA CC GA A T ACG T T T A T T T T T CA A A  27553
CA T T T T C T A A CCGA ACCAGG GCCA A T CCGA A T T GA T C T T G T A AGAGA T CC GC T ACAGA CC GA A T ACG T T T A T T T T T CA A A  27919

T GA T T CA T A T CG T CA AG T GT ACCCA T T CCA A A T T T CAGT C CA A T CA A A TG A T CCGCAGC T GCCA A T ACA T C T CGCGG T A A  27746

28.500 28.520 28.540 28.560

T GA T T CA T A T CG T CA AG T GT ACCCA T T CCA A A T T T CAGT C CA A T CA A A TG A T CCGCAGC T GCCA A T ACA T C T CGCGG T A A  27650
T GA T T CA T A T CG T CA AG T GT ACCCA T T CCA A A T T T CAGT C CA A T CA A A TG A T CCGCAGC T GCCA A T ACA T C T CGCGG T A A  27662
T GA T T CA T A T CG T CA AG T GT ACCCA T T CCA A A T T T CAGT C CA A T CA A A TG A T CCGCAGC T GCCA A T ACA T C T CG T GG T A A  27633
T GA T T CA T C T CA T CA AG T GT ACCCA T T CCA A A T T T A AGT C CA A T CA A A TG A T CCGCAGC T GCCA A T ACA T C T CGCGG T A A  27999

CA A A A A T GT A T T GT T C T GAG GGA T A T T A AG A T T CAGCC T C CGGT T CA T A T T T CGT CGA CC A A T C T T T CC T A A T T CACA T C  27826

28.580 28.600 28.620 28.640

CA A A A A T GT A T T GT T C T GAG GGA T A T T A AG A T T CAGCC T C CGGT T CA T A T T T CGT CGA CC A A T C T T T CC T A A T T CACA T C  27730
CA A A A A T GT A T T GT T C T GAG GGA T A T T A AG A T T CAGCC T C CGGT T CA T A T T T CGT CGA CC A A T C T T T CC T A A T T CACA T C  27742
CA A A A A T GT A T T GT T C T GAG GGA T A T T A AG A T T CAGCC T C CGGT T CA T A T T T CGT CGA CC A A T C T T T CC T A A T T CACA T C  27713
CA A A A A T GT A T T GT T CGGAG GT A T A T T A AG A T T CA A CC T C CGGT T CA T A T T T CGT CGA CC A A T C T T T CC T A A T T CACA T C  28079

T T T GGT GA A A A A A T T T C T T T TG T A A T T CC T T ACA T A AGGA T T CCGA A A A T ACCGGA T C T C CGCC T A CACA AGCA A A T T GT  27906

28.660 28.680 28.700 28.720

T T T GGT GA A A A A A T T T C T T T TG T A A T T CC T T ACA T A AGGA T T CCGA A A A T ACCGGA T C T C CGCC T A CACA AGCA A A T T GT  27810
T T T GGT GA A A A A A T T T C T T T TG T A A T T CC T T ACA T A AGGA T T CCGA A A A T ACCGGA T C T C CGCC T A CACA AGCA A A T T GT  27822
T T T GGT GA A A A A A T T T C T T T TG T A A T T CC T T ACA T A AGGA T T CCGA A A A T ACCGGA T CCC CGCC T A CACA AGCA A A T T GT  27793
T T T GGT GA A A A A A T T T C T T T TG T A A T T CC T T ACA T A AGGA T T CAGA A A A T ACAGGA T C T C CGCC T A CACA AGCA A A T T GT  28159

T GA T A A A AC T CCA A A A T GGC A T T T T C T T T T GA T CCA A T T T T T T T T T T C T C C T T A T T CG T C AGGA A AGACA AGA A A A T T T C  27986

28.740 28.760 28.780 28.800

T GA T A A A AC T CCA A A A T GGC A T T T T C T T T T GA T CCA A T T T T T T T T T T C T C C T T A T T CG T C AGGA A AGACA AGA A A A T T T C  27890
T GA T A A A AC T CCA A A A T GGC A T T T T C T T T T GA T CCA A T T T T T T T T T T C T C C T T A T T CG T C AGGA A AGACA AGA A A A T T T C  27902
T GA T A A A AC T CCA A A A T GGC A T T T T C T T T T GA T CCA A T T T T T T T T T T C T C C T T A T T CG T C AGGA A AGACA AGA A A A T T T C  27873
T GA T A A A AC T CCA A A A T GGC A T T T T C T T T T GA T CCA A T T T T T T T T T T C T C C T T A T T CG T C AGGA A AGACA AGA A A A T T T C  28239

AGGG T AGCA A A T A T T C T C T A GA A T T T C T C T T AGA T T CGA A CCCA T AGC TG A T GA T AGA AC T AGA A T AGA T A T T T T C T G T T  28066

28.820 28.840 28.860 28.880

AGGG T AGCA A A T A T T C T C T A GA A T T T C T C T T AGA T T CGA A CCCA T AGC TG A T GA T AGA AC T AGA A T AGA T A T T T T C T G T T  27970
AGGG T AGCA A A T A T T C T C T A GA A T T T C T C T T AGA T T CGA A CCCA T AGC TG A T GA T AGA AC T AGA A T CGA T A T T T T C T G T T  27982
AGGG T AGCA A A T A T T C T C T A GA A T T T C T C T T AGA T T CGA A CCCA T AGC TG A T GA T AGA AC T AGA A T AGA T A T T T T C T G T T  27953
AGGG T AGCA A A T A T T C T C T A GA A T T T C T C T T AGA T T CGA A CCCA T AGC TG A T GA T AGA AC T AGA A T AGA T A T T T T C T G T T  28319

T CC T AC T CA C A CGAGCCCAG A T CC T T GC T T T T C T A T CA A T C T C T A A T T C T A A T C T T CC T C CCCA A T C TGA T A T T A TGG TG  28146

28.900 28.920 28.940 28.960

T CC T AC T CA C A CGAGCCCAG A T CC T T GC T T T T C T A T CA A T C T C T A A T T C T A A T C T T CC T C CCCA A T C TGA T A T T A TGG TG  28050
T CC T AC T CA C A CGAGCCCAG A T CC T T GC T T T T T T A T CA A T C T C T A A T T C T A A T C T T CC T C CCCA A T C TGA T A T T A TGG TG  28062
T CC T AC T CA C A CGAGCCCAG A T CC T T GC T T T T C T A T CA A T C T C T A A T T C T A A T C T T CC T C CCCA A T C TGA T A T T A TGG TG  28033
T CC T AC T CA C A CGAGCCCAG A T CC T T GC T T T T C T A T CA A T C T C T A A T T C T A A T C T T CC T C CCCA A T C TGA T A T T A TGG TG  28399

CCCGCA T AGA T CGA A A T T CC GT T A T GGT CC A A T T C T GACC GA T A A T AGA T ACCGGGAC T T T GCA A T A T T T GA T T GA T A AC  28226

28.980 29.000 29.020 29.040

CCCGCA T AGA T CGA A A T T CC GT T A T GGT CC A A T T C T GACC GA T A A T AGA T ACCGGGAC T T T GCA A T A T T T GA T T GA T A AC  28130
CCCGCA T AGA T CGA A A T T CC GT T A T GGT CC A A T T C T GACC GA T A A T AGA T ACCGGGAC T T T GCA A T A T T T GA T T GA T A AC  28142
CCCGCA T AGA T CGA A A T T CC GT T A T GGT CC A A T T C T GACC GA T A A T AGA T ACCGGGAC T T T GCA A T A T T T GA T T GA T A AC  28113
CCCGCA T AGA T CGA A A T T CC GT T A T GGT CC A A T T C T GACC GA T A A T AGA T ACCGGGAC T T T GCA A T A T T T GA T T GA T CAC  28479

A A T T C T G T A T A T T CCA T T T A C T A T AGAGG T T CCCA A AGA A T T CA T T AGAG GA A TG T T T CC A A T A A A A A T G G T T T G T T C T T  28306

29.060 29.080 29.100 29.120

A A T T C T G T A T A T T CCA T T T A C T A T AGAGG T T CCCA A AGA A T T A A T T AGAG GA A TG T T T CC A A T A A A A A T G G T T T G T T C T T  28210
A A T T C T G T A T A T T CCA T T T A C T A T AGAGG T T CCCA A AGA A T T CA T T AGAG GA A TG T T T CC A A T A A A A A T G G T T T G T T C T T  28222
A A T T C T G T A T A T T CCA T T T A C T A T AGAGG T T CCCA A AGA A T T CA T T AGAG GA A TG T T T CC A A T A A A A A T G G T T T G T T C T T  28193
A A T T C T G T A T A T T CCA T T T A C T A T AGAGG T T CCCA A AGA A T T CA T T A A AG GA A TG T T T CC A A T A A A A A T T G T T T G T T C T T  28559
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GCA T A T CCCC T C TGC T T T T C CA A A T T A A T C C TGCGGA T A C A T A T A A T T CA GA AGA A T A CG T GAG TGA T T C A T A T ACAGCA  28386

29.140 29.160 29.180 29.200

GCA T A T CCCC T C TGC T T T T C CA A A T T A A T C C TGCGGA T A C A T A T A A T T CA GA AGA A T A CG T GAG TGA T T C A T A T ACAGCA  28290
GCA T A T CCCC T C TGC T T T T C CA A A T T A A T C C TGCGGA T A C A T A T A A T T CA GA AGA A T A CG T GAG TGA T T C A T A T ACAGCA  28302
GCA T A T CCCC T C TGC T T T T C CA A A T T A A T C C TGCGGA T A C A T A T A A T T CA GA AGA A T A CG T GAG TGA T T C A T A T ACAGCA  28273
GCA T A T CCCC T C TGC T T T T C CA A A T T A A T C C TGCGGA T A C A T A T A A T T CA GA CGA A T A CG T GAG TGA T T C A T A T ACAGCA  28639

T C T C T T T C T T T T AGCA AGGG T T C T A CCA A T T GA T A T G T T T CCACA A A T A A T T GA A A T T CA A T T T C T T GA T C T GT A T C T T C  28466

29.220 29.240 29.260 29.280

T C T C T T T C T T T T AGCA AGGG T T C T A CCA A T T GA T A T G T T T CCACA A A T A A T T GA A A T T CA A T T T C T T GA T C T GT A T C T T C  28370
T C T C T T T C T T T T AGCA AGGG T T C T A CCA A T T GA T A T G T T T CCACA A A T A A T T GA A A T T CA A T T T C T T GA T C T GT A T C T T C  28382
T A T C T T T C T T T T AGCA AGGG T T C T A CCA A T T GA T A T G T T T CCACA A A T A A T T GA A A T T CA A T T T C T T GA T C T GT A T C T T C  28353
T C T C T T T C T T T T AGCA AGGG T T C T A CCA A T T GA T A T G T T T CCACA A A T A A T T GA A A T T CA A T T T C T T GA T C T GT A T C T T C  28719

A A T T T T T GGA A AC T T A T A A A GT T C T T C T G T T A AGCCC TGA T CA A T GA ACC T A CA A A A T CC T T CA A A T TG T A T C T GA T T A A  28546

29.300 29.320 29.340 29.360

A A T T T T T GGA A AC T T AGA A A GT T C T T C T G T T A AGCCC TGA T CA A T GA ACC T A CA A A A T CC T T CA A A T TG T A T C T GA T T A A  28450
A A T T T T T GGA A AC T T A T A A A GT T C T T C T G T T A AGCCC TGA T CA A T GA ACC T A CA A A A T CC T T CA A A T TG T A T C T GA T T A A  28462
A A T T T T T GGA A AC T T A T A A A GT T C T T C T G T T A AGCCC TGA T CA A T GA ACC T A CA A A A T CC T T CA A A T TG T A T C T GA T T A A  28433
A AG T T T T GGA A AC T T A T CA A GT T C T T C T G T T A AGCCC TGA T CA A T A A ACC T A CA A A A T CC T T CA A A T TG T A T C T GA T T A A  28799

ACCCAGG T A T T G T AGACA T T CCCGCA T T T C CA T C T CCGAG CA T T T TGA A T T T CCCA T T T A T CA A A A A A T C CCAC T CA T T T  28626

29.380 29.400 29.420 29.440

ACCCAGG T AG T G T AGACA T C CCCGCA T T T C CA T C T CCGAG CA T T T TGA A T T T CCCA T T T A T CA A A A A A T C CCA T T CA T T T  28530
ACCCGGG T A T T G T AGACA T T CCCGCA T T T C CA T C T CCGAG CA T T T T T A A T T T CCCA T T T A T CA A A A A A T C CCA T T CA T T T  28542
ACCCGGG T A T T G T AGACA T T CCCGCA T T T C CA T C T CCGAG CA T T T TGA A T T T CCCA T T T A T CA A A A A A T C CCA T T CA T T T  28513
ACCCAGG T A T T G T AGA T A T T GCCGCA T T T C CA T C T CCGAG CA T T T TGA A T T T CCCA T T T A T CA A A A A A T C CCA T T CC T T T  28879

C T T A T T C TGC A T CGA A T CA T A T GA A T CGA T C T AGCA A TGA T GGA A T T T AG A T T C T G T T T A C TGA A T CACA T GA A A T T T T A  28706

29.460 29.480 29.500 29.520

C T T A T T C TGC A T CGA A T CA T A T GA A T CGA T C T AGCA A TGA T GGA A T T T AG A T T C T G T T T A C TGA A T CGCA T GA A A T T T T A  28610
C T T A T T C TGC A T CGA A T CA T A T GA A T CGA T C T AGCA A TGA T GGA A T T T AG A T T C T G T T T A C TGA A T CACA T GA A A T T T T A  28622
C T T A T T C TGC A T CGA A T CA T A T GA A T CGA T C T AGCA A TGA T GGA A T T T AG A T T C T G T T T A C TGA A T CACA T GA A A T T T T A  28593
C T T A T T C TGC A T CGA A T CAC A T GA A T CGA T T T AGCA A TGA T GGGA T T T AG A T T C T G T T T A C TGA A T CACA T GA A A T T T T A  28959

CCCA AC T CCA T A T AGA T GGA A T G T A T GA A A T ACG T A T GA A CGGAGGA A A A A AGA T GA T T T T AGAC T T A A T T A A A - - - - - -   28780

29.540 29.560 29.580 29.600

CCCA AC T CCA T A T AGA T GGA A T G T A T T A A A T ACG T A T GA A CGGAGGA A A A A AGA T GA T T T T AGAC T T A A T T A A A - - - - - -   28684
CCCA AC T CCA T A T AGA T GGA A T G T A T GA A A T ACG T A T GA A CGGAGGA A A A A AGA T GA T T T T AGAC T T A A T T A A A A A T T A A  28702
CCCA AC T CCA T A T AGA T GGA A T G T A T GA A A T ACG T A T GA A CGGAGGA A A A A AGA T GA T T T T AGAC T T A A T T A A A - - - - - -   28667
CCCA AC T C - - - - - - - - - - GA A T G T A T GA A A T ACG T A T GA A CGGA AGA A A A A AGA T GA T T T T AGAC T T A A T T A A A - - - - - -   29023

- T T GGA AGT T C T A AGAGACA GA T ACA A A T G GA A AGGA A T T GA T A A A T T CC ACG T AGAC T T AG - - - - - - GG CG T T T TG T A T  28853

29.620 29.640 29.660 29.680

- T T GGA AGT T C T A AGAGACA GA T ACA A A T G GA A AGGA A T T GA T A A A T T CC ACG T AGAC T T AG - - - - - - GG CG T T T TG T A T  28757
A T T GGA AGT T C T A AGAGACA GA T ACA A A T G GA A AGGA A T T GA T A A A T T CC ACG T AGAC T T AG - - - - - - GG CG T T T TG T A T  28776
- T T GGA AGT T C T A AGAGACA GA T ACA A A T G T A A AGGA A T T GA T A A A T T CC ACG T AGAC T T AG - - - - - - GG CG T T T TG T A T  28740
- T T GGA A T T T C T A AGAGACC GA T CCA A A T G GA A AGA A A T T GAGA A A T T CA AC T T AGAC T T AGA C T T A TGG AG T T T TG T GT  29102

AGA A T A T CA A A A A A A A AG T A A T T CA A T T T A T AC T A T T A T T A T GA T A T T AC A T A T T CCA A T CCGA T T GGA T A CCAGA A A A A  28933

29.700 29.720 29.740 29.760

AGA A T A T CA A A A A A A A - G T A A T T C T A T T T A T AC T A T T A T T A T GA T A T T AC A T A T T CCA A T CCGA T T GGA T A CCAGA A A A A  28836
AGA A T A T - - A A A A A A A AG T A A T T CA A T T T A T AC T A T T A T T A T GA T A T T AC A T A T T CCA A T CCGA T T GGA T A CCAGA A A A A  28854
AGA A T A T CA A A A A A A - - G T A A T T CA A T T T A T AC T A T T A T T A T GA T A T T AC A T A T T CCA A T CCGA T T GGA T A CCAGA A A A A  28818
AGA A T A T CA A CA A A A A AG T A A T T CA A T T T A T ACCA T T A T T A T GA T A T T AC A T A T T CCA A T CCGA T T GGA T A CCAGA A A A A  29182

T ACA A AGA T T CCCGC T T T GA T C T A T T CGC T GAGA T A A A A A CA T A A T A A T C AGACA CA A T A T A A CA A CA T A A AGT T A A T T T  29013

29.780 29.800 29.820 29.840

T ACA A AGA T T CCCGC T T T GA T C T A T T CGC T GAGA T A A A A A CA T A A T A A T C AGACA CA A T A T A A CA A CA T A A AGT T A A T T T  28916
T ACA A AGA T T CCCGC T T T GA T C T A T T CGC T GAGA T A A A A A CA T A A T A A TG AGACA CA A T A T A A CAGCA T A A AGT T A A T T T  28934
T ACA A AGA T T CCCGC T T T GA T C T A T T CGC T GAGA T A A A A A CA T A A T A A TG AGACA CA A T A T A A CAGCA T A A AGT T A A T T T  28898
T ACA A AGA T T CCCGA T T T T A T C T A T T CGC T GGGA T A A AGA CA T A A T A A T C A A ACA CAG T A T A A CA A T A T A A AGT T A A T T T  29262

T T T T - AGCA C T T A A C T T T T T CG T GGA T T CC A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   29045

29.860 29.880 29.900 29.920

T T T T - AGCA C T T A A C T T T T T CG T GGA T T CC A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   28948
T T T T - AGCA C T T A A C T T T T T CG T GGA T T CC A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   28966
T T T G - AGCA C T T A A C T T T T T CG T GGA T T CC A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   28930
T T T T T AGCA C T T A A C T T T T T CG T GGA T T CC A T T G T T CA A A A A A T GA T T TG CAGAGA ACCC C T T G T T C T T T T T T T AGT AGA  29342

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   29045

29.940 29.960 29.980 30.000

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   28948
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   28966
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   28930
A T T T T T AGA A T ACGA T T GA A GT GCG T A AGA A AGC T T G T A T T T AG T A A ACC AG T GCCGA T A T AGC T A T C T A T A T A T ACA T C  29422

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A CA T G T CG TG C T C T A T CA A A A T T T CGA T T G A AGAGA A A A T  29085

30.020 30.040 30.060 30.080

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A CA T G T CG TG C T C T A T C T A A A T T T AGA T T T T C T C T T CA A T  28988
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A CA T G T CG TG C T C T A T CA A A A T T T CGA T T G A AGAGA A A A T  29006
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A CA T G T CG TG C T C T A T CA A A A T T T CGA T T G A AGAGA A A A T  28970
CC T CC T C T T T T C T T T A T T GC A T AGT T C T A T T CGGGA CAGC A CA T G T CG TG C T C T A T CA A A A T T T C T A T T T T C T C T T CA A T  29502

CGA A A T T GCA G T ACGACA A T T T CCGGC T A A T T CCC T A T AG AGAG - - - - GC A T CA T ACA CA GA T A AGA T A C CCGA T A AGCA  29161

30.100 30.120 30.140 30.160

CGA A A T T GCA G T ACGACA A T T T CCGGC T A A T T CCC T A T AG AGAGAGAGGC A T CA T ACA CA GA T A AGA T A C CCGA T A AGC -   29067
CGA A A T T GCA G T ACGACA A T T T CCGGC T A A T T CCC T A T AG AGAG - - - - GC A T CA T ACA CA GA T A AGA T A C CCGA T A AGC -   29081
CGA A A T T GCA G T ACGACA A T T T CCGGC T A A T T CCC T A T AG AGAG - - - - GC A T CA T ACA CA GA T A AGA T A C CCGA T A AGC -   29045
CA A A A T T GCA G T ACA ACA A T T T CCGGCA A A T T A CC T A T AG AGAG - - - - GC A T CA T ACA CA GA T A AGA T A C CCGA T A A AC -   29577

AGC T GC T GGA T GCGA A A C T A T T T A T G T T C T GGGG T T T ACA T AGA C T CA T A A T T GC T GT T A T A A T TGA A A T T GAGA AGGA T  29241

30.180 30.200 30.220 30.240

- - - - - - T GGC T GCGA A A CA A T T T A T G T T C T GGGG T T T ACA T AGA C T CA T A A T T GC T GT T A T A A T TGA A A T T GAGA AGGA T  29141
- - - - - - T GGC T GCGA A A CA A T T T A T G T T C T GGGG T T T ACA T AGA C T CA T A A T T GC T GT T A T A A T TGA A A T T GAGA AGGA T  29155
- - - - - - T GGC T GCGA A A CA A T T T A T G T T C T AGGG T T T ACA T AGA C T CA T A A T T GC T GT T A T A A T TGA A A T T GAGA AGGA T  29119
- - - - - - T AGC T G TGA A A CA A T T T A T G T T C T GGGG T T T ACA T A T A C T CA T A A T T GC T GT T A T A A T TGA A A T T GAGA A AGA T  29651
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T T T T T T CA A T A A A A A A A T A A A T ACC T GA T T AGT T AGG T AG CA A T T T T GA T T T T C T T C T A T CA T T T A T CA T CAGGGA A CAC  29321

30.260 30.280 30.300 30.320

T T T T T T A T T G A A A A A A A T CA A T ACC T GA T T AGT T AGG T AG CA A T T T T GA T T T T C T T C T A T CA T T T A T CA T CAGGGA A CAC  29221
T T T T T T CA A T A A A A A A A T A A A T ACC T GA T T AGT T AGG T AG CA A T T T T GA T T T T C T T C T A T CA T T T A T CA T CAGGGA A CAC  29235
T T T T T T CA A T A A A A A A A - A A A T ACC T GA T T AGT T AGG T AG CA A T T T T GA T T T T C T T C T A T CA T T T A T CA T CAGGGA A CAC  29198
T T T T T T CA A T A A A A A A A T CA A T ACC T GA T T AGT T AGG T A A C T A T T T T GA T T T T C T T C T A T GA T T T A T CA T CAGGGA A CAC  29731

A A T T TGAGA T T T A A A T CCA A GAG T CG T T CA T A A A T T T ACA G T CA C T AG T T A A T GGG T CCA A T T T GT CC T G A A T T T TGGC T  29401

30.340 30.360 30.380 30.400

A A T T T A AGA T T T A A A T CCA A GAG T CG T T CA T A A A T T T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   29259
A A T T TGAGA T T T A A A T CCA A GAG T CG T T CA T A A A T T T ACA G T CA C T AG T T A A T GGG T CCA A T T T GT CC T G A A T T T TGGC T  29315
A A T T TGAGA T T T A A A T CCA A GAG T CG T T CA T A A A T T T ACA G T CA C T AG T T A A T GGG T CCA A T T T GT CC T G A A T T T TGGC T  29278
A A T T TGAGA T T GA A A T CCA A GAG T CG T T CA T GA A T T T ACA G T T A C T AG T T A A T GGA T CCA A T T T GT CC T G A A T T T TGGC T  29811

T T T G TGAC T G A A A A T AC T CA - T T T AG T T T T T CA A T AGA A A AGAGAGGGA T T - - - - - - - - G T GT G T T T TGA GA T A C T A T A A  29472

30.420 30.440 30.460 30.480

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   29259
T T T G TGAC T G A A A A T AC T CA A T T T AG T T T T T CA A T AGA A A AGAGAGGGA T T T AGGGA T T G T GT G T T T TGA GA T A C T A T A A  29395
T T T G TGAC T G A A A A T AC T CA A T T T AG T T T T T CA A T AGA A A AGAGAGGGA T T T AGGGA T T G T GT GC T T TGA GA T A C T A T A A  29358
T T T G TGACCG A A A A T ACACA - T T TGGGT T T T CA A T AGA A A AGAGAGGA A T T T AGA T A T T G T GT G T T T TGA GA T A C T A T A A  29890

A A T A A A T TGA AGGA A TGGA T CCAC T CCA A A A A A A A - GGA C GGA T T T C T T T T AGGCA AGGA A T T A AGA A A A A - CGAGA T T T  29550

30.500 30.520 30.540 30.560

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AGGA A T T A AGA A A A A - CGAGA T T T  29282
A A T A A A T TG T AGGA A TGGA T CCAC T CCA A A A A A A A - GGA C GGA T T T C T T T T AGGCA AGGA A T T A AGA A A A A - CGAGA T T T  29473
A A T A A A T TGG AGGA A TGGA T CCAC T CCA A A A A A A A AGGA C GGA T T T C T T T T AGGCA AGGA A T T A AGA A A A A - CGAGA T T T  29437
A A T CA A T TGA A A A A A TGGA T CCAC T CCA A A A AGA A - GA A C GGA T T T T T T T T AGGCA AGGA ACGA AGA A A A A ACA AGA T T T  29969

CAGA TGGA AG GACA A A A A A A AGACA A AGAC A T T T AG T A T C CCCCCA A CCC A A ACA A A A CA AGCA A AGGGG GA A T A T T T T C  29630

30.580 30.600 30.620 30.640

CAGA TGGA AG GACA A A A A A A AGACA - - - - - - T T T AG T ACC CCCCCA A T CC A A ACA A A A CA AGCA A AGGGG GA A T A T T T T C  29356
CAGA TGGA AG GACA A A A A A A AGACA - - - - - - T T T AG T ACC CCCCCA A CCC A A ACA A A A CA AGCA A AGGGG GA A T A T T T T C  29547
CAGA TGGA AG GACA A A A A A A AGACA - - - - - - T T T AG T ACC CCCCCA A CCC A A ACA A A A CA AGCA A AGGGG GA A T A T T T T C  29511
CAGA TGGA AG T ACA A A A A A A AGACA - - - - - - T T T AG T A - C CCCCCA A CCC A A ACA A A A CA AGCA A AGGGG GA A T A T T T T C  30042

A T C T A T T T T G T A T CG T T T TG GCGGCA TGGC CGAGCGG T A A GG TGGGGGAC TGCA A A T CC T T T T T CCCCAG T T CA A A T C TG  29710

30.660 30.680 30.700 30.720

A T A T A T T T T G T A T CG T T T TG GCGGCA TGGC CGAGCGG T A A GG TGGGGGAC TGCA A A T CC T T T T T CCCCAG T T CA A A T C TG  29436
A T CGA T T T T G T A T CG T T T TG GCGGCA TGGC CGAGCGG T A A GG TGGGGGAC TGCA A A T CC T T T T T CCCCAG T T CA A A T C TG  29627
A T CGA T T T T G T A T CG T T T TG GCGGCA TGGC CGAGCGG T A A GG TGGGGGAC TGCA A A T CC T T T T T CCCCAG T T CA A A T C TG  29591
A T C T A T T T T G T A T CG T T T TG GCGGCA TGGC CGAGCGG T A A GG TGGGGGAC TGCA A A T CC T T T T T CCCCAG T T CA A A T C TG  30122

GGT G T CGCC T GA T CA ACA A A AGA T - - - A AG AC T CGT A T T C T G T T T AGC TG GT A T A AC T CG CCA A A T C T T T T CCAGCA A A A  29787

30.740 30.760 30.780 30.800

GGT G T CGCC T GA T CA ACA A A AGA T - - - A AG AC T CGT A T T C T G T T T GGC TG GT A T A AC T CG CCA A A T C T T T T CCAGCA A A A  29513
GGT G T CGCC T GA T CA ACA A A AGA T - - - A AG AC T CGT A T T C T C T T T GGC TG GT AGA AC T CG CCA A A T C T T T T CCAGCA A A A  29704
GGT G T CGCC T GA T CA ACA A A AGA T - - - A AG AC T CGT A T T C T G T T T GGC TG GT A T A AC T CG CCA A A T C T T T T CCAGCA A A A  29668
GGT G T CGCC T GA T CA ACA A A AGAC T CGA A A T C T C T T A T T C T C T T T GGC TG GT A T A AC T CG CCA A A T - - - - - - - - - - A A A A  30192

CACGCG T AGG A A A A AGA C T C T T GAGAC T T T C T T GA T T C T A A A T AGC T GGG C T GGGG T T T C T GT T C T T T A A AG TGC TGGA A  29867

30.820 30.840 30.860 30.880

CACGCG T AGG A A A A AGA C T C T T GAGAC T T T C T T GA T T C T A A A T AGC T GGG C T GGGG T T T C T GT T C T T T A A AG TGC TGGA A  29593
CACGCG T AGG A A A A AGA C T C T T GAGAC T T T C T T GA T T C T A A A T AGC T GGG C T GGGG T T T C T GT T C T T T A A AG TGC TGGA A  29784
CACGCG T AGG A A A A AGA C T C T T GAGAC T T T C T T GA T T C T A A A T AGC T GGG C T GGGG T T T C T GT T C T T T A A AG TGC TGGA A  29748
CACGCG T AGG A A A A AGA C T C T T GAGAC T T T C T T GA T T C T A A A T AGC T GGG C T GGGG T T T C T GT T C T T T A A AG TGC TGGA A  30272

A T CC T T GCA T T T AGGA T T CA CGGA A AGA T T C T AG T AG TGG A AGGGC T A TG A T A T CA A A T C A AGAGG T ACC GA T T T A T T T C  29947

30.900 30.920 30.940 30.960

A T CC T T GCA T T T CGGA T T CA CGGA A AGA T T C T AG T AG TGG A AGGAC T A TG A T A T CA A A T C A AGAGG T ACC GA T T T A T T T C  29673
A T CC T T GCC T T T AGGA T T CG CGGA A AGA T T A T A C T AG TGG A AGGGC T A T C A T A T CA A A T C A AGAGG T ACC GA T T T A T T T C  29864
A T CC T T GCA T T T AGGA T T CA CGGA A AGA T T C T AG T AG TGG A AGGGC T A T C A T A T CA A A T C A AGAGG T ACC GA T T T A T T T C  29828
A T T C T T GCA T T T AGGA T T CA CAGA A AGA T T A T AG T AG TGG A AGGGC T A T C A T A T CA A A T C A AGAGT T ACC GA T T T A T T T C  30352

CAC T GC T A A T G T AG T GT C T A C T GACCGGG T C T T GA A T T AG A T TGA A T AGC CCCA A AGGGG A A T CGA - - - - - A T T A A T AGT  30022

30.980 31.000 31.020 31.040

CAC T GC T A A T G T AG T GT C T A C T GACCGGG T C T T GA A T T AG A T TGA A T AGC CCCA A - - - - - - - - - GA - - - - - A T T A A T AGT  29739
CAC T GC T A A T G T AG T GT C T A C T GACCGGG T C T T GA A T T AG A T TGA A T AGC CCCA A AGGGG A A T CGA - - - - - A TGA A T AGT  29939
CAC T GC T A A T G T AG T GT C T A C T GACCGGG T C T T GA A T T AG A T TGA A T AGC CCCA - - - - - - - - - - GA - - - - - A T A A A T AGT  29893
CAC T GC T A A T GGAG T GT C T A C T GACCGGG T C T T GA A T T AG A T TGA A T AGC CCGAGGGGGA A T C T A A T T A A T A T T A A T AGT  30432

T A T GGA AGGG G - - CGGA AGA GA C T T T GT A T ACAG T A T ACA GAGT A T A CAG AC T CA T GAGA G T C T C T GAG T GCACGGGCA T  30100

31.060 31.080 31.100 31.120

T A T GGA AGGG A - - CGGA AGA GA C T T T GT A T ACAG T A T ACA GAGT A T A CAG AC T CA T GAGA G T C T C T GAG T GCACGGGCA T  29817
T A T GGA AGGG G - - CGGA AGA GA C T T T GT A T ACAG T A T ACA GAGT A T A CAG AC T CA T GAGA G T C T C T GAG T GCACGGGCA T  30017
T A T GGA AGGG G - - CGGA AGA GA C T T T GT A T ACAG T A T ACA GAGT A T A CAG AC T CA T GAGA G T C T C T GAG T GCACGGGCA T  29971
T A T GGAGGGG GGGCGGA AGA A A C T T T GT AG ACAG T A T ACA GA - - - - - - - - - C T CA T GAGA G T C T C T GAG T GCACGGGCA T  30503

T CA A T CA A T A T T CGA T T GGA T AGA T A A T T C G - - - - - - C T T T T AC T T T T AC T T A A T GA T A A T CA A AGGCA A CA A A A A A ACG  30174

31.140 31.160 31.180 31.200

T CA A T CA A T A T T CGA T T GGA T AGA T A A T T C G T T T T T AC T T T T AC T T T T AC T T A A T GA T A A T CA A AGGCA A CA A A A A A ACG  29897
T CA A TGA A T A T T CGA T T GGA T AGA T A A T T C G - - - - - - C T T T T AC T T T T CC T T A A T GA T A A T CA A AGGCA A CA A A A A A ACG  30091
T CA A T CA A T A T T CGA T T GGA T AGA T A A T T C G - - - - - - C T T T T AC T T T T CC T T A A T GA T A A T CA A AGGCA A CA A A A A A ACG  30045
T CA A T CA A T A T T CGA T T GGA T AGA T A A T T C G - - - - - - - - - - - - C T T T T AC T T A A T GA T A A T CA AGGGCA A CA A A A A A ACG  30571

A A T CGG T C T T A T T C T T A C T A CA T A T T AGGA T A T T AGG T A A CA T T CCC T T T GA T AC T T CCA A AGA A A AGT G CGAC T GCA T A  30254

31.220 31.240 31.260 31.280

A A T CGG T C T T A T T C T T A C T A CA T A T T CGG - - - - - - - - T A A CA T T CCC T T T GA T AC T T CCA A AGA A A AGT G CGAC T GCA T A  29969
A A T CGG T C T T A T T C T T A C T A CA T A T T A T G - - - - - - - - T A A CA T T CCC T T T GA T AC T T CCA A AGA A A AGT G CGAC T GCA T A  30163
A A T CGG T C T T A T T C T T A C T A CA T A T T AGG - - - - - - - - T A A CA T T CCC T T T GA T AC T T CCA A AGA A A AGT G CGAC T GCA T A  30117
A A T AGG T C T T A T T C T T A C T A CA T A T T AGG - - - - - - - - T A A CA T T CCC T T T GG T AC T T CCA A AGA A A AGT G T GAC T A T G T A  30643

T T T T GT T T CA T T T T T CCCGA T T C T A C T AGA A A T CA T A T A T GA AC T TG T T A T A AGT GGA T T T T T T GGAGT G T T T CA T AG T T  30334

31.300 31.320 31.340 31.360

T T T T GT T T CA T T T T T CCCGA T T C T A C T AGA A A T CA T A T A T GA AC T TG T T A T A AGT GGA T T T T T T GGAGT G T T T CA T AG T T  30049
T T T T GT T T CA T T T T T CC - A A T T C T A C T AGA A A T CA T A T A T GA AC T TG T T A T A AGT GGA T T T T T T GGAGT G T T T CA T AG T T  30242
T T T T GT T T CA T T T T T CC - A A T T C T A C T AGA A A T CA T A T A T GA AC T TG T T A T A AGT GGA T T T T T T GGAGT G T T T CA T AG T T  30196
T T T T GT T T CA A T T T T CCCGA T T C T A C T AGA A A T CA T A T A T GA AC T TG T T C T A AGT GGA T T T T T T GGAGT G T T T CA T A T T T  30723
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A T T GGA A AGG G T GT CGGAGC CGA A T CCC T T T T T GAC T C T G CACC T GT GA T T CCAC T A T T A T T AG T A A ACA A T A A T GGA A A  30414

31.380 31.400 31.420 31.440

A T T GGA A AGG G T GT CGGAGC CGA A T CCC T T T T T GAC T C T G CACC T GT GA T T CCAC T A T T A T T AG T A A ACA A T A A T GGA A A  30129
A T T GGA A AGG G T GT CGGAGC CGA A T CCC T T T T T GAC T C T G CACC T GT GA T T CCAC T A T T A T T AG T A A ACA A T A A T GGA A A  30322
A T T GGA A AGG G T GT CGGAGC CGA A T CCC T T T T T GAC T C T G CACC T GT GA T T CCAC T A T T A T T AG T A A ACA A T A A T GGA A A  30276
A T T GGA A AGG G T GT C TGGGC GGA A T CCC T T T T T GAC T C T G CACC T GT GA T T CCAC T A T T A T T AG T A A ACA A T A A T GGA AC  30803

A AC T T C T T CA T A T T CA T AGA GA T AGGGGAC A T A A T T CACA T GGA T A T AGT A AG T C T CGC T T GGGCCGC T T T A A T GGT AGT  30494

31.460 31.480 31.500 31.520

A AC T T C T T CA T A T T CA T AGA GA T AGGGGAC A T A A T T CACA T GGA T A T AGT A AG T C T CGC T T GGGCCGC T T T A A T GGT AGT  30209
A AC T T C T T CA T A T T CA T AGA GA T AGGGGAC A T A A T T CACA T GGA T A T AGT A AG T C T CGC T T GGGCCGC T T T A A T GGT AGT  30402
A AC T T C T T CA T A T T CA T AGA GA T AGGGGAC A T A A T T CACA T GGA T A T AGT A AG T C T CGC T T GGGCCGCC T T A A T GGT AGT  30356
A AC T T C T T CA T A T T T A T AGA GA T AGGGGAC A T A A T T CACA T GGA T A T AGT A AG T C T CGC T T GGGCCGC T T T A A T GGT AGT  30883

C T T T ACA T T T T CCC T T T CAC T CG T AG T A T G GGGA AGA AG T GGAC T C T AGA GA T AC T AC T A A T T GAG T TGG GGA A T CA A AC  30574

31.540 31.560 31.580 31.600

C T T T ACA T T T T CCC T T T CAC T CG T AG T A T G GGGA AGA AG T GGAC T C T AGA GA T AC T AC T A A T T GAG T TGG GGA A T CA A AC  30289
C T T T ACA T T T T CCC T T T CAC T CG T AG T A T G GGGA AGA AG T GGAC T C T AGA GA T AC T AC T A A T T GAG T TGG GGA A T CA A AC  30482
C T T T ACA T T T T CCC T T T CAC T CG T AG T A T G GGGA AGA AG T GGAC T C T AGA GA T AC T AC T A A T T GAG T TGG GGA A T CA A AC  30436
C T T T ACA T T T T CCC T T T CAC T CG T AG T A T G GGGA AGA AG T GGAC T C T AGA GA T AC T AC T A A T T GAG T TGG GGA A T CA A AC  30963

T GT A T CAC T T T T T T T - AGAG A T T T T T T C T A GA T CGT T C T G CA A AGCC T T T T T - A A T T A T A T T A A T T C T CG - - - - - - - - - -   30642

31.620 31.640 31.660 31.680

T GT A T CAC T T T T T T T - AGAG A T T T T T T C T A GA T CGT T C T G CA A AGCC T T T T T - A A T T A T A T T A A T T C T CG - - - - - - - - - -   30357
T GT A T CAC T T T T T T T - AGAG A T T T T T T C T A GA T CGT T C T G CA A AGCC T T T T T - A A T T A T A T T A A T T C T CG - - - - - - - - - -   30550
T GT A T CAC T T T T T T T - AGAG A T T T T T T C T A GA T CGT T C T G CA A AGCC T T T T T T A A T T A T A T T A A T T C T CG - - - - - - - - - -   30505
CGT A T CAC T T T T T T T T A T AG A T T T T T T C T A GA T CGT T C T G CA A AGCC T T A A T - A A T T A T A T T A A T T A T T A A A T A T T A AGT  31042

- - - - - - - - T T A A T T A AC T T A A A T A T T T A - - - - - - A T T CAG T - - - - - - - - - - - - - - - - A A T T T A A T T CCA T T T A T A A T T T -   30691

31.700 31.720 31.740 31.760

- - - - - - - - T T A A T T A AC T T A A A T A T T T A T A T T T A A T T CAG T - - - - - - - - - - - - - - - - A A T T T A A T T CCA T T T AGA A T T T -   30412
- - - - - - - - T T A A T T A A A T T A A A T A T T T A - - - - - - A T T CAG T - - - - - - - - - - - - - - - - A A T T T A A T T CGA T T T AGA A T T T -   30599
- - - - - - - - T T A A T T A A A T T A A A T A T T T A - - - - - - A T T CAG T - - - - - - - - - - - - - - - - A A T T T A A T T CGA T T T AGA A T T T -   30554
T A A T T AG T T T A A T T T A A T T A GT T A A T T A T C G T T A A T T A A T T T A A T A T T T T A A AC T A A A A T T T A A T T CCA T T T AGA A T T T T  31122

- - - - - - - - T G A A A T T GA A T T A A T CA A A A T A T C T T CA T T T C GA A A T T C T A T TGGC T T GGA T T C T AGT GA AG T A A T T AGA T T  30763

31.780 31.800 31.820 31.840

- - - - - - - - CG A A A T T GA A T T A A T CA A A A T A T C T T CA T T T C A A A A T T C T A T TGGC T T GGA T T C T AGT GA AG T A A T T GGA T T  30484
- - - - - - - - CG A A A T T GA A T T A A T CA A A A T A T C T T CA T T T C GA A A T T C T A T TGGC T T GGA T T C T AGT GA AG T A A T T GGA T T  30671
- - - - - - - - CG A A A T T T A A T T A A T CA A A A T A T C T T CA T T T C A A A A T T C T A T TGGC T T GGA T T C T AGT GA AG T A A T T GGA T T  30626
T AGA A T T T CG A A A T T GA A T T A A T CA A A A T A T C T T CA T T T C GA A A T T C T A T TGGC T T AGA T T C T A T T GA AG T A A T T GT A T T  31202

C T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T C - T A T T A TGA A T AGA A T CCA A T T CA T A A T A T A T A T GA  30804

31.860 31.880 31.900 31.920

C T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T A - T A T T A TGA A T AGA A T CCA A T T CA T A A T A T A T A T GA  30525
C T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CA T A A T A T - A A T AGA A T CCA A T T CA T A A T A T A T A T GA  30712
C T AG TGA AG T A A T T GGA T T C T AG TGA AG T A A T T GGA T T C T A T T CA T A A T A T - A A T AGA A T CCA A T T CA T A A T A T A T A T GA  30705
C T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CA T A A T A T - A A T AGA A T ACA A T T CA T A T T A T A T A T GA  31243

A T A A T A C T C T T T CA CA A T CC A A A T CA A A CA A A T A T T T CA A GA A T T CCCC T A T T CG T A T C T T GA A AGGA A A AGGGA T A T GG  30884

31.940 31.960 31.980 32.000

A T A A T A C T C T T T CA CA A T CC A A A T CA A A CA A A T A T T T CA A GA A T T CCCC T A T T CG T A T C T T GA A AGGA A A AGGGA T A T GG  30605
A T A A T A C T C T T T CA CA A T CC A A A - - - - - - - - A T A T T T CA A GA A T T CCCC T A T T CG T A T C T T GA A AGGGA A AGGGA T A T GG  30784
A T A A T A C T C T T T CA CA A T CC A A A T CA A A CA A A T A T T T CA A GA A T T CCC T T A T T CG T A T C T T GA A AGGGA A AGGGA T A T GG  30785
A T A A T A C T C T T T CA CA A T CC A A A T CA A A CA A A T A T T T CA A A A A T T CCCC T A T T CA T A T C T T GA A AGGA A A AGAGA T A - - -   31320

A T A A T AGGA A T T T T A T T CCA AC T GA AGT C T T T C T GA A T T T T C T A T T T CAC GGA ACGGG T T C T T ACCCA A A T T A T A T A T GG  30964

32.020 32.040 32.060 32.080

A T A A T AGGA A T T T T A T T CCA ACCGA AGT C T T T C T CA A T T T T C T A T T T CAC GGA ACGGG T T C T T ACCCA A A T T A T A T A T GG  30685
A T A A T AGGA A T T T T A T T CCA ACCGA AGT C T T T C T CA A T T T T C T A T T T CAC GGA ACGGG T T C T T ACCCA A A T T A T A T A T GG  30864
A T A A T AGGA A T T T T A T T CCA ACCGA AGT C T T T C T CA A T T T T C T A T T T CAC GGA ACGGG T T C T T ACCCA A A T T A T A T A T GG  30865
- - - A T AGGA T T T T T A T T CCA ACCGA AGT C T T CC T A A A T T T T C T A T T T CGC GGA ACCGT CG C T T ACCAGAG T T A T A T A T GG  31397

ACA A TGAGGA AGA A CGAGGA ACACCGGA CC CC T T T T T ACG T T T T A T T T GG T T T T A T TG T T C T T T T T AC T G T T CA A AGAGA  31044

32.100 32.120 32.140 32.160

A T A A TGAGGA AGA A CGAGGA ACACCGGA CC CC T T T T T ACG T T T T A T T T GG T T T T A T TG T T C T T T T T AC T G T T CA A AGAGA  30765
ACA A TGAGGA AGA A CGAGGA ACACCGGA CC CC T T T T T ACG T T T T A T T T GG T T T T A T TG T T C T T T T T AC T G T T CA A AGAGA  30944
ACA A TGAGGA AGA A CGAGGA ACACCGGA CC CC T T T T T ACG T T T T A T T T GG T T T T A T TG T T C T T T T T AC T G T T CA A AGAGA  30945
ACA A TGAGGA AGA A CGAGGA ACAC T GGA CC CC T T A T T A - - - - - - - T T T GT T T T T A T TG T C T T T T T T AC T G T T CA A AGAGA  31470

A A AGA A AGA A G T T CCGC T A T T T A A T A A T A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   31074

32.180 32.200 32.220 32.240

A A AGA A AGA A G T T CCGC T A T T T A A T A A T A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   30795
A A AGA A AGA A G T T CCGC T A T T T A A T A A T A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   30974
A A AGA A AGA A G T T CCGC T A T T T A A T A A T A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   30975
A A AGA A AGA A G T T CCGA T A T T T A A T A A T A A T AGGA T CGT G CC T T G T T CA A GT CACA T A T T T CGCAC T T A C CAC T T T T T T T  31550

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   31074

32.260 32.280 32.300 32.320

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   30795
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   30974
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   30975
A T T A T T T T T G A A A T T TGA T T T A T GC T A T AC T T T A T T GA T T A T TGAC T CGT T T T A T A T CA T GGC T CAGGGG T T GA A A A T CG  31630

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGA AC T CC T T GGA T CA T C T GT CA A CCGC T CA A T CA A T T  31114

32.340 32.360 32.380 32.400

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGA AC T CC T T GGA T CA T C T GT CA A CCGC T CA A T CA A T T  30835
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGA AC T CC T T GGA T CA T C T GT CA A CCGC T CA A T CA A T T  31014
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T AGA AC T CC T T GGA T CA T C - - - - - - - - GC T CA A T CA A T T  31007
C TGGGT ACCC CCCCC T T T T T CGGCA T CCGA AGA AGT T ACC A T AGA AC T GC T T GGA T CA T C T GT CA A CCGC CCA A T CA A T T  31710

AC T T T T T CGG A A TGC T A A A A A A A A A AG - - - - - - A T T AC T T T T T - - - - - C T T T T A T T A A C T T T A T T T T T T T T T AG T A A T A T  31183

32.420 32.440 32.460 32.480

AC T T T T T CGG A A TGC T A A A A A A A AGA T T AC T T T A T T T CA T T T T - - - - - C T T T T A T T A A C T T GA T T T T T T T T - AG T A A T A T  30909
AC T T T T T CGG A A TGC T A A A A A A A AGA T T AC T T T A T T T CA T T T T - - - - - C T T T T A T T A A C T T GA T T T T T T T T - AG T A A T A T  31088
AC T T T T T CGG A A TGC T A A A A A A A AGA T T AC T T T A T T T CA T T T T - - - - - C T T T T A T T A A C T T GA T T T T T T T T - AG T A A T A T  31081
AC T T C T T CGG A A TGC T A A A A A A A AGA T T AC T T T A T T T CA T T T T T T T T T C T T T T A T T A A C T T GA T T T T C T T T T AG T A A T A T  31790
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A TGCCCA A T T T T - T T T T - C T T T CA T T GA T T T GA T T C T T T T T T GA A TGGA T ACCGGGA T T C A T A T TGA A A A T A A T CAGA A A  31261

32.500 32.520 32.540 32.560

A TGCCCA A T T T T - T T T T - C T T T CA T T GA T T T GA T T C T T T T T T GA A TGGA T AC T GGGA T T C A T A T TGA A A A T A A T CAGA A A  30987
A TGCCCA A T T T T - T T T T T C T T T CA T T GA T T T GA T T C T T T T T T GA A TGGA T ACCGGGA T T C A T A T TGA A A A T A A T CAGA A A  31167
A TGCCCA A T T T T - T T T T - C T T T CA T T GA T T T GA T T C T T T T T T GA A TGGA T ACCGGGA T T C A T A T TGA A A A T A A T CAGA A A  31159
A TGCCCA A T T T T GT T T T T C T T T CA T T GA T T T A A T T C T GT T T T T A A TGGA T AC T GGGA T T C A T A T TGA A A A T A A T CAGA A A  31870

T C T AGA A A T T AGA A A A T CGA A AGAG T TGCC T T T CG - - - - - A T T A T T T CAG A T T GA T TGGA A TGA ACA A A A A T CA A A T AGA  31336

32.580 32.600 32.620 32.640

T C T AGA A A T T AGA A A A T CGA A AGAG T TGCC T T T CA - - - - - A T T A T T T CAG A T T GA T TGGA A TGA ACA A A A A T CA A A T AGA  31062
T - - - - - - - - T AGA A A A T AGA A AGAG T TGCC T T T CG - - - - - A T T A T T T CAG A T T GA T TGGA A TGA ACA A A A A T CA A A T AGA  31234
T - - - - - - - - T AGA A A A T CGA A AGAG T TGCC T T T CGT T T CG A T T A T T T CAG A T T GA T TGGA A TGA ACA A A A A T CA A A T AGA  31231
T C T AGA A A T T AGCA A A T C T T A AGAG T TGCC T T T CG - - - - - A T T A T T T CAG A T T GA T TGGA A TGA ACA A A A A T CA A A T AGA  31945

T GA AGCA A AG A A A T A T A A T T GAGA T AC T A T G T A CA T T ACA T A T A T TGA A T TGA T A T T A CC A TGGC T GA AG A T ACA T A T - -   31414

32.660 32.680 32.700 32.720

T GA AGCA A AG A A A T A T A A T T GAGA T AC T A T G T A CA T T ACA T A T A T TGA A T TGA T A T T A CC A TGGA T GA AG A T ACA T A T - -   31140
T GA AGCA A AG A A A T A T A A T T GAGA T AC T A T G T A CA T T ACA T A T A T TGA A T TGA T A T T A CC A TGGA T GA AG A T ACA T A T - -   31312
T GA AGCA A AG A A A T A T A A T T GAGA T AC T A T G T A CA T T ACA T A T A T TGA A T TGA T A T T A CC A TGGA T GA AG A T ACA T A T - -   31309
T GCAGCA A AG A A A T A T A A T T GAGA T AC T A T G T A CA T T ACA GACA T TGA A T TGA T A T T A AC A T AGA T GA AG A T ACA T A T AC  32025

- - - - TG T AGA T T GA T C T C T A T T CAG T T T G T A T C T T T C T A C A T T A CA A T A A T A A A A A T AGA T AG T A T GGT A GA A AGA T T CC  31490

32.740 32.760 32.780 32.800

- - - - TG T AGA T T GA T C T C T A T T CAG T T T G T A T C T T T C T A C A T T A CA A T A A T A A A A A T AGA T AG T A T GA T C GA A AGA T T CA  31216
- - - - TG T AGA T T GA T C T CGA T T CAG T T T G T A T C T T T C T A C A T T A CA A T A A T CA A A A T AGA T AG T A T GGT A GA A AGA T T CC  31388
- - - - TG T AGA T T GA T C T CGA T T CAG T T T G T A T C T T T C T A C A T T A CA A T A A T CA A A A T AGA T AG T A T GGGA GA A AGA T T CA  31385
A T A T TG T A T A T T GA T C T C T A T T C TG T T T G T A T C T T T A T A C A T T A CA A T A A T A A A A A T AGA T AG T A T GGT A GA A AGA T T CA  32105

T A T A TGA A T - - - - - - C T T T C T A T CA T AC T A T CGGA T C T CA T AGGC T A C TG C T GA T T C T AG T CCG T T CA T T T CA T T T A AGA  31564

32.820 32.840 32.860 32.880

T A T A TGA A T - - - - - - C T T T C GA T CA T AC T A T CGGA T C T CA T AGGC T A C TG C T GA T T C T AG T CCG T T CGT T T CA T T T A AGA  31290
T A T A TGA A T - - - - - - C T T T C T A T CA T AC T A T CGGA T C T CA T AGG T T A C TG C T GA T T C T AG T CCG T T CA T T T CA T T T A AGA  31462
T A T AGGA A T A GGA A T C T T T C T A T CA T AC T A T CGGA T C T CA T AGGC T A C TG C T GA T T C T AG T CCG T T CA T T T CA T T T A AGA  31465
T A T A TGA A T - - - - - - C T T T C T A CCA T AC T A T CGGA T C T CA T AGGC T A C TG C T GA T T GT AG T CCG T T CA T T T CA T T T A AGA  32179

CGT GA A A T T G GA A T T T T T T T T - C T T A A A T C A T T GA T A AGA A C T A AGA AGT CA AGT T T CA T T CA A A T T A A T CAC T T TGAC T  31643

32.900 32.920 32.940 32.960

T GT GA A A T T G GA A T T T T T T T T T C T T A A A T C A T T GA T A AGA A C T A AGA AGT CA AGT T T CA T T CA A A T T A A T CAC T T TGAC T  31370
CGT GA A A T T G GA A T T T T T T T T T C T T A A A T C A T T GA T A AGA A C T A AGA AGT CA AGT T T CA T T CA A A T GA A T CAC T T TGAC T  31542
CGT GA A A T T G GA A T T T T T T T T T C T T A A A T C A T T GA T A AGA A C T A AGA AGT CA AGT T T CA T T CA A A T GA A T CAC T T TGAC T  31545
CA T GA A A T T G GA A T T T T T T T T T C T T A A A T C A T T GA T ACGA A C T A A A A AGT CA AGT T T CAG T CA A A T T A A T CAC T T TGAC T  32259

GACCGT T T T T A CGT A T A T T A T A AGCA A A A A AGCAGT AGGA A C T AGA A T GA ACAGT GCAG T AGCA A T A A A T GCGAGA A T A T  31723

32.980 33.000 33.020 33.040

GACCGT T T T T A CGT A T A T T A T A AGCA A A A A AGCAGT AGGA A C T AGA A T GA ACAGT GCAG T AGCA A T A A A T GCGAGA A T A T  31450
GACCGT T T T T A CGT A T A T T A T A AGCA A A A A AGCAGT AGGA A C T AGA A T GA AGAGT GCAG T AGCA A T A A A T GCGAGA A T A T  31622
GACCGT T T T T A CGT A T A T T A T A AGCA A A A A AGCAGT AGGA A C T AGA A T GA ACAGT GCAG T AGCA A T A A A T GCGAGA A T A T  31625
GACCGT T T T T A CGT A T A T T A T A AGCA A A A A AGCAGT AGGA A C T AGA A T GA ACAGT GCAG T AGCA A T A A A T GCGAGA A T A T  32339

T T A C T T CCA T A A T C T CA T C - - - - - - - - - G T T T CG T T T T T T T T T T T - - - - - AC T T CGCA A T A AC T CGGGA T T T A A T CCCA T  31789

33.060 33.080 33.100 33.120

T T A C T T CCA T A A T C T CA T C - - - - - - - - - G T T T CG T T T T T T T T T T T T T T T T AC T T CGCA A T A AC T CGGGA T T T A A CCCCA T  31521
T T A C T T CCA T A A T C T CA T CA A T C T CA T CG T T T CG T T T T T T T T T T T T T T - - AC T T CGCA A T A AC T CGGGA T T T A A T CCCA T  31700
T T A C T T CCA T A A T C T CA T C - - - - - - - - - G T T T CG T T T T T T T T T T T - - - - - AC T T CGCA A T A AC T CGGGA T T T A A T CCCA T  31691
T GA C T T CCA T A A T T T CA T C - - - - - - - - - G T T T C T T T T T T T T T T - - - - - - - AC T T CGCA A T A AC T CGGGA T T T A A T CCCA T  32403

AGAGA T GA T A A ACC T T T CGC T T GGA A A T T C A A T GGGA TGA A T T CCA T T T C GA T GA T AGCG A A T GGGA T CA A T A T CA T GA A  31869

33.140 33.160 33.180 33.200

AGAGA T GA T A A ACC T T T CGC T T GGA A A T T C A A T GGGA TGA A T T CCA T T T C GA T GA T AGCG A A T GGGA T CA A T A T CA T GA A  31601
AGAGA T GA T A A ACC T T T CGC T T GGA A A T T C A A T GGGA TGA A T T CCA T T T C GA T GA T AGCG A A T GGGA T CA A T A T CA T GA A  31780
AGAGA T GA T A A ACC T T T CGC T T GGA A A T T C A A T GGGA T T A A A T CC - - - CG AG T T A T TGCG A A T G TGA T CA A T A T CA T GA A  31768
AGAGA T GA T A A ACC T T T CGC T T G T A A A T T C A A T GGGA TGA A T T CCA T T T C GA T GA T AGCG A A T AGGA T A A A T A T CA T GA A  32483

T A A CA A T A T C T GAGC T A T CA AG T CGA T T CA T CG T CGAGA A T T GA A T AG T A T A ACA T AGGC AGA T C T T T T A T CCA CACACC  31949

33.220 33.240 33.260 33.280

T A A CA A T A T C T GAGC T A T CA AG T CGA T T CA T CG T CGAGA A T T GA A T AG T A T A ACA T AGGC AGA T C T T T T A T CCA CACACC  31681
T A A CA A T A T C T GAGC T A T CA AG T CGA T T CA T CG T CGAGA A T T GA A T AG T A T A ACA T AGGC AGA T C T T T T A T CCA CACACC  31860
T A A CA A T A T C T GAGC T A T CA AG T CGA T T CA T CG T CGAGA A T T GA A T AG T A T A ACA T AGGC AGA T C T T T T A T CCA CACACC  31848
T A A CA A T A T C T GAGC T A T CA AG T CGA T T CA GAG T CGAGA A T T T A A T AG T A T A ACA T AGGC GGA T C T T T T A T T CA CACACC  32563

GA A T ACA A A C T T TGA T T CC T GA T T CA A T CA A A A A A A T T CC T T T C T T T T T A C T T T A A T A C T T T A T T T A T A A T AC T T T A C T T  32029

33.300 33.320 33.340 33.360

GA A T ACA A A C T T TGA T T CC T GA T T CA A T CA A A A A A A T T CC T T T C T T T T T A C T T T A A T A C T T T A T T T A T A A T AC T T T A C T T  31761
GA A T ACA A A C T T TGA T T CC T GA T T CA A T CA A A A A A A T T CC T T T C T T T T T A C T T T A A T A C T T T A T T T A T A A T AC T T T A C T T  31940
GA A T ACA A A C T T TGA T T CC T GA T T CA A T CA A A A A A A T T CC T T T C T T T T T A C T T T A - - - - - - - - T T T A T A A T AC T T T A C T T  31920
A A A T ACA A A C T T T T A T T T C T GA T T CA A T CA A A AGA A T T CC T T T T C T T T CC T T T T - - - - - - - - - - - T A T A A T A T T T T A C T T  32632

T T A T T T A T CA T T C T T T T - - - - - - - - - - - - - - - - CCA T T C T G T C T T T T ACA T A ACCGACCG CC T T CC T TG T A T A A CCA CC T  32093

33.380 33.400 33.420 33.440

T T A T T T A T CA T T C T T T T - - - - - - - - - - - - - - - - CCA T T C T G T C T T T T CCA T A ACCGACCG CC T T CC T TG T A T A A CCA CC T  31825
T T A T T T A T CA T T C T T T T T A T T T A T CA T T C T T T T CCA T T C T G T C T T T T CCA T A ACCGACCG CC T T CC T TG T A T A A CCA CC T  32020
T T A T T T A T CA T T C T T T T - - - - - - - - - - - - - - - - CCA T T C T G T C T T T T CCA T A ACCGACCG CC T T CC T TG T A T A A CCA CC T  31984
T T A T T T A T CA T T C T T T T - - - - - - - - - - - - - - - - CCA T T C T G T C T T T T CCA T A ACCGACCG T C T T C T T T A T CCA A CCA CC T  32696

A ACCGC T T T C CAC T T CCA T T GT T T A CA A AC GGT T T A CA A A T A A A CCA AGC A A ACA A T CGA A ACGA A A T AG A A A A A A A A - -   32171

33.460 33.480 33.500 33.520

A ACCGC T T T C CAC T T CCAC T GT T T A CA A AC GGT T T A CA A A T A A A CCA A AC A A ACA A T CGA A ACGA A A T AG A A A A A A A A A A  31905
A ACCGC T T T C CAC T T CCA T T GT T T A CA A AC GGT T T A CA A A T A A A CCA A AC A A ACA A T CGA A ACGA A A T AG A A A A A A A A A -   32099
A ACCGC T T T C CAC T T CCA T T GT T T CCA A AC GGT T T A CA A A T A A A CCA A AC A A AGA A T CGA A ACGA A A T AG A A A A A A A A - -   32062
A ACCGC T T T A CAC T T CCA T T GT T T A CA A AC GGT T T A CA A A T A A A CCA A AC A A AGA A T CGA A ACGA A A T AG A A A A A A A - - -   32773

- GA A AGA A A A GGA T ACCA T T AGGCA T GA A A T T C T ACCA T T T G T A CCCAGT T T A ACAGA A A A TGGCA AGA T A T A T T GA T C T  32250

33.540 33.560 33.580 33.600

AGA A AGA A A A GGA T ACCA T T AGGCA T GA A A T T C T ACCA T T T G T A CCCAGT T T A ACAGA A A A TGGCA AGA T A T A T T GA T C T  31985
- GA A AGA A A A GGA T ACCA T T AGGCA T GA A A T T C T ACCA T T T G T A CCCAGT T T A ACAGA A A A TGGCA AGA T A T A T T CA T C T  32178
- GA A AGA A A A GGA T ACC T T T AGGCA T GA A A T T C T ACCA T T T G T A CCCAGT T T A ACAGA A A A TGGCA AGA T A T A T T CA T C T  32141
- - - - - GA A A A GGAC T CCA T T AGGCA T GA A A T T C T ACCA T T T G T A CC T GGT T T A ACAGA A A C TGGCGAGC T A T A T T GA T C T  32848
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A T T T T T T T T T A T TGGA T T TG GA T CCG T CGG GAC T GA CGGG GC T CGA A CCC GCAGC T T CCG CC T T GA CAGG GCGG T GC T C T  32330

33.620 33.640 33.660 33.680

A T T T T T T T T T A T TGGA T T TG GA T CCG T CGG GAC T GA CGGG GC T CGA A CCC GCAGC T T CCG CC T T GA CAGG GCGG T GC T C T  32065
A T T T T T T T T T A T TGGA T T TG GA T CCG T CGG GAC T GA CGGG GC T CGA A CCC GCAGC T T CCG CC T T GA CAGG GCGG T GC T C T  32258
A T T T T T T T T T A T TGGA T T TG GA T CCG T CGG GAC T GA CGGG GC T CGA A CCC GCAGC T T CCG CC T T GA CAGG GCGG T GC T C T  32221
A T T T T T T T - - A T TGGA T T TG GA T CCG T CGG GAC T GA CGGG GC T CGA A CCC GT AGC T T CCG CC T T GA CAGG GCGG T GC T C T  32926

GACCA A T TGA A C T A CA A T CC CGGGGA A A T A A A A T GT ACAG CA T CCA T A T T C T T A T GA T T T CA T T CA A A - - - - - - - - - - - -   32398

33.700 33.720 33.740 33.760

GACCA A T TGA A C T A CA A T CC CGGG - A A A T A A A A T GT ACAG CA T CCA T A T T C T T A T GA T T T CA T T CA A A - - - - - - - - - - - -   32132
GACCA A T TGA A C T A CA A T CC CGGGGA A A T A A A A T GT ACAG CA T CCA T A T T C T T A T GA T T T CA T T CA A A T C A T T T C T A T T T  32338
GACCA A T TGA A C T A CA A T CC CGGGGA A A T A A A A T GT ACAG CA T CCA T A T T C T T A T GA T T T CA T T CA A A T C A T T T G T A T T T  32301
GACCA A T TGA A C T A CA A T CC CCGGGA A A T A A A A T GT ACAG CA T A CA T A T T C T T A T GA T T T CA T T CA A ACC A T T T - - - - - -   33000

- - - - - CCA T T T C T A T T T AGA T A A A T A T CGC CGT G T T G T A A CAGAGACGCG A A T GA CAGA T T GA T A T CCA C A T GGG T A T AC  32473

33.780 33.800 33.820 33.840

- - - - - CCA T T T C T A T T T AGA T A A A T A T CGC CGT G T T G T A A CAGAGACGCG A A T GA CA T A T T GA T A T CCA C A T GGG T A T AC  32207
CA A A ACCA T T T C T A T T T AGA T A A A T A T CGC CGT G T T G T A A CAGAGACGCG A A T GA CA T A T T GA T A T CCA C A T GGG T A T AC  32418
CA A A ACCA T T T C T A T T T AGA T A A A T A T CGC CGT G T T G T A A CAGAGACGCG A A T GA CA T A T T GA T A T CCA C A T GGG T A T AC  32381
- - - - - C T A T T T AGA T A A AGA T A A A A A T AGC CGT G T T G T A A CACA A ACGCG A A T GA T A T A T T GA T A T CCA C C T GGGCA T AC  33075

AC - T T T AGT G AGAGCAGCCC A A A T T A T T AG T A A T CC T T T T G T T A T TGCCA A A T CGA T T GA T A A T CCA T T T T T CA ACGA A A  32552

33.860 33.880 33.900 33.920

AC - T T T AGT G AGAGCAGCCC A A A T T A T T AG T A A T CC T T T T G T T A T TGCCA A A T CGA T T GA T A A T CCA T T T T T CA ACGA A A  32286
AC - T T T AGT G AGAGCAGCCC A A A T T A T T AG T A A T CC T T T T G T T A T TGCCA A A T CGA T T GA T A A T CCA T T T T T CA ACGA A A  32497
AC - T T T AGT G AGAGCAGCCC A A A T T A T T AG T A A T CC T T T T G T T A T TGCCA A A T CA A T T GA T A A T CCA T T T T T CA ACGA A A  32460
GCC T T T AGT G AGAGC TGCAC G - - - - - - - - G T A A T CC T T T C G T T A T TGCCA A A T CGA T T GA T A A T C T A T T T A T T T T T CA A T  33147

A A A - - - - CGA G T C T T T T T T T T T - GT CC T T A C T T T A T T CC T T T CA A T AGAC T T T A T AC T T T C T A T T T A A T G A T CC T GA T A T  32627

33.940 33.960 33.980 34.000

A A A - - - - CGA G T C T T T T T T T T T - GT CGT T A C T T T A T T CC T T T CA A T AGAC T T T A T AC T T T C T A T T T A A T G A T CC T GA T A T  32361
A A A A A A ACGA G T C T T T T T T T T T T GT CGT T A C T T T A T T CC T T T CA A T AGAC T T T A T AC T T T C T A T T T A A T G A T CC T GA T A T  32577
A A A A A A - CGA G T C T T T T T T T T T - A T CGT T A C T T T A T T CC T T T CA A T AGAC T T T A T AC T T T C T A T T T A A T G A T CC T GA T A T  32538
GA A AGA ACA A G T C T T T T T T T T T - GT CC T T A C T T T A T T CC T T T CA T T AGAC T T T AGAC T T T C T A T T T A A T G A T CC T GA T A T  33226

GA A T C T AGA T CG T T AGCA AG C T CAGA A T T T A TGGGA ACA A A T A A A AGGAG CA AC T A A A A A A A T A A A T A A C GG TGGGGA T A  32707

34.020 34.040 34.060 34.080

GA A T C T AGA T CG T T AGCA AG C T CAGA A T T T A TGGGA ACA A A T A A A AGGAG CA AC T A A A A A A A T A A A T AGC GG TGGGGA T A  32441
GA A T C T AGA T CG T T AGCA AG C T CAGA A T T T A TGGGA ACA A A T A A A AGGAG CA CC T A A A A A A A T A A A T A A T GG TGGGGA T A  32657
GA A T C T AGA T CG T T AGA A AG C T CAGA A T T T A TGGGA ACA A A T A A A AG T AG CA CC T A A A A A A A T A A A T AGC GG TGGGGA T A  32618
GA A T C T AGA T CG T T AGCA AG A T CAGA A T T T A TGGGA ACA A A T A A A A - - - - - - - - - - - - A A A A T A A A T AGC GG T AGGGA T A  33294

T A T CAGA A A A T T GGAC T T T T T T T T A T T C T T T A T T A T T A T T A T T T CGT A T A TGGCA T T T CA GGA A A A CA A A AGGGG T T A T A  32787

34.100 34.120 34.140 34.160

T A T CAGA A A A T T GGAC T T T T T T T - A T T C T T T A T T A T T - - - - - - T CGT A T A TGGCA T T T CG GGA A A A CA A A AGGGG T T A T A  32514
T A T CAGA A A A T T GGAC T T T T T T T - A T T C T T T A T T A T T - - - - - - T CGT A T A TGGCA T T T CG GGA A A A CA A A AGGGG T T A T A  32730
T A T CAGA A A A T T GGAC T T T T T T - GA T T C T T T A T T A T T - - - - - - T CGT A T A TGGCA T T T CG GGA A A A CA A A GGGGG T T A T A  32691
T A T CA T A A A A T T GGAC T T T T T T T - A T T C T T T A T T C T T - - - - - - T CGT A T C TGG - A T T T CG GGA A A A CA A A AGGGA T T A T A  33366

T CA T T T CA T G G T GGA T CAGC GA A T T A T T GG GCCGAGC TGG A T T T GA A CCA GCG T AGACA T A T T GCCA ACG A A T T T ACAGT  32867

34.180 34.200 34.220 34.240

T CA T T T CA T G G T GGA T CAGC GA A T T A T T GG GCCGAGC TGG A T T T GA A CCA GCG T AGACA T A T T GCCA ACG A A T T T ACAGT  32594
T CA T T T CA T G G T GGA T CAGC GA A T T A T T GG GCCGAGC TGG A T T T GA A CCA GCG T AGACA T A T T GCCA ACG A A T T T ACAGT  32810
T CA T T T CA T G G T GGA T CAGC GA A T T A T T GG GCCGAGC TGG A T T T GA A CCA GCG T AGACA T A T T GCCA ACG A A T T T ACAGT  32771
T CA T T T CA T G G T GGA T CAGC GA A T T A T T GG GCCGAGC TGG A T T T GA A CCA GCG T AGACA T A T T GCCA ACG A A T T T ACAGT  33446

CCG T CCCCA T T A ACCGC T CG GGCA T CGA CC CAGGA AGA A T CA A T T C T AGG C T T A T T GA T A A T CCACGA T C A AC T T CC T T T  32947

34.260 34.280 34.300 34.320

CCG T CCCCA T T A ACCGC T CG GGCA T CGA CC CAGGA AGA A T CA A T T C T AGG C T T A T T GA T A A T CCACGA T C A AC T T CC T T T  32674
CCG T CCCCA T T A ACCGC T CG GGCA T CGA CC CAGGA AGA A T CA A T T C T AGG C T T A T T GA T A A T CCACGA T C A AC T T CC T T T  32890
CCG T CCCCA T T A ACCGC T CG GGCA T CGA CC CAGGA AGA A T CA A T T C T AGG C T T A T T GA T A A T CCACGA T C A AC T T CC T T T  32851
CCG T CCCCA T T A ACCGC T CG GGCA T CGA CC CAGGA AGA A T CA A T T C T AGG C T T A T T GA T A A T CCACGA T C A AC T T CC T T T  33526

CGT AGT ACCC T ACCCCCAGG GGA AG T CGA A T CCCCGC TGC C T CC T TGA A A GAGAGA TG T C C TGA ACCAC T AGACGA T GGG  33027

34.340 34.360 34.380 34.400

CGT AGT ACCC T ACCCCCAGG GGA AG T CGA A T CCCCGC TGC C T CC T TGA A A GAGAGA TG T C C TGA ACCAC T AGACGA T GGG  32754
CGT AGT ACCC T ACCCCCAGG GGA AG T CGA A T CCCCG T TGC C T CC T TGA A A GAGAGA TG T C C TGA ACCAC T AGACGA T GGG  32970
CGT AGT ACCC T ACCCCCAGG GGA AG T CGA A T CCCCGC TGC C T CC T TGA A A GAGAGA TG T C C TGA ACCAC T AGACGA T GGG  32931
CGT AGT ACCC T ACCCCCAGG GGA AG T CGA A T CCCCGC TGC C T CC T TGA A A GAGAGA TG T C C TGA ACCGC T AGACGA T GGG  33606

GGCA T A C T T G CCCGAC T GCC A T CA T AC T A T GC T CA T AGT A T GA A CAG T T T T T T T A A A T T G T CA A T A T A A T GGA A T GG T A T  33107

34.420 34.440 34.460 34.480

GGCA T A C T T G CCCGAC T GCC A T CA T AC T A T GC T CA T AGT A T GA A CAG T T T T T T GA A A T T G T CA A T A T A A T GGA A T GGGA T  32834
GGCA T A C T T G CCCGAC T GCC A T CA T AC T A T GC T CA T AGT A T GA A CAG T T T T T T GA A A T T G T CA A T A T A A - - - - - - - - - - -   33039
GGCA T A C T T G CCCGAC T GCC A T CA T AC T A T GC T CA T AGT A T GA A CA T T T T T T T GA A A T T G T CA A T A T A A T GGA A T GG T A T  33011
GGCA T A C T T G CCCA AC T GCC A T CA T AC T A T GC T CA T AGT A T GA A CAG T T T T T T GA A A T T G T CA A T A T A A T GGA A T GG T A T  33686

GAC T AGA T CG GA AGGA T C T T T CCGT C T T T T C TGA T CCCA T A CCCA T AGCA T T T TGCA T T T T T T GA T T CG T CA T T T A T A T T  33187

34.500 34.520 34.540 34.560

GAC T AGA T CG GA AGGA T C T T T CCGT C T T T T C TGA T CCCA T A CCCA T AGCA T T T T T T GA T T CGT CA T T T A T - A T T T A T A T T  32913
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   33039
GAC T AGA T CG GA AGGA T C T T T CCGT A T T T T C TGA T CCCA T A CCCA T AGCA T T T T T T GA T T CGT CA T T T A - GA T T T A T A T T  33090
GAC T AGA T CG GA AGGA T C T T T CCGT C T T T T T TGA T CCCC - - CCCC T AGCC A T AGCCA T T T T T T GA T T CG T CA T T T A T A T T  33764

CA T CA A T CA C T CA T T C T A A T CGCCA T T CGA T T CGA A A ACG A A A A T CGA A A T C T A T T A T AG A A A T T CC T A T T A A A A A A A AG  33267

34.580 34.600 34.620 34.640

CA T CA A T CA C T CA T T C T A A T CGCCA T T CGA - - - - - A A ACG A A A A T CGA A A T C T A T T A T AG A A A T TGC T A T T A A A A A A A AG  32988
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   33039
CA T CA A T CA C T CA T T C T A A T CGCCA T T CGA T T CGA A A ACG A A A A T CGA A A T C T A T T A T AG A A A T TG T T A T T A A A A A A A AG  33170
CA T CA A T CA C T CA T T C T A A T CGCCA T T C T A T T C T AC T A T - - - - - - - - - - - T C T A A A AC T A A A A T TGC T A T T A A A A A T A A T  33833

A A T A A T CA A A A T CGG - A CA A AG T AGAGGAC T T T T T T GGGA AG TGA T T GGT CCGACA T A A A AGA AGG T T A A A C T T CA T T T C  33346

34.660 34.680 34.700 34.720

A A T A A T CA A A A T CGG - A CA A AG T AGAGGAC T T T T T T GGGA AG TGA T T GGT CCGACA T A A A CGA AGG T T A A A C T T CA T T T C  33067
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AGA AGG T T A A A C T T CA T T T C  33060
A A T A A T CA A A A T CGG - A CA A AG T AGAGGAC T T T T T T GGGA AG TGA T T GGT CCGACA T A A A AGA AGG T T A A A C T T CA T T T C  33249
A A T A A T A A A A A T CGGGA CA A AG T AGAGGAC T T T T TGAGGA AG TGA T T GGT CCGACA T A A A AGA AGG T T A A A C T T CA T T T C  33913
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T T CCAC T T T C G T T CA T T GA T T CAC T CC T T G T T A AGA T GAG A T AGGCG T A T CCC T A T A T CA CA - - - - - - C T A AGCCGGGA A  33420

34.740 34.760 34.780 34.800

T T CCAC T T T C A T T CA T T GA T T CAC T CC T T G T T A AGA T GAG A T AGGCG T A T CCC T A T A T T A CA - - - - - - C T CAGCCGGGA A  33141
T T CCAC T T T C A T T CA T T GA T T CAC T CC T T G T T A AGA T GAG A T AGGCG T A T CCC T A T A T CA CA - - - - - - C T A AGCCGGGA A  33134
T T CCAC T T T C A T T CA T T GA T T CAC T CC T T G T T A CGA T GAG A T AGGCG T A T CCC T A T A T CA CA - - - - - - C T A AGCCGGGA A  33323
T T CCAC T T T C A T T CA T T GA T ACAC T CC T T G T T A AGA T GAG A T AGGCG T AC CCC T A T A T CA CA A T CA CAC T A AGCCGGA A A  33993

A T T A ACA A A T GAGA A A T C TG A A A A T C TGGG A ACGGAGA T C A ACA CGT T A T CA A A A A TGG T T T T T T - - - C T A T A AGAG T T T  33497

34.820 34.840 34.860 34.880

A T T A ACA A A T GAGA A A T C TG A A A A T C TGGG A ACGGAGA T C A ACA CGT T A T CA A A A A T AG T T T T T T - - - C T C T A AGAG T T T  33218
A T T A ACA A A T GAGA A A T C TG A A A A T C TGGG A ACGGAGA T C A ACA CGT T A T CA A A A A T AG T T T T T T - - - C T C T A AGAG T T T  33211
A T T A ACA A A T GAGA A A T C TG A A A A T C TGGG A ACGGAGA T C A ACA CGG T A T CA A A A A T AG T T T T T T - - - C T C T A AGAG T T T  33400
A T T A ACA A A T GAGA A A T A TG A A A A T C TGGG A A T GGGGA T C A ACA AGT T A T CA A A A A T T G T T T T T T T T T C T C T A A A A A T T T  34073

GGT T CAGGGG A CA A ACCGA A T C T C T T CA T C ACA T GG T CGA A T TGG T AGGT ACA TG T A T CA A T CA A A T T A A T T T CG T T CCG  33577

34.900 34.920 34.940 34.960

GGT T CAGGGG A CA A ACCGA A T C T C T T CA T C ACA T GG T CGA A T TGG T AGGT ACA TG T A T CA - - - - - - - - - - T T T CG T T CCG  33288
GGT T CAGGGG A CA A ACCGA A T C T C T T CA T C ACA T GG T CGA A T TGA T AGGT ACA TG T A T CA A T CA A A T T A A T T T CG T T CCG  33291
GGT T CAGGGG A CA A ACCGA A T C T C T T CA T C ACA T GG T CGA A T TGG T AGGT ACA TG T A T CA A T CA A A T T A A T T T CG T T CCG  33480
GGT T CAGGAG A CA A ACCGA A T C T C T T CA T C ACA T GG T CGA A T TGG T AGGT ACA TG T A T CA A T CA A A T GA A T T T CC T T CCG  34153

T T C T GA T GGG G T CAGGT T A A T T CA AG T CA A T T CCA T T AGG G T TGG T C T T A A A ACA A T T CA T T T T T T T GA T A T T T A T CA A A  33657

34.980 35.000 35.020 35.040

T T C T GA T GGG G T CAGGT T A A T T CA AG T CA A T T CCA T T AGG G T TGG T C T T A A A ACA A T T CA T T T T GT T GA T A T T T A T CA A A  33368
T T C T GA T GGG G T CAGGT T A A T T CA AG T CA A T T CCA T T AGG G T TGG T C T T A A A ACA A T T CA T T T T GT T GA T A T T T C T CA A A  33371
T T C T GA T GGG G T CAGGT T A A T T CA AG T CA A T T CCA T T AGG G T TGG T C T T A A A ACA A T T CA T T T T GT T GA T A T T T C T CA A A  33560
T T C T GA T GGG G T CAGGT CAC T T CA AG T CA A T T CCA T T AGG G T TGGGC T TG A A ACA A T T CA T T T T GT T GA T A T T T A T CA A A  34233

T CCA AGA T CA A T A A ACCA A A T T T A T CC T A T AC T T A T AC T C C T T A AGT A AC T A A A A - - - - - - - - - - - - - - - - - - - - A T T C T  33717

35.060 35.080 35.100 35.120

T CCA AGA T CA A T A A ACCA A A T T T A T CC T A T AC T T A T AC T C C T T A AGT A AC T A A A A - - - - - - - - - - - - - - - - - - - - A T T C T  33428
T CCA AGA T CA A T A A ACCA A A T T T ACCC T A T AC T T A T AC T C C T T A AGT A AC T A A A A T AC T C C T T A AG T A A C T A A A A A T T C T  33451
T CCA AGA T CA A T A A ACCA A A T T T ACCC T A T AC T T A T AC T C C T T A AGT A AC T A A A A - - - - - - - - - - - - - - - - - - - - A T T C T  33620
T C T A A T A T CA A T A A ACCA A A T T T ACCC T A T AC T T A T AC T C C T T A AGT A AC T A A A A - - - - - - - - - - - - - - - - - - - - A T T A T  34293

CGT T CCCCGA T GGGGCCAC T A A CCGC T A T G AGT C T A C TGA A T A T AC T T A T A A T A T A T A T A T A - - CA T AGA T AGA T - - - - C  33791

35.140 35.160 35.180 35.200

CGT T CCCCGA T GGG - CCAC T A A CCGC T A T G AGT C T A C TGA A T A T AC T T A T A A T A T A T A T A T A - - CA T AGA T AGA T AGA T C  33505
CGT T CCCCGA T GGG - CCAC T A A CCGC T A T G AGT C T A C TGA A T A T AC T T A T A A T A T A T A T A T A - - CA T AGA T AGA T AGA T C  33528
CGT T CCCCGA T GGG - CCAC T A A CCGC T A T G AGT C T A C TGA A T A T AC T T A T A A T A T A T A T A T A T ACA T AGA T AGA T AGA T C  33699
CGT T ACC TGA T GGGGC - AC T A A CCGC T A T G GGT C T A C TGA A T A T A T A T A T A A T A T A T A T A T A - - CA T A A A T AGA T AGA T C  34370

T C T C T T A T CC GCC T AGT GAC T CA T T CAG T A A T T GA A T CA A A CGGCCC T T T T A AC T CAG T G G T AGAG T A A C GCCA T GG T A A  33871

35.220 35.240 35.260 35.280

T C T C T T A T CC GCC T AGT T AC T CA T T CAG T A A T T GA A T CA A A CGGCCC T T T T A AC T CAG T G G T AGAG T A A C GCCA T GG T A A  33585
T C T C T T A T CC GCC T AGT GAC T CA T T CAG T A A T T GA A T CA A A CGGCCC T T T T A AC T CAG T G G T AGAG T A A C GACA T GG T A A  33608
T C T C T T A T C T GCC T AGT GAC T CA T T CAG T A A T T GA A T CA A A CGGCCC T T T T A AC T CAG T G G T AGAG T A A C GCCA T GG T A A  33779
T C T C T T A T CC GCC T AGT GAC T CA T T CAG T A A T T GA A T CA A A T GGCCC T T T T A AC T CAG T G G T AGAG T A A C GCCA T GG T A A  34450

GGCG T A AGT C A T CGG T T CA A A T CCGA T A AG GGGC T T T GT G GCC T T T T T CA T A A A - - - A A A C T CA A - - - G T GG T A A T A T T C  33945

35.300 35.320 35.340 35.360

GGCG T A AGT C A T CGG T T CA A A T CCGA T A AG GGGC T T T GT G GCC T T T T T CA T A A A - - - A A A C T CA A - - - G T GG T A A T A T T C  33659
GGCG T A AGT C A T CGG T T CA A A T CCGA T A AG GGGC T T T GT G GCC T T T T T CA T A A A - - - A A A C T CA A - - - G T GG T A A T A T T C  33682
GGCG T A AGT C A T CGG T T CA A A T CCGA T A AG GGGC T T T GT G GCC T T T T T CA T A A A - - - A A A C T CA A - - - G T GG T A A T A T T C  33853
GGCG T A AGT C A T CGG T T CA A A T CCGA T A AG GGGC T T T T T G GAC T T T T T CA T A A T T T CA T A C T CA ACA AG T AG T A A T A T T C  34530

A T A T T T A A A C GA AGA A T AGA GA T A T T GT T G A T T T GT A A - - - - - A A A A - GT A A CCA AC T G T AGA A T A A TG T A A T T C T A A AC  34019

35.380 35.400 35.420 35.440

A T A T T T A A A C GA AGA A T AGA GA T A T T GT T G A T T T GT A A T A A A A A A A A - GT A A CCA AC T G T AGA A T A A TG T A A T T C T A A AC  33738
A T A T T T A A A C GA AGA A T AGA GA T A T T GT T G A T T T GT A A T A A A A A A A A AGT A A CCA AC T G T AGA A T A A TG T A A T T C T A A AC  33762
A T A T T T A A A C GA AGA A T AGA GA T A T T GT T G A T T T GT A A T A A A A A A A A - GT A A CCA AC T G T AGA A T A A TG T A A T T C T A A AC  33932
A T A T T T A A A C GA AGA A T A AC A A T A T T GT T G A T T T GT A A T A A A A A A A A AGT A A CCA AC T G T A T A A T A A AG T A A T T CGA A AC  34610

T T T CGA A T T T CA TGA T A A T A AG T T A T CC T T A T A A TGAGT T AGAG T A T AGT A A C T - AGA A T AGT A A T T C T A G T T A T A A A AG  34098

35.460 35.480 35.500 35.520

T T T CGA A T T T CA TGA T A A T A AG T T A T CC T T A T A A TGAGT T AGAG T A T AGT A A C T - AGA A T AGT A A T T C T A G T T A T A A A AG  33817
T T T CGA A T T T CG TGA T T A T A AG T T A T CC T T A T A A TGAGT T AGAG T A T AGT A A C T - AGA A T AGT C - T T C T A G T T AGA A A AG  33840
T T T CGA A T T T CG TGA T A A T A AG T T A T CC T T A T A A TGAGT T AGAG T A T AGT A A C T - AGA A T AGT C - T T C T A G T T AGA A A AG  34010
T T T CGA A T T T A A TGA T A A T A AG T T A T CC T T AGA C TGAGT T AGA A T A T AGT A A T T T AGA A T AGT A A T T C T A T T T AGA A A AG  34690

A A AG T T T A A T A T T T G T T T A T T A T A A T GAGG A A T GA T A A - - - - - - - GT T GT C T C T T CA A T C T CCA A A T C T T T T T C T T T T AC  34171

35.540 35.560 35.580 35.600

A A AG T T GA A T A T T T G T T T A T T A T A A T GAGG A A T GA T A A - - - - - - - GT T GT C T C T T CA A T C T CCA A A T C T T T T T C T T T T CC  33890
A A AG T T GA A T A T T T G T T T A T T A T A A T GAGG A A T GA T A A - - - - - - - GT T GT C T C T T CA A T C T CCA A A T C T T T T T C T T T T CC  33913
A A AG T T GA A T A T T T G T T T A T T A T A A T GAGG A A T GA T A A - - - - - - - GT T GT C T C T T CA A T C T CCA A A T C T T T T T C T T T T CC  34083
A A AG T T GA A T A T T CG T T T A T T A T A A T GAGG A A T GA T A A A T GA T A AGT CGT C T C T T CA A T C GCCA A A T A T T T T T C T T T T CC  34770

A T T A T T CCA A T C T A A T CCA T TGGA A AGA T T A T A A A T CA A C A A A AGA A A A A GT A AG T GGAC C T A - - - - - - - - - - - - - - - - -   34234

35.620 35.640 35.660 35.680

A T T A T T CCA A T C T A A T CCA T TGGA A AGA T T A T A A A T CA A C A A A AGA A A A A GT A AG T GGAC C T A - - - - - - - - - - - - - - - - -   33953
A T T A T T CCA A T C T A A T CCA T TGGA A AGA T T A T A A A T CA A C A A A AGA A A A A GT A AG T GGAC C T A - - - - - - - - - - - - - - - - -   33976
A T T A T T CCA A T C T A A T CCA T TGGA A AGA T T A T A A A T CA A C A A A AGA A A A A GT A AG T GGAC C T A T GGA A AG A T T A T A A A T C  34163
A T T A T T CCA A T C T A A T CCA T TG T A A AGA T T AGA A A T CA A C A A A AGA A A A A GT A AG T GGAC C T A - - - - - - - - - - - - - - - - -   34833

- - - - - - - - - - - - - - - - - - - - - - - - - - ACCC A T T GA A T CA T GAC T AGA T CC AC T A T T C T GA T A T T A A A A T T T CA A A T T CGA  34288

35.700 35.720 35.740 35.760

- - - - - - - - - - - - - - - - - - - - - - - - - - ACCC A T T GA A T CA T GAC T AGA T CC AC T A T T C T GA T A T T A A A A T T T CA A A T T CGA  34007
- - - - - - - - - - - - - - - - - - - - - - - - - - ACCC A T T GA A T CA T GAC T AGA T CC AC T A T T C T GA T A T T A A A A T T T CA A A T T CGA  34030
A ACA A A AGA A A A AG T A AG TG GA CC T A ACCC A T T GA A T CA T GAC T AGA T CC AC T A T T C T GA T A T T A A A A T T T CA A A T T CGA  34243
- - - - - - - - - - - - - - - - - - - - - - - - - - ACCC A T T GA A T CA T GAC T A T A T CC AC T A T T C T GA T A T T CA A A T T T CA A A T T CGA  34887

T AGA T A T GA A A T T CGA A CAG TGGA T C T T T T T T T A T T T CA T A T T T C T T T - G GA C T CCGCA A GA A T CCG T CG A T A T T T CCGA  34367

35.780 35.800 35.820 35.840

T AGA T A T GA A A T T CGA A CAG TGGA T C T T T T T T T A T T T CA T A T T T C T T T - G GA C T CCGCA A GA A T CCG T CG A T A T T T CCGA  34086
T AGA T A T GA A A T T CGA A CAG TGGA T C T T T T T T T A T T T CA T A T T T C T T T - G GA C T CCGCA A GA A T CCG T CG A T A T T T CCGA  34109
T AGA T A T GA A A T T CGA A CAG TGGA T C T T T T T T T A T T T CA T A T T T C T T T - G GA C T CCGCA A T A A T CCG T CG A T A T T T CCGA  34322
T AGA T A T T A A A T T CGA A CAG TGGA T C T T T T T T T A T T T CA T A T T T C T T T TG GA C T CCGCA A GA A T CCG T CG A T A T T T C T GA  34967
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T T A A A T C T T C T T GT T CC T AG GCG T T CCA T A CGGAGA A AGG T T T A T T T CCA AG T T A CA AGA CA AGAGA T A T T T CCA A T A T C  34447

35.860 35.880 35.900 35.920

T T A A A T C T T C T T GT T CC T AG GCG T T CCA T A CGGAGA A AGG T T T A T T T CCA AG T T A CA AGA CA AGAGA T A T T T CCA A T A T C  34166
T T A A A T C T T C T T GT T CC T AG GCG T T CCA T A CGGAGA A AGG T T T A T T T CCA AG T T AGA AGA CA AGAGA T A T T T CCA A T A T C  34189
T T A A A T C T T C T T GT T CC T AG GCG T T CCA T A CGGAGA A AGG T T T A T T T CCA AG T T A CA AGA CA AGAGA T A T T T CCA A T A T C  34402
T T A A A T C T T C T T GT T T C T AG GCG T T CCA T A CGGAGA A AGG T T T A T T T CCA AG T T A CA AGA CA AGAGA T A T T T CCA A T A T C  35047

T T T C T T T T T C T T TGA T T CCC GA ACA CA A - - - - - - - - - T T T CGA T T T C T A T C T A A T T T A T A T C T A T A T A AG A T T T A T A T AG  34518

35.940 35.960 35.980 36.000

T T T C T T T T T C T T TGA T T CCC GA ACA CA AGA AGA T CA A T T T CGA T T T C T A T C T A A T T T A T A T C T A T A T A AG A T T T A T A T AG  34246
T T T C T T T T T C T T TGA T T CCC GA ACA CA AGA GGA T CA A T T T CGA T T T C T A T C T A A T T T A T A T CGA T A T A AG A T T T A T A T A -   34268
T T T C T T T T T C T T TGA T T CCC GA ACA CA AGA AGA T CA A T T T CGA T T T C T A T C T A A T T T A T A T CGA T A T A AG A T T T A T A T A -   34481
T T T C T T T T T C T T TGA T T CCC GA ACCCA AGA AGA T CA A T T T CGA T T T C T A T C T A A T T T A T A T C T A T A T A AG A T T T A T A T A T  35127

A T A T A A A T CA A A T CA TGGC T T CA TG T A T CA A A T A T T T T CA T A T CGAGGCA T A CGA T C T T T T TG T T T T GT T CCGA CA A T GT  34598

36.020 36.040 36.060 36.080

A T A T A A A T CA A A T CA TGG T T T CA TG T A T CA A A T A T T T T CA T A T CGAGGCA T A CGA T C T T T T TG T T T T GT T CCGA CA A T GT  34326
- - - T A A A T CA A A T CA TGGC T T CA TG T A T CA A A T A T T T T CA T A T CGAGGCA T A CGA T C T T T T TG T T T T GT T CCGA CA A T GT  34345
- - - T A A A T CA A A T CA TGGC T T CA TG T A T CA A A T A T T T T CA T A T CGAGGCA T A CGA T C T T T T TG T T T T GT T CCGA CA A T GT  34558
AGA T A A A T CA GA TGA TGGC T T CA TG T A T CA A A T A T T T T CA T A T CGAGGCA TGCGA T CG T T T TG T T T T GT T CCGA CA A T GT  35207

GAGGAGAGT G AG TG T GAGA A AGA A A C T T T C A T T T ACAGT C T CC T A T T A T T T A A T T T A A T A T TG T A T T GA A T T T A A A A A A T  34678

36.100 36.120 36.140 36.160

GAGGAGAGT G AG TG T GAGA A AGA A A C T T T C A T T T ACAGT C T CC T A T T A T T T A A T T T A A T A T TG T A T T GA A T T T A A A A A A T  34406
GAGGAGAGT G AG TG T GAGA A AGA A A C T T T C A T T T ACAGT C T CC T A T T A T T T A A T T T A A T A T TG T A T T GA A T T T A A A A A A T  34425
GAGGAGAGT G AG TG T GAGA A AGA A A C T T T C A T T T ACAGT C T CC T A T T A T T T A A T T T A A T A T TG T A T T GA A T T T A A A A A A T  34638
GAGGAGAGT G GG T A T GAGA A AGA A A C T T T C A T T T ACAGT C T CC T A T T A T T T A A T T T A A T A T TG T A T T GA A T T T A A A A A A T  35287

AGA A A T T AGA AGAG T ACA T A A A A A T A T T T A T T T T T C T CA A T C T CACGA AC A AGA T CCA AG A A T A AGA T T A G T TGA T AGCG  34758

36.180 36.200 36.220 36.240

AGA A A T T AGA AGAG T ACA T A A A A A T A T T T A T T T T T C T CA A T C T CACGA AC A AGA T CCA AG A A T A AGA T T A G T TGA T AGCG  34486
AGA A A T T AGA AGAG T ACA T A A A A A T A T T T A T T T T T C T CA A T C T CACGA AC A AGA T CCA AG A A T A AGA T T A G T TGA T AGCG  34505
AGA A A T T AGA AGAG T ACA T A A A A A T A T T T A T T T T T C T CA A T C T CACGA AC A AGA T CCA AG A A T A AGA T T A G T TGA T AGCG  34718
AGA A A T T AGA AGAG T ACA T A A A A A T A T T T A T T T T T C T CA A T CCCACGA AC A AGA T CCA AG A A T A AGA T T A G T TGA T AGCG  35367

CGAGAGGAG T AGGA A T AGGT C T GGT GA T CA ACCAGT A AGG AGAGCGGGGA CCAC T T C T T T C T T GA A T TGA AG TGA AGAGT  34838

36.260 36.280 36.300 36.320

CGAGAGGAG T AGGA A T AGGT C T GGT GA T CA ACCAGT A AGG AGAGCGGGGA T CAC T T C T T T C T T GA A T TGA AG TGA AGAGT  34566
CGAGAGGAG T AGGA A T AGGT C T GGT GA T CA ACCAGT A AGG AGAGCGGGGA T CAC T T C T T T C T T GA A T TGA AG TGA AGAGT  34585
CGAGAGGAG T AGGA A T AGGT C T GGT GA T CA ACCAGT A AGG AGAGCGGGGA T CAC T T C T T T C T T GA A T TGA AG TGA AGAGT  34798
CGAGAGGAG T AGGA A T AGGT C T GGCGA T CA ACCAGT A AGG AGAGAGGGGA T CAGT T C T T C C T T GA A T TGA AG TGA AGAGT  35447

T C T T T CA A A A A A A A A - - T T A A T CGA T C T GA T TGA TGAGT C A T A AGACA A T T CA TGG T T CA G T T T CAGACG A T T A T T A ACA  34916

36.340 36.360 36.380 36.400

T C T T T CA A A A A A A A A A - T T C A T CGA T C T GA T TGA TGAGT C A T A AGACA A T T CA TGG T T CA G T T T CAGACG A T T A T T A ACA  34645
T C T T T CA A A A A A A A A A A T T C A T CGA T C T GA T TGA TGAGT C A T A AGACA A T T CA TGG T T CA G T T T CAGACG A T T A T T A ACA  34665
T C T T T CA A A A A A A A A - - T T C A T CGA T C T GA T TGA TGAGT C A T A AGACA A T T CA TGG T T CA G T T T CAGACG A T T A T T A ACA  34876
T C T T T CA A A A A A - - - - - T T C A T CGA T C T GA T TGA TGAGT C A T A AGACA A T T CA TGG T T CA G T T T CAGA T G T T T AG T A ACA  35522

A T A A ACA A T A GGA AGGA A T A A A CGA A T T GA G T T CA T GGA T T T ACC T A AGT CAGGC T A T GG ACCA A T A A AG GA T T T T T A T C  34996

36.420 36.440 36.460 36.480

A T A A ACA A T A GGA AGGA A T A A A CGA A T T GA G T T CA T GGA T T T ACC T A AGT CAGGC T A T GG ACCA A T A A AG GA T T T T T A T C  34725
A T A A ACA A T A GGA AGGA A T A A A CGA A T T GA G T T CA T GGA T T T ACC T A AGT CAGGC T A T GG ACCA A T A A AG GA T T T T T A T C  34745
A T A A ACA A T A GGA AGGA A T A A A CGA A T T GA G T T CA T GGA T T T ACC T A AGT CAGGC T A T GG ACCA A T A A AG GA T T T T T A T C  34956
A T A A ACA A T A GGA AGGA A T A A A CGA A T T GA G T T CA T GGA T T T ACC T A AGT CAGAC T A T GG ACCA A T A A AG GA T T T T T A T C  35602

T T CGA A ACCA A T T A T A AGGG GCAGT G T A CG G T A CGAGA A A T CA A A T CA T A CC T A A A TGA T CGA A T CC T CG AGCGCCCCGA  35076

36.500 36.520 36.540 36.560

T T CGA A ACCA A T T A T A AGGG GCAGT G T A CG G T A CGAGA A A T CA A A T CA T A CC T A A A TGA T CGA A T CC T CG AGCGCCCCGA  34805
T T CGA A ACCA A T T T T A AGGG GCAGT G T A CG G T A CGAGA A A T CA A A T CA T A CC T A A A TGA T CGA A T CC T CG AGCGCCCCGA  34825
T T CGA A ACCA A T T A T A AGGG GCAGT G T A CG G T A CGAGA A A T CA A A T CA T A T C T A A A TGA T CGA A T CC T CG AGCGCCCCGA  35036
T T CGA A ACCA A T T AGA AGGG GCAGT G T A CG G T A CGAGA A A T CA A A T CA T A CC T A A A TGA T CGA A T CC T CG AGCGCCCCGA  35682

A AG T GCCA T A A CA T A AGG TG T T CGGA A A T G G T T GA AG T AG T T GA A T AGGA GGACCG T T A T GAC T A T AGCC C T TGG T A A A T  35156

36.580 36.600 36.620 36.640

A AG T GCCA T A A CA T A AGG TG T T CGGA A A T G G T T GA AG T AG T T GA A T AGGA GGACCA T T A T GAC T A T AGCC C T TGG T A A A T  34885
A AG T GCCA T A A CA T A AGG TG T T CGGA A A T G G T T GA AGA AG T T GA A T AGGA GGACCG T T A T GAC T A T AGCC C T TGG T A A A T  34905
A AG T GCCA T A A CA T A AGG TG T T CGGA A A T G G T T GA AG T AG T T GA A T AGGA GGACCG T T A T GAC T A T AGCC C T TGG T A A A T  35116
A AG T GCCA T A A CA T A AGG TG T T CGGA A A T G G T T GA AG T AG T T GA A T AGGA GGACCG T T A T GAC T A T AGCC C T TGG T A A A T  35762

T T A CCA A AGA T GA A A A T GA T T T A T T T GA T A T T A T GGA TGA C T GG T T A CGA AGGGA CCG T T T CG T T T T TG T AGGT T GG T CC  35236

36.660 36.680 36.700 36.720

T T A CCA A AGA T GA A A A T GA T T T A T T T GA T A T T A T GGA TGA C T GG T T A CGA AGGGA CCGG T T CG T T T T TG T AGGT T GG T CC  34965
T T A CCA A AGA T GA A A A T GA T T T A T T T GA T A T T A T GGA TGA C T GG T T A CGA AGGGA CCG T T T CG T T T T TG T AGGT T GG T CC  34985
T T A CCA A AGA T GA A A A T GA T T T A T T T GA T A T T A T GGA TGA C T GG T T A CGA AGGGA CCG T T T CG T T T T TG T AGGT T GG T CC  35196
T T A CCA A AGA T GA A A A T GA T T T A T T T GA T A T T A T GGA TGA C T GG T T A CGG AGGGA CCG T T T CG T T T T TG T AGGT T GG T CC  35842

GGT C T A T TGC T C T T T CC T TG TGCC T A T T T C GC T T T AGGGG G T TGG T T T AC AGGCA CA A CC T T T G T A AC T T CA TGG T A T AC  35316

36.740 36.760 36.780 36.800

GGT C T A T TGC T C T T T CC T TG TGCC T A T T T C GC T T T AGGGG G T TGG T T T AC AGGCA CA A CC T T T G T A AC T T CA TGG T A T AC  35045
GGT C T A T TGC T C T T T CC T TG TGCC T A T T T C GC T T T AGGGG G T TGG T T T AC AGGCA CA A CC T T T G T A AC T T CA TGG T A T AC  35065
GGT C T A T TGC T C T T T CC T TG T AGC T A T T T C GC T T T AGGGG G T TGG T T T AC AGGCA CA A CC T T T G T A AC T T CA TGG T A T AC  35276
GGT C T A T TGC T C T T T CC T TG TGCC T A T T T C GC T T T AGGGG G T TGG T T CAC AGGCA CA A CC T T T G T A AC T T CA TGG T A T AC  35922

CCA T GGA T T G GCCAG T T CC T A T T TGGA AGG C TGCA A C T T C T T A A CCGCCG CAG T T T CA AC T CC T GC T A A T AG T T T AGCAC  35396

36.820 36.840 36.860 36.880

CCA T GGA T T G GCCAG T T CC T A T T TGGA AGG C TGCA A C T T C T T A A CCGCCG CAG T T T CA AC T CC T GC T A A T AG T T T AGGAC  35125
CCA T GGA T T G GCCAG T T CC T A T T TGGA AGG C TGCA A C T T C T T A A CCGC TG CAG T T T CA AC T CC T GC T A A T AG T T T AGCAC  35145
CCA T GGA T T G GCCAG T T CC T A T T TGGA AGG C TGCA A C T T C T T A A CCGC TG CAG T T T CA AC T CC T GC T A A T AG T T T AGCAC  35356
CCA T GGA T T G GCCAG T T CC T A T T TGGA AGG C TGCA A C T T C T T A A CCGCCG CAG T T T CA AC T CC T GC T A A T AG T T T AGCAC  36002

A T T C T T T GT T G T T A C T A T GG GG T CC T GA AG CACA AGGAGA T T T T AC T CGT TGG TG T CA A T T AGG TGG T C T T T GGAC T T T T  35476

36.900 36.920 36.940 36.960

A T T C T T T GT T G T T A C T A T GG GG T CC T GA AG CACA AGGAGA T T T T AC T CGT TGG TG T CA A T T AGG TGG T C T T T GGAC T T T T  35205
A T T C T T T GT T G T T A C T A T GG GG T CC T GA AG CACA AGGAGA T T T T AC T CGT TGG TG T CA A T T AGG TGG T C T T T GGAC T T T T  35225
A T T C T T T GT T G T T A C T A T GG GG T CC T GA AG CACA AGGAGA T T T T AC T CGT TGG TG T CA A T T AGG TGG T C T T T GGAC T T T T  35436
A T T CGT T GT T G T T A C T A T GG GG T CC T GA AG CACA AGGA A A T T T T AC T CGT TGG TG T CA A T T AGG TGG T C T T T GGAC T T T T  36082
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G T T GC T C T CC A CGG T GC T T T CGGAC T A A T A GGT T T CA TG T T ACG T CA A T T TGA AC T TGC T CGA T C T G T T C A A T T GCGACC  35556

36.980 37.000 37.020 37.040

G T T GC T C T CC A CGG T GC T T T CGGAC T A A T A GGT T T CA TG T T ACG T CA A T T TGA AC T TGC T CGA T C T G T T C A A T T GCGACC  35285
G T T GC T C T CC A CGG T GC T T T CGGAC T A A T A GGT T T CA TG T T ACG T CA A T T TGA AC T TGC T CGA T C T G T T C A A T T GCGACC  35305
G T T GC T C T CC A CGG T GC T T T CGGAC T A A T A GGT T T CA T C T T ACG T CA A T T TGA AC T TGC T CGA T C T G T T C A A T T GCGACC  35516
G T T GC T C T A C A CGG T GC T T T CGGAC T GA T A GGT T T CA TG T T ACG T CA A T T TGA AC T TGC T CGA T C T G T T C A A T T GCGACC  36162

T T A T A A T GCA A T AGCA T T C T C T GC T CCA A T T GC T GT T T T T G T T T C TG T A T T CC TGA T T T A T CCAC T AGG T CAGT C TGG T T  35636

37.060 37.080 37.100 37.120

T T A T A A T GCA A T A T CA T T C T C T GC T CCA A T T GC T GT T T T T G T T T C TG T A T T CC TGA T T T A T CCAC T AGG T CAGT C TGG T T  35365
T T A T A A T GCA A T A T CA T T C T C T GC T CCA A T T GC T GT T T T T G T T T C TG T A T T CC TGA T T T A T CCAC T AGG T CAGT C TGG T T  35385
T T A T A A T GCA A T A T CA T T C T C T GC T CCA A T T GC T GT T T T T G T T T C TG T A T T CC TGA T T T A T CCAC T AGG T CAGT C TGG T T  35596
T T A T A A T GCA A T AGCA T T C T C T GC T CCA A T T GC T GT T T T T G T T T C TG T A T T CC TGA T T T A T CCAC T AGG T CAGT C TGG T T  36242

GGT T C T T TGC GCC T AGT T T T GG T GT AGCAG CGA T A T T T CG A T T CA T CC T T T T T T T CCA AG GGT T T CA T A A T T GGACA T TG  35716

37.140 37.160 37.180 37.200

GGT T C T T TGC A CC T AGT T T T GG T GT AGCAG CGA T A T T T CG A T T CA T CC T T T T T T T CCA AG GGT T T CA T A A T T GGACA T TG  35445
GGT T C T T TGC GCC T AGT T T T GG T GT AGCAG CGA T A T T T CG A T T CA T CC T T T T T T T CCA AG GGT T T CA T A A T T GGACA T TG  35465
GGT T C T T TGC GCC T AGT T T T GG T GT AGCAG CGA T A T T T CG A T T CA T CC T T T T T T T CCA AG GGT T T CA T A A T T GGACA T TG  35676
GGT T C T T TGC GCC T AGT T T T GG T GT AGCAG CGA T A T T T CG A T T CA T CC T T T T T T T CCA AG GGT T T CA T A A T T GGACA T TG  36322

A ACCCA T T T C A T A T GA T GGG AG T TGCCGG T G T A T TGGGCG C T GC T C T GC T A T G TGC T A T T CA T GGT GC T A CCGT AGA A A A  35796

37.220 37.240 37.260 37.280

A ACCCA T T T C A T A T GA T GGG AG T TGCCGG T G T A T TGGGCG C T GC T C T GC T A T G TGC T A T T CA T GGT GC T A C T GT AGA A A A  35525
A ACCCA T T T C A T A T GA T GGG AG T TGCCGG T G T A T TGGGCG C T GC T C T GC T A T G TGC T A T T CA T GGT GC T A CCGT AGA A A A  35545
A ACCCA T T T C A T A T GA T GGG AG T TGCCGG T G T A T TGGGCG C T GC T C T GC T A T G TGC T A T T CA T GGT GC T A CCGT AGA A A A  35756
A ACCCA T T T C A T A T GA T GGG AG T TGCCGG T G T A T T AGGCG C T GC T C T GC T A T G TGC T A T T CACGGT GC T A CCGT AGA A A A  36402

T AC T T T A T T T GA AGA TGG TG A T GGT GCA A A T ACA T T CCG T GC T T T T A ACC CA AC T CA AGC CGA AGA A AC T T A T T CA A T GG  35876

37.300 37.320 37.340 37.360

T AC T T T A T T T GA AGA TGG TG A T GGT GCA A A T ACA T T CCG T GC T T T T A ACC CA AC T CA AGC T GA AGA A AC T T A T T CA A T GG  35605
T AC T T T A T T T GA AGA TGG TG A T GGT GCA A A T ACA T T CCG T GC T T T T A ACC CA AC T CA AGC CGA AGA A AC T T A T T CA A T GG  35625
T AC T T T A T T T GA AGA TGG TG A T GGT GCA A A T ACA T T CCG T GC T T T T A ACC CA AC T CA AGC CGA AGA A AC T T A T T CA A T GG  35836
T AC T T T A T T T GA AGA TGG TG A T GGT GCA A A T ACA T T CCG T GC T T T T A ACC CA AC T CA AGC CGA AGA A AC T T A T T CA A T GG  36482

T CA CCGC T A A CCGC T T T T GG T CCCA A A T C T T TGGGG T TGC T T T T T CCA A T A A ACG T TGG T T ACA T T T C T T T A TG T T A T T T  35956

37.380 37.400 37.420 37.440

T CA CCGC T A A CCGC T T T T GG T CCCA A A T C T T TGGGG T TGC T T T T T CCA A T A A ACG T TGG T T ACA T T T C T T T A TG T T A T T T  35685
T CA CCGC T A A CCGC T T T T GG T CCCA A A T C T T TGGGG T TGC T T T T T CCA A T A A ACG T TGG T T ACA T T T C T T T A TG T T A T T T  35705
T CA CCGC T A A CCGC T T T T GG T CCCA A A T C T T TGGGG T TGC T T T T T CCA A T A A ACG T TGG T T ACA T T T C T T T A TG T T A T T T  35916
T CA CCGC T A A CCGC T T T T GG T CCCA A A T C T T TGGGG T TGC T T T T T CCA A T A A ACG T TGG T T ACA T T T C T T T A TG T T A T T T  36562

G T A CCCG T A A CCGG T T T A TG GA T GAG TGC T C T T GGAG T AG T CGGCC T GGC T C T GA ACC T A CGT GC T T A T G A C T T CGT T T C  36036

37.460 37.480 37.500 37.520

G T A CCCG T A A CCGG T T T A TG GA T GAG TGC T C T T GGAG T AG T CGGCC T GGC T C T GA ACC T A CGT GC T T A T G A C T T CGT T T C  35765
G T A CCCG T A A CCGG T T T A TG GA T GAG TGC T C T T GGAG T AG T CGGCC T GGC CC T GA ACC T A CGT GC T T A T G A C T T CGT T T C  35785
G T A CCCG T A A CCGG T T T A TG GA T GAG TGC T C T T GGAG T AG T CGGCC T GGC CC T GA ACC T A CGT GC T T A T G A C T T CGT T T C  35996
G T A CCCG T A A CCGG T T T A TG GA T GAG TGC T C T T GGAG T AG T CGGCC T GGC CC T GA ACC T A CGT GCC T A T G A C T T CGT T T C  36642

CCAGGA A A T C CG TGCAGCCG A AGA T CC T GA A T T T GAGAC T T T C T ACA CCA A A A A T A T T C T T T T A A A CGAG GG T A T T CG TG  36116

37.540 37.560 37.580 37.600

T CAGGA A A T C CG TGCAGCGG A AGA T CC T GA A T T T GAGAC T T T C T ACA CCA A A A A T A T T C T T T T A A A CGAG GG T A T T CG TG  35845
CCAGGA A A T C CG TGCAGCGG A AGA T CC T GA A T T T GAGAC T T T C T ACA CCA A A A A T A T T C T T T T A A A CGAG GG T A T T CG TG  35865
CCAGGA A A T C CG TGCAGCGG A AGA T CC T GA A T T T GAGAC T T T C T ACA CCA A A A A T A T T C T T T T A A A CGAG GG T A T T CG TG  36076
CCAGGA A A T C CG TGCAGCGG A AGA T CC T GA A T T T GAGAC T T T C T ACA CCA A A A A T A T T C T T T T A A A CGAG GG T A T T CG TG  36722

C T T GGA T GGC GGC T CA AGA T CAGCC T CA T G A A A ACC T T A T A T T CCC T GAG GAGGT T C T AC CCCG TGGA A A CGC T C T T T A A  36196

37.620 37.640 37.660 37.680

C T T GGA T GGC GGC T CA AGA T CAGCC T CA T G A A A ACC T T A T A T T CCC T GAG GAGGT T C T AC CCCG TGGA A A CGC T C T T T A A  35925
C T T GGA T GGC GGC T CA AGA T CAGCC T CA T G A A A ACC T T A T A T T CCC T GAG GAGGT T C T AC CCCG TGGA A A CGC T C T T T A A  35945
C T T GGA T GGC GGC T CA AGA T CAGCC T CA T G A A A ACC T T A T A T T CCC T GAG GAGGT T C T AC CCCG TGGA A A CGC T C T T T A A  36156
C T T GGA T GGC AGC T CA AGA T CAGCC T CA T G A A A ACC T T A T A T T CCC T GAG GAGGT T C T AC CCCG TGGA A A CGC T C T T T A A  36802

T GGA AC T T T A GC TG T AGCAG GT CGT GACCA AGA A ACCACA GG T T T CGC T T GG T GGGCCGG GA A T GCCCGA C T T A T CA A T T  36276

37.700 37.720 37.740 37.760

T GGA AC T T T A GC TG T AGCAG GT CGT GACCA AGA A ACCAC T GG T T T CGC T T GG T GGGCCGG GA A T GCCCGA C T T A T CA A T T  36005
T GGA AC T T T A GC TG T AGCAG GT CGT GACCA AGA A ACCAC T GG T T T CGC T T GG T GGGCCGG GA A T GCCCGA C T T A T CA A T T  36025
T GGA AC T T T A GC TG T AGCAG GT CGT GACCA AGA A ACCAC T GG T T T CGC T T GG T GGGCCGG GA A T GCCCGA C T T A T CA A T T  36236
T GGA AC T T T A GC TG T AGCAG GT CGT GACCA AGA A ACCACC GG T T T CGC T T GG T GGGCCGG GA A T GCCCGA C T T A T CA A T T  36882

T A T CCGGGA A A C TGC TGGGG GC T CA T GT AG CCCA TGCCGG A T T A A T CG T A T T C TGGGCCG GAGCA A T GA A CC T A T T T GA A  36356

37.780 37.800 37.820 37.840

T A T CCGGGA A A C TGC TGGGG GC T CA T GT AG CCCA TGCCGG A T T A A T CG T A T T C TGGGCCG GAGCA A T GA A CC T A T T T GA A  36085
T A T CCGGGA A A C TGC TGGGG GC T CA T GT AG CCCA TGCCGG A T T A A T CG T A T T C TGGGCCG GAGCA A T GA A CC T A T T T GA A  36105
T A T CCGGGA A A C TGC TGGGG GC T CA T GT AG CCCA TGCCGG A T T A A T CG T A T T C TGGGCCG GAGCA A T GA A CC T A T T T GA A  36316
T A T CCGGGA A A C TGC TGGGG GC T CA T GT AG CCCA TGCCGG A T T A A T CG T A T T C TGGGCCG GAGCA A T GA A C T T A T T T GA A  36962

G TGGC T CA T T T CGT ACCAGA A A AGCCCA T G T A T GA A CA AG GA T T A A T T T T AC T T CCCCAC C T AGC T AC T C T AGGC TGGGG  36436

37.860 37.880 37.900 37.920

G TGGC T CA T T T CGT ACCAGA A A AGCCCA T G T A T GA A CA AG GA T T A A T T T T AC T T CCCCAC C T AGC T AC T C T AGGC TGGGG  36165
G TGGC T CA T T T CGT ACCAGA A A AGCCCA T G T A T GA A CA AG GA T T A A T T T T AC T T CCCCAC C T AGC T AC T C T AGGC TGGGG  36185
G TGGC T CA T T T CGT ACCAGA A A AGCCCA T G T A T GA A CA AG GA T T A A T T T T AC T T CCCCAC C T AGC T AC T C T AGGC TGGGG  36396
G TGGC T CA T T T CGT ACCAGA A A AGCCCA T G T A T GA A CA AG GA T T A A T T T T AC T T CCCCAC C T AGC T AC T C T AGGC TGGGG  37042

GGT AGG T CC T GG TGGGGA AG T T A T AGACAC C T T T CCA T A C T T TG T A T C TG GAG T A C T T CA CC T A A T T T CC T C TGCAG T A T  36516

37.940 37.960 37.980 38.000

GGT AGG T CC T GG TGGGGA AG T T A T AGACAC C T T T CCA T A C T T TG T A T C TG GAG T A C T T CA CC T A A T T T CC T C TGCAG T A T  36245
GGT AGG T CC T GG TGGGGA AG T T A T AGACAC C T T T CCA T A C T T TG T A T C TG GAG T A C T T CA CC T A A T T T CC T C TGCAG T A T  36265
GGT AGG T CC T GG TGGGGA AG T T A T AGACAC C T T T CCA T A C T T TG T A T C TG GAG T A C T T CA CC T AC T T T CC T C TGCAG T A T  36476
GGT AGG T CC T GG TGGGGA AG T T A T AGACAC C T T T CCA T A C T T TG T A T C TG GAG T A C T T CA C T T A A T T T CC T C TGCAG T A T  37122

T GGGC T T TGG T GGT A T T T A T CA T GCAC T T C T GGGACC TGA GAC T C T T GA A GA A T C T T T T C CC T T C T T CGG T T A T G T A T GG  36596

38.020 38.040 38.060 38.080

T GGGC T T TGG T GGT A T T T A T CA T GCAC T T C T GGGACC TGA GAC T C T T GA A GA A T C T T T T C CGT T C T T CGG T T A T G T A T GG  36325
T GGGC T T TGG T GGT A T T T A T CA T GCAC T T C T GGGACC TGA GAC T C T T GA A GA A T C T T T T C CA T T C T T CGG T T A T G T A T GG  36345
T GGGC T T TGG T GGT A T T T A T CA T GCAC T T C T GGGACC TGA GAC T C T T GA A GA A T C T T T T C CA T T C T T CGG T T A T G T A T GG  36556
T GGGC T T TGG T GGT A T T T A T CA T GCAC T T C T GGGACC TGA GAC T C T T GA A GA A T C T T T T C CA T T C T T CGG T T A T G T A T GG  37202
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A A AGA T AGA A A T A A A A T GAC CA CA A T T T T G GGT A T T CAC T T A A T C T T G T T AGG T A T AGG T GC T T T T C T T C T AGT A T T CA A  36676

38.100 38.120 38.140 38.160

A A AGA T AGA A A T A A A A T GAC CA CA A T T T T G GGT A T T CAC T T A A T C T T G T T AGG T A T AGG T GC T T T T C T T C T AGT A T T CA A  36405
A A AGA T AGA A A T A A A A T GAC CA CA A T T T T G GGT A T T CAC T T A A T C T T G T T AGG T A T AGG T GC T T T T C T T C T AGT A T T CA A  36425
A A AGA T AGA A A T A A A A T GAC CA CA A T T T T G GGT A T T CAC T T A A T C T T G T T AGG T A T AGG T GC T T T T C T T C T AGT A T T CA A  36636
A A AGA T AGA A A T A A A A T GAC CA CA A T T T T G GGT A T T CAC T T A A T C T T G T T AGG T A T AGG T GC T T T T C T T C T AGT A T T CA A  37282

GGC T C T T T A T T T TGGGGG TG T A T A T GA T AC C TGGGC T CCG GGGGGGGGAG A T G T A AGA A A A A T T ACCA A C T T GA CCC T T A  36756

38.180 38.200 38.220 38.240

GGC T C T T T A T T T TGGGGG TG T A T A T GA T AC C TGGGC T CCG GGGGGGGGAG A T G T A AGA A A A A T T ACCA A C T T GA CCC T T A  36485
GGC T C T T T A T T T TGGGGG TG T A T A T GA T AC C TGGGC T CCG GGGGGGGGAG A T G T A AGA A A A A T T ACCA A C T T GA CCC T T A  36505
GGC T C T T T A T T T TGGGGG TG T A T A T GA T AC C TGGGC T CCG GGGGGGGGAG A T G T A AGA A A A A T T ACCA A C T T GA CCC T T A  36716
GGC T C T T T A T T T TGGGGGCG T A T A T GA T AC C TGGGC T CCG GGGGGGGGAG A T G T A AGA A A A A T T ACCA A C T T GA CCC T T A  37362

GCCCA A C TG T T A T A T T T GGT T A T T T AC T A A A A T CC T T C T T T GGAGGAGA A GGG TGGA T T G T T AG TG T GGA T GA T T TGGA A  36836

38.260 38.280 38.300 38.320

GCCCA A C TG T T A T A T T T GGT T A T T T AC T A A A A T CC T T C T T T GGAGGAGA A GGG TGGA T T G T T AG TG T GGA T GA T T TGGA A  36565
GCCCA A C TG T T A T A T T T GGT T A T T T AC T A A A A T CC T T C T T T GGAGGAGA A GGG TGGA T T G T T AG TG T GGA T GA T T TGGA A  36585
GCCCA A C TG T T A T A T T T GGT T A T T T AC T A A A A T CC T T C T T T GGAGGAGA A GGA TGGA T T G T T AG TG T GGA T GA T T TGGA A  36796
GCCCA AG TG T T C T A T T T GGT T A T T T AC T A A A A T C T T T C T T T GGAGGAGA A GGG TGGA T T G T T AG TG T GGA T GA T T TGGA A  37442

GA T A T A A T T G GAGGGCA T GT A T GGT T AGG T T CCA T T T GT A T A T T T GG T GG A A T C T GGCA T A T C T T A ACCA A ACCC T T T GC  36916

38.340 38.360 38.380 38.400

GA T A T A A T T G GAGGGCA T GT A T GGT T AGG T T CCA T T T GT A T A T T T GG T GG A A T C T GGCA T A T C T T A ACCA A ACCC T T T GC  36645
GA T A T A A T T G GAGGGCA T GT A T GGT T AGG T T CCA T T T GT A T A T T T GG T GG A A T C T GGCA T A T C T T A ACCA A ACCC T T T GC  36665
GA T A T A A T T G GAGGGCA T GT A T GGT T AGG T T CCA T T T GT A T A T T T GG T GG A A T C T GGCA T A T C T T A ACCA A ACCC T T T GC  36876
GA T A T A A T T G GAGGGCA T GT A T GGC T GGG T T CCA T T T GT A T A T T T GG T GG A A T C T GGCA T A T C T T A ACCA A ACCC T T T GC  37522

A TGGGC T CGC CG TGCAC T TG T A T GG T C T GG GGAGGC T T A C T T GT C T T A T A GT T T AGGT GC T T T A T C T GT T T T TGG T T T CA  36996

38.420 38.440 38.460 38.480

A TGGGC T CGC CG TGCAC T TG T A T GG T C T GG GGAGGC T T A C T T GT C T T A T A GT T T AGGT GC T T T A T C T GT T T T TGG T T T CA  36725
A TGGGC T CGC CG TGCAC T TG T A T GG T C T GG GGAGGC T T A C T T GT C T T A T A GT T T AGGT GC T T T A T C T GT T T T TGG T T T CA  36745
A TGGGC T CGC CG TGCAC T TG T A T GG T C T GG GGAGGC T T A C T T GT C T T A T A GT T T AGGT GC T T T A T C T GT T T T TGG T T T CA  36956
A TGGGC T CGC CG TGCAC T TG T A T GG T CCGG GGAGGC T T A C T T GT C T T A T A GT T T AGGT GC T T T A T CCGT T T T TGG T T T CA  37602

T TGC T T G T T G C T T T G T C T GG T T CA A T A A T A CCGC T T A T CC T AGT GAG T T T T A T GGGCCCA CCGGCCCAGA AGC T T C T CA A  37076

38.500 38.520 38.540 38.560

T TGC T T G T T G C T T T G T C T GG T T CA A T A A T A CCGC T T A T CC T AGT GAG T T T T A T GGGCCCA CCGGCCCAGA AGC T T C T CA A  36805
T TGC T T G T T G C T T T G T C T GG T T CA A T A A T A CCGC T T A T CC T AGT GAG T T T T A T GGGCCCA CCGGCCCAGA AGC T T C T CA A  36825
T TGC T T G T T G C T T T G T C T GG T T CA A T A A T A CCGC T T A T CC T AGT GAG T T T T A T GGGCCCA CCGGCCCAGA AGC T T C T CA A  37036
T TGC T T G T T G C T T T G T C T GG T T CA A T A A T A CCGC T T A T CC T AGT GAG T T T T A T GGGCCCA C TGGCCCAGA AGC T T C T CA A  37682

GC T CA AGCA T T T AC T T T T C T AG T T AGAGAC CA A CGT C T T G GGGC T A A CGT GGGA T CCGC T CA AGGGCC T A C T GG T T T AGG  37156

38.580 38.600 38.620 38.640

GC T CA AGCA T T T AC T T T T C T AG T T AGAGAC CA A CGT C T T G GGGC T A A CGT GGGA T CCGC T CA AGGGCC T A C T GG T T T AGG  36885
GC T CA AGCA T T T AC T T T T C T AG T T AGAGAC CA A CGT C T T G GGGC T A A CGT GGGA T CCGC T CA AGGGCC T A C T GG T T T AGG  36905
GC T CA AGCA T T T AC T T T T C T AG T T AGAGAC CA A CGT C T T G GGGC T A A CGT GGGA T CCGC T CA AGGGCC T A C T GG T T T AGG  37116
GC T CA AGCA T T T AC T T T T C T AG T T AGAGAC CA A CGT C T T G GGGC T A A CGT GGGA T CCGC T CA AGGGCC T A C T GG T T T AGG  37762

T A A A T A T C T A A T GCG T T CCC CGAC T GGAGA AGT A A T T T T T GGAGGAGA A A C T A TGCGT T T T TGGGA T C T A CG TGC T CCGT  37236

38.660 38.680 38.700 38.720

T A A A T A T C T A A T GCG T T CCC CGAC T GGAGA AGT T A T T T T T GGAGGAGA A A C T A TGCGT T T T TGGGA T C T A CG TGC T CCGT  36965
T A A A T A T C T A A T GCG T T CCC CGAC T GGAGA AGT A A T T T T T GGAGGAGA A A C T A TGCGT T T T TGGGA T C T A CG TGC T CCGT  36985
T A A A T A T C T A A T GCG T T CCC CGAC T GGAGA AGT CA T T T T T GGAGGAGA A A C T A TGCGT T T T TGGGA T C T A CG TGC T CCGT  37196
T A A A T A T C T A A T GCG T T CCC CGAC T GGAGA AGT CA T T T T T GGAGGAGA A A C T A TGCGT T T T TGGGA T C T G CG TGC T CCA T  37842

GGT T AGA ACC T C T A AGGGGT CCCA A CGGG T T AGAC T T GAG T AGG T TGA A A A A AGA CA T AC A ACC T T GGCA AGA A CGA CGT  37316

38.740 38.760 38.780 38.800

GGT T AGA ACC T C T A AGGGGT CCCA A CGGG T T AGAC T T GAG T AGA T TGA A A A A AGA CA T AC A ACC T T GGCA AGA A CGA CGT  37045
GGT T AGA ACC T C T A AGGGGT CCCA A CGGG T T AGAC T T GAG T AGG T TGA A A A A AGA CA T AC A ACC T T GGCA AGA A CGA CGT  37065
GGT T AGA ACC T C T A AGGGGT CCCA A CGGG T T AGAC T T GAG T AGG T T T A A A A A AGA CA T AC A ACC T T GGCA AGA A CGA CGT  37276
GGT T AGA ACC T C T A AGGGGT CCCA A CGG T T T AGAC T T GAG T AGG T TGA A A A A AGA CA T AC A ACC T T GGCA AGA A CGA CGT  37922

T C T GCGGA A T A T A T GAC T CA TGC T CC T T T A GGT T C T T T A A A T T C T GT GGG TGGCG T AGC T ACCGAGA T CA A T GCAGT T A A  37396

38.820 38.840 38.860 38.880

T C T GCGGA A T A T A T GAC T CA TGC T CC T T T A GGT T C T T T A A A T T C T GT GGG TGGCG T AGC T ACCGAGA T CA A T GCAGT T A A  37125
T C T GCGGA A T A T A T GAC T CA TGC T CC T T T A GGT T C T T T A A A T T C T GT GGG TGGCG T AGC T ACCGAGA T CA A T GCAGT T A A  37145
T C T GCGGA A T A T A T GAC T CA TGC T CC T T T A GGT T C T T T A A A T T C T GT GGG TGGCG T AGC T ACCGAGA T CA A T GCAGT T A A  37356
T C T GCGGA A T A T A T GAC T CA TGC T CC T T T A GGT T C T T T A A A T T C T GT GGG TGGCG T AGC T ACCGAGA T CA A T GCAGT T A A  38002

T T A T GT C T C T CCGAGA AG T T GG T T AGC T AC T T C T CA T T T T G T T C T AGGC T T C T T CC T A T T CGT AGG T CA T T T A T GGCACG  37476

38.900 38.920 38.940 38.960

T T A T GT C T C T CCGAGA AG T T GG T T AGC T AC T T C T CA T T T T G T T C T AGG T T T C T T CC T A T T CGT AGG T CA T T T A T GGCACG  37205
T T A T GT C T C T CCGAGA AG T T GG T T AGC T AC T T C T CA T T T T G T T C T AGGC T T C T T CC T A T T T GT AGG T CA T T T A T GGCACG  37225
T T A T GT C T C T CCGAGA AG T T GG T T AGC T AC T T C T CA T T T T G T T C T AGGC T T C T T CC T A T T T GT AGG T CA T T T A T GGCACG  37436
T T A T GT C T C T CCGAGA AG T T GG T T AGC T AC T T C T CA T T T T G T T C T AGGC T T C T T CC T A T T CGT AGG T CA T T T A T GGCACG  38082

CGGGA AGAGC T CGT GCAGC T GCAGCAGGA T T TGA A A AGGG A A T T GA T CGT GAG T T T GA AC C TG T T C T T T C CA TGAC T CC T  37556

38.980 39.000 39.020 39.040

CGGGA AGAGC T CGT GCAGC T GCAGCAGGA T T TGA A A AGGG A A T T GA T CGT GAG T T T GA AC C TG T T C T T T C CA TGAC T CC T  37285
CGGGA AGAGC T CGT GCAGC T GCAGCAGGA T T TGA A A AGGG A A T T GA T CGT GAG T T T GA AC C TG T T C T T T C CA TGAC T CC T  37305
CGGGA AGAGC T CGT GCAGC T GCAGCAGGA T T TGA A A AGGG A A T T GA T CGT GAG T T T GA AC C TG T T C T T T C CA TGAC T CC T  37516
CGGGA AGAGC T CGT GCAGC T GCAGCAGGA T T TGA A A AGGG A A T T GA T CGT GAGC T T GA AC C TG T T C T T T C CA TGAC T CC T  38162

C T T A AC T GAG A A AGAGG T T C CA A TGC T T A T GC T T A A A A T A GGA A T CGA T T TGA T T GCA CC A T A CA T A T T G AGGGA AGCGG  37636

39.060 39.080 39.100 39.120

C T T A AC T GAG A A AGGGG T T C CA A TGC T T A T GC T T A A A A T A GGA A T CGA T T TGA T T GCA CC A T CCA T A T T G AGGA A AGCGG  37365
C T T A AC T GAG A A AGGGG T T C CA A TGC T T A T GC T T A A A A T A GGA A T CGA T T TGA T T GCA CC A T CCA T A T T G AGGGA AGCGG  37385
C T T A AC T GAG A A AGGGG T T C CA A TGC T T A T GC T T A A A A T A GGA A T CGA T T TGA T T GCA CC A T CCA T A T T G AGGGA AGCGG  37596
C T T A AC T GAG AGAGAGGC T C CA A TGC T T A T ACG T A A A A T C GA A A T CGCGT TGA T T GCA CC A T CCA T A T T G AGGA A AGCGG  38242

G T CA T A C T T A A A A AG T A T T C C T T T T T AC T - - - - - T T C T T T T CA A C T T AGT T A T A T C T A C T C T A T T T T C T C T T T T T T T - C T  37710

39.140 39.160 39.180 39.200

G T CA T A C T T A A A A AG T A T T C T T T T T T AC T - - - - - T T C T T T T CA A C T T AGT T A T A T C T A A T C T A T T T T C T C T T T T T T T - C T  37439
G T CA T A C T T A A A A AG T A T T C C T T T T T AC T - - - - - T T C T T T T CA A C T T AGT T A T A T C T A A T C T A T T T T C T C T T T T T T T - C T  37459
G T CA T A C T T A A A A AG T A T T C C T T T T T AC T - - - - - T T C T T T T CA A C T T AGT T A T A T C T A A T C T A T T T T C T C T T T T T T T - C T  37670
G T CA T A C T T A A A A AG T A T T C C T T T T T AC T G T T T T T T T T T T T CA A C T C T GT T A T A T C T A A T C T A T T T T C T C T T T T T T T T C T  38322
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GGC T CGGC T A GGGAGGA T AG CCGAGCCA T T CCC T T T T A T G AGACGA A A A A GA A A AGCCAG GCA A A A CA A A - - A A A A A A A T  37788

39.220 39.240 39.260 39.280

GGC T CGGC T A GGGAGGA T AG CCGAGCCA T T T CC T T T T A T G AGACGA A A A A GA A A AGCCAG GCA A A A A A A A CA A A A A A A A T  37519
GGC T CGGC T A T CC T CCC T AG CCGAGCCA T T CCC T T T T A T G AGACGA A A A A GA A A AGCCAG GCA A A A CA A A - - A A A A A A A T  37537
GGC T CGGC T A T CC T CCC T AG CCGAGCCA T T CCC T T T T A T G AGACGA A A A A GA A A AGCCAG GCA A A A CA A A - - - A A A A A A T  37747
GGC T CGGC T A T CC T CCC T AG CCGAGCCA T T CCC T T T T A T G AGACGA A A A A GA A A A ACCAG GCA A A A CCA A T - A A A A A A A T  38401

CGA T T CACCG AGCA A A AGGA GAGAGAGGGA T T CGA A CCC T CGA T AGT T C T T T G T T T T - GA AC T A T A CCGG T T T T CA AGAC  37867

39.300 39.320 39.340 39.360

AGA T T CACCG AGCA A A AGGA GAGAGAGGGA T T CGA A CCC T CGA T AGT T C T T T G T T T T - GA AC T A T A CCGG T T T T CA AGAC  37598
CGA T T CACCG AGCA A A AGGA GAGAGAGGGA T T CGA A CCC T CGA T AGT T C T T T G T T T T - GA AC T A T A CCGG T T T T CA AGAC  37616
AGA T T CACCG AGCA A A AGGA GAGAGAGGGA T T CGA A CCC T CGA T AGT T C T T T G T T T T - GA AC T A T A CCGG T T T T CA AGAC  37826
CGA T T CACCG AGCA A A AGGA GAGAGAGGGA T T CGA A CCC T CGA T AGT T C T T T G T T T T T GA AC T A T A CCGG T T T T CA AGAC  38481

CGGAGC T A T C A ACCAC T CGG CCA T C T C T CC GA A AGA CA A T T T C T A T T T T A C T T T T AC T GA A T AGA A CA T G A C T A T A T GAG  37947

39.380 39.400 39.420 39.440

CGGAGC T A T C A ACCAC T CGG CCA T C T C T CC GA A AGA CA A T T T C T A T T T T A C T T T T AC T GA A T AGA A CA T G GC T A T A T GAG  37678
CGGAGC T A T C A ACCAC T CGG CCA T C T C T CC GA A AGA CA A T T T C T A T T T T A C T T T T AC T GA A T AGA A CA T G GC T A T A T GAG  37696
CGGAGC T A T C A ACCAC T CGG CCA T C T C T CC GA A AGA CA A T T T C T A T T T T A C T T T T AC T GA A T AGA A CA T G GC T A T A T G TG  37906
CGGAGC T A T C A ACCAC T CGG CCA T C T C T CC GA A CGA CA A T T T C T A T T T T A C T T T T AC T GA A T AGA A CA T G GC T A T A T GGG  38561

T T AG T T GA T A T CA T T AC T A T GT A T AGA A AG A T A T T AGG - - - - - - - - - - - - - - - - - CGT GA A T C T A T AGG T CA A T C T A T C T  38010

39.460 39.480 39.500 39.520

T T AG T T T A T A T CA T T AC T A T GT A T AGA A AG A T A T T AGG - - - - - - - - - - - - - - - - - CGT GA A T C T A T A AG T CA A T C T A T C T  37741
T T AG T T GA T A T CA T T AC T A T GT A T AG T A A A A T A T T AGG - - - - - - - - - - - - - - - - - CGT GA A T C T A T AGG T CA A T C T A T C T  37759
T T AG T T GA T A T CA T T AC T A T GT A T AGA A A A A T A T T AGG - - - - - - - - - - - - - - - - - CGT GA A T C T A T AGG T CA A T C T A T C T  37969
T T AG T T GA T A T C T A T AC T A T GT A T AGA A AG A T A T T AGGT A T AGA A AGC T A T T AGGCGT GA A T C T A T AGG T CA A T C T A T C T  38641

A T C T GT A T A T - - AGA A A A T A GA T AGA TGCA T GA T CCA ACA C T CCCGT T T T TGA AG T A - - - - - - - - - - - C T C T CGACCCCA  38077

39.540 39.560 39.580 39.600

A T C T GT A T A T - - AGA A A A T A GA T AGA TGCA T GA T CCA ACA C T CCCGT T T T TGA AG T A A A A A A A A AG T AC T C T CGACCCCA  37819
A T C T GT A T A T - - AGA A A A T A GA T AGA TGCA T GA T CCA ACA C T CCCGT T T T TGA AG T A A A A A A A A AG T AC T C T CGACCCCA  37837
A T C T GT A T A T - - AGA A A A T A GA T AGA TGCA T GA T CCA ACA C T CCCGT T T T TGA AG T A A A A A A A A AG T AC T C T CGACCCCA  38047
A T C T GT A T A T C T AGA A A A T A GA T AGA TGCC T CG T CCA ACA C T CCCGT T T T TGA AG T A A A A A A A A - - T AC T C T CGAC T CCA  38719

T GT CCGA A T A A A AG T GG T A A A A - GT T GGA A A T A CGT CA T - - - A T AGA A T C A A T GGA T T CA T GG T A A A A T C CCCC T A T GA T  38153

39.620 39.640 39.660 39.680

T GT CCGA A T A A A AG T GG T A A A A - GT T GGA A A T A CGT CA T C A T A T AGA A T C A A T GGA T T CA T GG T A A A A T C CCCC T A T GA T  37898
T GT CCGA A T A A A AG T GG T A A A A - GT T GGA A A T A CGT CA T - - - A T AGA A T C A A T GGA T T CA T GG T A A A A T C CCCC T A T GA T  37913
T GT CCGA A T A A A AG T GG T A A A A - GT T GGA A A T A CGT CA T - - - A T AGA A T C A A T GT A T T CA T GG T A A A A T C CCCC T A T GA T  38123
T GT CCGA A T A A A AG T GG T A A A A AGT T GT A A A T A CGT CA T - - - A T AGA A T C A A T GGA T T CA T GG T A A A A T C T CCC T A T GA T  38796

GCA T T C T A T T CA A A T T T T T T GGC TGA T AGA GGGA T CA A A T GG T A T AG T T C T T T T T T GT T G G T AGC T T GGA GGA T T AGA A A  38233

39.700 39.720 39.740 39.760

GCA T T C T A T T CA A A T T T T T T GGC TGA T AGA GGGA T CA A A T GG T A T AG T T C T T T T T T GT T G G T AGC T T GGA GGA T T AGA A A  37978
GCA T T C T A T T T A A A T T T T T T GGC TGA T AGA GGGA T CA A A T GG T A T AG T T C T T T T T T GT T G G T AGC T T GGA GGA T T AGA A A  37993
GCA T T C T A T T T A A A T T T T T T GGC TGA T AGA GGGA T CA A A T GG T A T AG T T C T T T T T T GT T G G T AGC T T GGA GGA T T AGA A A  38203
GCA T T C T A T T CA A A T T T T T T GGC TGA T AGG GGGA T CA A A T GG T A T AG T T C T T T T T T GT T G G T AGC T T GGA GGA T T AGA A A  38876

CA T GAC T A T T GC T T T CCA A T TGGC T G T T T T T GCA T T A A T T GC T A C T T CA T CA A T C T T A C T GA T T AG T GT A CCCG T TG T A T  38313

39.780 39.800 39.820 39.840

CA T GAC T A T T GC T T T CCA A T TGGC T G T T T T T GCA T T A A T T GC T A C T T CA T CA A T C T T A C T GA T T AG T GT A CCCG T TG T A T  38058
CA T GAC T A T T GC T T T CCA A T TGGC T G T T T T T GCA T T A A T T GC T A C T T CA T CA A T C T T A C T GA T T AG T GT A CCCG T TG T A T  38073
CA T GAC T A T T GC T T T CCA A T TGGC T G T T T T T GCA T T A A T T GC T A C T T CA T CA A T C T T A C T GA T T AG T GT A CCCG T TG T A T  38283
CA T GAC T A T T GC T T T CCA A T TGGC T G T T T T T GCA T T A A T T GC T A C T T CA T CA A T CC T A C T GA T T AG T GT A CCCG T TG T A T  38956

T TGC T T C T CC GGA T GGT T GG T CGAG T A A CA A A A A TG T TG T A T T T T C T GGT ACA T CA T T A T GGA T TGGA T T AG T A T T T C TG  38393

39.860 39.880 39.900 39.920

T TGC T T C T CC GGA T GGT T GG T CGAG T A A CA A A A A TG T TG T A T T T T C T GGT ACA T CA T T A T GGA T TGGA T T AG T A T T T C TG  38138
T TGC T T C T CC GGA T GGT T GG T CGAG T A A CA A A A A TG T TG T A T T T T C T GGT ACA T CA T T A T GGA T TGGA T T AG T A T T T C TG  38153
T TGC T T C T CC GGA T GGT T GG T CGAG T A A CA A A A A TG T TG T A T T T T C T GGT ACA T CA T T A T GGA T TGGA T T AG T A T T T C TG  38363
T TGC T T C T CC AGA T GGT T GG T CGAG T A AGA A A A A TG T TG T A T T T T CGGGT ACA T CA T T A T GGA T TGGA T T AG T A T T T C TG  39036

G TGGGT A T CC T T A A T T C T C T CA T C T C T T GA A T CCA T T CG T T CCAGA T CCA ACA A T GA A A T GACCCC T CCC A CGA A T T T T T  38473

39.940 39.960 39.980 40.000

G TGGGT A T CC T T A A T T C T C T CA T C T C T T GA A T CCA T T CG T T CCAGA T CCA ACA A T GA A A T GACCCC T CCC A CGA A T T T T T  38218
G TGGGT A T CC T T A A T T C T C T CA T C T C T T GA A T CCA T T CG T T CCAGA T CCA ACA A T GA A A T GACCCC T CCC A CGA A T T T T T  38233
G TGGGT A T CC T T A A T T C T C T CA T C T C T T GA A T CCA T T CG T T CCAGA T CCA ACA A T GA A A T GACCCC T CCC A CGA A T T T T T  38443
G TGGGT A T CC T T A A T T C T C T CA T T T C T T GA A T CCA T T CG T T CCAGA T CCA ACA A T GA A A T GACCCC T CCC T C T A A T T T T T  39116

- CGGGT T GT G AGACACA T T A A A A T T T AC T A T - - - - - - - A A G T C T CCA A A A TGCA A A T A A A GA A A ACA A A A A A A - T T CGAG  38544

40.020 40.040 40.060 40.080

T CGGGT T GT G AGACACA T T A A A A T T T AC T A T - - - - - - - A A G T C T CCCCA A TGCA A A T A A A GCA A ACA A A A A A A - T T CGAG  38290
T CGGGT T GT G AGACACA T T A A A A T T T AC T A T T T AC T A T A A G T C T CCA A A A TGCA A A T A A A GA A A ACA A A A A A A - T T CGAG  38312
T CGGGT T GT G AGACACA T T C A A A T T T AC T A T - - - - - - - A A G T C T CCA A A A TGCA A A T A A A GA A A ACA A A A A A A - T T CG TG  38515
T CGGGT T GT G AGACACA T T A A A A T T T AC T A - - - - - - - GA A G T C T CCA A A A TGCA A A T A A A GA A A ACA A A A A A A A T T AGAG  39189

GGAGGGG T CA A AC T T C T GGA AC T TGA A T GA A A A A TGA ACA A C TGA ACA A T AGA A T T AGA T T A T T C T A A A T A A A A A T A A T A  38624

40.100 40.120 40.140 40.160

GGAGGGG T CA A AC T T C T GGA AC T TGA A T GA A A A A TGA ACA A - - - - - - - - T A A A A T T AGA T T A T T C T A A A T A A A A A T A A T A  38362
GGAGGGG T CA A AC T T C T GGA AC T TGA A T GA A A A A TGA ACA A A - - - - - - - - A A A A T T AGA T T A T T C T A A A T A A A A A T A A T A  38384
GGAGGGG T CA A AC T T C T GGA AC T TGA A T GA A A A A TGA ACA A - - - - - - - - T A A A A T T AGA T T A T T C T A A A T A A A A A T A A T A  38587
GGAGGGG T CA A AC T T T T GGA AC T TGA A T GA A A A A TGA ACA A - - - A ACA A T A A A AC T AGA T T A T T A T A A A T A A T A A T A A T C  39266

T A A A A A A A - - T A A T A A T C T A A A T T AGACA A T T A T A A T C T A T T T A A T AGA A T T C T A A T A A A C T A A A T T C T A GA A T T T T A A T  38702

40.180 40.200 40.220 40.240

T A A A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T C T A GA A T T T T A A T  38382
T A A A A A A A - - T A A T A A T C T A A A T T AGACA A T T A T A A T C T A T T T A A T AGA A T T C T A A T A A A C T A A A T T C T A GA A T T T T A A T  38462
T A A A A A A A - - T A A T A A T C T A A A T T AGACA A T T A T A A T C T A T T T A A T AGA A T T C T A A T A A A C T T A A T T C T A GA A T T T T A A T  38665
T A A A A A A A A A T A A T T A T A T A A A T T AGA T A A T T A T A A T C T A T T T A A T AGA A T T C T A A T A A A C T A A A T T C T A GA A T T T T A A T  39346

A A AGA T A A T A G - - - - A A T T A T C T A A T T T T T A A T A T A A A T C T A T A T T C T A T A T ACA T A T T A T A T A A T AGA A A T AGA A T T C T  38778

40.260 40.280 40.300 40.320

A A AGA T A A T A G - - - - A A T T A T C T A A T T T T T A A T AGA A A T C T A T A T T C T A T A T ACA T A T T - - - - - - - - - - - - - - - - - - - - -   38437
A A AGA T A A T A G - - - - A A T T A T C T A A T T T T T A A T AGA A A T C T A T A T T C T A T A T ACA T A T T A T A T A A T AGA A A T A T A A T T - -   38536
A A AGA T A A T A G - - - - A A T T A T C T A A T T T T T A A T AGA A A T C T A T A T T C T A T A T ACA T A T T A T A T A A T AGA A A T AGA A T T - -   38739
A A AGA T CA T A A T A A AGA T CA T A T A A T T A T T A A T AGA A A T C CA T A T A T T A T A T A T T T - - - - - - - - - - - - - - - - - - - - - - - -   39402
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A T A T T C T A T A A T AGA A A T AG A A A T CA A A T T A A A A T AGA A A T A A A A T A T TG A A A A A T A T T C A A T A A T GA A T T T CA A T T A A T  38858

40.340 40.360 40.380 40.400

- - - - - C T A T A A T AGA A A T AG A A A T CA A A T T GA A A T AGA A A T A A A A T A T TG A A A A A T A T T C A A T A A T GA A T T T CA A T T A A T  38512
- - - - - C T A T A A T AGA A A T AG A A A T CA A A T T GA A A T AGA A A T A A A A T A T TG A A A A A T A T T C A A T A A T GA A T T T CA A T T A A T  38611
- - - - - C T A T A A T AGA A A T AG A A A T A A A A T T GA A A T AGA A A A A A A A T A T TG A A A A A T A T T C A A T A A T GA A T T T CA A T T A A T  38814
- - - - - - - - - - - - - GA A A T A T A A A T CA A A T T GA A A T CGA A A T A A A A T A T TG A A A A A T A T T C A A T A A T GA A T A T A A A T T A A T  39469

A T T GA A A A T T T CA A T A T T T A C T T GGC T T T C A T T T A A A T T G G T T T T A A T TG GT T GG T T T GG T GG T GGA A T T T GA T GGA A T C  38938

40.420 40.440 40.460 40.480

A T T GA A A A T T T CA A T A T T T A C T T GGC T T T T A T T T A A A T T G G T T T T A A T TG GT T GG T T T GG T GG T GGA A T T T GA T GGA A T C  38592
A T T GA A A A T T T CA A T A T T T A C T T GGC T T T C A T T T A A A T T G G T T T T A A T TG GT T GG T T T GG T GG T GT A A T T T GA T GGA A T C  38691
A T T GA A A A T T T CA A T A T T T A C T T GGC T T T C A T T T A A A T T G G T T T T A A T TG GT T GG T T T GG T GG T GGA A T T T GA T GGA A T C  38894
A T T GA A T A T T T CA A T A T T T A C T T GG T T T T C A T T T CA A T T G A T T T T AC T TG A T T - - - - T GA T GG T GGA A T T T GA T GGA A T C  39545

ACCC T A A AGA G T GT A T C T GG CC T A A C T C T G GA T A A A T A T T A T CCAGA T A A A T A T T A T CCA GACA T T T CA A G T A A A A A A TG  39018

40.500 40.520 40.540 40.560

ACCC TGA AGA G T GT A T C T GG CC T A A C T C T G GA T A A A T A T T A T CCAGA - - - - - - - - - - - - - - - CA T T T CA A G T A A A A A A TG  38657
ACCC TGA AGA G T GT A T C T GG CC T A A C T C T G GA T A A A T A T T A T CCAGA T A A A T A T T A T CCA GACA T T T CA A G T A A A A A A TG  38771
ACCC TGA AGA G T GT A T C T GG CC T A A C T C T G GA T A A A T A T T A T CCAGA T A A A T A T T A T CCA GACA T T T CA A G T A A A A A A TG  38974
GCA C TGA AGA G T GT A T C T GG C T T A A C T C T G GA T A AC T A T T A T T CAGA - - - - - - - - - - - - - - - CA T T T CA A GGA A A A AG TG  39610

CGGA T A T AG T CGA A T GG T A A A A T T T C T C T T T GCCA AGGAG A AGA CGCGGG T T CGA T T CCC GC T A T CCGCC CAGGG T A A AG  39098

40.580 40.600 40.620 40.640

CGGA T A T AG T CGA A T GG T A A A A T T T C T C T T T GCCA AGGAG A AGA CGCGGG T T CGA T T CCC GC T A T CCGCC CAGGG T A A AG  38737
CGGA T A T AG T CGA A T GG T A A A A T T T C T C T T T GCCA AGGAG A AGA CGCGGG T T CGA T T CCC GC T A T CCGCC CAGAG T A A AG  38851
CGGA T A T AG T CGA A T GG T A A A A T T T C T C T T T GCCA AGGAG A AGA CGCGGG T T CGA T T CCC GC T A T CCGCC CAGAG T A A AG  39054
CGGA T A T AG T T GA A T GG T A A A A T T T C T C T T T GCCA AGGAG A AGA CGCGGG T T CGA T T CCC GC T A T CCGCC CAGGA T A A AG  39690

T A A T GT A T T T A AGAGGA T A A A AGA T T CC T T A T AG T T GACC T T GA CCG T GA T AG T A T AG T G - - - - - - G T T C T A T C T T T CCA  39172

40.660 40.680 40.700 40.720

T A A T GT A T T T A AGAGGA T A A A AGA T T CC T T A T AG T T GACC T T GA CCG T GA T AG T A T AG T G - - - - - - G T T C T A T C T T T CCA  38811
T A A T GT A T T T A AGAGGA T A A A AGA T T CC T T A T AG T T GACC T T GA CCG T GA T AG T A T AG T G - - - - - - G T T C T A T C T T T CCA  38925
T A A T GT A T T T A AGAGGA T A A A AGA T T CC T T A T AG T T GACC T T GA CCG T GA T AG T A T AG T G A T AG TGG T T C T A T C T T T CCA  39134
T A A T GT A T T T A AGAGGA T A A A A A A T T CC T T A T AG T T GACC - - - - - - G T GA T A A T A T AG T G - - - - - - G T T C T A T C T T T CCA  39758

CCCCA A CAGA A A A AGA A A AG TG T T A A T T A A T T A C T AG T T A A CAGA A T CA A ACCGA A T T T T T T T - GT CA A A A A A T - A A A A A  39250

40.740 40.760 40.780 40.800

CCCCA A CAGA A A A AGA A A AG TG T T A A T T A A T T A C T AG T T A A CAGA A T CA A ACC T A A T T T T T T T - GT CA A A A A A T CA A A A A  38890
CCCCA A CAGA A A A AGA A A AG TG T T A A T T A A T T A C T AG T T A A CAGA A T CA A ACC T A A T C T T T T T - GT CA A A A A A T A A A A A A  39004
CCCCA A CAGA A A A AGA A A AG TG T T A A T T A A T T A C T AG T T A A CAGA A T CA A ACC T A A T T T T T T T - GT CA A A A A A - A A A A A A  39212
CCCCA A CAGA A A A AGA A A AG TG T T A A T T A A T T A C T AG T T A A T AGA A T CA A ACC T A A T T T T T T T T GT CA A A A A A - - - - - GA  39833

A A A A - - T GT T GCGGAGA CGG GA T T T GA A CC CGT GACC T CA AGGT T A T GAG CC T TGCGAGC T ACCA A AC T G C T C T ACCCCG  39328

40.820 40.840 40.860 40.880

A A A A - - T GT T GCGGAGA CGG GA T T T GA A CC CGT GACC T CA AGGT T A T GAG CC T TGCGAGC T ACCA A AC T G C T C T ACCCCG  38968
A A A A A A T GT T GCGGAGA CGG GA T T T GA A CC CGT GACC T CA AGGT T A T GAG CC T TGCGAGC T ACCA A AC T G C T C T ACCCCG  39084
A A A A A A T GT T GCGGAGA CGG GA T T T GA A CC CGT GACC T CA AGGT T A T GAG CC T TGCGAGC T ACCA A AC T G C T C T ACCCCG  39292
A A A A A A T GT T GCGGAGA CGG GA T T T GA A CC CGT GACC T CA AGGT T A T GAG CC T TGCGAGC T ACCA A AC T G C T C T ACCCCG  39913

CGA T GA AGAG A AGA AC T AGG A A C T A A TGA A CA A ACA AGGA T T GA A TGCGC CCC T C T T CCA T A T C TG T ACA A A T AGA A T AG  39408

40.900 40.920 40.940 40.960

CGA T GA AGAG A AGA AC T AGG A A C T A A T CA A CA A ACA AGGA T T GA A TGCGC CCC T A T T CCA T A T C TG T ACA A A T AGA A T AG  39048
CGA T GA AGAG A AGA AC T AGG A A C T A A TGA A CA A ACA AGGA T T GA A TGCGC CCC T C T T CCA T A T C TG T ACA A A T AGA A T AG  39164
CGA T GA AGAG A AGA AC T AGG A A C T A A TGA A CA A ACA AGGA T T GA A TGCGC CCC T C T T CCA T A T C TG T ACA A A T AGA A T AG  39372
CGA T GA AGAG A A A A AC T GGG A A C T A A TGA A CA A ACA AGGA T T GA A TGCGC CCC T T T T CCA T A T C TG T ACA A A T AGA A T AG  39993

CC T A T T T A T C CAGA A TGG T A A AGGGGCCC - T C T A TGA T CA T AGA T CA T AG A A A T A A A T AG A A A A A T GA AG GGA T A T T A T A  39487

40.980 41.000 41.020 41.040

CC T A T T T A T C CAGA A TGG T A A AGGGGCCCC T C T A TGA T CA T AGA T CA T AG A A A T A A A T AG A A A A A T GA AG GGA T A TGA T A  39128
CC T A T T T A T C CAGA A TGG T A A AGGGGCCCC T C T A TGA T CA T AGA T CA T AG A A A T A A A T AG A A A A A T GA AG GGA T A T T A T A  39244
CC T A T T T A T C CAGA A TGG T A A AGGGGCCCC T C T A TGA T CA T AGA T CA T AG A A A T A A A T AG A A A A A T GA AG GGA T A T T A T A  39452
C T T A T T T A T A CAGA A TGG T A A AGGGGCCCC T C T A TGA T CA T GGA T CA T AG A A A T A A A T AG A A A A A T GA AG GGGT A T T T T A  40073

A T A C T T ACCA A C T T GA T C T T GT T GCCCCCG GCA ACA A ACA T GCA T GA ACC A T T T CACGA A G T A T GT G T CC GGA T AGT CCA  39567

41.060 41.080 41.100 41.120

A T CC T T ACCA A C T T GA T C T T GT T GCCCCCG GCA ACA A ACA T GCA T GA ACC A T T T CACGA A G T A T GT G T CC GGA T AGT CCA  39208
A T CC T T ACCA A C T T GA T C T T GT T GCCCCCG GCA ACA A ACC T GCA T GA ACC A T T T CACGA A G T A T GT G T CC GGACAGT CCA  39324
A T CC T T ACCA A C T T GA T C T T GT T GCCCCCG GCA ACA A ACC T GCA T GA ACC A T T T CACGA A G T A T GT G T CC GGACAGT CCA  39532
A T CC T T ACCA A C T T GA T C T T GT T GCCCCCG GCA CCA A ACA T GCA T GA ACC A T T T CACGA A G T A T GT G T CC GGA T AGT CCA  40153

A AG T CCCGA T AG T T AGC T C T CGG T C T T CCG G T CGA A A A A C A ACG T CGA TG A AGACG TG T A GGT GCA C T A T T ACGCGG T GA  39647

41.140 41.160 41.180 41.200

A AG T CCCGA T AG T T AGC T C T CGG T C T T CCG G T CGA A A A A C A ACG T CGA TG A AGACG TG T A GGT GCA C T A T T ACGCGG T GA  39288
A AG T CCCGA T AG T T AGC T C T CGG T C T T CCG G T CGA A A A A C A ACG T CGA TG A AGACG TG T A GGT GCA C T A T T ACGCGG T GA  39404
A AG T CCCGA T AG T T AGC T C T CGG T C T T CCG G T CGA A A A A C A ACG T CGA TG A AGACG TG T A GGT GCA C T A T T ACGCGG T GA  39612
A AG T CCCGA T AG T T AGC T C T CGG T C T T CCG G T CGA A A A A C A ACG T CGA TG A AGACG TG T A GGT GCA C T A T T CCGCGG T GA  40233

GGA T TG T A A C T T T CCA T GA A T T T T CCA T T T A T CGC T CA A C GACGGA A C T T TG T T T A T T T C T T T T T T T GAG GA T CGACGA A  39727

41.220 41.240 41.260 41.280

GGA T TG T A A C T T T CCA T GA A T T T T CCA T T T A T CGC T CA A C GACGGA A C T T TG T T T A T T T C T T T T T T T GAG GA T CGACGA A  39368
GGA T TG T A A C T T T CCA T GA A T T T T CCA T T T A T CGC T CA A C GACGGA A C T T TG T T T A T T T C T T T T T T T GAG GA T CGACGA A  39484
GGA T TG T A A C T T T CCA T GA A T T T T CCA T T T A T CGC T CA A C GACGGA A C T T TG T T T A T T T C T T T T T T T GAG GA T CGACGA A  39692
GGA T TG T AGC T T T CCA T GA A T T T T CCA T T T A T CGC T CA A C GACGGA A C T T TG T T T A T T T C T T T T T T T GAG GA T CGACGA A  40313

T CA A A T GA T A T T T T T GT T CC A A T T T T TG T C T T T T C T T C T C CC T A T GA A T C A A AC T T T T CC T TGCCA T A A T GG T T CAG T T C  39807

41.300 41.320 41.340 41.360

T CA A A T GA T A T T T T T GT T CC A A T T T T TG T C T T T T C T T C T C CC T A T GA A T C A A AC T T T T CC T TGCCA T A A T GG T T CAG T T C  39448
T CA A A T GA T A T T T T T GT T CC A A T T T T TG T C T T T T C T T C T C CC T A T GA A T C A A AC T T T T CC T TGCCA T A A T GG T T CAG T T C  39564
T CA A A T CA T A T T T T T GT T CC A A T T T G TG T C T T T T C T T C T C CC T A T GA A T C A A AC T T T T CC T TGCCA T A A T GG T T CAG T T C  39772
T CA A A T GA T A T T T T T GT T CC A A T T T T TGCC T T T T C T T C T C CC T A T GA A T C A A AC T T T T C T T TGCCA T A A T GG T T CAG T T C  40393

C T A T GA T T A T CA T A T CA A TG A T ACA AGT CG GA T CC T AGA T G T AGA A A T A T AGC TG T AGA A A T A T A AGA AG GCA T A T A CCC  39887

41.380 41.400 41.420 41.440

C T A T GA T T A T CA T A T CA A TG A T ACA AGT CG GA T CC T AGA T G T AGA A A T A T AGC TG T AGA A A T A T A AGA AG GCA T A T A CCC  39528
C T A T GA T T A T CA T A T CA A TG A T ACA AGT CG GA T CC T AGA T G T AGA A A T A T AGC TG T AGA A A T A T A AGA AG GCA T A T A CCC  39644
C T A T GA T T A T CA T A T CA A TG A T ACA AGT CG GA T CC T AGA T G T AGA A A T A T AGC TG T AGA A A T A T A AGA AG GCA T A T A CCC  39852
C T A T T A T T A T CA T C T CA A TG A T ACA AGT CG A A T CC T AGA T G T AGA A A T A T AGC TG T AGGA A T A T A AGA AG GCA T A T A CCC  40473
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T T CCC - - - - - CA T CGA A AGA A A T GA T A T T A T CGCGCGGA T A CA AGACAGA A AGA A T T A AC CA A A T T T GCC CGA T G T AGAG  39962

41.460 41.480 41.500 41.520

T T CCC - - - - - CA T CGA A AGA A A T GA T A T T A T CGCGCGGA T A CA AGACAGA A AGA A T T A AC CA A A T T T GCC CGA T G T AGAG  39603
T T CCC - - - - - CA T CGA A AGA A A T GA T A T T A T CGCGCGGA T A CA AGACAGA A AGA A T T A AC CA A A T T T GCC CGA T G T AGAG  39719
T T CCC - - - - - CA T CGA A AGA A A T GA T A T T A T CGCGCGGA T A CA AGACAGA A AGA A T T A AC CA A A T T T GCC CGA T G T AGAG  39927
T T C T C T T C T C CA T T GA A AGA A A T GA T A T T A T CGCGCGGA T A CA AGACAGA A AGA A T T A AC CA A A T T T GCC CGA T G T AGAG  40553

GCA A T CA AGA A AGCCGCA T A AG T GA A T A T A T A A CC T ACAG AGA AG TGGGC T A A T CCA A CC A A T C T T GC T T GCACA A T GGA  40042

41.540 41.560 41.580 41.600

GCA A T CA AGA A AGCCGCA T A AG T GA A T A T A T A A CC T ACAG AGA AG TGGGC T A A T CCA A CC A A T C T T GC T T GCACA A T GGA  39683
GCA A T CA AGA A AGCCGCA T A AG T GA A T A T A T A A CC T ACAG AGA AG TGGGC T A A T CCA A CC A A T C T T GC T T GCACA A T GGA  39799
GCA A T CA AGA A AGCCGCA T A AG T GA A T A T A T A A CC T ACAG AGA AG TGGGC T A A T CCA A CC A A T C T T GC T T GCACA A T GGA  40007
GCA A T CA AGA A AGCCGCA T A AG T GA A T A T G T A A CC T ACAG AGA AG TGGGC T A A T CCA A C T A A T C T T GC T T GCACA A T GGA  40633

A AGAGCCACA GG T T T A T C T C T CCA T CGA A T CA A A T T AGCC A A AGG TG T GC GT T CG T GAGC CCA T GC T A A A G T T T CA A T CA  40122

41.620 41.640 41.660 41.680

A AGAGCCACA GG T T T A T C T C T CCA T CGA A T CA A A T T AGCC A A AGG TG T GC GT T CG T GAGC CCA T GC T A A A G T T T CA A T CA  39763
A AGAGCCACA GG T T T A T C T C T CCA T CGA A T CA A A T T AGCC A A AGG TG T GC GT T CG T GAGC CCA T GC T A A A G T T T CA A T CA  39879
A AGAGCCACA GG T T T A T C T C T CCA T CGA A T CA A A T T AGCC A A AGG TG T GC GT T CG T GAGC CCA T GC T A A A G T T T CA A T CA  40087
A AGAGCCACA GG T T T A T C T C T CCA T CGA A T CA A A T T AGCC A A AGG TG T GC GT T CG T GAGC CCA T GC T A A A G T T T CA A T CA  40713

A T T CC T GCCA A T ACCCGCGC CAGGA A A T T A AGA ACA T A A A T CCAG T AGCC CA A ACA AGA T G T CCA A A T A A GA ACA T CCAC  40202

41.700 41.720 41.740 41.760

A T T CC T GCCA A T ACCCGCGC CAGGA A A T T A AGA ACA T A A A T CCAG T AGCC CA A ACA AGA T G T CCA A A T A A GA ACA T CCAC  39843
A T T CC T GCCA A T ACCCGCGC CAGGA A A T T A AGA ACA T A A A T CCAG T AGCC CA A ACA AGA T G T CCA A A T A A GA ACA T CCAC  39959
A T T CC T GCCA A T ACCCGCGC CAGGA A A T T A AGA ACA T A A A T CCAG T AGCC CA A ACA AGA T G T CCA A A T A A GA ACA T CCAC  40167
A T T CC T GCCA A T ACCCGCGC CAGGA A A T T A A A A ACA T A A A T CCAG T AGCC CA A ACA AGA T G T CCA A A T A A GA ACA T CCAC  40793

GCCCAGAC T G A T A A AC T A T T CA T ACCA A AC GGG T T A T ACC CA T T GA T A AG T T GGGA AGAG T T T A ACCA T A GA T A A T C T C T  40282

41.780 41.800 41.820 41.840

GCCCAGAC T G A T A A AC T A T T CA T ACCA A AC GGG T T A T ACC CA T T GA T A AG T T GGGA AGAG T T T A ACCA T A GA T A A T C T C T  39923
GCCCAGAC T G A T A A AC T A T T CA T ACCA A AC GGG T T A T ACC CA T T GA T A AG T T GGGA AGAG T T T A ACCA T A GA T A A T C T C T  40039
GCCCAGAC T G A T A A AC T A T T CA T ACCA A AC GGG T T A T ACC CA T T GA T A AG T T GGGA AGAG T T T A ACCA T A GA T A A T C T C T  40247
GCCCAGACCG A T A A AC T A T T CA T ACCA A AC GGA T T A T ACC CA T T GA T A AG T T GGGA AGAG T T T A ACCA T A GA T A A T C T C T  40873

T A A CCA T CCC A T CA A A T A AG TGGA AGA T T C A T T A A A C TG T GA A A CGT T AC CC T GCCA T A A CGT GA T G TG T T T CCA A T GCC  40362

41.860 41.880 41.900 41.920

T A A CCA T CCC A T CA A A T A AG TGGA AGA T T C A T T A A A C TG T GA A A CGT T AC CC T GCCA T A A CGT GA T G TG T T T CCA A T GCC  40003
T A A CCA T CCC A T CA A A T A AG TGGA AGA T T C A T T A A A C TG T GA A A CGT T AC CC T GCCA T A A CGT GA T G TG T T T CCA A T GCC  40119
T A A CCA T CCC A T CA A A T A AG TGGA AGA T T C A T T A A A C TG T GA A A CGT T AC CC T GCCA T A A CGT GA T G TG T T T CCA A T GCC  40327
T A A CCA T CCC A T CA A A T A AG TGGA AGA T T C A T T A A A C TG T GA A A CA T T AC CC T GCCA T A A CGT GA T G TG T T T CCA A T GCC  40953

A A T A A A A AG T A ACCCA T CCA A T GGT A T T T A ACA T CCAGA A A AC T GCCA A A T A A A A T GCG T CCCA AGCCGA A A T A T CA CA A  40442

41.940 41.960 41.980 42.000

A A T A A A A AG T A ACCCA T CCA A T GGT A T T T A ACA T CCAGA A A AC T GCCA A A T A A A A T GCG T CCCA AGCCGA A A T A T CA CA A  40083
A A T A A A A AG T A ACCCA T CCA A T GGT A T T T A ACA T CCAGA A A AC T GCCA A A T A A A A T GCG T CCCA AGCCGA A A T A T CA CA A  40199
A A T A A A A AG T A ACCCA T CCA A T GGT A T T T A ACA T CCAGA A A AC T GCCA A A T A A A A T GCG T CCCA AGCCGA A A T A T CA CA A  40407
A A T A A A A AG T A ACCCA T CCA A T GGT A T T T A ACA T CCAGA A A AC T GCCA A A T A A A A T GCG T CCCA AGCCGA A A T A T CA CA A  41033

G T A CCGCCCC G T CCCGGACC GT CGCA AGGA A A A C T A T A A C CGA A A T CC T T T T T A T C TGGC A T T A AC T TGG A ACCACG T GC  40522

42.020 42.040 42.060 42.080

G T A CCGCCCC G T CCCGGACC GT CGCA AGGA A A A C T A T A A C CGA A A T CC T T T T T A T C TGGC A T T A AC T TGG A ACCACG T GC  40163
G T A CCGCCCC G T CCCGGACC GT CGCA AGGA A A A C T A T A A C CGA A A T CC T T T T T A T C TGGC A T T A AC T TGG A ACCACG T GC  40279
G T A CCGCCCC G T CCCGGACC GT CGCA AGGA A A A C T A T A A C CGA A A T CC T T T T T A T C TGGC A T T A AC T TGG A ACCACG T GC  40487
G T A CCGCC T C G T CCCGGACC GT CGCA AGGA A A A C T A T A A C CGA A A T CC T T T T T A T C TGGC A T T A AC T TGG A ACCACG T GC  41113

A T C T A A AGCA CCC T T T A C T A AGA T CA A T G T AGT T GT A TG T A A ACCA AGAG CA A T AGCA T G A TGA ACCA AG A AGT C T CCAG  40602

42.100 42.120 42.140 42.160

A T C T A A AGCA CCC T T T A C T A AGA T CA A T G T AGT T GT A TG T A A ACCA AGAG CA A T AGCA T G A TGA ACCA AG A AGT C T CCAG  40243
A T C T A A AGCA CCC T T T A C T A AGA T CA A T G T AGT T GT A TG T A A ACCA AGAG CA A T AGCA T G A TGA ACCA AG A AGT C T CCAG  40359
A T C T A A AGCA CCC T T T A C T A AGA T CA A T G T AGT T GT A TG T A A ACCA AGAG CA A T AGCA T G A TGA ACCA AG A AGT C T CCAG  40567
A T C T A A AGCA CCC T T T A C T A AGA T CA A T G T AGT T GT A TG T A A ACCA AGAG CA A T AGCA T G A TGA ACCA AG A AGT C T CCAG  41193

GACC T A T TG T T A AGA A T AGA GA A T T AC T A T T C T CA T T A A T AGCA T T T A AC CAGCCAGGCA ACCA T A T GC T T CGA CCCGCA  40682

42.180 42.200 42.220 42.240

GACC T A T TG T T A AGA A T AGA GA A T T AC T A T T C T CA T T A A T AGCA T T T A AC CAGCCAGGCA ACCA T A T GC T T CGA CCCGCA  40323
GACC T A T TG T T A AGA A T AGA GA A T T AC T A T T C T CA T T A A T AGCA T T T A AC CAGCCAGGCA ACCA T A T GC T T CGA CCCGCA  40439
GACC T A T TG T T A AGA A T AGA GA A T T AC T A T T C T CA T T A A T AGCA T T T A AC CAGCCAGGCA ACCA T A T GC T T CGA CCCGCA  40647
GACC T A T TG T T A AGA A T AGA GA A T T AC T A T T C T CA T T A A T AGCA T T T A AC CAGCCAGGCA ACCA T A T GC T T CGA CCCGCA  41273

T TGA A T GC T G GGCCA T T CGT TGA AGA T A A A AGT ACA T CGA A T CCA T A T GA AG T T T T ACCA T GAGCAGA T T G T A T CCA T TG  40762

42.260 42.280 42.300 42.320

T TGA A T GC T G GGCCA T T CGT TGA AGA T A A A AGT ACA T CGA A T CCA T A T GA AG T T T T ACCA T GAGCAGA T T G T A T CCA T TG  40403
T TGA A T GC T G GGCCA T T CGT TGA AGA T A A A AGT ACA T CGA A T CCA T A T GA AG T T T T ACCA T GAGCAGA T T G T A T CCA T TG  40519
T TGA A T GC T G GGCCA T T CGT TGA AGA T A A A AGT ACA T CGA A T CCA T A T GA AG T T T T ACCA T GAGCAGA T T G T A T CCA T TG  40727
T TGA A T GC T G GGCCA T T CGT TGA AGA T A A A AGT ACA T CGA A T CCA T A T GA AG T T T T ACCA T GAGCAGA T T G T A T CCA T TG  41353

GGCA A A T A T C GG T T CGA T CA AGA T T T GT T T C T CCGGAGT A CCA A A AGCA A GCA TGACA T C A T T A TGA ACA T A A AG T CCCA  40842

42.340 42.360 42.380 42.400

GGCA A A T A T C GG T T CGA T CA AGA T T T GT T T C T CCGGAGT A CCA A A AGCA A GCA TGACA T C A T T A TGA ACA T A A AG T CCCA  40483
GGCA A A T A T C GG T T CGA T CA AGA T T T GT T T C T CCGGAGT A CCA A A AGCA A GCA TGACA T C A T T A TGA ACA T A A AG T CCCA  40599
GGCA A A T A T C GG T T CGA T CA AGA T T T GT T T C T CCGGAGT A CCA A A AGCA A GCA TGACA T C A T T A TGA ACA T A A AG T CCCA  40807
GGCA A A T A T C GG T T CGA T CA AGA T T T GT T T C T CCGGAGT A CCA A A AGCA A GCA TGACA T C A T T A TGA ACA T A A AG T CCCA  41433

A AG T A T GGA A CCCCAGA A AC A AGC T GGCCC A AC T T A A A T G GGA T A TGA T A GC T T CC T T A T GGT C T A ACA T T C T T GCCA A T  40922

42.420 42.440 42.460 42.480

A AG T A T GGA A CCCCAGA A AC AGGC T GGCCC A AC T T A A A T G GGA T A TGA T A GC T T CC T T A T GGT C T A ACA T T C T T GCCA A T  40563
A AG T A T GGA A CCCCAGA A AG AGGC T GGCCC A AC T T A A A T G GGA T A TGA T A GC T T CC T T A T GGT C T A ACA T T C T T GCCA A T  40679
A AG T A T GGA A CCCCAGA A AC AGGC T GGCCC A AC T T A A A T G GGA T A TGA T A GC T T CC T T A T GGT C T A ACA T T C T T GCCA A T  40887
A AG T A T GGA A CCCCAGA A A A AGGC T GGCCC A AC T T A A A T G GGA T A TGA T A GC T T CC T T A T GGT C T A ACA T T C T T GCCA A T  41513

ACA T T A T CC T CA T T T TG T T C CGGA T T GT A A T C T C T A A T A A A A A AGA T AGC T CCA T GAGCA A A AGC T CC T G T CA T GA T GA A  41002

42.500 42.520 42.540 42.560

ACA T T A T CC T CA T T C TG T T C CGGA T T GT A A T C T C T A A T A A A A A AGA T AGC T CCA T GAGCA A A AGC T CC T G T CA T GA T GA A  40643
ACA T T A T CC T CA T T C TG T T C CGGA T T GT A A T C T C T A A T A A A A A AGA T AGC T CCA T GAGCA A A AGC T CC T G T CA T GA T GA A  40759
ACA T T A T CC T CA T T C TG T T C CGGA T T GT A A T C T C T A A T A A A A A AGA T AGC T CCA T GAGCA A A AGC T CC T G T CA T GA T GA A  40967
ACA T T A T CC T CA T T C TG T T C CGGA T T GT A A T C T C T A A T A A A A A A T A T AGC T CCA T GAGCA A A AGC T CC T G T CA T GA T GA A  41593
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T CC T GCGA T G T A T T GGT GA T GAG T A T A T A A CGCAGC T TGA G T AG T A A A A T C T T GCGC T A T GA A T GCA T A A GCAGG T A A AG  41082

42.580 42.600 42.620 42.640

T CC T GCGA T G T A T T GGT GA T GAG T A T A T A A CGCAGC T TGA G T AG T A A A A T C T T GCGC T A T GA A T GCA T A A GCAGG T A A AG  40723
T CC T GCGA T G T A T T GGT GA T GAG T A T A T A A CGCAGC T TGA G T AG T A A A A T C T T GCGC T A T GA A T GCA T A A GCAGG T A A AG  40839
T CC T GCGA T G T A T T GGT GA T GAG T A T A T A A CGCGGC T TGA G T AG T A A A A T C T T GCGC T A T GA A T GCA T A A GCAGG T A A AG  41047
T CC T GCGA T G T A T T GGT GA T GAG T A T A T A A CGCAGC T TGA G T AG T A A A A T C T T GCGC T A T GA A T GCA T A A GCAGG T A A AG  41673

AGT ACA T GT G T T GAGC T ACC A AGGA AGT A A T A A CCCC T A A AGAGGC T AGA GCA AGGCC T A A T T GA A A A T G A AGCGA A T T A  41162

42.660 42.680 42.700 42.720

AGT ACA T GT G T T GAGC T ACC A AGGA AGT A A T A A CCCC T A A AGAGGC T AGA GCA AGGCC T A A T T GA A A A T G A AGCGA A T T A  40803
AGT ACA T GT G T T GAGC T ACC A AGGA AGT A A T A A CCCC T A A AGAGGC T AGA GCA AGGCC T A A T T GA A A A T G A AGCGA A T T A  40919
AGT ACA T GT G T T GAGC T ACC A AGGA AGT A A T A A CCCC T A A AGAGGC T AGA GCA AGGCC T A A T T GA A A A T G A AGCGA A T T A  41127
AGT ACA T GT G T T GAGC T ACC A AGGA AGT A A T A A CCCC T A A AGAGGC T AGA GCA AGGCC T A A T T GA A A A T G A AGCGA A T T A  41753

T TGA T T G TG T CA T A A AGACC C T T A T GCCCG CGCCCCA A T C G T CC T CCCGG AGGA A T A T G T GC T T C T A A A A GA T C T T T T A T  41242

42.740 42.760 42.780 42.800

T TGA T T G TG T CA T A A AGACC C T T A T GCCCG CGCCCCA A T C G T CC T CCCGG AGGA A T A T G T GC T T C T A A A A GA T C T T T T A T  40883
T TGA T T G TG T CA T A A AGACC C T T A T GCCCG CGCCCCA A T C G T CC T CCCGG AGGA A T A T G T GC T T C T A A A A GA T C T T T T A T  40999
T TGA T T G TG T CA T A A AGACC C T T A T GCCCG CGCCCCA A T C G T CC T CCCGG AGGA A T A T G T GC T T C T A A A A GA T C T T T T A T  41207
T TGA T T G TG T CA T A A AGACC C T T A T GCCCG CGCCCCA A T C G T CC T CCCGG AGGA A T A T G T GC T T C T A A A A GA T C T T T T A T  41833

AC T G TGCCCA A T CCCA A A A T T AG T T C T A T A CA T A TGACCA GCA A CGAGA A A A A T A A A T GC A A T AGC T A A A T GA T GA T GAG  41322

42.820 42.840 42.860 42.880

AC T G TGCCCA A T CCCA A A A T T AG T T C T A T A CA T A TGACCA GCA A CGAGA A A A A T A A A T GC A A T AGC T A A A T GA T GA T GAG  40963
AC T G TGCCCA A T CCCA A A A T T AG T T C T A T A CA T A TGACCA GCA A CGAGA A A A A T A A A T GC A A T AGC T A A A T GA T GA T GAG  41079
AC T G TGCCCA A T CCCA A A A T T AG T T C T A T A CA T A TGACCA GCA A CGAGA A A A A T A A A T GC A A T AGC T A A A T GA T GA T GAG  41287
AC T G TGCCCA A T CCCGA A A T T AG T T C T A T A CA T A TGACCA GCA A CGAGA A A A A T A A A T GC A A T AGC T A A A T GA T GA T GAG  41913

CA A T A T CGG T CAGCCA T A A A C T T TGCGT T T G TGGA T GGA A T CCCCCGAGA AGGGT T AGA A T AGCAG T T CC T GA T CC T T GG  41402

42.900 42.920 42.940 42.960

CA A T A T CGG T CAGCCA T A A A C T T TGCGT T T G TGGA T GGA A T CCCCCGAGA AGGGT T AGA A T AGCAG T T CC T GA T CC T T GG  41043
CA A T A T CGG T CAGCCA T A A A C T T TGCGT T T G TGGA T GGA A T CCCCCGAGA AGGGT T AGA A T AGCAG T T CC T GA T CC T T GG  41159
CA A T A T CGG T CAGCCA T A A A C T T TG T GT T T G TGGA T GGA A T CCCCCGAGA AGGGT T AGA A T AGCAG T T CC T GA T CC T T GG  41367
CA A T A T CGG T CAGCCA T A A A C T T TGGGT T T G TGGA T GGA A T CCCCCGAGA AGCGT T AGA A T GGCAG T T CC T GA T CC T T GG  41993

GGGG T A CCA A A T A A A TGAC T AC T TGA A T CG GGG T T T T GAG CA T A A AGA T T CCAC T GACC T G T A A A A AGT G GGCC T A A CCC  41482

42.980 43.000 43.020 43.040

GGGG T A CCA A A T A A A TGAC T AC T TGA A T CG GGG T T T T GAG CA T A A AGA T T CCAC T GACC T G T A A A A AGT G GGCC T A A CCC  41123
GGGG T A CCA A A T A A A TGAC T AC T TGA A T CG GGG T T T T GAG CA T A A AGA T T CCAC T GACC T G T A A A A AGT G GGCC T A A CCC  41239
GGGG T A CCA A A T A A A TGAC T AC T TGA A T CG GGG T T T T GAG CA T A A AGA T T CCAC T GACC T G T A A A A AGT G GGCC T A A CCC  41447
GGGG T A CCA A A T A A A TGAC T AC T TGA A T CG GGG T T T T GAG CA T A A AGA T T CCAC T GGCC T G T A A A A AGT G GGCC T A A CCC  42073

T TGGGGA TGC GGCA A T A CA T C T A AGA A A T T A T T CCA T CGA A CA T A T T CCC CCC TGGA T CC AGGA A T AGCG A CA T G T A C T A  41562

43.060 43.080 43.100 43.120

T TGGGGA TGC GGCA A T A CA T C T AGGA A A T T A T T CCA T CGA A CA T A T T CCC CCC TGGA T CC AGGA A T AGCG A CA T G T A C T A  41203
T TGGGGA TGC GGCA A T A CA T C T A AGA A A T T A T T CCA T C T A A CA T A T T CCC CCC TGGA T CC AGGA A T AGCG A CA T G T A C T A  41319
T TGGGGA TGC GGCA A T A CA T C T A AGA A A T T A T T CCA T CGA A CA T A T T CCC CCC TGGA T CC AGGA A T AGCG A CA T G T A C T A  41527
T TGGGGA TGC GGCA A T A CA T C T A AGA A A T T A T T CCA T CGA A CA T A T T CCC CCC TGGA T CC AGGA A T AGCA A CA T G T A C T A  42153

A A T GCCC TG T CCA AGCCA AG GA AC T T AC T C CGA ACAG T CC T GACA A A T GA TGA T T GAGAC GAGA T T CGGC A T T T T TGA AC  41642

43.140 43.160 43.180 43.200

A A T GCCC TG T CCA AGCCA AG GA AC T T AC T C CGA ACA A T CC T GACA A A T GA TGA T T GAGAC GAGA T T CGGC A T T T T TGA AC  41283
A A T GCCC TG T CCA AGCCA AG GA AC T T AC T C CGA ACAG T CC T GACA A A T GA TGA T T GAGAC GAGA T T CGGC A T T T T TGA AC  41399
A A T GCCC TG T CCA AGCCA AG GA AC T T AC T C CGA ACAG T CC T GACA A A T GA TGA T T GAGAC GAGA T T CGGC A T T T T TGA AC  41607
A A T GCCC TG T CCA AGCCA AG GA AC T T AC T C CGA ACAG T CC T GACA A A T GA TGA T T GAGAC GAGA T T CGGC A T T T T TGA AC  42233

CACGA A ACGC T CGG T T T CCA T T T CGG T T G T AGG T GT A ACC A ACCCGC T A T T A AGGA T A T G GCAGA A AGA A A T A A T AGA A A  41722

43.220 43.240 43.260 43.280

CACGA A ACGC T CGG T T T CCA T T T CGG T T G T AGG T GT A ACC A ACCCGC T A T T A AGGA T A T G GCAGA A AGA A A T A A T AGA A A  41363
CACGA A ACGC T CGG T T T CCA T T T CGG T T G T AGG T GT A ACC A ACCCGC T A T T A AGGA T A T G GCAGA A AGA A A T A A T AGA A A  41479
CACGA A ACGC T CGG T T T CCA T T T CGG T T G T AGG T GT A ACC A ACCCGC T A T T A AGGA T A T G GCAGA A AGA A A T A A T AGA A A  41687
CACGA A ACGC T CGG T T T CCA T T T CGG T T G T AGG T GT A ACC A ACCCGC T A T T A AGGA T A T G GCAGA A AGA A A T A A T AGA A A  42313

A AGAGC T CCA G T A T A A AGA T CC T CA T T AG T GCG T A A ACCG A T TG T A T ACC ACCAC T GA T A A ACACCAGA A T A AGCGA T A T  41802

43.300 43.320 43.340 43.360

A AGAGC T CCA G T A T A A AGA T CC T CA T T AG T GCG T A A ACCG A T TG T A T ACC ACCAC T GA T A A ACACCAGA A T A AGCGA T A T  41443
A AGAGC T CCA G T A T A A AGA T CC T CA T T AG T GCG T A A ACCG A T TG T A T ACC ACCAC T GA T A A ACACCAGA A T A AGCGA T A T  41559
A AGAGC T CCA G T A T A A AGA T CC T CA T T AG T GCG T A A ACCG A T TG T A T ACC ACCAC T GA T A A ACACCAGA A T A AGCGA T A T  41767
A AGAGC T CCA G T A T A A AGA T CC T CA T T AG T GCG T A A ACCG A T TG T A T ACC ACCAC T GA T A A ACACCAGA A T A AGCGA T A T  42393

T CA C TGGGCC A AGAGCA CC T CC T CGAGA A A A AGC T T CCA C GGCCGGT T GA CCA A A A TGAG GA T CCCA A A T T GCA T GAGCA  41882

43.380 43.400 43.420 43.440

T CA C TGGGCC A AGAGCA CC T CC T CGAGA A A A AGC T T CCA C GGCCGGT T GA CCA A A A TGAG GA T CCCA A A T T GCA T GAGCA  41523
T CA C TGGGCC A AGAGCA CC T CC T CGAGA A A A AGC T T CCA C GGCCGGT T GA CCA A A A TGAG GA T CCCA A A T CGCA T GAGCA  41639
T CA C TGGGCC A AGAGCA CC T CC T CGAGA A A A AGC T T CCA C GGCCGGT T GA CCA A A A TGAG GA T CCCA A A T T GCA T GAGCA  41847
T CA C TGGGCC GAGAGCA CC T CC T CGAGA A A A AGC T T CCA C GGCCGGT T GA CCA A A A TGAG GA T CCCA A A T T GCA T GAGCA  42473

A T AGGT C T T A CA TG T A A AGG GT CC T G T A CC CA T GCC T CA A A A T T T CC T TG CCA AGC T A CA T GA A AGAGA T T T CCGGA AGT  41962

43.460 43.480 43.500 43.520

A T AGGT C T T A CA TG T A A AGG GT CC T G T A CC CA T GCC T CA A A A T T T CC T TG CCA AGC T A CA T GA A AGAGA T T T CCGGA AGT  41603
A T AGGT C T T A CA TG T A A AGG GT CC T G T A CC CA T GCC T CA A A A T T T CC T TG CCA AGC T A CA T GA A AGAGA T T T CCGGA AGT  41719
A T AGGT C T T A CA TG T A A AGG GT CC T G T A CC CA T GCC T CA A A A T T T CC T TG CCA AGC T A CA T GA A AGAGA T T T CCGGA AGT  41927
A T AGGT C T T A CA TG T A A AGG GT CC T G T A CC CA T GCC T CA A A A T T T CC T TG CCA AGC T A CA T GA A AGAGA T T T CCGGA AGT  42553

CCA CAGA A A A A T T A T TGC T A A T T GCCCGA A G TGAGA AGCA A A A A T A T T C T GA T A A AGA CG T T CC T CAGT A A T A T CA T CA T  42042

43.540 43.560 43.580 43.600

CCA CAGA A A A A T T A T TGC T A A T T GCCCGA A G TGAGA AGCA A A A A T A T T C T GA T A A AGA CG T T CC T CAGT A A T A T CA T CA T  41683
CCA CAGA A A A A T T A T TGC T A A T T GCCCGA A G TGAGA AGCA A A A A T A T T C T GA T A A AGA CG T T CC T CAGT A A T A T CA T CA T  41799
CCA CAGA A A A A T T A T TGC T A A T T GCCCGA A G TGAGA AGCA A A A A T A T T C T GA T A A AGA CG T T CC T CAGT A A T A T CA T CA T  42007
CCA CAGA A A A A T T A T TGC T A A T T GCCCGA A G TGAGA AGCA A A A A T A T T C T GA T A A AGA CG T T CC T CAGT A A T A T CA T CA T  42633

GAC T C T CA A A G T CA T GT GCG GT AGCA A T AC CA A ACCA A A T A CGA CGAG T A GT GGGG T CC T GCGC T A AGCC T T GGC T A A AC  42122

43.620 43.640 43.660 43.680

GAC T C T CA A A G T CA T GT GCG GT AGCA A T AC CA A ACCA A A T A CGA CGAG T A GT GGGG T CC T GCGC T A AGCC T T GGC T A A AC  41763
GAC T C T CA A A G T CA T GT GCG GT AGCA A T AC CA A ACCA A A T A CGA CGAG T A GT GGGG T CC T GCGC T A AGCC T T GGC T A A AC  41879
GAC T C T CA A A G T CA T GT GCG GT AGCA A T AC CA A ACCA A A T A CGA CGAG T A GT GGGG T CC T GCGC T A AGCC T T GGC T A A AC  42087
GAC T C T CA A A G T CA T GT GCG GT AGCA A T AC CA A ACCA A A T A CGA CGAG T A GT GGGG T CC T GCGC T A AGCC T T GGC T A A AC  42713
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C T T GGA A A T C T T A A T GCCA T A A T GCC T T T C A A A T CC T CC T AGCCA T T A T C C T AC T GCA A T A A T T C T T GC T A AGA AGA ACG  42202

43.700 43.720 43.740 43.760

C T T GGA A A T C T T A A T GCCA T A A T ACC T T T C A A A T CC T CC T AGCCA T T A T C C T AC T GCA A T A A T T C T T GC T A AGA A A A ACG  41843
C T T GGA A A T C T T A A T GCCA T A A T GCC T T T C A A A T CC T CC T AGCCA T T A T C C T AC T GCA A T A A T T C T T GC T A AGA AGA ACG  41959
C T T GGA A A T C T T A A T GCCA T A A T GCC T T T C A A A T CC T CC T AGCCA T T AGC C T AC T GCA A T A A T T C T T GC T A AGA AGA ACG  42167
C T T GGA A A T C T T A A T GCCA T A A T GCC T T T C A A A T CC T CC T AGCCA T T A T C C T AC T GCA A T A A T T C T T GC T A AGA AGA ACG  42793

CCCA TG T TG T GGCA A T T CCA CCCAGA AGG T A A T GGG T T A C T CC T ACAGCA CG T CC T TG T A CA A T GC T CA A GGC T C T AGGC  42282

43.780 43.800 43.820 43.840

CCCA TG T TG T GGCA A T T CCA CCCAGA AGG T A A T GGG T T A T T CC T ACAGCA CG T CC T TG T A CA A T GC T CA A GGC T C T AGGC  41923
CCCA TG T TG T GGCA A T T CCA CCCAGA AGG T A A T GGG T T A C T CC T ACAGCA CG T CC T TG T A CA A T GC T CA A GGC T C T AGGC  42039
CCCA TG T TG T GGCA A T T CCA CCCAGA AGG T A A T GGG T T A C T CC T ACAGCA CG T CC T TG T A CA A T GC T CA A GGC T C T AGGC  42247
CCCA TG T TG T GGCA A T T CCA CCCAGCAGG T A A T GGG T T A C T CC T ACAGCA CG T CC T TG T A CA A T GC T CA A GGC T C T AGGC  42873

T GAG T AGCAG GAGCA AC T T T T A A T T T A T T A T GAGCCCA A A CGA T GGA T T C A A T A AG T T C T T GCCA A T A A C CACGCCCGC T  42362

43.860 43.880 43.900 43.920

T GAG T AGCAG GAGCA AC T T T T A A T T T A T T A T GAGCCCA A A CGA T GGA T T C A A T A AG T T C T T GCCA A T A A C CACGCCCGC T  42003
T GAG T AGCAG GAGCA AC T T T T A A T T T A T T A T GAGCCCA A A CGA T GGA T T C A A T A AG T T C T T GCCA A T A A C CACGCCCGC T  42119
T GAG T AGCAG GAGCA AC T T T T A A T T T A T T A T GAGCCCA A A CGA T GGA T T C A A T A AG T T C T T GCCA A T A A C CACGCCCGC T  42327
T GAG T AGCAG GAGCA AC T T T T A A T T T A T T A T GAGCCCA A A CGA T GGA T T C A A T A AG T T C T T GCCA A T A A C CACGCCCGC T  42953

GA A T AGA A A C A T T A A AC T A A A AGCCCA T AC A A A A TGAGCA CC T AGGA A A A A A AGGCCA T A T GCAGA T A A T GA AGA ACCA T  42442

43.940 43.960 43.980 44.000

GA A T AGA A A C A T T A A AC T A A A AGCCCA T AC A A A A TGAGCA CC T AGGA A A A A A AGGCCA T A T GCAGA T A A T GA AGA ACCA T  42083
GA A T AGA A A C A T T A A AC T A A A AGCCCA T AC A A A A TGAGCA CC T AGGA A A A A A AGGCCA T A T GCAGA T A A T GA AGA ACCA T  42199
GA A T AGA A A C A T T A A AC T A A A AGCCCA T AC A A A A TGAGCA CC T AGGA A A A A A AGGCCA T A T GCAGA T A A T GA AGA ACCA T  42407
GA A T AGA A A C A T T A A AC T A A A AGCCCA T AC A A A A TGAGCA CC T AGGA A A A A A AGGCCA T A T GCAGA T A A T GA AGA ACCA T  43033

A AGAC T GA A T T ACC T GGGAC GCC TG T GCCC A T A A A A A A T C GCGT AGCCAC CCA T T A A T CG T A A T GGA AC T C T GCGCA A AG  42522

44.020 44.040 44.060 44.080

A AGAC T GA A T T ACC T GGGA T GCC TG T GCCC A T A A A A A A T C GCGT AGCCAC CCA T T A A T CG T A A T GGA AC T C T GCGCA A AG  42163
A AGAC T GA A T T ACC T GGGAC GCC TG T GCCC A T A A A A A A T C GCGT AGCCAC CCA T T A A T CG T A A T GGA AC T C T GCGCA A AG  42279
A AGAC T GA A T T ACC T GGGAC GCC TG T GCCC A T A A A A A A T C GCGT AGCCAC CCA T T A A T CG T A A T GGA AC T C T GCGCA A AG  42487
A AGAC T GA A T T ACC T GGGAC GCC TG T GCCC A T A A A A A A T C GCGGAGCCAC CCA T T A A T CG T A A T GGA AC T C T GCGCA A AG  43113

T T T CC T CC T G T A A T A TGAGT T A CCA CCCC T T GA T CGC T T A T AC T ACCCCA A A CA T C TGAC T GCA T T T T CC A AC T GA A A TG  42602

44.100 44.120 44.140 44.160

T T T CC T CC T G T A A T A TGAGT T A CCA CCCC T T GA T CGC T T A T AC T ACCCCA A A CA T C TGAC T GCA T T T T CC A AC T GA A A TG  42243
T T T CC T CC T G T A A T A TGAGT T A CCA CCCC T T GA T CGC T T A T AC T ACCCCA A A CA T C TGAC T GCA T T T T CC A AC T GA A A TG  42359
T T T CC T CC T G T A A T A TGAGT T A CCA CCCC T T GA T CGC T T A T AC T ACCCCA A A CA T C TGAC T GCA T T T T CC A AC T GA A A TG  42567
T T T CC T CC T G T A A T A TGAGT T A CCA CCCC T T GA T CGC T T A T AC T ACCCCA A A CA T C TGAC T GCA T T T T CC A AC T GA A A TG  43193

GA A T A T T AC T A CCGA A A T TG CA T TG T ACA T CCAGA A T AG T CC T A AGA AGA CA T GA T CCCA AGCGGA T AC T T GACA TG T CC  42682

44.180 44.200 44.220 44.240

GA A T A T T AC T A CCGA A A T TG CA T TG T ACA T CCAGA A T AG T CC T A AGA AGA CA T GA T CCCA AGCGGA T AC T T GACA TG T CC  42323
GA A T A T T AC T A CCGA A A T TG CA T TG T ACA T CCAGA A T AG T CC T A AGA AGA CA T GA T CCCA AGCGGA T AC T T GACA TG T CC  42439
GA A T A T T AC T A CCGA A A T TG CA T TG T ACA T CCAGA A T AG T CC T A AGA AGA CA T GA T CCCA AGCGGA T AC T T GACA TG T CC  42647
GA A T A T T AC T A T CGA A A T TG CA T TG T ACA T CCAGA A T AG T CC T A AGA AGA CA T GA T CCCA AGCGGA T AC T T GACA TG T CC  43273

CCCC T C T T CC AGGA CCA T CA CA AGGGA A AC GA A ACCCA AG A T T T GC T T T A T CCGG T A T CA A ACGCGAGC T A CGAGCA A A T  42762

44.260 44.280 44.300 44.320

CCCC T C T T CC AGGCCCA T CA CA AGGGA A AC GA A ACCCA AG A T T T GC T T T A T C T GG T A T CA ACCGCGAGC T A CGAGCA A A T  42403
CCCC T C T T CC AGGCCCA T CA CA AGGGA A AC GA A ACCCA AG A T T T GC T T T A T CCGG T A T CA A ACGCGAGC T A CGAGCA A A T  42519
CCCC T C T T CC AGGCCCA T CA CA AGGGA A AC GA A ACCCA AG A T T T GC T T T A T CCGG T A T CA A ACGCGAGC T A CGAGCA A A T  42727
CCCC T C T T CC AGGA CCA T CA CA AGGGA A AC GA A ACCCA AG A T T T GC T T T A T CCGG T A T CA A ACG TGAGC T A CGAGCA A A T  43353

AGA AC T CC T T T CAGGAG T A T CA A T A CCG T C ACA T GA A T CG T A A A T GCA TG A A T GT GA T G T ACCA A A A A A T C T GCGGT T CC  42842

44.340 44.360 44.380 44.400

AGA AC T CC T T T CAGGAG T A T CA A T A CCG T C ACA T GA A T CG T A A A T GCA TG A A T GT GA T G T ACCA A A A A A T C T GCGGT T CC  42483
AGA AC T CC T T T CAGGAG T A T CA A T A CCG T C ACA T GA A T CG T A A A T GCA TG A A T GT GA T G T ACCA A A A A A T C T GCGGT T CC  42599
AGA AC T CC T T T CAGGAG T A T CA A T A CCG T C ACA T GA A T CG T A A A T GCA TG A A T GT GA T G T ACCA A A A A A T C T GCGGT T CC  42807
AGA ACGCC T T T CAGGAG T A T CA A T A CCG T C ACA T GA A T CG T A A A T GCA TG A A T GT GA T G T ACCA A A A A A T CCGCGGT T CC  43433

T A A T GGA A T A GG T A ACA A AG CA AC T T TGCC ACCCAC T GCC A C T A A A T CAC CA CCCCCCCA AGT CA A AC T G G T GC T TGC T C  42922

44.420 44.440 44.460 44.480

T A A T GGA A T A GG T A ACA A AG CA AC T T TGCC CCCCAC T GCC A C T A A A T CAC CA CCCCCCCA AGT CA A AC T G G T GC T TGC TG  42563
T A A T GGA A T A GG T A ACA A AG CA AC T T TGCC ACCCAC T GCC A C T A A A T CAC CA CCCCCCCA AGT CA A AC T G G T GC T TGC TG  42679
T A A T GGA A T A GG T A ACA A AG C T AC T T TGCC ACCCAC T GCC A C T A A A T CAC CA CCCCCCCA AGT CA A AC T G G T GC T TGC TG  42887
T A A T GGA A T A GG T A ACA A AG CA AC T T TGCC ACCCAC T GCC A C T A A A T CGG CA CCCCCCCA AGT CA A AC T A G T GC T TGC TG  43513

T TGCACCAGG GGCCG T T CCA CCAGGCGC T A AGGCGT GGG T G T T T T GT A T C CA T TGAGCA A AGA CAGG T T G T A A T T GT A T C  43002

44.500 44.520 44.540 44.560

T TGCACCAGG GGCCG T T CCA CCAGGCGC T A AGGCGT GGG T G T T T T GT A T C CA T TGAGCA A AGA CAGG T T G T A A T T GT A T C  42643
T TGCACCAGG GGCCG T T CCA CCAGGCGC T A AGGCGT GGG T G T T T T GT A T C CA T TGAGCA A AGA CAGG T T G T A A T T GT A T C  42759
T T CCACCAGG GGCCG T T CCA CCAGGCGC T A AGGCGT GGG T G T T T T GT A T C CA T TGAGCA A AGA CAGG T T G T A A T T GT A T C  42967
T TGCACCAGG GGCCG T T CCA CCAGGCGC T A AGGCGT GGG T G T T T T GT A T C CA T TGAGCA A AGA CAGG T T G T A A T T GT A T C  43593

GCGG T A T C T G A A A A CA T A T C T T G TGGACG T CC T A A AGCA C T CA T GGT A T C A T T A T GA A T A T ACA A A CCA A A AC T G TGA A A  43082

44.580 44.600 44.620 44.640

GCGG T A T C T G A A A A CA T A T C T T G TGGACG T CC T A A AGCA C T CA T GGT A T C A T T A T GA A T A T ACA A A CCA A A AC T G TGA A A  42723
GCGG T A T C T G A A A A CA T A T C T T G TGGACG T CC T A A AGCA C T CA T GGT A T C A T T A T GA A T A T ACA A A CCA A A AC T G TGA A A  42839
GCGG T A T C T G A A A A CA T A T C T T G TGGACG T CC T A A AGCA C T CA T GGT A T C A T T A T GA A T A T ACA A A CCA A A AC T G TGA A A  43047
GCGG T A T C T G A A A A CA T A T C T T G TGGACG T CC T A A AGCA C T CA T GGT A T C A T T A T GA A T A T ACA A A CCA A A AC T G TGA A A  43673

T CC T AGA A A T A T ACA T A CCC AG T TGAGA T G T GA T A T GA T T GCA T CGCGA T GCC T A AGGAC ACGG T C T A A T A A A T CGT T GT  43162

44.660 44.680 44.700 44.720

T CC T AGA A A T A T ACA T A CCC AG T TGAGA T G T GA T A T GA T T GCA T CGCGA T GCC T A AGGAC ACGG T C T A A T A A A T CGT T GT  42803
T CC T AGA A A T A T ACA T A CCC AG T TGAGA T G T GA T A T GA T T GCA T CGCGA T GCC T A AGGAC ACGG T C T A A T A A A T CGT T GT  42919
T CC T AGA A A T A T ACA T A CCC AG T TGAGA T G T GA T A T GA T T GCA T CGCGA T GCC T A AGGAC ACGG T C T A A T A A A T CGT T GT  43127
T CC T AGA A A T A T ACA T A CCC AG T TGAGA T G T GA T A T GA T T GCA T CGCGA T GCC T A AGGAC ACGA T C T A A T AGA T CGT T GT  43753

A T CGAG T AG T T GGA T CA T AG T C T C T T ACCA T A A A A A T GGC T GCA T GCGCA GCAGCACCA A CGA T GAGA A A T CCA CCA A T C  43242

44.740 44.760 44.780 44.800

A T CGAG T AG T T GGA T CA T AG T C T C T T ACCA T A A A A A T GGC T GCA T GCGCA GCAGCACCA A CGA T GAGA A A T CCA CCA A T C  42883
A T CGAG T AG T T GGA T CA T AG T C T C T T ACCA T A A A A A T GGC T GCA T GCGCA GCAGCACCA A CA A T GAGA A A T CCA CCA A T C  42999
A T CGAG T AG T T GGA T CA T AG T C T C T T ACCA T A A A A A T GGC T GCA T GCGCA GCAGCACCA A CGA T GAGA A A T CCA CCA A T C  43207
A T CGAG T AG T T GGA T CA T AG T C T C T T ACCA T A A A A A T GGC T GCA T GCGCA GCAGCACCA A CGA T GAGA A A T CCA CCA A T C  43833
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CACA TG T GA T G T GT GA A CA A TGACAG T T G T G T A CCA T AG T CAGT AGC T AG A T A TGGA T A A GGGGGCA TGG A A T A CA T A TG  43322

44.820 44.840 44.860 44.880

CACA TG T GA T G T GT GA A CA A TGACAG T T G T G T A CCA T AG T CAGT AGC T AG A T A TGGA T A A GGGGGCA TGG A A T A CA T A TG  42963
CACA TG T GA T G T GT GA A CA A TGACAG T T G T G T A CCA T AG T CAGT AGC T AG A T A TGGA T A A GGGGGCA TGG A A T A CA T A TG  43079
CACA TG T GA T G T GT GA A CA A TGACAG T T G T G T A CCA T AG T CAGT AGC T A T A T A TGGA T A A GGGGGCA TGG A A T A CA T A TG  43287
CACA TG T GA T G T GT GA A CA A TGACA A T T G T G T A CCG T AG T CAGT AGC T AG A T A TGGA T A A GGGGGCA TGG A A T A CA T A TG  43913

A TGAGC T ACA A CA A T GG T T A A AGA T CC T A A CA T AGC T AGG T T A AGAGA T A A T T GAGCA T G CCA T GA CGT T G T T AGGA T C T  43402

44.900 44.920 44.940 44.960

A TGAGC T ACA A CA A T GG T T A A AGA T CC T A A CA T AGC T AGG T T A AGAGA T A A T T GAGCA T G CCA T GA CGT T G T T AGGA T C T  43043
A TGAGC T ACA A CA A T GG T T A A AGA T CC T A A CA T AGC T AGG T T A AGAGA T A A T T GAGCA T G CCA T GA CGT T G T T AGGA T C T  43159
A TGAGC T ACA A CA A T GG T T A A AGA T CC T A A CA T AGC T AGG T T A AGAGA T A A T T GAGCA T G CCA T GA CGT T G T T AGGA T C T  43367
A TGAGC T AC T A CA A T GG T T A A AGA T CC T A A CA T AGC T AGG T T A AGAGA T A A T T GAGCA T G CCA T GA CGT C G T T AGGA T C T  43993

CA T A T AG T CC T T T A T GGCCC TGACC T GT A A A TGGACC T T T A T GAGCC T C T A A A A T A T C T T T T AGACCA T G A CCA A T T CCC  43482

44.980 45.000 45.020 45.040

CA T A T AG T CC T T T A T GGCCC TGACC T GT A A A TGGACC T T T A T GAGCC T C T A A A A T A T C T T T T AGACCA T G A CCA A T T CCC  43123
CA T A T AG T CC T T T A T GGCCC TGACC T GT A A A TGGACC T T T A T GAGCC T C T A A A A T A T C T T T T AGACCA T G A CCA A T T CCC  43239
CA T A T AG T CC T T T A T GGCCC TGACC T GT A A A TGGACC T T T A T GAGCC T C T A A A A T A T C T T T T AGACCA T G A CCA A T T CCC  43447
CA T A T AG T CC T T T A T GA CCC TGACC T GT A A A TGGACC T T T A T GAGCC T C T A A A A T A T C T T T T AGACCA T G A CCA A T T CCC  44073

CAG T TGG T CC T A T A CA T G TG ACCCGC T A T C AGGA A A AGA A T T GCA A T AGC T A A A T GA T GG T GT GCA A T A T CGGT CAGCCA  43562

45.060 45.080 45.100 45.120

CAG T TGG T CC T A T A CA T G TG ACCCGC T A T C AGGA A A AGA A T T GCA A T AGC T A A A T GA T GG T GT GCA A T A T CGGT CAGCCA  43203
CAG T TGG T CC T A T A CA T G TG ACCCGC T A T C AGGA A A AGA A T T GCA A T AGC T A A A T GA T GG T GT GCA A T A T CGGT CAGCCA  43319
CAG T TGG T CC T A T A CA T G TG ACCCGC T A T C AGGA A A AGA A T T GCA A T AGC T A A A T GA T GG T GT GCA A T A T CGGT CAGCCA  43527
CAG T TGG T CC T A T A CA T G TG ACCCGC T A T C AGGA A A AGA A T T GCA A T AGC T A A A T GA T GG T GT GCA A T A T CGGT CAGCCA  44153

T AGACCCCCC G T T A C TGGA T C T A A T CC T CC ACGA A A AGT A AGA A A T T CCG CA T A T T T T GA CCA A T T CA AG G T A A A A A A AG  43642

45.140 45.160 45.180 45.200

T AGACCCCCC G T T A C TGGA T C T A A T CC T CC ACGA A A AGT A AGA A A T T CCG CA T A T T T T GA CCA A T T CA AG G T A A A A A A AG  43283
T AGACCCCCC G T T A C TGGA T C T A A T CC T CC ACGA A A AGT A AGA A A T T CCG CA T A T T T T GA CCA A T T CA AG G T A A A A A A AG  43399
T AGACCCCCC G T T A C TGGA T C T A A T CC T CC ACGA A A AGT A AGA A A T T CCG CA T A T T T T GA CCA A T T CA AG G T A A A A A A AG  43607
T AGACCCCCA G T T A C TGGA T C T A A T CC T CC ACGA A A AGT A AGA A A T T C TG CA T A T T T T GA CCA A T T CA AG G T A A A A A A AG  44233

GGG T TGC T CC T T CGGCA A A A C T GGGA T A A A G T T GAGCCA A A AGA T CCCGA T T CA AGA T A A A T T CA T GAGG A AGT GGGA T C  43722

45.220 45.240 45.260 45.280

GGG T TGC T CC T T CGGCA A A A C T GGGA T A A A G T T GAGCCA A A AGA T CCCGA T T CA AGA T A A A T T CA T GAGG A AGT GGGA T C  43363
GGG T TGC T CC T T CGGCA A A A C T GGGA T A A A G T T GAGCCA A A AGA T CCCGA T T CA AGA T A A A T T CA T GAGG A AGT GGGA T C  43479
GGG T TGC T CC T T CGGCA A A A C T GGGA T A A A G T T GAGCCA A A AGA T CCCGA T T CA AGA T A A A T T CA T GAGG A AGT GGGA T C  43687
GAG T TGC T CC T T CGGCA A A A C T T GGA T A A A G T T GAGCCA A A AGA T CCCGA T T CA AGA T A A A T T CA T GAGG A AGT GGGA T C  44313

T C T T T AGGA T C T AC T CCAGC A T T T A A A A A T T GG T T A A T CG G T A A AGA T AC A T G T A C T T GA T GCCCCGCCC A AGA A AGGGA  43802

45.300 45.320 45.340 45.360

T C T T T AGGA T C T AC T CCAGC A T T T A A A A A T T GG T T A A T CG G T A A AGA T AC A T G T A C T T GA T GCCCCGCCC A AGA A AGGGA  43443
T C T T T AGGA T C T AC T CCAGC A T T T A A A A A T T GG T T A A T CG G T A A AGA T AC A T G T A C T T GA T GCCCCGCCC A AGA A AGGGA  43559
T C T T T AGGA T C T AC T CCAGC A T T T A A A A A T T GG T T A A T CG G T A A AGA T AC A T G T A C T T GA T GCCCCGCCC A AGA A AGGGA  43767
T C T T T AGGA T C T ACCCCAGC GT T T A A A A A T T GG T T A A T CG G T A A AGA T AC A T G T A C T T GA T GCCCCGCCC A AGA A AGGGA  44393

CCCA AGCCC T AGCAGCCCCG C T A A A T GG T G A T T CA A CA T A GA T T C T A CA T CC T GA A ACCA AGCCA A T T T T GGAGCAGC T T  43882

45.380 45.400 45.420 45.440

CCCA AGCCC T AGCAGCCCCG C T A A A T GG T G A T T CA A CA T A GA T T C T A CA T CC T GA A ACCA AGCCA A T T T T GGAGCAGC T T  43523
CCCA AGCCC T AGCAGCCCCG C T A A A T GG T G A T T CA A CA T A GA T T C T A CA T CC T GA A ACCA AGCCA A T T T T GGAGCAGC T T  43639
CCCA AGCCC T AGCAGCCCCG C T A A A T GG T G A T T CA A CA T A GA T T C T A CA T CC T GA A ACCA AGCCA A T T T T GGAGCAGC T T  43847
CCCA AGCCC T AGCAGCCC TG C T A A A T GG T G A T T CA A CA T A GA T T C T A CA T CC T GA A ACCA AGCCA A T T T T GGAGCAGC T T  44473

T GT GA T A A T G GA ACCA A CCA GCA A A A AGCA T T A AGGC TGC A A AGA T CA A T GCGCCA A T T G CGG T ACA A T A GAGT T GT A A T  43962

45.460 45.480 45.500 45.520

T GT GA T A A T G GA ACCA A CCA GCA A A A AGCA T T A AGGC TGC A A AGA T CA A T GCGCCA A T T G CGG T ACA A T A GAGT T GT A A T  43603
T GT GA T A A T G GA ACCA A CCA GCA A A A AGCA T T A AGGC TGC A A AGA T CA A T GCGCCA A T T G CGG T ACA A T A GAGT T GT A A T  43719
T GT GA T A A T G GA ACCA A CCA GCA A A A AGCA T T A AGGC TGC A A AGA T CA A T GCGCCA A T T G CGG T ACA A T A GAGT T GT A A T  43927
T GT GA T A A T G GA ACCA A CCG GCA A A A AGCA T T A AGGC TGC A A AGA T CA A T GCACCA A T T G CGG T ACA A T A GAGT T GT A A T  44553

T CA C T AG T T A T T CCAGA T GC T CGCCA A A T C T GA A A A A ACC CGGAGGT T A T T T G T A T T CC T CGGA A A CCCC CGCCCACA T C  44042

45.540 45.560 45.580 45.600

T CA C T AG T T A T T CCAGA T GC T CGCCA A A T C T GA A A A A ACC CGGAGGT T A T T T G T A T T CC T CGGA A A CCCC CGCCCACA T C  43683
T CA C T AG T T A T T CCAGA T GC T CGCCA A A T C T GA A A A A ACC CGGAGGT T A T T T G T A T GCC T CGGA A A CCCC CGCCCACA T C  43799
T CA C T AG T T A T T CCAGA T GC T CGCCA A A T C T GA A A A A ACC CGGAGGT T A T T T G T A T GCC T CGGA A A CCCC CGCCCACA T C  44007
T CA C T AG T T A T T CCAGA T GC T CGCCA A A T C T GA A A A A ACC CGGAGGT T A T T T G T A T T CC T CGGA A A CCCC CGCCCACA T C  44633

ACCG T T CA A T A T T T C T T GGC CCAC T A T T GG CCA A ACCACC T G TGCAC T AG GT CCA A TG T G AGT AGGA T CG C T T AGCCAGG  44122

45.620 45.640 45.660 45.680

ACCG T T CA A T A T T T C T T GGC CCAC T A T T GG CCA A ACCACC T G TGCAC T AG GT CCA A TG T G AGT AGGA T CG C T T AGCCAGG  43763
AC T G T T CA A T A T T T C T T GGC CCAC T A T T GG CCA A ACCACC T G TGCAC T AG GT CCA A TG T G AGT AGGA T CG C T T AGCCAGG  43879
ACCG T T CA A T A T T T C T T GGC CCAC T A T T GG CCA A ACCACC T G TGCAC T AG GT CCA A TG T G AGT AGGA T CG C T T AGCCAGG  44087
ACCG T T CA A T A T T T C T T GGC CCAC T A T T GG CCA A ACCACC T G TGCAC T AG GT CCA A TG T G AGT AGGA T CG C T T AGCCAGG  44713

C T T CA T A A T T GGA A A A A CGA GCACCG TGGA A A T ACA T GCC A C T CAGCCA A AGA A A A A T GA T GGAGAG T T G T CCGA A A T GG  44202

45.700 45.720 45.740 45.760

C T T CA T A A T T GGA A A A A CGA GCACCG TGGA A A T ACA T GCC A C T CAGCCA A AGA A A A A T GA T GGAGAG T T G T CCGA A A T GA  43843
C T T CA T A A T T GGA A A A A CGA GCACCG TGGA A A T ACA T GCC A C T CAGCCA A AGA A A A A T GA T GGAGAG T T G T CCGA A A T GG  43959
C T T CA T A A T T GGA A A A A CGA GCACCG TGGA A A T ACA T GCC A C T CAGCCA A AGA A A A A T GA T GGAGAG T T G T CCGA A A T GG  44167
C T T CA T A A T T GGA A A A A CGA GCACCG TGGA A A T ACA T GCC A C T CAGCCA A AGA A A A A T GA T GGAGAG T T G T CCGA A A T GG  44793

GCA C T A A A T A C T T T T CGAGA GA T C T CC T CC A A A T CA C TGG T A TGGC T G T C GA AGT CGT GA GCA T CAGCA T G T AGG T T CCA  44282

45.780 45.800 45.820 45.840

GCA C T A A A T A C T T T T CGAGA GA T C T CC T CC A A A T CA C TGG T A TGAC T A T C GA AGT CGT GA GCA T CAGCA T G T AGG T T CCA  43923
GCA C T A A A T A C T T T T CGAGA GA T C T CC T CC A A A T CA C TGG T A TGGC T A T C GA AGT CGT GA GCA T CAGCA T G T AGG T T CCA  44039
GCA C T A A ACA C T T T T CGAGA GA T C T CC T CC A A A T CA C TGG T A TGGC T A T C GA AGT CGT GA GCA T CAGCA T G T AGG T T CCA  44247
GCA C T A A A T A C T T T T CGAGA GA T C T CC T CC A A A T CGC TGG T A TGGC T A T C GA AGT CGT GA GCA T CAGCA T G T AGG T T CCA  44873

GA T CCA AGT G G T AG T A T CAG GT CCC T T AGC T A T GGT T C T T GAGA A A T GAC CCGGT C TGGC CCA T T CC T CG A A AGA AG T T T  44362

45.860 45.880 45.900 45.920

GA T CCA AGT G G T AG T A T CAG GT CCC T T AGC T A T GGT T C T T GAGA A A T GAC CCGGT C TGGC CCA T T CC T CG A A AGA AG T T T  44003
GA T CCA AGT G G T AG T A T CAG GT CCC T T AGC T A T GGT T C T T GAGA A A T GAC CCGGT C TGGC CCA T T CC T CG A A AGA AG T T T  44119
GA T CCA AGT G G T AG T A T CAG GT CCC T T AGC T A T GGT T C T T GAGA A A T GAC CCGGT C TGGC CCA T T CC T CG A A AGA AG T T T  44327
GA T CCA AGT G G T AG T A T CAG GT CCC T T AGC T A T GGT T C T T GAGA A A T GAC CCGGT C TGGC CCA T T CC T CG A A AGA AG T T T  44953
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T T A T GGGA T C CC T A T C T ACC A A A A T T T T T A C T T C TGG T T C CGGCGA A CGA A T A A T CA T T G AGT CC T CC T C T T T CCGGACA  44442

45.940 45.960 45.980 46.000

T T A T GGGA T C CC T A T C T ACC A A A A T T T T T A C T T C TGG T T C CGGCGA A CGA A T A A T CA T T G AGT CC T CC T C T T T CCGGACA  44083
T T A T GGGA T C CC T A T C T ACC A A A A T T T T T A C T T C TGG T T C CGGCGA A CGA A T A A T CA T T G AGT CC T CC T C T T T CCGGACA  44199
T T A T GGGA T C CC T A T C T ACC A A A A T T T T GA C T T C TGG T T C CGGCGA A CGA A T A A T CA T T G AGT CC T CC T C T T T CCGGACA  44407
T T A T GGGA T C CC T A T C T ACC A A A A T T T T T A C T T C TGG T T C CGGCGA A CGA A T A A T CA T T G AGT CC T CC T C T T T CCGGACA  45033

ACA CA T ACA A AGA A ACCCGC CA ACAG T CAG T CA AGT GA T T AG TGA ACC T A TGAGAGA T GC T T C T A A T T AG T T T C T T T C T C  44522

46.020 46.040 46.060 46.080

ACA CA T ACA A AGA A ACCCGC CA ACAG T CAG T CA AGT GA T T AG TGA ACC T A TGAGAGA T GC T T C T A A T T AG T T T C T T T C T T  44163
ACA CA T ACA A AGA A ACCCGC CA ACAG T CAG T CA AGT GA T T AG TGA ACC T A TGAGAGA T GC T T C T A A T T AG T T T C T T T C T C  44279
ACA CA T ACA A AGA A ACCCGC CA ACAG T CAG T CA AGT GA T T AG TGA ACC T A TGAGAGA T GC T T C T A A T T AG T T T C T T T C T C  44487
ACA CA T ACA A AGA A ACCCGC CA ACAG T CAG T CA AGT GA T T AG TGA ACC T A TGAGAGA T GC T T A T A A T T AG T T T C T T T C T C  45113

T T C T AC T - - - - - - - - T C T A T C T A T T T A T T T T C T T T AG T T A T T CA C T AGAG CA A T T A TG T C T GGA AG T CGA T CCAGGGCA A  44594

46.100 46.120 46.140 46.160

T T C T AC T CG T C T AC T T C T A T C T AGT T A T T T T C T T T AG T T A T T CA C T AGAG CA A T T A TG T C T GGA AG T CGA T CCAGGGCA A  44243
T T C T AC T CG T C T AC T T C T A T C T A T T T A T T T T C T T T AG T T A T T CA C T AGAG CA A T T A TG T C T GGA AG T CGA T CCAGGGCA A  44359
T T C T AC T CG T C T AC T T C T A T C T A T T T A T T T T C T T T AG T T A T T CA C T AGAG CA A T T A TG T C T GGA AG T CGA T CCCGGGCA A  44567
T T C T AC T T C T A T - T T CCCA T C T A T T T A T T T T C T T T AG T T A T T CA C T AGAG CA A T T A TG T C T GGA AG T CGA T CCAGGGCA A  45192

G TG T T CGGA T C T A T T A T GAC A T A T CCA T GA GGT GC T CA A C GGACC T T T TG A A T CG T T T T T A A T C T T A T A A A ACCC T T T CC  44674

46.180 46.200 46.220 46.240

G TG T T CGGA T C T A T T A T GAC A T A T CCA T GA GGT GC T CA A C GGACC T T T TG A A T CG T T T T T A A T C T T A T A A A AGCC T T T CC  44323
G TG T T CGGA T C T A T T A T GAC A T A T CCA T GA GGT GC T CA A C GGACC T T T TG A A T CG T T T T T A A T C T T A T A A A ACCC T T T CC  44439
G TG T T CGGA T C T A T T A T GAC A T A T CCA T GA GGT GC T CA A C GGACC T T T TG A A T CG T T T T T A A T C T T A T A A A ACCC T T T CC  44647
G TG T T CGGA T C T A T T A T GAC A T A T CCA T GA GGT GC T CA A C GGACCC T T T C A A T CG T T T T T A A T C T T A T A A A ACCC T T T CC  45272

AGG - C T T T A A A T T T G T CA A A A A CA A - - - - T T T T T T T G T A C A AC T T AG T GT A T T CA T A T CG CA A T T AGA AG T CCC T A A A TG  44749

46.260 46.280 46.300 46.320

AGG - C T T T A A A T T T G T CA A A A A CCA - - - - T T T T T T T G T A T A AC T T AG T GT A T T CA T A T CG CA A T T AGA AG T CCC T A A A TG  44398
AGG - C T T T A A A T T T G T CA A A A A CA A ACA A T T T T T T T G T A A A AC T T AG T GT A T T CA T A T CG CA A T T AGA AG T CCC T A A A TG  44518
AGG - C T T T A A A T T T G T CA A A A A CA A ACA A T T T T T T T G T A C A AC T T AG T GT A T T CA T A T CG CA A T T AGA AG T CCC T A A A TG  44726
AGGGC T T T A A A T T T C T CA A A A A CA A T T T - T T T T T GT ACA A A ACC T AG T GG A T T CA T A T CG CA A T T AGA AG T CCC T A A A TG  45351

GA A C T A C T T T A T CA CGT GAG CAG T CA T T AG T CA T T A C T AG G - - A T A AGAG ACA T T CCAGC GAGGGT C T C T T T T A T T A - - -   44824

46.340 46.360 46.380 46.400

GA A C T A C T T T A T CA CGT GAG CAG T CA T T AG T CA T T A C T AG GGGA T A AGAG ACA T T CCAGC GAGGGT C T C T T T T AG T A - - -   44475
GA A C T A C T T T A T CA CGT GAG CAG T CA T T AG T CA T T A C T AG G - - A T A AGAG GCA T T CCAGC GAGGGT C T C T T T T A T T A - - -   44593
GA A C T A C T T T A T CA CGT GAG CAG T CA T T AG T CA T T A C T AG G - - A T A AGAG ACA T T CCAGC GAGGGT C T C T T T T A T T A - - -   44801
GA A C T A C T T T A T CA CGT GAG CAG T CA T T A - - - - - - - C T AG G - - A T A AGAG ACA T T CCGGC GAGGGT C T C T T T T A T T A T T A  45422

- - - G T T T T A A T AGA C T AGGA GA A A A A A A A A A T A T A T T C T C T GCCC T A T CC C T G T A T CG T T T A T CCC T ACG A A A T ACCAGA  44901

46.420 46.440 46.460 46.480

- - - G T T T T A A T AGA C T AGGA GA A A A A A A A - - T A T A T T A T C T GCCC T A T CC C T G T A T CG T T T A T CCC T ACG A A A T ACCAGA  44550
- - - G T T T T A A T AGA C T AGGA GA T A A A A A - - - T A T A T T C T C T GCCC T A T CC C T G T A T CG T T T A T CCC T ACG A A A T ACCAGA  44667
- - - G T T T T A A T AGA C T AGGA GA T A A A A A - - - T A T A T T C T C T GCCC T A T CC C T G T A T CG T T T A T CCC T ACG A A A T ACCAGA  44875
T T AG T T T T A A T AGA A T AGGA GA A A A A A A - - - T A CA T T C T C T ACCC T A T CC C T G T A T CC T T T A T CCG T ACG A A A T ACCAGA  45499

CGA A A T AGA A CA A T C T T AGA A AGGA T A T A A T GA A A T T C T T T GA T T GG T T C T T CCCAGAGA A A T GA T CC T T T T T A T T T CAC  44981

46.500 46.520 46.540 46.560

CGA A A T AGA A CA A T C T T AGA A AGGA T A T A A T GA A A T T C T T T A A T T GG T T C T T CCCAGAGA A A T GA T CC T T T T T A T T T CAC  44630
CGA A A T AGA A CA A T C T T AGA A AGGA T A T A A T GA A A T T C T T T GA T T GG T T C T T CCCAGAGA A A T GA T CC T T T T T A T T T CAC  44747
CGA A A T AGA A CA A T C T T AGA A AGA A T A T A A T GA A A T T C T T T GA T T GG T T C T T CCCAGAGA A A T GA T CC T T T T T A T T T CAC  44955
CGA A A T A A A A CA A T C T T AGA A AGGA T A T A A T GA A A T T C T T T GA T T GG T T C T T CCCAGAGA A A T GA T CC T T T T T A T T T T AC  45579

CGA T GGGGCC A ACA A ACA A T T A A T T A T T A A T T A T A A CA - - - - - - - A A CGA A A A T AGA T A T C T A A A - - - - - - - GA A A T A A A  45047

46.580 46.600 46.620 46.640

CGA T GGGGCC A ACA A ACA A T T CA T T A T T A A T T A T A A CA - - - - - - - A A CGA A A A T AGA T A T C T A A A - - - - - - - GA A A T A A A  44696
CGA T GGGGCC A ACA A ACA A T T A A T T A T T A A T T A T A A CA T A T A ACA A A CGA A A A T AGA T A T C T A A A - - - - - - - GA A A T A A A  44820
CGA T GGGGCC A ACA A ACA A T T A A T T A T T A A T T A T A A CA - - - - - - - A A CGA A A A T AGA T A T C T A A A - - - - - - - GA A A T A A A  45021
CGA T GGGGCC A ACA A ACA A T T A A T T A T T A A T T A T A A CA - - - - - - - A A CGA A A A T AGA T A T C T A A A T T A T A A AGA A A T A A A  45652

T A A ACAGAGA G T T C T T A T T C GA A ACGCCCC G TGA T C T T CA A CCA A T T C TG CGC T T CA A T A T A A T T A CCAG GAGT A AGCGC  45127

46.660 46.680 46.700 46.720

T A A A A AGAGA G T T C T T A T T C GA A ACGCCCC G TGA T C T T CA A CCA A T T C TG CGC T T CA A T A T A A T T A CCAG GAGT A AGCGC  44776
T A A ACAGAGA G T T C T T A T T C GA A ACGCCCC G TGA T C T T CA A CCA A T T C TG CGC T T CA A T A T A A T T A CCAG GAGT A AGCGC  44900
T A A ACAGAGA G T T C T T A T T C GA A ACGCCCC G TGA T C T T CA A CCA A T T C TG CA C T T CA A T A T A A T T A CCAG GAGT A AGCGC  45101
T A A AGAGAGA G T T C T T A T T C GA A ACGCCCC G TGA T T T T CA A CCA A T T C TG CGC T T CA A T A T A A T T A CCAG GAGT A AGCGC  45732

A A T AGC T TG T T T CCA A T AC T CGGCGGC T T G A T T GA A CCA A GCC T CCGCA A T T T CAGA A T C T CCC TG T C T A A T GGCC T G T T  45207

46.740 46.760 46.780 46.800

A A T AGC T TG T T T CCA A T AC T CGGCGGC T T G A T T GA A CCA A GCC T CCGCA A T T T CAGA A T C T CCC TG T C T A A T GGCC T G T T  44856
A A T AGC T TG T T T CCA A T AC T CGGCGGC T T G A T T GA A CCA A GCC T CCGCA A T T T CAGA A T C T CCC TG T C T A A T GGCC T G T T  44980
A A T AGC T TG T T T CCA A T AC T CGGCGGC T T G A T T GA A CCA A GCC T CCGCA A T T T CAGA A T C T CCC TG T C T A A T GGCC T G T T  45181
A A T AGC T TG T T T CCA A T AC T CGGCGGC T T G A T T GA A CCA A GCCGCCGCA A T T T CAGA A T C T CCC TG T C T A A T GGCC T G T T  45812

CCCCCCGGT C GGA A T AGGCG GG T CA A T T CC T T T CC T T AGA A CCG T AC T TG AGAGT T T CCC GCC T CA T ACG GC T CGGCA A T  45287

46.820 46.840 46.860 46.880

CCCCCCGGT C GGA A T AGGCG GG T CA A T T CC T T T CC T T AGA A CCG T AC T TG AGAGT T T CCC GCC T CA T ACG GC T CGGCA A T  44936
CCCCCCGGT C GGA A T AGGCG GG T CA A T T CC T T T CC T T AGA A CCG T AC T TG AGAGT T T CCC GCC T CA T ACG GC T CGGCA A T  45060
CCCCCCGGT C GGA A T AGGCG GG T CA A T T CC T T T CC T T AGA A CCG T AC T TG AGAGT T T CCC GCC T CA T ACG GC T CGGCA A T  45261
C T CCCCGGT C GGA A T AGGCG GG T CA A T T CC T T T CC T T AGA A CCG T AC T TG AGAGT T T CCC G T C T CA T ACG GC T CGGCA A T  45892

CA A T T C T T T T GG TG T CCCAG T T T T T T T T T A A T C T AC T A T A T C - - - - - - - - - - - - GCA A T C GA A T TGA A T G AGA T T T C T CA  45355

46.900 46.920 46.940 46.960

CA A T T C T T T T GG TG T CCCAG T T T T T T T T T A A T C T AC T A T A T CA T C T A C T A T A T CGCA A T C GA A T TGA A T G AGA T T T C T CA  45016
CA A T T C T T T T GG TG T CCCAG T T T T T T T T T A A T C T AC T A T A T C - - - - - - - - - - - - GCA A T C GA A T TGA A T G AGA T T T C T CA  45128
CA A T T C T T T T GG TG T CCCAG T T T T T T T T - A A T C T AC T A T A T CGCA - - - - - - A T CGCA A T C GA A T TGA A T G AGA T T T C T CA  45334
CA A T T C T T T T GG TG T CCCAG T T T T T T T T T A A T C T ACGG - - - - - - - - - - - - - - - - - - - - - C GA AG TGA A T G AGA T T T C T CA  45951

T AGA T C T A T C T T T A T AC T T T T T T T T T CGCG GGT T A A CCA A A AGAGGT T A A T T CCA T GAGC A TGAGT T T CA A AC T T GA C T T  45435

46.980 47.000 47.020 47.040

T AGA T C T A T C T T T A T AC T T T T T T T - - CGCG GGT T A A CCA A A AGAGGT T A A T T CCA T GAGC A TGAGT T T CA A AC T T GA C T T  45094
T AGA T C T A T C T T T A T AC T T T T T T T - - CGCG GGT T A A CCA A A AGAGGT T A A T T CCA T GAGC A TGAGT T T CA A AC T T GA C T T  45206
T AGA T C T A T C T T T A T AC T T T T T T T - - CGCG GGT T A A CCA A A AGAGGT T A A T T CCA T GAGC A TGAGT T T CA A AC T T GA C T T  45412
T AGA T C T A T C T T - A T AC T T T T T T T - - CGCG GGT T A A CCA A A AGAGGT T A A T T CCA T GAGC A TGAGT T T CA A AC T T T A C T T  46028
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T T CA T T A A A T T A A T A A T CAG T T T T CA T T T T A T C T T T T C T C CCACCGCCAG A AGA A T A A CA T A T A AGGA T T T CCA C T A T CG  45515

47.060 47.080 47.100 47.120

T T CA T T A A A T T A A T A A T CAG T T T T CA T T T T A T C T T T T C T C CCACCGT CAG A AGA A T A A CA T A T A AGCA T T T CCA C T A T CG  45174
T T CA T T A A A T T A A T A A T CAG T T T T CA T T T T A T C T T T T C T C CCACCGT CAG A AGA A T A A CA T A T A AGCA T T T CCA C T A T CG  45286
T T CA T T A A A T T A A T A A T CAG T T T T CA T T T T A T C T T T T C T C CCACCGT CAG A AGA A T A A CA T A T A AGCA T T T CCA C T A T CG  45492
T TGA T T A A A T T A A T A A T CAG C T T T CA T T T T A T C T T T T T T C CCACCGT CAG A AGA A T A A CA T A T A AGCA T T T CCGC T A T CG  46108

T T AGA A T T T T C T GA A AGG T A T C T A T C T CGC T T T CA T A T A A A A T T T T A T A T AGA A T C T T T G A A A A AG T C T T T T C T T CC T A A  45595

47.140 47.160 47.180 47.200

T T AGA A T T T T C T GA A AGG T A T C T A T C T CGC T T T CA T A T A A A A T T T T A T A T AGA A T C T T T G A A A A AG T C T T T T C T T CC T A A  45254
T T AGA A T T T T C T GA A AGG T A T C T A T C T CGC T T T CA T A T A A A A T T T T A T A T AGA A T C T T T G A A A A AG T C T T T T C T T T C T T A  45366
T T AGA A T T T T C T GA A AGG T A T C T A T C T CGC T T T CA T A T A A A A T T G T A T A T AGA A T C T T T G A A A A AG T C T T T T C T T CC T A A  45572
T T AGA A T T T T C T GA A AGG T A T C T A T C T CGC T T T CA T A T A A A A A T T T A T A T AGA A T CGT T G A A A A AGAC T T T T C T T CC T A A  46188

GA A AGA A A AG A C T T AC T G T C T T T GGGA T C T GA T GC T ACA C CGC T GC T CA A T A CC T T AGGG GA T CGA C T T T A T T A CA T A AG  45675

47.220 47.240 47.260 47.280

GA A AGA A A AG A C T T AC T G T C T T T GGGA T C T GA T GC T ACA C CGC T GC T CA A T A C T T T AGGG GA T CGA C T T T A T T A CA T A AG  45334
GGA AGA A A AG A C T T AC T G T C T T T GGGA T C T GA T GC T ACA C CGC T GC T CA A T A CC T T AGGG GA T CGA C T T T A T T A CA T A AG  45446
GA A AGA A ACG A C T T AC T G T C T T T GGGA T C T GA T GC T ACA C CGC T GC T CA A T A CC T T AGGG GA T CGA C T T T A T T A CA T A AG  45652
GA A AGA A A AG A C T T AC T G T C T T T GGGA T C T GA T GC T ACA C CGC T GC T CA A T A CC T T AGGG GA T CGA C T T T A T T A CA T A AG  46268

T TGA T T CC T T A C T T T T A T C T CA T A T CA T GA CA T A A A T A AG CAGT T C T T A T TGGA T CGGCA T CGGCCCA A A A CC T CGCGA A  45755

47.300 47.320 47.340 47.360

T TGA T T CC T T A C T T T T A T C T T A T A T CA T GA CA T A A A T A AG CAGT T C T T A T TGGA T CGGCA T CGGCCCA A A A CC T CGCGA A  45414
T TGA T T CC T T A C T T T T A T C T CA T A T CA T GA CA T A A A T A AG CAGT T C T T A T TGGA T CGGCA T CGGCCCA A A A CC T CGCGA A  45526
T TGA T T CC T T A C T T T T A T C T CA T A T CA T GA CA T A A A T A AG CAGT T C T T A T TGGA T CGGCA T CGGCCCA A A A CC T CGCGA A  45732
T GGA T T CC T T A C T T T T A T C T CA T A T CA T GA CA T A A A T A AG CAGT T C T T A T TGGA T CGGCA T CGGCCCA A A A CC T CGCGA A  46348

T TGG T C T T T A CGGT GC T T CC T C T C T CA A T T AGA T CC T T T A T CCA T AGA A T A A AC T A T C T A GGCA T A T TGA T T T C T T CA T A  45835

47.380 47.400 47.420 47.440

T TGG T C T T T A CGGT GC T T CC T C T C T CA A T T AGA T CC T T T A T CCA T AGA A T A A AC T A T C T A GGCA T A T TGA T T T C T T CA T A  45494
T TGG T C T T T A CGGT GC T T CC T C T C T CA A T T AGA T CC T T T A T CCA T AGA A T A A AC T A T C T A GGCA T A T TGA T T T C T T CA T A  45606
T TGG T C T T T A CGGT GC T T CC T C T C T CA A T T AGA T CC T T T A T CCA T AGA A T A A AC T A T C T A GGCA T A T TGA T T T C T T CA T A  45812
T TGG T C T T T A CGGT GC T T T C T C T A T CA A T T AGA T CC T T T A T CCA T AGA A T A A AC T A T C T A GGCA T A T TGA T T T C T T CA T A  46428

T T T CGA C T T C T A TGA AG T T T C T T T C T T T GC T ACAGC T GA T A A A A A T CG T T T T T TGCACGA T GCA T A T GT A GA A AGCC T A T  45915

47.460 47.480 47.500 47.520

T T T CGA C T T C T A TGA AG T T T C T T T C T T T GC T ACAGC T GA T A A A A A T CG T T T T T TGCACGA T GCA T A T GT A GA A AGCC T A T  45574
T T T CGA C T T C T A TGA AG T T T C T T T C T T T GC T ACAGC T GA T A A A A A T CG T T T T T TGCACGA T GCA T A T GT A GA A AGCC T A T  45686
T T T CGA C T T C T A TGA AG T T T C T T T C T T T GC T ACAGC T GA T A A A A A T CG T T T T T TGCACGA T GCA T A T GT A GA A AGAC T A T  45892
T T T CGA C T T C T A TGA AG T T T C T T T - - - - GC T ACAGC T GA T A A A A A T CG T T T T T TGCACGA T GCA T A T GT A GA A AGCC T A T  46504

T T T T TGC T AG T A T T T AG T AG TG T A T T TGC T C T T T C T C T CC CCCCCCCCCC - - - - - - T T T T T T T T T T C T T T T CC T T T T T T C  45989

47.540 47.560 47.580 47.600

T T T T TGC T AG T A T T T AG T AG TG T A T T TGC T C T T T C - - - - - - - - CCCCCCC - - - - - - C T T T T T T T T T C T T T T CC T T T T T T C  45640
T T T T TGC T AG T A T T T AG T AG TG T A T T TGC T C T T T C T C - - - CC T T T T T T T T - - - - - - T T T T C T T T T CC T T T T T T T T T T T T C  45757
T T T T TGC T AG T A T T T A T T AG TG T A T T TGC T C T T T C T CCCC CCCCCCCCCC CC T T T T T T T T T C T T T T CC T T T T T T T T T T T C  45972
T T T T T T C T AG T A T T T A T T AG TG T A T T TGC T C T T GCCCCCC - - - - - - - - - - - - - - - - T T T T T T T T T C T T T T CC T T T T T T T C  46568

T T T C T A T AG T CGAGA T AG T C GCACG T A A T G ACAGA T CACA GCCA T A T T A T T A A A AGC T T G T GG T A AGA A C GGGT T T CG T T  46069

47.620 47.640 47.660 47.680

T T T C T A T AG T CGAGA T AG T C GCACG T A A T G ACAGA T CACA GCCA T A T T A T T A A A AGC T T G T GG T A AGA A C GGGT T T CG T T  45720
T T T C T A T AG T CGAGA T AG T C GCACG T A A T G ACAGA T CACA GCCA T A T T A T T A A A AGC T T G T GG T A AGA A T GGGT T T CG T T  45837
T T T C T A T AG T CGAGA T AG T C GCACG T A A T G ACAGA T CACA GCCA T A T T A T T A A A AGC T T G T GG T A AGA A C GGGT T T CG T T  46052
T T T C T A T AG T AGAGA T AG T C GCACG T A A T G ACAGA T CACA GCCA T A T T A T T A A A AGC T T G T GG T A AGA A C GGGT T CCG T T  46648

C T AG TGCCCG A A A A T A A T A T T C T A A AGC T T T TG T A T G T T C T CCG T T A C T T GT A TGGA T A A GGCC T A T GT T A T AGAGT A T A  46149

47.700 47.720 47.740 47.760

C T AG TGCCCG A A A A T A A T A T T C T A A AGC T T T TG T A T G T T C T CCG T T A C T T GT A TGA A T A A GGCC T A T GT T A T AGAGT A T A  45800
C T AG TGCCCG A A A A T A A T A T T C T A A AGC T T T TG T A T G T T C T CCG T T A C T T GT A TGGA T A A GGCC T A T GT T A T AGAGT A T A  45917
C T AG TGCCCG A A A A T A A T A T T C T A A AGC T T T TG T A T G T T C T CCG T T A C T T GT A TGGA T A A GGCC T A T GT T A T AGAGT A T A  46132
C T AG TGCCCG A A A A T A A T A T T C T A A AGC T T T TG T A T G T T C T CCG T T A C T T GT G TGGA T A A GGCC T A T GT T A T AGAGT A T A  46728

T AGC T T CGA T CA T AGGGA T C A A T T T C T AG T CGCA T AGC T T CA T A A T A A T T C T G T A A AGC T T CCGCA T A A T T GCC T T CAGA  46229

47.780 47.800 47.820 47.840

T AGC T T CGA T CA T AGGGA T C A A T T T C T AG T CGCA T AGC T T CA T A A T A A T T C T G T A A AGC T T CCGCA T A A T T GCC T T CAGA  45880
T AGC T T CGA T CA T AGGGA T C A A T T T C T AG T CGCA T AGC T T CA T A A T A A T T C T G T A A AGC T T CCGCA T A A T T GCC T T CAGA  45997
T AGC T T CGA T CA T AGGGA T C A A T T T C T AG T CGCA T AGC T T CA T A A T A A T T C T G T A A AGC T T CCGCA T A A T T GCC T T CAGA  46212
T AGC T T CGA T CA T AGGGA T C A A T T T C T AG T CGCA T AGC T T CA T A A T A A T T C T G T A A AGC T T CCGCA T A A T T GCC T T CAGA  46808

T TGAGC T GA C A T CCG T T ACG GT CGT CA T T C GA T T CA A AGA A T T C T CCG T T CCAGA ACCG T ACA T GAGA T T T T CAGC T CA T  46309

47.860 47.880 47.900 47.920

T TGAGC T GA C A T CCG T T ACG GT CGT CA T T C GA T T CA A AGA A T T C T CCG T T CCAGA ACCG T ACA T GAGA T T T T CA T C T CA T  45960
T TGAGC T GA C A T CCG T T ACG GT CGT CA T T C GA T T CA A AGA A T T C T CCG T T CCAGA ACCG T ACA T GAGA T T T T CA T C T CA T  46077
T TGAGC T GA C A T CCG T T ACG GT CGT CA T T C GA T T CA A AGA A T T C T CCG T T CCAGA ACCG T ACA T GAGA T T T T CA T C T CA T  46292
T TGAGC T GA C A T CCG T T ACG A T CGT CA T T C GA T T CA A AGA A T T C T CCG T T CCAGA ACCG T ACA T GAGA T T T T CA T C T CA T  46888

ACGGC T CC T C CC T T A TG T GC A T A AGGAGA A T A T T T CA A T C T T T T T TGA T T CCA TG T A T T A T T C T CA T T A T GA AC T GAG TG  46389

47.940 47.960 47.980 48.000

ACGGC T CC T C CC T T A TG T GC A T A AGGAGA A T A T T T CA A T C T T T T T TGA T T CCA TG T A T T T T T C T CA T T A T GA AC T GAG TG  46040
ACGGC T CC T C CC T T A TG T GC A T A AGGAGA A T A T T T CA A T C T T T T T TGA T T CCA TG T A T T A T T C T CA T T A T GA AC T GAG TG  46157
ACGGC T CC T C CC T T A TG T GC A T A AGGAGA A T A T T T CA A T C T T T T T TGA T T CCA TG T A T T A T T C T CA T T A T GA AC T GAG TG  46372
ACGGC T CC T C CC T T A TG T GC A T A A T GAGA A T A T T T CA A T C T T T T T TGA T T CCG TGGA T T A T T C T CA T T A T GA AC T GAG TG  46968

GGGC T A A TG T T T T T ACA AGA A A T C T C T AGC CA A CC T T CC T GCA A A AGA T C T T T C T T T T C T T A A CA T CACG T G TG T TGG T A  46469

48.020 48.040 48.060 48.080

GGGC T A A TG T T T T T ACA AGA A A T C T C T AGC CA A CC T T CC T GCA A A AGA T C T T T C T T T T C T T A A CA T CACG T A TG T TGG T A  46120
GGGC T A A TG T T T T T ACA AGA A A T C T C T AGC CA A CC T T CC T GCA A A AGA T C T T T C T T T T C T T A A CA T CACG T G TG T TGG T A  46237
GGGC T A A TG T T T T T ACA AGA A A T C T C T AGC CA A CC T T CC T GCA A A AGA T C T T T C T T T T C T T A A CA T CACG T G TG T TGG T A  46452
GGGC T A A TG T T T T T ACA AGA A A T C T T T AGC CA A CC T T CC T GCA A A AGA T C T T T - - - - T C T T A A CA T CACG CA TG T TGG T A  47044

C TGG T A C T AG A T A A A AC T GT A A AC T CCA AC A A T T T C T T T G T T C T CA A CGC CCC T T A A T T T CCAGGA A T T A A T CA C T T CA A  46549

48.100 48.120 48.140 48.160

C TGG T A C T AG A T A A A AC T GT A A AC T CCA AC A A T T T C T T T G T T C T CA A CGC CCC T T A A T T T T CAGGA A T T A A T CA C T T CA A  46200
C TGG T A C T AG A T A A A AC T GT A A AC T CCA AC A A T T T C T T T G T T C T CA A CGC CCC T T A AG T T CCAGGA A T T A A T CA C T T CA A  46317
C TGG T A C T AG A T A A A AC T GT A A AC T CCA AC A A T T T C T T T G T T C T CA A CGC CCC T T A AG T T CCAGGA A T T A A T CA C T T CA A  46532
C TGG T A C T AG A T A A A AC T GT A A AC T CCA AC A A T T T C T T T G T T C T CA A CGC C T C T T A A T T T CCAGGA A T T A A T CA C T T CA A  47124
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CAG T C T T CGA T GGT T C T A AG GG T A T CCA A A G T A CGA ACGA GA TGGA T G T T TG T T A T CCCA ACCA T T C T T C T T AG T CCCGA  46629

48.180 48.200 48.220 48.240

CAG T C T T CGA T GGT T C T A AG GG T A T CCA A A G T A CGA ACGA GA TGGA T G T T TG T T A T CCCA ACCA T T C T T C T T AG T CCCGA  46280
CAG T C T T CGA T GGT T C T A AG GG T A T CCA A A G T A CGA ACGA GA TGGA T G T T TG T T A T CCCA ACCA T T C T T C T T AG T CCCGA  46397
CAG T C T T CGA T GGT T C T A AG GG T A T CCA A A A T A CGA ACGA GA TGGA T G T T TG T T A T CCCA ACCA T T C T T C T T AG T CCCGA  46612
CAG T C T T CGA T GGT T C T A AG GG T A T CCA A A G T A CGA ACGA GA TGGA T G T T TG T T A T CCCA ACCA T T C T T C T T AG T CCCGA  47204

T CCCGA T A AG GA A A AGGGGA A A T T T C T A AC A A AG T T T T CG T G T T G T T GA T T CC T AGGT G T AGCGCC T C T T CCCG T A T GCC  46709

48.260 48.280 48.300 48.320

T CCCGA T A AG GA A A AGGGGA A T T T T C T A AC A A AG T T T T CG T G T T G T T GA T T CC T AGGT G T AGCGCC T C T T CCCG T A T GCC  46360
T CCCGA T A AG GA A A AGGGGA A A T T T C T A AC A A AG T T T T CG T G T T G T T GA T T CC T AGGT G T AGCGCC T C T T CCCG T A T GCC  46477
T CCCGA T A AG GA A A AGGGGA A A T T T C T A AC A A AG T T T T CG T G T T G T T GA T T CC T AGGT G T AGCGCC T C T T CCCG T A T GCC  46692
T CCCGA T A AG GA A A AGGGCC A A T T T T T A AC A A AG T T T T CG T G T T G T T GA T T CC T AGGCG T AGCGCC T C T T CCCC T A T GCC  47284

GCC T A T T GG T A C T AG TG T AG T AGGG T TGAC C TGCA A T ACA GA ACCCA T AG GT G T A ACC T T T CGC T CA A T A C T AGA A T CGA  46789

48.340 48.360 48.380 48.400

GCC T A T T GG T A C T AG TG T AG T AGGG T TGAC C TGCA A T ACA GA ACCA A T AG GT G T A ACC T T T CGC T CA A T A C T AGA A T CGA  46440
GCC T A T T GG T A C T AG TG T AG T AGGG T TGAC C TGCA A T ACA GA ACCCA T AG GT G T A ACC T T T CGC T CA A T A C T AGA A T CGA  46557
GCC T A T T GG T A C T AG TG T AG T AGGG T TGAC C TGCA A T ACA GA ACCCA T AG GT G T A ACC T T T CGC T CA A T A C T AGA A T CGA  46772
GCC T A T T GG T A C T AG TG T AG T AGGG T TGAC C TGCA A T ACA GA ACC TG T AG GT G T A ACC T T T CGC T CA A T A C T AGA A T CGA  47364

CA A T TGA AGC A T C T GAGGC T GCA T T A A T CG GGGA T A CACG A CAGA AGGA A T T G T T T T A T C T A T A A A C T - - - - - T CACC T T  46864

48.420 48.440 48.460 48.480

CA A T TGA AGC A T C T GAGGC T GCA T T A A T CG GGGA T A CACG A CAGA AGGA A T T G T T T T A T C T A T A A A C T A A A C T T CACC T T  46520
CA A T TGA AGC A T C T GAGGC T GCA T T A A T CG GGGA T A CACG A CAGA AGGA A T T G T T T T A T C T A T A A A C T - - - - - T CACC T T  46632
CA A T TGA AGC A T C T GAGGC T GCA T T A A T CG GGGA T A CACG A CAGA AGGA A T T G T T T T A T C T A T A A A C T - - - - - T CACC T T  46847
CA A T TGA AGC A T C T GAGGC T GCA T T A A T CG GGGA T A CACG A CAGA AGGA A T T G T T T T A T C T A T A - - - T A A A C T T CACC T T  47441

CA A CA AGCG T AGA T T T T T T C A A T A A T C T T T T T T CGT T C T T T T C T A T CCCG A A T CG T C T T T C T T T C T CC T A AGACCGA AGG  46944

48.500 48.520 48.540 48.560

CA A CA AGCG T AGA T T T T T T C A A T A A T C T T T T T T CGT T C T T T T C T A T CCCG A A T CG T C T T T C T T T C T CC T A AGACCGA AGG  46600
CA A CA AGCG T AGA T T T T T T C A A T A A T C T T T T T T CGT T C T T T T C T A T CCCG A A T CG T C T T T C T T T C T CC T A AGACCGA AGG  46712
CA A CA AGCG T AGA T T T T T T C A A T A A T A T T T T T T CGT T C T T T T C T A T CCCG A A T CG T C T T T C T T T C T CC T A AGACCGA AGG  46927
CA A CA AGCG T AGA T T T T T T C A A T A A T C T T T T T T CGT T C T T T T C T A T CCCG A A T CG T C T T T C T T T C T CC T A AGACCA A A AG  47521

CCG T A A A T A A A A AGA A A A T C A A A T CACA CC A T C T C T G T A A T AGG T A A A TG CC T C T T T T T C T CC T GA AGT G G T CGGA A T T A  47024

48.580 48.600 48.620 48.640

CCG T A A A A A A A A AGA T A A T C A A A T CACA CC A T C T C T G T A A T AGG T A A A TG CC T C T T T T T C T CC T GA AGT G G T CGGA A T T A  46680
CCGCA A A T A A A A AGA T A A T C A A A T CACA CC A T C T C T G T A A T AGG T A A A TG CC T C T T T T T C T CC T GA AGT G G T CGGA A T T A  46792
CCG T A A A T A A A A AGA T A A T C A A A T CACA CC A T C T C T G T A A T AGG T A A A TG CC T C T T T T T C T CC T GA AGT G G T CGGA A T T A  47007
CGG T A A A T A A A A AGA T A A T C A A A T CACA CC A T C T C T G T A A T AGG T A A A TG CC T C T T T T T C T CC T GA AGT G G T CGGA A T T A  47601

T T CG T A A T A A GA T A T TGGC T ACA A T T GA A A AGG T C T T A T C A A T A A A A T T T CCA T T T A T CC GCGA T C T AGG CA T AGGGA A A  47104

48.660 48.680 48.700 48.720

T T CG T A A T A A GA T A T TGGC T ACA A T T GA A A AGG T C T T A T C A A T A A A A T T T CCA T T T A T CC GCGA T C T AGG CA T AGGGA A A  46760
T T CG T A A T A A GA T A T TGGC T ACA A T T GA A A AGG T C T T A T C A A T A A A A T T T CCA T T T A T CC GCGA T C T AGG CA T AGGGA A A  46872
T T CG T A A T A A GA T A T TGGC T ACA A T T GA A A AGG T C T T A T C A A T A A A A T T T CCA T T T A T CC GCGA T C T AGG CA T AGGGA A A  47087
T T CG T A A T A A GA T A T TGGC T ACA A T T GA A A AGG T C T T A T C A A T A A A A T T T CCAC T T A T CC GCGA T C T AGG CA T AGGGA A A  47681

A A T CCA T T C T A T A A T T C T T T T CA T T ACC T C T CG T GAGA A A A T GA T CCCAC A A ACA A AGGA A T T G T A CAG T A CA A A A T A AC  47184

48.740 48.760 48.780 48.800

A A T CCA T T C T A T A A T T C T T T T CA T T ACC T C T CG T GAGA A A A T GA T CCCAC A A ACA A AGGA A T T G T A CA A T A CA A A A T A AC  46840
A A T CCA T T C T A T A A T T C T T T T CA T T ACC T C T CG T GAGA A A A T GA T CCCAC A A ACA A AGGA A T T G T A CAG T A CA A A A T A AC  46952
A A T CCA T T C T A T A A T T C T T T T CA T T ACC T C T CG T GAGA A A A T GA T CCCAC A A ACA A AGGA A T T G T A CAG T A CA A A A T A AC  47167
A A T CCA T T C T A T A A T T C T T T T CA T T ACC T C T CG T GAGA A A A T T A T CCCAC A A ACA A AGGA A T T G T A CAG T A CA A A A T A AC  47761

A T A A A AGCAG A C T CA T T A A A A A ACAGA T A T GACC T T C T A C T T CA A T T T T T T C T T T T TGGC AGGAGT CGA T A A A A A A T A A A  47264

48.820 48.840 48.860 48.880

A T A A A AGCAG A C T CA T T A A A A A ACAGA T A T GACC T T C T A C T T CA A T T T T T T T T T T T TGGC AGGAGT CGA T A A A A A A T A A -   46919
A T A A A AGCAG A C T CA T T A A A A A ACAGA T A T GACC T T C T A C T T CA A T T T T T T C T T T T TGGC AGGAGT CGA T A A A A A A T A A -   47031
A T A A A AGCAG A C T CA T T A A A A A ACAGA T A T GACC T T C T A C T T CA A T T T T T T C T T T T TGGC AGGAGT CGA T A ACA A A T A A -   47246
A T A A A AGCAG A C T CA T T A A A A A ACA T A T A T GACC T T C T A C T T CA A T T T T T T C T T T T TGGC AGGAGT CGA T A A A A A A T A A -   47840

A A A T A AGA A A T AC T T GA A T C C T A T T CGA T T T CA T T CA A A T GA AG T AG T A T A AGA A T GA A A GGA A A T A T T C CGA T T TGA T C  47344

48.900 48.920 48.940 48.960

- - - - - - GA A A T AC T T GA A T C CGA T T CGA T T T CA T T CA A A T GA AG T AG T A T A AGA A T GA A A GGA A A T A T T C CGA T T TGA T C  46993
- - - - - - GA A A T AC T T GA A T C CGA T T CGA T T T CA T T CA A A T A A AG T AGGA T A AGA A T GA A A GGA A A T A T T C CGA T T TGA T C  47105
- - - - - - GA A A T AC T T GA A T A CGA T T CGA T T T CA T T CA A A T A A AG T AG T A T A AGA A T GA A A GGA A A T A T T C CGA T T TGA T C  47320
- - - - - - GA A A T A T T T GA A T C CGA T T CGA T T T CA T T CA A A T GGAG T AG T A T A AGA A T CA A A GGA AC T A T T C CGA T T TGA T C  47914

GA AG T T GA AG A A - - - - - T CA A AGA A T T T T T CC T GCGGA T T AGGA CA A T T C GAGA AG T T T T T C T T A A A T T A T GA T CCA A AG  47419

48.980 49.000 49.020 49.040

GA AG T T GA AG A A - - - - - T CA A AGA A T T T T T CC T GCGGA T T AGGA CA A T T C GAGACG T T T T T C T T A A A T T A T GA T CCA A AG  47068
GA AG T T GA AG A A - - - - - T CA A AGA A T T T T T C T T GCGGA T T AGGA CA A T T C GAGA AG T T T T T C T T A A A T T A T GA T CCA A AG  47180
GA AG T T GA AG A A A AGA A T CA A AGA A T T T T T C T T GCGGA T T AGGA CA A T T C GAGA AG T T T T T C T T A A A T T A T GA T CCA A AG  47400
GA AG T T GA AG A A - - - - - T CA A AGA A T T T G T CC T GCAGA T T A A T AGA A T T C GAGGAG T T T T T C T T A A A T T A T GA T CCA A AG  47989

A AGA A A A AGC A T GGA A T A A T TG T T C T A T GA T GA A AGA T AG A A T A ACCC T C CA T T T T GT GA G T T G TGCA T A GCGGG T A T AG  47499

49.060 49.080 49.100 49.120

A AGA A A A AGC A T GGA A T A T T TG T T C T A T GA T GA A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   47103
A AGA A A A AGC A T GGA A T A A T TG T T C T A T GA T GA A AGA T AG A A T A ACCC T C CA T T T T T T GA G T T G TGCA T A GCGGG T A T AG  47260
A AGA A A A AGC A T GGA A T A A T TG T T C T A T GA T GA A AGA T AG A A T A ACCC T C CA T T T T GT GA G T T G TGCA T A GCGGG T A T AG  47480
A AGA A A A AGC A T GGA A T A A T T A T T C T A T GA T GA A A - A T AG A A T A ACCC T C CA T T T T GT GA G T T G TGCA T A GCGGG T A T AC  48068

GCCGA T ACA C T A T A CA A T CA A A T CGA A A A A T CCC TGGGA T GA T T T A T GA A T T T GT A A T AG A T T T ACGGG T T A AGGGG T TG  47579

49.140 49.160 49.180 49.200

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   47103
GCCGA T ACA C T A T A CA A T CA A A T CGA A A A A T CCC TGGGA T GA T T T A T GA A T T T GT A A T GG A T T T ACGGG T T A AGGGG T TG  47340
GCCGA T ACA C T A T A CA A T CA A A T CGA A A A A T CCC TGGGA T GA T T T A T GA A T T T GT A A T AG A T T T ACGGG T T A AGGGG T TG  47560
GC T T A T ACA C T A T A CA A T CA A A T CGA A A A A T CCC TGGGA T GA T T T A T GA A T T T GT A A T AG AGT T ACGGG T T A AGGGG T TG  48148

AGCGA T C T A A A ACAGGCA AG GA A - - - - - - T T T T AGA A T T C T T A T GGA A A T CGA A T T C T A A T T T A A AGA T A A T T A T GA T CA  47653

49.220 49.240 49.260 49.280

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   47103
AGCGA T C T A A A ACAGGCA AG GA A - - - - - - T T T T AGA A T T C T T A T GGA A A T CGA A T T CGA A T T T A A AGA T A A T T A T GA T CG  47414
AGCGA T C T A A A ACAGGCA AG GA A A AGGA A T T T T AGA A T T C T T A T GGA A A T CGA A T T CGA A T T T A A AGA T A A T T A T GA T CG  47640
AGCGA T C T A A A AC T GGA A AG A A A - - - - - - T T T T AGA A T T C T T A T GGA A A T AGA A T T CGA A T T T A A AGA T A A T T A T GA T CG  48222
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A A AGA T A T CC A T T A ACCA T A GT C T A A A A A A A A A T A - - GA C CGA T GGG T TG A T T CG T T CCA A T T CAG T GA T T GA A T CCGGT  47731

49.300 49.320 49.340 49.360

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   47103
A A AGA T A T CC A T T A ACCA T A GT C T A A A A A A A A A T A - - GA C CGA T GGG T TG A T T CG T T CCA A T T CA T T GA T T GA A T CCGGT  47492
A A AGA T A T CC A T T A ACCA T A GT C T A A A A A A A A A T A - - GA C CGA T GGG T TG A T T CG T T CCA A T T CAG T GA T T GA A T CCGGT  47718
A A AGA T C T CC A T T A ACCA TG GT C T A A A A A A A A A A A T CGA C CGA T CGG T TG A T T CG T T CCA A T T CA T T GA T T GA A T C T GGT  48302

AGA A A T A T CA GA A A A A A A - T GGGAGCGCCA CC T T CGCA A A CA AGA T AGA T A T C T T G T T T G T T T T T A ACAG T T T T T CA CA A  47810

49.380 49.400 49.420 49.440

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   47103
AGA A A T A T CA GA A A A A A A A T GGGAGCGCCA CC T T GGCA A A CA AGA T A T C T A T C T T G T T T G T T T T T A ACAG T T T T T CA CA A  47572
AGA A A T A T CA GA A A A A A A A T GGGAGCGCCA CC T T GGCA A A CA AGA T A T C T A T C T T G T T T G T T T T T A ACAG T T T T T CA CA A  47798
A T A A A T A T CA GA A A A A A A A T CGGAGCGCCG CC T T GGCA A A CA AGA T A T A T A T C T T G T T T G T T T T T A ACAG T T T T T CA CA A  48382

ACA CA A A A A A A A - T T A T C T T T T T C T CCCAG GC T CGA AGGA AGA A T T T T T T C T T TGA TGA A A AG T T T T C T A T T T T T C T AGT  47889

49.460 49.480 49.500 49.520

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AG T T T T C T A T T T T T C T AGT  47122
ACA CA A A A A A A A - T T A T C T T T T T C T CCCAG GC T CGA AGGA AGA A T T T T T T C T T TGA TGA A A AG T T T T C T A T T T T T C T AGT  47651
ACA CA A A A A A A A A T T A T C T T T T T C T CCCAG GC T CGA AGGA AGA A T T T T T T C T T TGA TGA A A AG T T T T C T A T T T T T C T AGT  47878
ACA - - - A A A A A A A T T C T C T T T T T C T CCCAG GC T CGA AGGA AGA A T T T T T T C T T TGA TGA A A AG T T T T C T A T T T T T C T AGT  48459

T AGA A T GGA T T CA A T TG T CC GT A T CCA T C T A ACA A T C T A A T A TGA ACA AC T CGC T A T T CA C T CGGG T T C T CGGT CA T A A T  47969

49.540 49.560 49.580 49.600

T AGA A T GGA T T CA A T TG T CC GT A T CCA T C T A ACA A T C T A A T A TGA ACA AC T CGC T A T T CA C T CGGG T T C T CGGT CA T A A T  47202
T AGA A T GGA T T CA A T TG T CC GT A T CCA T C T A ACA A T C T A A T A TGA ACCAC T CGC T A T T CA C T CGGG T T C T CGGT CA T A A T  47731
T AGA A T GGA T T CA A T TG T CC GT A T CCA T C T A ACA A T C T A A T A TGA ACCAC T CGC T A T T CA C T CGGG T T C T CGGT CA T A A T  47958
T AGA A T GGA T T CGA T TG T CC GT A T CCA T C T A ACA A T C T A A CA TGA ACA AC T CGC T A T T CA C T CGGG T T C T CGGT CA T A A T  48539

CA T T A T G T AG GAGAGA T GGC CGAGT GGT T C A AGGCG T AGC A T TGGA A C TG C T A TG T AGAC T T T T GT T T A C CGGGGGT T CG  48049

49.620 49.640 49.660 49.680

CA T T A T G T AG GAGAGA T GGC CGAGT GGT T C A AGGCG T AGC A T TGGA A C TG C T A TG T AGAC T T T T GT T T A C CGGGGGT T CG  47282
CA T T A T G T AG GAGAGA T GGC CGAGT GGT T C A AGGCC T AGC A T TGGA A C TG C T A TG T AGAC T T T T GT T T A C CGGGGGT T CG  47811
CA T T A T G T AG GAGAGA T GGC CGAGT GGT T C A AGGCG T AGC A T TGGA A C TG C T A TG T AGAC T T T T GT T T A C CGGGGGT T CG  48038
CA T T A T G T AG GAGAGA T GGC CGAGT GGT T C A AGGCG T AGC A T TGGA A C TG C T A TG T AGAC T T T T GT T T A C CGGGGGT T CG  48619

A A T CCC T C T C T T T CCGT ACC T T CACC T A A T T CA CCA A TG T T AC T GACCGC A A T GGA T CCA A T CA A A A A A C A A TGA A T ACC  48129

49.700 49.720 49.740 49.760

A A T CCC T C T C T T T CCGT ACC T T CACC T A A T T CA CCA A TG T T AC T GACCGC A A T GGA T CCA A T CA A A A A A C A A TGA A T ACC  47362
A A T CCC T C T C T T T CCGT ACC T T CACC T A A T T CA CCA A TG T T AC T GACCGC A A T GGA T CCA A T CA A A A A A C A A TGA A T ACC  47891
A A T CCC T C T C T T T CCGT ACC T T CACC T A A T T CA CCA A TG T T AC T GACCGC A A T GGA T CCA A T CA A A A A A C A A TGA A T ACC  48118
A A T CCC T C T C T T T CCGGACC T T CACC T A A T T CA CCA A TG T T AC T GA T CAC A A T GGA T CCA A T CA A A A A A C A A TGA A - - - -   48695

AGA CAG T CAG A CC - - T T T T T T T GAGA T AGA T T C T CA A T T C C T AC T T T C TG TGA T A CGGA A A A T T CAGGA A AGA A - - - - - -   48201

49.780 49.800 49.820 49.840

AGA CAG T CA A A CCC T T T T T T T T GAGA T AGA T T C T CA A T T C C T AC T T T C TG TGA T A CGGA A A A T T CAGGA A AGA A - - - - - -   47436
AGA CAG T CAG A CC - - T T T T T T T GAGA T AGA T T C T CA A T T C C T AC T T T C TG TGA T A CGGA A A A T T CAGGA A AGA A - - - - - -   47963
AGA CAG T CAG A CC - - T T T T T T T GAGA T AGA T T C T CA A T T C C T AC T T T C TG TGA T A CGGA A A A T T CAGGA A AGA A - - - - - -   48190
- - - - - G T CAG A CC - - T T T T T T T GA A A T AGA T T C T CA A T T C C T A A T T T C TG TGA T A CGGA A A A T CCAGGA A AGA AGGA A AG  48768

- - AGGGCGGG CAGGGGA T A A A A A T C T ACCC T C T GA T C T A T GA T A CA T GA A TGGGAGA A A A A T CA A A C T CC CCGGA T CA A A  48279

49.860 49.880 49.900 49.920

- - AGGGCGGG CAGGGGA T A A A A A T C T ACCC T C T GA T C T A T GA T A CA T GA A TGGGAGA A A A A T A A A A C T CC CCGGA T CA A A  47514
- - AGGGCGGG CAGAGGA T A A A A A T C T AC T C T C T GA T C T A T GA T A CA T GA A TGGGAGA A A A A T A A A A C T CC CCGGA T CA A A  48041
- - AGGGCGGG CAGGGGA T A A A A A T C T ACCC T C T GA T C T A T GA T A CA T GA A TGGGAGA A A A A T A A A A C T CC CCGGA T CA A A  48268
ACAGGGCGGG CAGGGA A T CA A A A T C T ACCC T C T GA T C T A T GA T A CA T GA A T CAGAGA A A A A T A A A A C - CC CCGGA T CA A A  48847

T T CC T T GCC T T G TG T CCC T T T CC T T A AC T T ACG T GA A AGA GGA AGA A A A T T C T ACGA A CC T GT T TG T T A T T - - - - - - T T A  48353

49.940 49.960 49.980 50.000

T T CC T T GCC T T G TG T CCC T T T CC T T A AC T T ACG T GA A AGA GGA AGA A A A T T C T ACGA A CC CGT T TG T T A T T G T T A T T T T A  47594
T T CC T T GCC T T G TG T CCC T T T CC T T A AC T T ACG T GA A AGA GGA AGA A A A T T C T ACGA A CC T GT T TG T T A T T G T T A T T T T A  48121
T T CC T T GCC T T G TG T CCC T T T CC T T A AC T T ACG T GA A AGA GGA AGA A A A T T C T ACGA A CC T GT T TG T T A T T G T T A T T T T A  48348
T T CC T T GCCC GGCG T T CC T T T CC T T A AC T T AGG T GA A AGA GGA A - - - A A T TG T ACGA A CC CGT T - - - - A T T G T T A T T T T A  48920

G T T AGG T T T A AG T C T GA CGA GA A T A A T A T T C T A CGA CA AG CA A T T CA T T T A T T T T CA A AC CGA CCCA T T T A C T A T C T A T T  48433

50.020 50.040 50.060 50.080

G T T AGG T T T A AG T C T GA CGA GA A T A A T A T T C T A CGA CA AG CA A T T CA T T T A T T T T CA A AC CGA CCCA T T T A C T A T C T A T T  47674
G T T AGG T T T A AG T C T GA CGA GA A T A A T A T T C T A CGA CA AG CA A T T CA T T T A T T T T CA A AC CGA CCCA T T T A C T A T C T A T T  48201
G T T AGG T T T A AG T C T GA CGA GA A T A A T A T T C T A CGA CA AG CA A T T CA T T T A T T T T CA A AC CGA CCCA T T T A C T A T C T A T T  48428
G T T AGG T T T A AG T C T GA CGA GA A T A A T A T T C T A CGA CA AG CA A T T CA T T T A T T T T CA A AC CGA CCCA T T T A C T A T C T A T T  49000

A T T T GA T TGA C T A A CCC T T T A T A T T GGA A T GCG T GA AGAG T CA A A TG T T T TGGCA A T T CC T CAGGG T GGG A T GA A T CA AG  48513

50.100 50.120 50.140 50.160

A T T T GA T TGA C T A A T CC T T T A T A T T GGA A T GCG T GA AGAG T CA A A TG T T T TGGCA A T T CC T CAGGG T GGG A T GA A T CA AG  47754
A T T T GA T TGA C T A A T CC T T T A T A T T GGA A T GCG T GA AGAG T CA A A TG T T T TGGCA A T T CC T CAGGG T GGG A T GA A T CA AG  48281
A T T T GA T TGA C T A A T CC T T T A T A T T GGA A T GCG T GA AGAG T CA A A TG T T T TGGCA A T T CC T CAGGG T GGG A T GA A T CA AG  48508
A T T T GA T TGA C T A A T CC T T T A T A T T GGA A T GCG T GA AGAG T CA A A TG T T T TGGCA A T T CC T CAGGG T GGG A T GA A T CA AG  49080

A T A A T T T TGA A T T AGAGC T C T AGA T T T T T G G T CA T CCC T T GC TG T A A T A A T A T C T CGGGG T T T GCA ACGA T A AC T TGG T A  48593

50.180 50.200 50.220 50.240

A T A A T T T TGA A T T AGAGC T C T CGA T T T T T G G T CA T CCC T T GC TG T A A T A A T A T C T CGGGG T T T GCA ACGA T A AC T TGG T A  47834
A T A A T T T TGA A T T AGAGC T C T AGA T T T T T G G T CA T CCC T T GC TG T A A T A A T A T C T CGGGG T T T GCA ACGA T A AC T TGG T A  48361
A T A A T T T TGA A T T AGAGC T C T AGA T T T T T G G T CA T CCC T T GC TG T A A T A A T A T C T CGGGG T T T GCA ACGA T A AC T TGG T A  48588
A T A A T T T TGA A C T AGAGC T C T AGA T T T T T G G T CA T CCC T T GC TG T A A T A A T A T C T CGGGG T T T GCA ACGA T A AC T TGG T A  49160

T A T CGA C T A T A CGA CCA T T A AC T A A A A T A T G T C T A T GGT T A AC T A A T T GC CGGGC T TGAG GA A T AG T TGA AGCCA T A CCC  48673

50.260 50.280 50.300 50.320

T A T CGA C T A T A CGA CCA T T A AC T A A A A T A T G T C T A T GGT T A AC T A A T T GC CGGGC T TGAG GA A T AG T TGA AGCCA TGCCC  47914
T A T CGA C T A T A CGA CCA T T A AC T A A A A T A T G T C T A T GGT T A AC T A A T T GG CGGGC T TGAG GA A T AG T TGA AGCCA T A CCC  48441
T A T CGA C T A T A CGA CCA T T A AC T A A A A T A T G T C T A T GGT T A AC T A A T T GG CGGGC T TGAG GA A T AG T TGA AGCCA T A CCC  48668
T A T CGA C T A T A CGA CCA T T A AC T A A A A T A T G T C T A T GGT T A AC T A A T T GG CGGGC T TGAG GA A T AG T TGA AGCCA T A CCC  49240

A A T CGA A A A A GA A T A T T A T C CA A ACGCA T T T CA AGT A A T T G T AG T A A A AC CAGACC TG T T GACCC T T T AG C T T T T CCGGC  48753

50.340 50.360 50.380 50.400

A A T CGA A A A A GA A T A T T A T C CA A ACGCA T T T CA AGT A A T T G T AG T A A A AC CAGACC TG T T GACCC T T T AG C T T T T CCGGC  47994
A A T CGA A A A A GA A T A T T A T C CA A ACGCA T T T CA AGT A A T T G T AG T A A A AC CAGACC TG T T GACCC T T T AG C T T T T CCGGC  48521
A A T CGA A A A A T A A T A T T A T C CA A ACGCA T T T CA AGT A A T T G T AG T A A A AC CAGACC TG T T GACCC T T T AG C T T T T CCGGC  48748
A A T CGA A A A A GGA T G T T A T C CA A ACGCA T T T CA AGT A A T T G T AG T A A A AC CAGACCCG T C GACCC T T T AG C T T T T CCGGC  49320
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GA T ACGA ACG T A T T T A AG T A A T T GT CGT T C T GT A AGACCA T A A T GA A A AC GCA A T T T T T G T T T T T C T T C T A A ACGA A T AC  48833

50.420 50.440 50.460 50.480

GA T ACGA ACG T A T T T A AG T A A T T GT CGT T C T GT A AGACCA T A A T GA A A AC GCA A T T T T T G T T T T T C T T C T A A ACGA A T AC  48074
GA T ACGA ACG T A T T T A AG T A A T T GT CGT T C T GT A AGACCA T A A T GA A A AC GCA A T T T T T G T T T T T C T T C T A A ACGA A T AC  48601
GA T ACGA ACG T A T T T A AG T A A T T GT CGT T C T GT A AGACCA T A A T GA A A AC GCA A T T T T T G T T T T T C T T C T A A ACGA A T AC  48828
GA T ACGA ACG T A T T T A AG T A A T T GT CGT T C T GT A AGACCA T A A T GA A A AC GA A A T T T T T G T T T T T C T T C T A A ACGA A T AC  49400

GA T A T T GAGA T T T T T T T CCG GAGCGCGA T T GGT T T C T A AG A T CGC T T CCG GC T C T AGGCC T T T T AC T CG T A AGT CCCGGT  48913

50.500 50.520 50.540 50.560

GA T A T T GAGA T T T T T T T CCG GAGCGCGA T T GGT T T C T A AG A T CGC T T CCG GC T C T AGGCC T T T T AC T CG T A AGT CCCGGT  48154
GA T A T T GAGA T T T T T T T CCG GAGCGCGA T T GGT T T C T A AG A T CGC T T CCG GC T C T AGGCC T T T T AC T CG T A AGT CCCGGT  48681
GA T A T T GAGA T T T T T T T CCG GAGCGCGA T T GGT T T C T A AG A T CGC T T CCG GC T C T AGGCC T T T T AC T CG T A AGT CCCGGT  48908
GA T A T T GAGA T T T T T T T CCG GAGCGCGA T T GGT T T C T A AG A T CGC T T CCG GC T C T AGGCC T T T T AC T CG T T AGT CCCGGT  49480

A A AGCCCCCA GACGGCG T A T T T T T T T GA A A CGAGGCCC T C GG T A ACG T GA CA T A A AGA C T CC T T A T T T T A T T GA A T T T CA  48993

50.580 50.600 50.620 50.640

A A AGCCCCCA GACGGCG T A T T T T T T T GA A A CGAGGCCC T C GG T A ACG T GA CA T A A AGA C T CC T T A T T T T A T T GA A T T T CA  48234
A A AGCCCCCA GACGGCG T A T T T T T T T GA A A CGAGGCCC T C GG T A ACG T GA CA T A A AGA C T CC T T A T T TGA T T GA A T T T CA  48761
A A AGCCCCCA GACGGCG T A T T T T T T T GA A A CGAGGCCC T C GG T A ACG T GA CA T A A AGA C T CC T T A T T TGA T T GA A T T T CA  48988
A A AGCCCCCA GACGGCG T A T T T T T T T GA A A CGAGGCCC T C GG T A ACG T GA CA T A A AGA C T CC T T A T T T T A T T GA A T T T CA  49560

T A A ACCGA A A T T A A A AC T GA GC T A A A TGA T A A A T GA AGCG A A A T CCA C TG A AGGA T TG T A C T A CA A AGA A T A A T GAGA TG  49073

50.660 50.680 50.700 50.720

T A A ACCGA A A T T A A A AC T GA GC T A A A TGA T A A A T GA AGCG A A A T CCA C TG A AGGA T TG T A C T A CA A AGA A T A A T GAGA TG  48314
T A A ACCGA A A T T A A A AC T GA GC T A A A TGA T A A A T GA AGCG A A A T CCA C TG A AGGA T TG T A C T A CA A AGA A T A A T GAGA TG  48841
T A A ACCGA A A T T A A A AC T GA GC T A A A TGA T A A A T GA AGCG A A A T CCA C TG A AGGA T TG T A C T A CA A AGA A T A A T GAGA TG  49068
T A A ACC T A A A T T A A A AC T GA GC T A A A TGA T A A A T GA AGCG A A A T C - - - - - - - - - A T TG T A C T A CA A AGA A T A A T GAGA TG  49631

A T T T GT A T CA A T A T CCAGAC CC T T T T T T G T A T T G T A T A T A CA T A T A T A A A T A T A A A T CA A A - - - - - - - - - - - - - - - - - - -   49134

50.740 50.760 50.780 50.800

A T T T GT A T CA A T A T CCAGAC CC T T T T T T G T A T T G T A T A T A CA T A T A T A A A T A T A A A T CA A A - - - - - - - - - - - - - - - - - - -   48375
A T T T GT A T CA A T A T CCAGAC CC T T T T T T G T A T T G T A T A T A CA T A T A T A A A T A T A A A T A A A A T A T A T A A A T A T A A A T A A A A  48921
A T T T GT A T CA A T A T CCAGAC CC T T T T T T G T A T T G T A T A T A CA T A T A T A A A T A T A A A T CA A A - - - - - - - - - - - - - - - - - - A  49130
A T T T GT A T CA A T A T CCAGAC CC T T T T T T G T A T T G T A T A T A CA T A T A T A A A T A T A A A T CA A A - - - - - - - - - - - - - - - - - - A  49693

A A A AGGA ACC T T A A CC T T T T T T T T T GA T T T A T T C TGCCGA GA T C T A A C T C C T CC T A T T T T T A T T CA T A A T T GGA AGC T CC  49214

50.820 50.840 50.860 50.880

A A A AGGA ACC T T - - - - - - - - T T T T T GA T T T A T T C TGCCGA GA T C T A A C T C C T CCCA T T T T T A T T CA T A A T T GGA AGC T CC  48447
A A A AGGA ACC T T - - - - - - - T T T T T T T A T T T A T T C TGCCGA GA T C T A A C T C C T CCCA T T T T T A T T CA T A A T T GGA AGC T CC  48994
A A A AGG T T CC T T - - - - - - - - T T T T T GA T T T A T T C TGCCGA A A T C T A A C T C C T CCCA T T T T T A T T CA T A A T T GGA AGC T CC  49202
A A AGGG T T CC T T - - - - - - - - T T T T T GA T T T A T T C TGCCGC GA T C T A A C T C C T CCA A T T T T T A T T CA T A A T T GGA AGC T CC  49765

T ACAGCA T A C T AC T AGA T CG A T GGC T T T T G GA A A A AGGGA G - GA AGCC T T T T C T T T T C - - - - - A A T G T T C T T T T T T T T T T  49288

50.900 50.920 50.940 50.960

T ACAGCA T A C T A - - - GA T CG A T GGC T T T T G GA A A A AGGGA G - GA AGCC T T T T C T T T T C - - - - - A A T G T T C T T T T T T T T T T  48518
T ACAGCA T A C T A - - - GA T CG A T GGC T T T T G GA A A A AGGGG G - GGAGCC T T T T C T T T T C T T T T CA A T G T T C T T T T T T T T T T  49070
T ACAGCA T A C T A - - - GA T CG A T GGC T T T T G GA A A A AGGGG G - GA AGCC T T T T C T T T T - - - - - A A A T G T T C T T T T T T T T T T  49273
T ACAGCA T A T T A - - - A A T CG A T GACC T T T G GA A A A AGGGG A AGA AGCC T T T T C - - - - - - - - - - A A T G T T C T T T T C T T T - -   49830

T T - - - CA A A A AGACA T T A T C A A T CA T C T A A A A A A T A A A A C A A A T AGAGA A A AGCCGGC T A T CGGA A T CGA A CCGA TGACC  49365

50.980 51.000 51.020 51.040

CA - - - - A A A A AGACA T T A T C A A T CA T C T A A ACA A T A A A A C A A A T AGAGA A A AGCCGGC T A T CGGA A T CGA A CCGA TGACC  48594
T T - - - CA A A A AGACA T T A T C A A T CA T C T A A A A A A T A A A A C A A A T AGAGA A A AGCCGGC T A T CGGA A T CGA A CCGA TGACC  49147
T T T T T CA A A A AGACA T T A T A A A T CA T C T A A A A A A T A A A A C A A A T AGAGA A A AGCCGGC T A T CGGA A T CGA A CCGA TGACC  49353
- - - - - CA A A A AGACA T T A T C A A T CA T GT A A A A A A T T A A A C A A A T AGAGA A A AGCCGGC T A T CGGA A T CGA A CCGA TGACC  49905

A T CGCA T T A C A A A T GCGA TG C T C T A ACC T C T GAGC T A AGC GGGC T T A A A T A A CAGA - - A A T TG T ACA TGC A T AGA A A T T C  49443

51.060 51.080 51.100 51.120

A T CGCA T T A C A A A T GCGA TG C T C T A ACC T C T GAGC T A AGC GGGC T T A A A T A A CAGA - - A A T CG T ACA TGC A T AGA A A T T C  48672
A T CGCA T T A C A A A T GCGA TG C T C T A ACC T C T GAGC T A AGC GGGC T T A A A T A A CAGA - - A A T TG T ACA TGC A T AGA A A T T C  49225
A T CGCA T T A C A A A T GCGA TG C T C T A ACC T C T GAGC T A AGC GGGC T T A A A T A A CAGAGA A A T TG T GCA TGC A T AGA A A T T C  49433
A T CGCA T T A C A A A T GCGA TG C T C T A ACC T C T GAGC T A AGC GGGC T T A A A T A A CAGA - - A A T TG T A - A T A C A T AGGA A T T C  49982

AGT A A A T T CC T AGGA T C T T A T C T AG T A A T T T T CA T T C T T A GA T A T T CA T A A AGA A T AGA A T AGA A T T T T A A A T A A A T T T A  49523

51.140 51.160 51.180 51.200

AGT A A A T T CC T AGGA T C T T A T C T AG T A A C T T T CA T T C T T A G T T A T T CA T A A AGA A T AGA A T AGA A T T T T G A - - - - - - - - -   48743
AGT A A A T T CC T AGGA T C T T A T C T AG T A A C T T T CA T T C T T A GA T A T T CA T A A AGA A T AGA A T A T A A T T T T A A A T A A A T T T A  49305
AGT A A A T T CC T AGGA T C T T A T C T AG T A A C T T T CA T T C T T A GA T A T T CA T A A AGA A T AGA A T AGA A T T T T A A A T A A A T T T A  49513
AGT A A A T T CC T AGGA T C T T A T C T A T T A A C T T T CA T T C T T A GA T A T T CA T A A AGA A T CGA A T AGA A T T T CA A A T A A A T A T A  50062

T TGA A T AC T A GAGA ACA T A A CGA T T A A T AG A A T A T AGCGA T A T A T A T T A T A T A A T T T T G - - - - - - A T T T A T CA A T T AGA T  49597

51.220 51.240 51.260 51.280

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T T - - - - - - A T T T A T CA A T T AGA T  48761
T TGA A T AC T A GAGA ACA T A A CGA T T A A T AG A A T A T AGCGA T A T A T A T A T A T T AGA A T T T T GA T T T A T T T A T CA A T T CGA T  49385
T TGA A T AC T A GAGA ACA T A A CGA T T A A T AG A A T A T AGCGA T A T A T A T T A - - T AGA A T T T T GA T T T A T T T A T CA A T T CGA T  49591
T TGA A T AC T A T A A A ACA T A A CGA T T A A T AG A A T A T AGCGA T C T A T A T T A - - T AGA A T A T T GA T T T A T T T A T CA A T T AGA T  50140

A T T T A T CA AG A A T A A A T A T C T T AC T C T T A A T T AGA T A A T A AGA T T T T T T T T T T T CA T T T T T GA A T T CA A A T T CA A A T GGC  49677

51.300 51.320 51.340 51.360

A T T T A T CA AG A A T A A A T A T C T T AC T C T T A A T T AGA T A A T A AGA T T T T T T T T T T T CA T T T T T A T T T T T GA A T T CA A A T GGC  48841
A T T T A T CA AG A A T A A A T A T C T T AC T C T T A A T T AGA T A A T A AGA T T T T T T T T T T T CA T T T T T GA A T T CA A A T T CA A A T GGC  49465
A T T T A T CA AG A A T A A A T A T C T T AC T C T T A A T T AGA T A A T A AGA T T T T T T T T T T - CA T T T T T GA A T T CA A A T T CA A A T GGC  49670
A T T T A T CA A T A A T A A A T A T C T T AC T C T T A A T T AGC T A A T A AGA T T T T T T T T T T - CA T T T T T G - - - - - - A A T T CA A A T GGC  50213

A T T T T A A A T T C T T T T T T T T T T T T T T C T A AC C T A A T T T T A T T T A T A T A T T C T A T TGGGT T A T T C T A T A T - - - - - - - - - - - -   49745

51.380 51.400 51.420 51.440

A T T T T A A A T T C T T T T T T T - - - - - - - C T A AC C T A A T T T T A T T T A T A T A T T C T A T TGGGT T A T T C T A T A T - - - - - - - - - - - -   48902
A T T T A A A A T T C T T T T T T T T T T - - - - C T A AC C T A A T T T T A T T T A T A T A T T C T A T TGGGT T A T T C T A T A T - - - - - - - - - - - -   49529
A T T T A A A A T T C T T T T T T T T T - - - - - C T A AC C T A A T T T T A T T T A T A T A T T C T A T TGGGT T A T T C T A T A T - - - - - - - - - - - -   49733
A T T T GA A A T T C T T T T T T T T T T - - - - C T A AC C T A A T T T T A T T A A T A T A T T C T A T T CGA T T A T T T T A T A T A T T C T A T A T T A T  50289

- - - - - - - - - - - - - T A T A T A A T A T ACA T A A T A T T C T A - - - - - - - - - T T C T T A T T A T A T A T A T - - T T AG T T A T T C T A A A T CG  49801

51.460 51.480 51.500 51.520

- - - - - - - - - - - - - T A T A T A A T A T ACA T A A T A T T C T A - - - - - - - - - T T C T T A T T A T A T A T A T A T T T AG T T A T T A T A A A T CG  48960
- - - - - - - - - - - - - T A T A T A A T A T ACA T A A T A T T C T A - - - - - - - - - T T C T T A T T A T A T A T A T - - T T AG T T A T T C T A A A T CG  49585
- - - - - - - - - - - - - T A T A T A A T A T ACA T A A T A T T C T A - - - - - - - - - T T C T T A T T A T A T A T A T - - T T AG T T A T T C T A A A T CG  49789
A T T C T A T ACA T A T T A T AGA A T A T ACA T A A T A T T CGAGA T A T T CGA T T C T T A T T A T A T A T A T A T T T AG T T A T T C T A A A T CG  50369
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A A T C T A ACA T T CGA T T C T T A T T A T A CA T T A T C T A AG T T C T A CA T T C T T C T A T T CG - A A T T T C T A AG T C T A A A T A A T T AGG  49880

51.540 51.560 51.580 51.600

A A T C T A ACA T T CGA T T C T T A T T A T A CA T T A T C T A AG T T C T A CA T T C T T C T A T T CG - A A T T T C T A AG T C T A A A T A A T T AGG  49039
A A T C T A ACA T T CGA T T C T T A T T A T A CA T T A T C T A AG T T C T A CA T T C T T C T A T T CG - A A T T T C T A AG T C T A A A T A A T T AGG  49664
A A T C T A ACA T T CGA T T C T T A T T A T A CA T T A T C T A AG T T C T A CA T T C T T C T A T T CG - A A T T T T T A AG T C T A A A T A A T T AGG  49868
A A T CGA A T A T T CGA T T C T T A T T A T A CA T T A T C T A AG T T T T A CA T T C T T CC A T T CGGA A T T T C T A AG T C T A A A T A A T T AGG  50449

C T T T AGAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A A A T A A T T AGA A T T AGA AGA T A A - T T A T A A A T T A A TGGA A T GA  49931

51.620 51.640 51.660 51.680

C T T T AGAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A A A T A A T T AGA A T T AGA AGA T A A - T T C T A A A T T A A TGGA A T GA  49090
C T T T AGAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A A A T A A T T AGA A T T A T C T T T T A A - T T C T A A A T T A A TGGA A T GA  49715
C T T T AGAC - - - - - - - - - - - - - - - - - - - - - - - - - - - - T A A A T A A T T AGA A T T A T C T T C T A A - T T C T A A A T T A A TGGA A T GA  49919
C T T T AGACCA C T T T AGA C T A A A T A A T T AGA A T AGAC T A A A T A A T T AGA A T T A T C T T CGA A A T T CGA A A T T A A TGGA A T GA  50529

T T AG T T A T AG C T A T T ACA T T C T A A A CGA T T CA - - - A T A T T T A A T A A A T T T AG T T A T T T T T AGT T A T G T T A T A T AGGA T C T  50008

51.700 51.720 51.740 51.760

T T AG T T A T AG C T A T T ACA T T C T A A A CGA T T CA T GA A T A T T T A A T A A A T T T AG T T A T T T T T AGT T A T G T T A T A T AGGA T C T  49170
T T AG T T A T AG C T A T T ACA T T C T A A A CGA T T CA T GA A T A T T T A A T A A A T T T AG T T A T T T T T AGT T A T G T T A T A T AGGA T C T  49795
T T AG T T A T AG C T A T T ACA T T C T A A A CGA T T CA T GA A T A T T T A A T A A A T T T AG T T A T T T T T AGT T A T G T T A T A T AGGA T C T  49999
T T AG T T A T AG C T A T T A T A T T C T A T A - A A T T A A T GA A T A T T T AC T A A A T T T A A T T A T T T T T GGT T A T G T T A T A TGGGA T C T  50608

T CC T T A AGGA A AGGA T A AGA AGA A A A A T GA A A T T A A AGAG A A AGA T A T A A T CCAGA T A A A T GGA A T CCAG A T T AGA A T GA  50088

51.780 51.800 51.820 51.840

T CC T T A AGGA A AGGA T A AGA AGA A A A A T GA A A T T A A AGAG A A AGA T A T A A T CCAGA T A A A T GGA A T CCAG A T T AGA A T GA  49250
T C T T T A AGGA A AGGA T A AGA AGA A A A A T T A A A T T A A AGAG A A AGA T A T A A T CCAGA T A A A T GGA A T CCAG A T T AGA A T GA  49875
T C T T T A AGGA A AGGA T A AGA AGA A A A A T GA A A T T A A AGAG A A AGA T A T A A T CCAGA T A A A T GGA A T CCAG A T T AGA A T GA  50079
T C T T T A AGGA A AGGA T A AGA AGA A A A A T GA A A T T A A AGA A A A AGA T A T A A T CCAGA T A A A T GT A A T CCAG A T T AGA A T GA  50688

GACA T T T C T C CC T T T T T G T T T T CA T T CGA A A AGGCGGA AG A A A AGACGA A A A A A AGA A - T CGA CCG T T CG AG T A T T CCAC  50167

51.860 51.880 51.900 51.920

GACA T T - - - - - - - - - - - - - - - - - - - - CGA A A AGGCGGA AG A A A AGA T GA A A A A A AGA A - T CGA CCG T T CG AG T A T T CCAC  49309
GACA T T T C T C CC T T T T T G T T T T CA T T CGA A A AGGCGGA AG A A A AGACGA A A A A A AGA A - T CGA CCG T T CG AG T A T T CCAC  49954
GACA T T T C T C CC T T T T T G T T T T T A T T CGA A A AGGCG T A AG A A A AGACGA A A A A A A A A A A T CGA CCG T T CG AG T A T T CCAC  50159
GA T A T T T C T C T G T T T T T G T T T T CA T T CGA A A AGGCG T A AG A A A AGACGA A A A A A AGA A - T CGA T CG T T CG AG T A T T CCA A  50767

CAGA T T GCA T GAGA A A A A TG AGAGT A AGAG GGGCA T A T A T A T A T G T T A TG G - T AG T A T A T A T CCACC T A T A T TGA A T T GC  50246

51.940 51.960 51.980 52.000

CAGA T T GCA T GAGA A A A A TG AGAGT A AGAG GGGCA T A T A T A T A T G T T A TG GA T AG T A T A T A T A CACC T A T A T TGA A T T GC  49389
CAGA T T GCA T GAGA A A A A TG AGAGT A AGAG GGGCA T A T A T A T A T G T T A TG G - T AG T A T A T A T CCACC T A T A T TGA A T T GC  50033
CAGA T T GCA T GAGA A A A A TG AGAGT A AGAG GGGCA T A T A T A T A T G T T A TG G - T AG T A T A T A T CCACC T A T A T TGA A T T GC  50238
CGGA T T GCA T GAGA A A A A TG ACAGT A AGAG AGGCA T A T A T A T - - G T T A TG G - T AG T A T A T A T CCA T C T A T A T TGA A T T GC  50844

GGA T ACAGA A A AGA T AGA A T CA T T T C TGAC A AGA A A T CA A A ACA C T T T T C GA T A T AGGA A T CCG T A T C T A AGGA A T T CA A  50326

52.020 52.040 52.060 52.080

GGA T ACAGA A A AGA T AGA A T CA T T T C TGAC A AGA A A T CA A A A A A C T T T T C GA T A T AGGA A T CCG T A T C T A AGGA A T T CA A  49469
GGA T ACAGA A A AGA T AGA A T CA T T T C TGAC A AGA A A T CA A A ACA C T T T T C GA T A T AGGA A T CCG T A T C T A AGGA A T T CA A  50113
GGA T ACAGA A A AGA T AGA A T CA T T T C TGAC A AGA A A T CA A A ACA C T T T T C GA T A T AGGA A T CCG T A T C T A AGGA A T T CA A  50318
GGA T ACAGA A A AGA T AGA A T CA T T T C TGAC A AGA A AGCA A A ACA C T T T TG GA T A T AGA A A T CCG T A T C T A AGGA A T T CA A  50924

CGG T T T CCGC A T A A A TGA A A GA A A A AGGGG A ACAGCA T T G AGA T CC T A A A ACACA A AGGG GGGA T A T GGC GA A A T TGG T A  50406

52.100 52.120 52.140 52.160

CGG T T T CCGC A T A A A TGA A A GA A A A AGGGG A ACAGCA T T G AGA T CC T A A A ACACA A AGGG GGGA T A T GGC GA A A T TGG T A  49549
CGG T T T CCGC A T A A A TGA A A GA A A A AGGGG A ACA - - - - - - AGA T CC T A A A ACACA A AGGG GGGA T A T GGC GA A A T TGG T A  50187
CGG T T T CCGC A T A A A TGA A A GA A A A AGGGG A ACAGCA T T G AGA T CC T A A A ACACA A AGGG GGGA T A T GGC GA A A T TGG T A  50398
CGG T T T CCGC A T A A A TGA A A GA A A A A AGGG A ACAGCA T T G GGA T CC T A A A ACACA A AGGG GGGA T A T GGC GA A A T TGG T A  51004

GACGC T ACGG A C T T A A T T GG A T T GAGCC T T GGT A TGGA A A CC T A C T A AGT GA T A A C T T T C A A A T T CAGAG A A ACCC T GGA  50486

52.180 52.200 52.220 52.240

GACGC T ACGG A C T T A A T T GG A T T GAGCC T T GGT A TGGA A A CC T A C T A AGT GA T A A C T T T C A A A T T CAGAG A A ACCC T GGA  49629
GACGC T ACGG A C T T A A T T GG A T T GAGCC T T GGT A TGGA A A CC T A C T A AGT GAGA A C T T T C A A A T T CAGAG A A ACCC T GGA  50267
GACGC T ACGG A C T T A A T T GG A T T GAGCC T T GGT A TGGA A A CC T A C T A AGT GA T A A C T T T C A A A T T CAGAG A A ACCC T GGA  50478
GACGC T ACGG A C T T A A T T GG A T T GAGCC T T GGT A TGGA A A CC T A C T A AGT GA T A A C T T T C A A A T T CAGAG A A ACCC T GGA  51084

A T CA A A A A T G GGCA A T CC TG AGCCA A A T CC T GT T T T ACA A GA ACA A A CA A GGG T T CAGA A AGCGA A A A A - - - - - - - - - - -   50555

52.260 52.280 52.300 52.320

A T CA A A A A T G GGCA A T CC TG AGCCA A A T CC T GT T T T ACA A GA ACA A A CA A GGG T T CAGA A AGCGA A A A A A A A A A AGGGGG  49709
A T CA A A A A T G GGCA A T CC TG AGCCA A A T CC T GT T T T ACA A GA ACA A A CA A GGG T T T AGA A AGCGA A A A A - - - - - - - - - - -   50336
A T CA A A A A T G GGCA A T CC TG AGCCA A A T CC T GT T T T ACA A GA ACA A A CA A GGG T T CAGA A AGCGA A A A A - - - - - - - - - - -   50547
A T CA A A A A T G GGCA A T CC TG AGCCA A A T CC T T T T T T ACA A GA ACA A A CA A GGG T T CAGA A AGCGA A A A A - - - - - - - - - - -   51153

- - GGGGA T AG G T GCAGAGAC T CA A T GGA AG C TG T T C T A AG A A A T GGGG T T GA C TGCC T T T T T T G - - - - - - G T A A AGA A AG  50627

52.340 52.360 52.380 52.400

GGGGGGA T AG G T GCAGAGAC T CA A T GGA AG C TG T T C T A AG A A A T GGGG T T GA C TGCC T T T T T T G - - - - - - G T A A AGA A AG  49783
- - GGGGA T AG G T GCAGAGAC T CA A T GGA AG C TG T T C T A AG A A A T GGGG T T GA C TGCC T T T T T T T T T T T T T G T A A AGA A AG  50414
- - GGGGA T AG G T GCAGAGAC T CA A T GGA AG C TG T T C T A AG A A A T GGGG T T GA C TGCC T T T T T T - - T T T T G G T A A AGA A AG  50623
- - - GGGA T AG G T GCAGAGAC T CA A T GGA AG C TG T T C T A A C A A A T GGGG T T GA C T T CC T T T T T T G - - - - - - G T A A AGA A AG  51224

GA A A AGA A A T CC T T C T A T CG A A T A T CGA A A C T CCA T A A AG GA TGA AGGA T A AGCG T A T A T ACA C T A T GT A T ACA CA A T GA  50707

52.420 52.440 52.460 52.480

GA A A AGA A A T CC T T C T A T CG A A T A T CGA A A C T CCA T A A AG GA T - - - - - - - A AGCG T A T A T ACA C T A T GT A T ACA CA A T GA  49856
GA A A AGA A A T CC T T C T A T CG A A T A T CGA A A C T CCA T A A AG GA TGA AGGA T A AGCG T A T G T ACA C T A T GT A T ACA CA A T GA  50494
GA A A A T A A A T CC T T C T A T CG A A T A T CGA A A C T CCA T A A AG GA TGA AGGA T A AGCG T A T A T ACA C T A T GT A T ACA CA A T GA  50703
GA A A A T GA A T T CGT C T C T CG A A T A T CGA A A C TGGA T A A AG GA TGA AGGA T A AGCG T A T A T ACA C T A T GT A T ACGCA A T GA  51304

A A A AC T A T C T CA A A A A T GAC A A CCGA A T CC G T A T T C T T T T T T T T A TGA A A A AGA A A AGA A T TG T T A T GA A T CA A T T CCA A  50787

52.500 52.520 52.540 52.560

A A A AC T A T C T CA A A A A T GAC A A CCGA A T CC G T A T T - - T T T T T T T A TGA A A A AGA A A AGA A T TG T T A T GA A T CA A T T CCA A  49934
A A A AC T A T C T CA A A A A T GAC A A CCGA A T CC G T A T T - - T T T T T T T A TGA A A A AGA A A AGA A T TG T T A T GA A T CA A T T CCA A  50572
A A A AC T A T C T CA A A A A T GAC A A CCGA A T CC G T A T T - - T T T T T T T A TGA A A A AGA A A AGA A T TG T T A T GA A T CA A T T CCA A  50781
A A A AC T A T C T CA A A A A T GAG A A CCGA A T CC G T A T T - - T C T T T T T A TGA A A A AGA A A AGA A T TG T T A T GA A T CGA T T CCA A  51382

G T T GA AGA A A GA A T CGA A T A T T CA T T GA T C A A A T CA T T CA C T CCA T AG T C TGA T CGA T C T T T T C T T T TGA AGA A C TGA T T  50867

52.580 52.600 52.620 52.640

G T T GA AGA A A GA A T CGA A T A T T CA T T GA T C A A A T CA T T CA C T CCACAG T C TGA T CGA T C T T T T C T T T TGA AGA A C TGA T T  50014
G T T GA AGA A A GA A T CGA A T A T T CA T T GA T C A A A T CA T T CA C T CCA T AG T C TGA T CGA T C T T T T C T T T TGA AGA A C TGA T T  50652
G T T GA AGA A A GA A T CGA A T A T T CA T T GA T C A A A T CA T T CA C T CCA T AG T C TGA T CGA T C T T T T C T T T TGA AGA A C TGA T T  50861
A T T GA AGA A A GA A T AGA A T A T T CA T T GA T C A A A T CA T T CA C T CCA T AG T C TGA T CGA T C T T T T C T T T TGA AGA A C TGA T T  51462
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A A T CGGACA A GA A T A A AGA T AGAGT CCCA T T C T ACA T GT C A A T A T CA A T A CCGGCA ACA A T GA A A T T T AG AG T A AGAGGA  50947

52.660 52.680 52.700 52.720

A A T CGGACA A GA A T A A AGA T AGAGT CCCA T T C T ACA T GT C A A T A T CA A T A CCGGCA ACA A T GA A A T T T AG AG T A AGAGGA  50094
A A T CGGACA A GA A T A A AGA T AGAGT CCCA T T C T ACA T GT C A A T A T CA A T A CCGGCA ACA A T GA A A T T T AG AG T A AGAGGA  50732
A A T CGGACA A GA A T A A AGA T AGAGT CCCA T T C T ACA T GT C A A T A T CA A T A CCGGCA ACA A T GA A A T T T AG AG T A AGAGGA  50941
A A T CGGACGA GA A T A A AGA T AGAGT CCCA T T C T ACA T GT C A A T A T CA A T A CCGGCA ACA A T GA A A T T T A T AG T A AGAGGA  51542

A A A T CCG T CG A C T T T AGA A A T CG TGAGGG T T CA AGT CCC T C T A T CCCCA A A A A A A A T C T C A T T T GA C T CC C T A A CCA T T T  51027

52.740 52.760 52.780 52.800

A A A T CCG T CG A C T T T AGA A A T CG TGAGGG T T CA AGT CCC T C T A T CCCCA A A A A A AG T C T C A T T T GA C T CC C T A A CCA T T T  50174
A A A T CCG T CG A C T T T AGA A A T CG TGAGGG T T CA AGT CCC T C T A T CCCCA A A A A A AG T C T C A T T T GA C T CC C T A A CCA T T T  50812
A A A T CCG T CG A C T T T AGA A A T CG TGAGGG T T CA AGT CCC T C T A T CCCCA A A A A A AG T C T C A T T T GA C T CC C T A A CCA T C T  51021
A A A T CCG T CG A C T T T AGA A A T CG TGAGGG T T CA AGT CCC T C T A T CCCCA A A A A A AG T CCC A T T T GA C T CC C T A A CCA T T T  51622

C T CC T A CCC T C T T - - - - - T T TG T GT T AG T G G T T CA A A A T T CG T T AGG T T T C T CAG T CA T C C T A C T C T T T T CCAGA T A CA A  51102

52.820 52.840 52.860 52.880

C T T C T A CCC T C T T - - - - - T T TG T GT T AG T G G T T CA A A A T T CG T T AGG T T T C T CA T T CA T C C T A C T C T T T T CCAGA T A CA A  50249
C T CC T A CCC T T T T - - - - - T T TG T GT T AG T G G T T CA A A A T T CG T T AGG T T T C T CA T T CA T C C T A C T C T T T T CCAGA T A CA A  50887
C T CC T A CCC T C T T - - - - - T T TG T GT T AG T G G T T CA A A A T T CG T T AGG T T T C T CA T T CA T C C T A C T C T T T T CCAGA T A CA A  51096
C T CC T A CCC T C T CC T C T C T T T T T GT T A A T G A T T CA A A A T T CG T T AGG T T T C T CA T T CA T C C T A C T C T T T T CCA T T T A CA A  51702

A TG T A T C TGA GCAGA A T T T T T T T C T C T T A T CACA AG T CG T G T T A T A T A T A TGA T AGACG T ACA A A T GA A C A CCC T TGAGC  51182

52.900 52.920 52.940 52.960

A TG T A T C TGA GCAGA A T T T T T T T C T C T T C T CACA AG T CG T G T T A T A T A T A TGA T AGACG T ACA A A T GA A C A CCC T TGAGC  50329
A TG T A T C TGA GCAGA A T T T T T T T C T C T T A T CACA AG T CG T G T T A T A T A T A TGA T AGACG T ACA A A T CA A C A CCC T TGAGC  50967
A TG T A T C TGA GCA T A A T T T T T T T C T C T T A T CACA AG T CG T G T T A T A T A T A TGA T AGACG T CCA A A T GA A C A CCC T TGAGC  51176
ACG T A T C TGA GA A AGA T T T T T T T C T C T T A T CACA AGCCG T G T GT T A T A T A TGA T AGACC T ACA A A T GA A C A CCC T TGAGC  51782

A AGGA A T CCC CAGT T GA A TG A T GCA CA A T T CA T A T T A T T G C T CA T AC T GA A A C T T ACA A A G T C T T CC T T T T GA A A A T T CA  51262

52.980 53.000 53.020 53.040

A AGGA A T CCC CAGT T GA A TG A T GCA CA A T T CA T A T T A T T G C T CA T AC T GA A A C T T ACA A A G T CC T CC T T T T GA A A A T T CA  50409
A AGGA A T CCC CAGT T GA A TG A T GCA CA A T T CA T A T T A T T G C T CA T AC T GA A A C T T ACA A A G T C T T CC T T T T GA A A A T T A A  51047
A AGGA A T CCC CAGT T GA A TG A T GCA CA A T T CA T A T T A T T G C T CA T AC T CA A A C T T ACA A A G T C T T CC T T T T GA A A A T T CA  51256
A AGGA A T CCC CG T T T GA A TG A T T GA CA A T C CA T A T A A T T G C T CA T AC T GA A A C T T ACA A A G T C T T C T T T T T GA AGA T T CA  51862

AGA A A T GA A A T T CCCCG T GC A AGAC T T T T A A T A C T T T T - T T T TG T C T T T T T T A A T T GA CA T AGACCCA AG T CA T C T AG T A  51341

53.060 53.080 53.100 53.120

AGA A A T GA A A T T CCCCG T GC A AGAC T T T T A A T A C T T T T - T T T TG T C T T T T T T A A T T GA CA T AGACCCA AG T CA T C T AG T A  50488
AGA A A T GA A A T T CCCCG T GC A AGAC T T T T A A T A C T T T T - T T T TG T C T T T T T T A A T T GA CA T AGACCCA AG T CA T C T AG T A  51126
AGA A A T GA A A T T CCCCG T GC A AGAC T T T T A A T A C T T T T - T T T TG T C T T T T T T A A T T GA CA T AGACCCA AG T CA T C T AG T A  51335
AGA A A T GA A A T T C T CCG T GC A AGAC T T T GC A T A C T T T AG T T T TG T C T T T T T T CA T T GA CA T AGACCCA AG T AC T C T AG T A  51942

A A A T CAGGA T GG TG T A T T GG GA A TGG T CGG GA T AGC T CAG C T GG T AGAGC AGAGGAC T GA A A A T CC T CG T G T CA CCAG T T  51421

53.140 53.160 53.180 53.200

A A A T CAGGA T GG TG T GT T GG GA A TGG T CGG GA T AGC T CAG C T GG T AGAGC AGAGGAC T GA A A A T CC T CG T G T CA CCAG T T  50568
A A A CCAGGA T GG TG T GT T GG GA A TGG T CGG GA T AGC T CAG C T GG T AGAGC AGAGGAC T GA A A A T CC T CG T G T CA CCAG T T  51206
A A A T CAGGA T GG TG T GT T GG GA A TGG T CGG GA T AGC T CAG C T GG T AGAGC AGAGGAC T GA A A A T CC T CG T G T CA CCAG T T  51415
A A A T A AGGA T GG TG T GT CGG GA A TGG T CGG GA T AGC T CAG T T GG T AGAGC AGAGGAC T GA A A A T CC T CG T G T CA CCAG T T  52022

CA A A T C T GG T T CC T GGCA T A TGA T T A A T A T G T A T GAG T A T C T A T T C T ACA A A T T T AGT GA T A T GGA T CGC CA T A CA T A T T  51501

53.220 53.240 53.260 53.280

CA A A T C T GG T T CC T GGCA T A TGA T T A A T A T G T A T GAG T A T C T A T T C T ACA A A T T A A T T GA T A T GGA T CGC CA T A CA T A T T  50648
CA A A T C T GG T T CC T GGCA T A TGA T T A A T A T G T A T GAG T A T C T A T T C T ACA A A T T A AGT GA T A T GGA T CGC CA T A CA T A T T  51286
CA A A T C T GG T T CC T GGCA T A TGA T T A A T A T G T A T GAG T A T C T A T T C T ACA A A T T A AGT GA T A T GA A T CGC CA T A CA T A T T  51495
CA A A T C T GG T T CC T GGCA T A TGA T T A A T AC G T A T GAG T A T C T A T T T T ACA A A T T A AGT GA T T T GGA T TGC CA T A CA T A T T  52102

CA T T A - - - - - - - - - - - - - - - - - A T AG T A T A GA T CA T GA T A CA T A CA T AC T T A T CCA T C T A GC T AGA T GT C T GGGA A T AGA  51564

53.300 53.320 53.340 53.360

CA T T AGACA T A CA T A T T CA T T A A T AG T A T A GA T CA T A A T A CA T A CA T AC T T A T CCA T C T A GC T AGA T GT C T GGGA A T AGA  50728
CA T T AGACA T A CA T A T T CA T T A A T AG T A T A GA T CA T GA T A CA T A CA T AC T T A T CCA T C T A GC T AGA T GT C T GGGA A T AGA  51366
CA T T AGACA T A CA T A T T CA T T A A T AG T A T A GA T CA T GA T A CA T A CA T AC T T A T CCA T C T A GC T AGA T GT C T GGGA A T AGA  51575
CA T T A - - - - - - - - - - - - - - - - - A T AG T A T A GA T CA T GA T A CA T A CA T AC T T A - - - - - C T A GC T AGA T GT T T GGGA A T AGA  52160

CCC T T T T T T G T A T T T C T T T C T T CCCCCC T A T GT GACCCGC T AGAGCCCA T C T A AG T GA T G T GCGCGA T A C A A AG T T CA TG  51644

53.380 53.400 53.420 53.440

CC - T T T T T T G GA T T T C T T T C T T CCCCCC T A T GT GACCCGC T AGAGCCCA T C T A AG T GA T G T GCGCGA T A C A A AG T T CA TG  50807
CC - T T T T T T G T A T T T C T T T C T T CCCCCC T A T GT GAC T CGC T AGAGCCCA T C T A AG T GA T G T GCGCGA T A C A A AG T T CA TG  51445
CC - T T T T T T G T A T T T C T T T C T T CCCCCC T A T GT GAC T CGC T AGAGCCCA T C T A AG T GA T G T GCGCGA T A C A A AG T T CA TG  51654
T C - T T T T T T G T A T T T T T T T C T T C T CCCC T A T GT GACCCG T T AGAGCA CA T C T A AG T GA T G T GCGCGA T A C A A AG T T CA TG  52239

C TGCAGA AC T C T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCGA A A T A AGCA T C T T CCA A T T T T T A GA A T C T CA A A  51695

53.460 53.480 53.500 53.520

C TGCAGA AC T C T T T T T T T T A GT T CA T CC T A T TGGC T T GGC T CA T CCGA A A T A AGCA T C T T CCA A T T T T T A GA A T C T CA A A  50887
C TGCAGA AC T C T T T T T T T T A GT T CA T CC T A T TGGC T T GGC T CA T CCGA A A T A AGCA T C T T CCA A T T T T T A GA A T C T CA A A  51525
C TGCAGA AC T C T T T T T T T T A GT T CA T CC T A T TGGC T T GGC T CA T CCGA A A T A AGCA T C T T CCA A T T T T T A GA A T C T CA A A  51734
C TGCAGA AC T C T T T T T T T T A GT T CA T CC T A T TGGC T T GG T T CA T CCGA A A T A AGCA T C T T CCA A T T T T T A GA A T C T CA A A  52319

GA A T GT A T T G T T T T T T T C T A T T T A A T T T A T T T CA T A A T - - - - - - A A T A A T ACGA A T GAGA C T T CA A T T CC T C T AG T T GA T  51769

53.540 53.560 53.580 53.600

GA A T GT A T T G T T T T T T T C T A T T T A A T T T A T T T CA T A A T - - - - - - A A T A A T ACGA A T GAGA C T T CA A T T CC T C T A T T T GA T  50961
GA A T GT A T T G T T T T T T T C T A T T T A A T T T A T T T CA T A A T - - - - - - A A T A A T ACGA A T GAGA C T T CA A T T CC T C T A T T T GA T  51599
GA A T GT A T T G T T T T T T T C T A T T T A A T T T A T T T CA T A A T - - - - - - A A T A A T ACGA A T GAGA C T T CA A T T CC T C T A T T T GA T  51808
GA A T GT A T T G T T T T T T T C T A T T T A A T T T A T T T CA T A A T CA T A A T A A T A A T ACGA A T GAGA C T T CA A T T CC T C T C T T T GA T  52399

C T AGA A A AGA A CA T ACA A A T A T T T C T TGA A T C T CGGGAG T T G T A A A A A TG A AGA T T AG T T T C T T AGA A T T CA A T A AGCA T  51849

53.620 53.640 53.660 53.680

C T AGA A A AGA A CA T ACA AC T A T T T C T TGA A T C T CGGGAG T T G T A A A A A TG A AGA T T AG T T T C T T AGA A T T CA A T A AGCA T  51041
C T AGA A A AGA A CA T ACA A A T A T T T C T TGA A T C T CGGGAG T T G T A A A A A TG A AGA T T AG T T T C T T AGA A T T CA A T A AGCA T  51679
C T AGA A A AGA A CA T ACA A A T A T T T C T TGA A T C T CGGGAG T T G T A A A A A TG A AGA T T AG T T T C T T AGA A T T CA A T A AGCA T  51888
C T CGA A A AGA A CGT ACA AGT A T T T CG TGA A T A T CGGGAG T T G T A CA A A TG A AGA T T AG T T GC T T AGA A T T CA A T A AGCA T  52479

C T T G T A T T T C A T A A A A A T TG GGGGCA A T A T A A T C T T T ACG T A AGGGCCA T CC T A T CCA AC T T T CAGGCA T T A AGA T A CGT  51929

53.700 53.720 53.740 53.760

C T T G T A T T T C A T A A A A A T TG GGGGT A A T A T A A T C T T T ACG T A AGGGCCA T CC T A T CCA AC T T T CAGACA T T A AGA T A CGT  51121
C T T G T A T T T C A T A A A A A T TG GGGGCA A T A T A A T C T T T ACG T A AGGGCCA T CC T A T CCA AC T T T CAGGCA T T A AGA T A CGT  51759
C T T G T A T T T C A T A A A A A T TG GGGGCA A T A T A A T C T T T ACG T A AGGGCCA T CC T A T CCA AC T T T CAGGCA T T A AGA T A CGT  51968
C T T G T A T T T C A T A A A A A T TG GGGGCA A T A T A A T CC T T ACG T A AGGGCCA T CC T A T CCA AC T T T CAGGCA T T A A T A T A CGT  52559
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T T CAGT CGT G GA TGA T T A T C A T A A AGGA T T CCCA ACA T A T CA T A AGA T T C CCG T T C T T GA A A A T T CGCGC T T T T CCA A AC  52009

53.780 53.800 53.820 53.840

T T CAGT CGT G GA TGA T T A T C A T A A AGGA T T CCCA ACA T A T CA T A AGA T T C CCG T T C T T GA A A A T T CGCGC T T T T CCA A AC  51201
T T CAGT CGT G GA TGA T T A T C A T A A AGGA T T CCCA ACA T A T CA T A AGA T T C CCG T T C T T GA A A A T T CGCGC T T T T CCA A AC  51839
T T CAGT CGT G GA TGA T T A T C A T A A AGGA T T CCCA ACA T A T CA T A AGA T T C CCG T T C T T GA A A A T T CGCGC T T T T CCA A AC  52048
T T CAGT CGT G GA TGA T T A T C A T A A AGGA T T CCCA ACA T A T CA T AGGA T T C CCG T T C T T GA A A A T TGGCA C T T T T CCA A AC  52639

CCAGA A A ACA GA TGGA A T T T T CGGA T T A C T CC T T GGAGCA A A T A C T T T T A TGCA T A T C T C T T C T GG T TGA T C T A CACCA T  52089

53.860 53.880 53.900 53.920

CCAGA A A ACA GA TGGA A T T T T CGGA T T A C T CC T T GGAGCA A A T A C T T T T A TGCA T A T C T C T T C T GG T TGA T C T A CACCA T  51281
CCAGA A A ACA GA TGGA A T T T T CGGA T T A C T CC T T GGAGCA A A T A C T T T T A TGCA T A T C T C T T C T GG T TGA T C T A CACCA T  51919
CCAGA A A ACA GA TGGA A T T T T CGGA T T A C T CC T T GGAGCA A A T A C T T T T A TGCA T A T C T C T T C T GG T TGA T C T A CACCA T  52128
CCAGA A A ACA GA TGGA A T T T T AGGA T T A C T CC T T GGAGA A A A T A C T T T T A TGCA T A T C T C T T CCGG T TGA T C T A CACCA T  52719

AC T C T A T T C T CG T A AGA T GA T A CACAC T GG C T A ACAG T CC GCCCGGT GC T ACA T CA T AGG CACA T T GGGA A CGT AGA T A A  52169

53.940 53.960 53.980 54.000

AC T C T A T T C T CG T A AGA T GA T A CACAC T GG C T A ACA A T CC GCCCGGT GC T ACA T CA T AGG CACA T T GGGA A CGT AGA T A A  51361
AC T C T A T T C T CG T A AGA T GA T A CACAC T GG C T A ACAG T CC GCCCGGT GC T ACA T CA T AGG CACA T T GGGA A CGT AGA T A A  51999
AC T C T A T T C T CG T A AGA T GA T A CACAC T GG C T A ACAG T CC GCCCGGT GC T ACA T CA T AGG CACA T T GGGA A CGT AGA T A A  52208
AC T C T A T T C T CG T A AGA T GA T A CACAC T GG C T A AGAG T CC GCCCGGT GC T ACA T CA T AGG CACA T T GGGA A CGT AGA T A A  52799

T TG T A A CCA T A T ACA T A CA A A A T GA CAGCA ACGGA A T GCC A A T CC T CGGG C T T T A T T T G T A A AG T T T C T A T T CC T TGG T A  52249

54.020 54.040 54.060 54.080

T TG T A A CCA T A T ACA T A CA A A A T GA CAGCA ACGGA A T GCC A A T CC T CGGG C T T T A T T T G T A A AG T T T C T A T T CC T TGG T A  51441
T TG T A A CCA T A T ACA T A CA A A A T GA CAGCA ACGGA A T GCC A A T CC T CGGG C T T T A T T T G T A A AG T T T C T A T T CC T TGG T A  52079
T TG T A A CCA T A T ACA T A CA A A A T GA CAGCA ACGGA A T GCC A A T CC T CGGG C T T T A T T T G T A A AG T T T C T A T T CC T TGG T A  52288
T TG T A A CCA T A T ACA T A CA A A A T GA CAGCA ACGGA A T GCC A A T CC T CGGG C T T T A T T T G T A A AG T T T C T A T T CC T TGG T A  52879

A T CGA AGCCC A A AGA T C T A T GA AC T AGCCC A TG T T T GAC T AGCCA AGCAG ACA A A CGA CC C TGCA T C T T T T T T A T C T C T C  52329

54.100 54.120 54.140 54.160

A T CGA AGCCC A A AGA T C T A T GA AC T AGT CC A TG T T T GAC T AGCCA AGCAG ACA A A CGA CC C TGCA T C T T T T T T A T C T C T C  51521
A T CGA AGCCC A A AGA T C T A T GA AC T AGC T C A TG T T T GAC T AGCCA AGCAG ACA A A CGA CC C TGCA T C T T T T T T A T C T C T C  52159
A T CGA AGCCC A A AGA T C T A T GA AC T AGCCC A TG T T T GAC T AGCCA AGCAG ACA A A CGA CC C TGCA T C T T T T T T A T C T C T C  52368
A T CGA AGCCC A A AGA T C T A T GA AC T AGCCC A TG T T T GAC T AGCCA AGCAG ACA A A CGA CC C TGCA T C T T T T T T A T C T C T C  52959

CCA CA T T T T G A T T T C T A T A A GGA T T T CA CA T T T ACGA TGA A A T T G T T GA A T T T A T GA AGA T T A A T T CGC T C T T T C T T A T T  52409

54.180 54.200 54.220 54.240

CCA CA T T T T G A T T T C T A T A A GGA T T T CA CA T T T ACGA TGA A A T T G T T GA A T T T A T GA AGA T T A A T T CGC T C T T T C T T A T T  51601
CCA CA T T T T G A T T T C T A T A A GGA T T T CA CA T T T ACGA TGA A A T T G T T GA A T T T A T GA AGA T T A A T T CGA T C T T T C T T A T T  52239
CCA CA T T T T G A T T T C T A T A A GGA T T T CA CA T T T ACGA TGA A A T T G T T GA A T T T A T GA AGA T T A A T T CGA T C T T T C T T A T T  52448
CCA CA T T T T T A T T T C T A T A A GT A T T T CA CA T T T ACGA TGA A A T T T T T GA A T T T C T GA AGA C T CA T T CGC T C T T T C T T A T T  53039

C TG T ACA A A T - - - - - - - - - - - A A A T CC T GC C T A A T T A A T G A A T T CAGGGG A AGA T AC T GA AC T C T T G T A T T T A A A A A A TG  52478

54.260 54.280 54.300 54.320

C TG T ACA A A T T C TG T ACA A A T A A A T CC T GC C T A A T T A A T G A A T T CAGGAG A AGA T AC T GA AC T C T T G T A T T T A A A A A A TG  51681
C TG T ACA A A T - - - - - - - - - - - A A A T CC T GC C T A A T T A A T G A A T T CAGGGG A AGA T AC T GA AC T C T T G T A T T T A A A A A A TG  52308
C TG T ACACA T - - - - - - - - - - - A A A T CC T GC C T A A T T A A T G A A T T CAGGGG A AGA T AC T GA AC T C T T G T A T T T A A A A A A TG  52517
C TG T ACA A A T - - - - - - - - - - - A A A T CC T GC C T A A T T A A T G A A T T CAGGGG A AGA T AC T GA AC T T T T G T A T T T GA A A A A TG  53108

T T T CAGGCGG GA T T T C T GAC GT AGA T GG T G G T T GA T AGAG T A A T CC T T GA T CA T A A T T T C CAGGA T GAG T A C TGCA T ACA  52558

54.340 54.360 54.380 54.400

T T T CAGGCGG GA T T T C T GAC GT AGA T GG T G G T T GA T AGAG T A A T CC T T GA T CA T A A T T T C CAGGA T GAG T A C TGCA T ACA  51761
T T T CAGGCGG GA T T T C T GAC GT AGA T GG T G G T T GA T AGAG T A A T CC T T GA T CA T A A T T T C CAGGA T GAG T A C TGCA T ACA  52388
T T T CAGGCGG GA T T T C T GAC GT AGA T GG T G G T T GA T AGAG T A A T CC T T GA T CA T A A T T T C CAGGA T GAG T A C TGCA T ACA  52597
T T T CAGGCGG GA T T T C T GCC GT AGA T GG T G G T T GA T AGAG T A A T CC T T GA T CA T A A T T T C CAG T A T GAG T A T TGCA T ACA  53188

ACA CGA A AC T T G TGA T T GGT AG T A A A AG T A A ACGAG T GA T T C T CC TG T TG CA C T CGA A T T CGA T C T T CA T AGA T T T C T AG  52638

54.420 54.440 54.460 54.480

ACA CGA A AC T T G TGA T T GGT AG T A A A AG T A A ACGAG T GA T T C T CC TG T TG CA C T CGA A T T CGA T C T T CA T AGA T T T C T AG  51841
ACA CGA A AC T T G TGA T T GGT AG T A A A AG T A A ACGAG T GA T T C T CC TG T TG CA C T CGA A T T CGA T C T T CA T AGA T T T C T AG  52468
ACA CGA A AC T T G TGA T T GGT AG T A A A AG T A A ACGAG T GA T T C T CC TG T TG CA C T CGA A T T CGA T C T T CA T AGA T T T C T AG  52677
ACA CGA A AC T T G TGA T T GGT AG T A A A AG T A A A T GAG T GA T T T T CC TG T TG T A A T CGA A T T CGA T C T T CA T AGA T T T C T CG  53268

AGA T A T T T T C T T ACGA AG T T T T G T T A TGGC A T C T A T A ACA GCC T C TGG T T T AGGCGGA CA GCCCGGCA A A T A A A CA T C T A  52718

54.500 54.520 54.540 54.560

AGA T A T T T T C T T ACGA AG T T T T G T T A TGGC A T C T A T A ACA GCC T C TGG T T T AGGCGGA CA GCCCGGCA A A T A A A CA T C T A  51921
AGA T A T T T T C T T ACGA AG T T T T G T T A TGGC A T C T A T A ACA GCC T C TGG T T T AGGCGGA CA GCCCGGCA A A T A A A CA T C T A  52548
AGA T A T T T T C T T ACGA AG T T T T G T T A TGGC A T C T A T A ACA GCC T C TGG T T T AGGCGGA CA GCCCGGCA A A T A A A CA T C T A  52757
AGA T A T T T T C T T ACGA AG T T T T G T T A TGGC A T C T A T A AC T GCC T C TGG T T T AGGCGGA CA GCCCGGCA A A T A A A CA T C T A  53348

CAGGA A T T AG C T T A T CGAC T CC T CGA ACAG T GC T A T A AGA A T CGG T A C TG A A CA T CCCCC C TG T A A T TG T A CA T GC T CCC  52798

54.580 54.600 54.620 54.640

CAGGA A T T AG C T T A T CGAC T CC T CGA ACAG T GC T A T A AGA A T CGG T A C TG A A CA T CCCCC C TG T A A T TG T A CA T GC T CCC  52001
CAGGA A T T AG C T T A T CGAC T CC T CGA ACAG T GC T A T A AGA A T CGG T A C TG A A CA T CCCCC C TG T A A T TG T A CA T GC T CCC  52628
CAGGA A T T AG C T T A T CGAC T CC T CGA ACAG T GC T A T A AGA A T CGG T AG TG A A CA T CCCCC C TG T A A T TG T A CA T GC T CCC  52837
CAGGA A T T AG C T T A T CGAC T CC T CGA ACGG T GC T A T A AGA A T CGG T A C TG A A CA T CCCCC C TG T A A T TG T A CA T GC T CCC  53428

A T AGCA A T A A CA T A T T T T GG T T CAGGCA T T T GT T CA T A T A A T C T CAC T A A AGA AGGAGCC A T T T T CA T T G T T AC T GT GCC  52878

54.660 54.680 54.700 54.720

A T AGCA A T A A CA T A T T T T GG T T CAGGCA T T T GT T CA T A T A A T C T CAC T A A AGA AGGAGCC A T T T T CA T T G T T AC T GT GCC  52081
A T AGCA A T A A CA T A T T T T GG T T CAGGCA T T T GT T CA T A T A A T C T CAC T A A AGA AGGAGCC A T T T T CA T T G T T AC T GT GCC  52708
A T AGCA A T A A CA T A T T T T GG T T CAGGCA T T T GT T CA T A T A A T C T CAC T A A AGA AGGAGCC A T T T T CA T T G T T AC T GT GCC  52917
A T AGCA A T A A CA T A T T T T GG T T CAGGCA T T T GT T CA T A T A A T C T CAC T A A AGA AGGGGCC A T T T T CA T T G T T AC T GT GCC  53508

GGC T GT T A A A A T T AGGT CCG CC T GT C T AGG AC T CGA T C T C GG T A CCAG T C CA T A A CGG T C A A A A T CGA A C CG TGAGCCGA  52958

54.740 54.760 54.780 54.800

GGC T GT T A A A A T T A AGT CCG CC T GT C T AGG AC T CGA T C T C GG T A CCAG T C CA T A A CGG T C A A A A T CGA A C CG TGAGCCGA  52161
GGC T GT T A A A A T T AGGT CCG CC T GT C T AGG AC T CGA T C T C GG T A CCAG T C CA T A A CGG T C A A A A T CGA A C CG TGAGCCGA  52788
GGC T GT T A A A A T T AGGT CCG CC T GT C T AGG AC T CGA T C T C GG T A ACAG T C CA T A A CGG T C A A A A T CGA A C CG TGAGCCGA  52997
GGC T GT T A A A A T T A A A T CCG CC T GT C T AGG AC T CGA T C T T GG T A CCAG T C CA T A A CGG T C A A A A T CGA A C CGCGAGCCA A  53588

T T A A TGA AGC A A A T T CA A TG A AGCA ACA AC T GG T ACCA T A A AGA AGCGGC CA T A A AC T GG AGAG T C T TGA CCA A T T T GA A  53038

54.820 54.840 54.860 54.880

T T A A TGA AGC A A A T T CA A TG A AGCA ACA AC T GG T ACCA T A A AGA AGCGGC CA T A A AC T GG AGAG T C T TGA CCA A T T T GA A  52241
T T A A TGA AGC A A A T T CA A TG A AGCA ACA AC T GG T ACCA T A A AGA AGCGGC CA T A A AC T GG AGAG T C T TGA CCA A T T T GA A  52868
T T A A TGA AGC A A A T T CA A TG A AGCA ACA AC T GG T ACCA T A A AGA AGCGGC CA T A A AC T GG AGAG T C T TGA CCA A T T T GA A  53077
T T A A TGA AGC A A A T T CA A TG A AGCA ACA AC T GG T ACCA T A A AGA AGCGGC CA T A A AC T GG AGAG T C T TGA CCA A T T T GA A  53668

49



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

AGA T CA T T T G A T GT AGT T GA A A T A A C TGA A T T T T GGA T T G T T CGA T CA AG T A AGGA A A AC T CA A TGGA A T T CA T A A T T C T  53118

54.900 54.920 54.940 54.960

AGA T CA T T T G A T GT AGT T GA A A T A A C TGA A T T T T GGA T T G T T CGA T CA AG T A AGGA A A AC T CA A TGGA A T T CA T A A T T C T  52321
AGA T CA T T T G A T GT AGT T GA A A T A A C TGA A T T T T GGA T T G T T CGA T CA AG T A AGGA A A AC T CA A TGGA A T T CA T A A T T C T  52948
AGA T CA T T T G A T GT AGT T GA A A T A A C TGA A T T T T GGA T T G T T CGA T CA AG T A AGGA A A AC T CA A TGGA A T T CA T A A T T C T  53157
AGA T CA T T T G A T GT AGT T GA A A T A A C TGA A T T T T GGA T T G T T CGA T CA A A T A AGGCA A AC T CA A TGGA A T T CA T A A T T C T  53748

C T CA A T G T T A T T T T T T T T T T T T T T T T T T T A C T T T T T T GT T A T TG T C T GA A T A T T CAGA A A C T A AGA CCA C T C T A A TGC T C  53198

54.980 55.000 55.020 55.040

C T CA A T G T T A T T T T T T T T T - - - - - - - - - - A C T T T T T T GT T A T TG T C T GA A T A T T CAGA A A C T A AGA CCA C T C T A A TGC T C  52391
C T CA A T G T T A T T T T T T T T T T T - - - - - - - - A C T T T T T T GT T A T TG T C T GA A T A T T CAGA A A C T A AGA CCA C T C T A A TGC T C  53020
C T CA A T G T T A T T T T T T T T T T - - - - - - - - - A C T T T T T T GT T A T TG T C T GA A T A T T CAGA A A C T A AGA CCA C T C T A A TGC T C  53228
C T T A A T G T T A T T T T A T T T T T T T T T T T T T - A C T T T T T T GT T A T TG T C T GA A T A T T CAGA A A C T A AGA CCA C T C T A A TGC T C  53827

C T T T T CGCCA CGCA T A A AC T GA ACCA ACA A T T AGGA T A AG CA TGA A A A TG A A AGC T T C T A T A A A T A CGGA T A T CCC T A A T  53278

55.060 55.080 55.100 55.120

C T T T T CGCCA CGCA T A A AC T GA ACCA ACA A T T AGGA T A AG CA TGA A A A TG A A AGC T T C T A T A A A T A CGGA T A T CCC T A A T  52471
C T T T T CGCCA CGCA T A A AC T GA ACCA ACA A T T AGGA T A AG CA TGA A A A TG A A AGC T T C T A T A A A T A CGGA T A T CCC T A A T  53100
C T T T T CGCCA CGCA T A A AC T GA ACCA ACA A T T AGGA T A AG CA TGA A A A TG A A AGC T T C T A T A A A T A CGGA T A T CCC T A A T  53308
C T T T T CGCCA CGCA T A A AC T GA ACCA ACA A T T AGGA T A AG CA TGA A A A TG A A AGC T T C T A GA A A T A CGGA T ACCCC T A A T  53907

ACA T CA A A A C T CA T T GCCCA TGGA T A A AGA A A A ACCG T T T CA ACA T CA A A A A CA A CA A A A AC T AGAGCA A A CA T A T A A T A  53358

55.140 55.160 55.180 55.200

ACA T CA A A A C T CA T T GCCCA TGGA T A A AGA A A A ACCG T T T CA ACA T CA A A A A CA A CA A A A AC T AGAGCA A A CA T A T A A T A  52551
ACA T CA A A A C T CA T T GCCCA TGGA T A A AGA A A A ACCG T T T CA ACA T CA A A A A CA A CA A A A AC T AGAGCA A A CA T A T A A T A  53180
ACA T CA A A A C T CA T T GCCCA TGGA T A A AGA A A A ACCG T T T CA ACA T CA A A A A CA A CA A A A AC T AGAGCA A A CA T A T A A T A  53388
ACA T CA A A A C T CA T T GCCCA TGGA T A A AGA A ACACCG T T T CA ACA T CA A A A A CA A CA A A A AC T AGAGCA A A CA T A T A A T A  53987

CCGGA T T CGA A A T T G T A ACC A AGCA T CA CC CA T T GG T T C T A T ACCCGA T T CA T A A C T AGA A AG T T T C T C T GGCCC T T T GT  53438

55.220 55.240 55.260 55.280

CCGGA T T CGA A A T T G T A ACC A AGCA T CA CC CA T T GG T T C T A T ACCCGA T T CA T A A C T AGA A AG T T T C T C T GGCCC T T T GT  52631
CCGGA T T CGA A A T T G T A ACC A AGCA T CA CC CA T T GG T T C T A T ACCCGA T T CA T A A C T AGA A AG T T T C T C T GGCCC T T T GT  53260
CCGGA T T CGA A A T T G T A ACC A AGCA T CA CC CA T T GG T T C T A T ACCCGA T T CA T A A C T AGA A AG T T T C T C T GGCCC T T T GT  53468
CCGGA T T CGA A A T T G T AGCC A AGCA T CA CC CA T T GG T T C T A T ACCCGA T T CA T A A C T AGA A AG T T T T T C T GG T CC T T T GT  54067

T A A T CGGGGC T A A A AC T GCG GA A A T T AGA A A TGCCA A A A T AGGA A T A ACG C T T GA T A T T A T T AGA A A TGC CCAGA A A A T A  53518

55.300 55.320 55.340 55.360

T A A T CGGGGC T A A A AC T GCG GA A A T T AGA A A TGCCA A A A T AGGA A T A ACG A T T GA T A T T A T T AGA A A TGC CCAGA A A A T A  52711
T A A T CGGGGC T A A A AC T GCG GA A A T T AGA A A TGCCA A A A T AGGA A T A ACG C T T GA T A T T A T T AGA A A TGC CCAGA A A A T A  53340
T A A T CGGGGC T A A A AC T GCG GA A A T T AGA A A TGCCA A A A T AGGA A T A ACG C T T GA T A T T A T T AGA A A TGC CCAGA A A A T A  53548
T A A T CGGGGC T A A A AC T G TG GA A A T T AGA A A TGCCA A A A T AGGA A T A A TG C T T GA T A T T A T T AGA A A TGC CCAGA A A A T A  54147

T CA T A T T TG T A A AGCAGA A A CA T AGACGA A C T CC T A T GA A T GGG - A A A A T A T ACCGA A T T CGT CGA T T CG A A T T GGA A T T  53597

55.380 55.400 55.420 55.440

T CA T A T T TG T A A AGCAGA A A CA T AGACGA A C T CC T A T GA A T GGGGA A A A T A T ACCGA A T T CGT CGA T T CG A A T T GGA A T T  52791
T CA T A T T TG T A A AGCAGA A A CA T AGACGA A C T CC T A T GA A T GGGGA A A A T A T ACCGA A T T T GT T GA T T CG A A T T GGA A T T  53420
T CA T A T T TG T A A AGCAGA A A CA T A A ACGA A C T CC T A T GA A T GGGGA A A A T A T ACCGA A T T CGT T GA T T CG A A T T GGA A T T  53628
T CA T A T T TG T A A AGCAGA A A CA T AGACGA A C T CC T A T GA A T G TGGA A A A T A T ACCGA A T T CGT CGA T T CG A A T T GGA A T T  54227

CA T T GT CA AG T CA T CGA T A A C T GGT T AG T C A A A ACA ACA A T T CA T T T T GA T CGA A CCGCA T AG T T T CGT G T G T T - - - - GT  53673

55.460 55.480 55.500 55.520

CA T T GT CA AG T CA T CGA T A A C T GGT T AG T C A A A ACA ACA A T T CA T T T T GA T CGA A CCGCA T AG T T T CGT G T G T T - - - - GT  52867
CA T T GT CA AG T CA T CGA T A A C T GGT T AG T C A A A ACA AGA A T T CA T T T T GA T CGA A CCGCA T AG T T T CGT G T G T T - - - - GT  53496
CA T T GT CA AG T CA T CGA T A A C T GGT T AG T C A A A ACA ACA A T T CA T T T T GA T CGA A CCGCA T AG T T T CGT G T G T T - - - - GT  53704
CA T T GCCA AG T CA T CGA T A A C T GGT T AG T C A A A ACA ACA A T T CA T T T T GA T CGA A CCA CA T A A T T T CGT T T G T T T GT T GT  54307

GA T G T C T CGG T T T A AGA T T T C T CA A T TG T A A T CCGAG T T T CA T T ACA C T T CC T T CGA T T T T A T T T CA A T A T AGT A T A A - -   53751

55.540 55.560 55.580 55.600

GA T G T C T CGG T T T A AGA T T T C T CA A T TG T A A T CCGAG T T T CA T T ACA C T T CC T T CGA T T T T A T T T CA A T A T AGT A T A A - -   52945
GA T G T C T CGA T T T A AGA T T T C T CA A T TG T A A T CCGAG T T T CA T T ACA C T T CC T T CGA T T T T A T T T CA A T A T AGT A T A A - -   53574
GA T G T C T CGA T T T A AGA T T T C T CA A T TG T A A T CCGAG T T T CA T T ACA C T T CC T T CGA T T T T A T T T CA A T A T AGT A T A A - -   53782
GA T G T C T CG T T T T A AGA T T T C T CA A T T A T A A T CC T AG T T T CA T T ACA C T T CC T T CGA T T T T A T T T CA A T A T AGT A T T A T A  54387

- - - - - G T A T A A A T - - - - - - - - - - - - C T C T T A T A CA A ACA A A A T A A ACA A A AC T C T C T T G T G T T CACC T CG C T T CGGA C T T  53814

55.620 55.640 55.660 55.680

- - - - - G T A T A A A T - - - - - - - - - - - - C T C T T A T A T A A ACA A A ACA A ACA A A AC T C T C T T G T G T T CACC T CG C T T CGGA C T T  53008
- - - - - G T A T A A A T A T A AG T A T A A A T C T C T T A T A CA A ACA A A ACA A A A A A A AC T C T C T T G T G T T CACC T CG C T T CGGA C T T  53649
- - - - - G T A T A A A T - - - - - - - - - - - - C T C T T A T A CA A ACA A A ACA A A A A A A AC T C T C T T G T G T T CACC T CG C T T CGGA C T T  53845
T T T CA A T A T A G - T A T A AG T A T A A A T C T C T T A T A CA A ACA A A ACA A ACA A A AC T C T C T T G T G T T CACC T CG C T T CGGA C T T  54466

G T T T A A A T A A A AGGA A T T CA A A A T CCA A T T C T CA T T T T T G T T T CGA A T T T A T A A T A T T CG A A T T AGA A A T T CA A T C T A T T  53894

55.700 55.720 55.740 55.760

G T T T A A A T A A A AGGA A T T CA A A A T CCA A T T C T CA T T T GT G T T T CGA A T T T C T A A T A T T CG A A T T AGA A A T T CA A T C T A T T  53088
G T T T CA A T A A A AGGA A T T CA A A A T CCAC T T C T CA T T T GT G T T T CGA A T T T C T A A T A T T CG A A T T AGA A A T T CA A T C T A T T  53729
G T T T A A A T A A A A AGA A T T CA A A A T CCAC T T C T CA T T T GT G T T T CGA A T T T CGA A T A T T CG A A T T AGA A A T T CA A T C T A T T  53925
G T C T A A A T A A A AGGA A T T CC A A A T A A A A T T C T CA T T T T T G T T T CGA A T T T C T A A T A T T CG A A T T CGA A A T T CA A T C T A T T  54546

T TGA T T C T A T T C T A T A A T C T A T T TGA T T T T - - - - A T G T T T A T GA A T T A TG T T T A T GA A A A GA T A T T CGT T T T T CA A A C T C  53970

55.780 55.800 55.820 55.840

T TGA T T C T A T T C T A T A A T C T A T T TGA T T A T - - - - A T G T T T A T GA A T T A TG T T T C T GA A A A GA T A T T CGT T T T T T A A A C T C  53164
T TGA T T C T A T T C T A T A A T C T A T T TGA T T T T - - - - A T G T T T A T GA A T T A TG T T T A T GA A A A GA T A T T CGT T T T T CA A A C T C  53805
T TGA T T C T A T T C T A T A A T C T A T T TGA T T T T - - - - A T G T T T A T GA A T T A TG T T T A T GA A A A GA T A T T CGT T T T T CA A A C T C  54001
T TGA T T C T A T T C T A T A A T C T A T T T T A T T T T T T T T A T A T T T A T GA A A T A TG T T T A T GA A A A CA T A T T T GT T T T T CA A A C T C  54626

T GA CGT G T CA A CA A C T A CAG T A A T C T GT T C C T A T A T CCA T G T GA C T T AC T A T T CCA T T T G AGT T GGG T T A CG T T GGAG T T  54050

55.860 55.880 55.900 55.920

T GA CGT G T CA A CA A C T A CAG T A A T C T GT T C C T A T A T CCA T G T GA C T T AC T A T T CCA T T T G AGT T GGG T T A CG T T GGAG T T  53244
T GA CA T G T CA A CA A C T A CAG T A A T C T GT T C C T A T A T CCA T G T GA C T T AC T A T T CCA T T T G AGT T GGG T T A CG T T GGAG T T  53885
T GA CGT G T CA A CA A C T A CAG T A A T C T GT T C C T A T A T CCA T G T GA C T T AC T A T T CCA T T T G AGT T GGG T T A CG T T GGAG T T  54081
T GA CGT G T CA A CA A A T A CAG T A A T CCC T T C C T A T A T CCA T G T GA C T T AC T A T T CCA T T T G AGT T GGG T T A CG T T GGAG T T  54706

T T T A ACCGGA T T CA T GT CA T GA T T T T GA C T ACA CA A A T T - - - - A A A AG T A GG T GAG T A T A CCA A AGA A AG GA AG T A T CA A  54126

55.940 55.960 55.980 56.000

T T T A ACCGGA T T CA T GT CA T GA T T T T GA C T CCA CA A A T T - - - - A A A AG T A GG T GAG T A T A CCA A AGA A AG GA AG T A T CA A  53320
T T T A ACCGGA T T CA T GT CA T GA T T T T GA C T CCA CA A A T T - - - - A A A AG T A GG T GAG T A T A CCA A AGA A AG GA AG T A T CA A  53961
T T T A ACCGGA T T CA T GT CA T GA T T T T GA C T CCA CA A A T T - - - - A A A AG T A GG T GAG T A T A CCA A AGA A AG GA AG T A T CA A  54157
T T T A ACCGGA T T GA T GT CA T GA T T T T GA C T C T A CA A A T T T A CCA A A AG T A GG T GAG T A T A CCA A AGA A AG GA AG T A T CA A  54786
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T A A C T C T T T G A T TG T GA ACA GT A A A AGAGA CA A A T T CC T A T G T A A T T A AC A T ACGA AGA T T T T T A A T T A C T GA AGA A A AG  54206

56.020 56.040 56.060 56.080

T A A C T C T T T G A T TG T GA ACA GT A A A AGAGG CA A A T T CC T A T G T A A T T CAC A T ACGA AGA T T A T T A A T T A C T GA AGA A A AG  53400
T A A C T C T T T G A T TG T GA ACA GT A A A AGAGG CA A A T T CC T A T G T A A T T CAC A T ACGA AGA T T A T T A A T T A C T GA AGA A A AG  54041
T A A C T C T T T G A T TG T GA ACA GT A A A AGAGG CA A A T T CC T A T G T A A T T CAC A T ACGA AGA T T A T T A A T T A C T GA AGA A A AG  54237
T A A C T C T T T G A T TG T GA AGA GT A A A AGAGG T A A A T T CA T A T G T A A T T CCC A T ACGA AGA T T A T T A A T T A C T GA AGA A A AG  54866

T GGG T T T GT T T A T CCGAGA T T AGA A A A A A A A T A T CGA T T A A A T CCA T T GA A A T GT GC T T T T C T T T T CAG T T T T A T GT T C T  54286

56.100 56.120 56.140 56.160

T GGG T T T GT T T A T CCGAGA T T AGA A A A A A A - T AGCA A T T A A A T CCA T T GA A A T GT GC T T T T C T T T T CAG T T T T A T GT T C T  53479
T GGG T T T GT T T A T CCGAGA T T AGA A A A A A A A T AGCGA T T A A A T CCA T T GA A T T T T - T T T T T C T T T T CAG T T T T A T GT T C T  54120
T GGG T T T GT T T A T CCGAGA T T AGA A A A A A A A T AGCGA T T A A A T CCA T T GA A A T GT G T T T T T C T T T T CAG T T T T A T GT T C T  54317
T GGG T T T GT T T A T CCGAGA T T AGA A A A A A A A T AGCGA T T A A A T C T A T T GA A A T GT GC T T T T GT T T T CAG T T T T A T GT T C T  54946

GC T C TGA ACG AGCCCCC T AC GAGCA AGC T T A TGGGA A TGA T T TGA T T T CG A T GA A CCA AG CAGCC T CA AG CGGT CAG T T A  54366

56.180 56.200 56.220 56.240

GC T C TGA ACG AGCCCCC T AC GAGCA AGC T T A TGGGA A TGA T T TGA T T T CG A T GA A CCA AG CAGCC T CA AG CGGT CAG T T A  53559
GC T C TGA ACG AGCCCCC T AC GAGCA AGC T T A TGGGA A TGA T T TGA T T T CG A T GA A CCA AG CAGCC T CA AG CGGT CAG T T A  54200
GC T C TGA ACG AGCCCCC T AC GAGCA AGC T T A TGGGA A TGA T T TGA T T T CG A T GA A CCA AG CAGCC T CA AG CGGT CAG T T A  54397
GC T C TGA ACG AGACCCC T AC GAGCA AGC T T A TGGGA A TGA T T TGA T T T TG C T GA AGCA AG CAGCC T CGAG GGGCCAG T T A  55026

CA A ACA ACA A GA A A T AGA A T A A T GAGGA A A T GA A A A C T A T A CA A C T T T TG T A T T T C T T T A A T T T GG T T T - T T A T T A T T - -   54443

56.260 56.280 56.300 56.320

CA A ACA ACA A GA A A T AGA A T A A T GAGGA A A T GA A A A C T A T A CA A C T T T TG T A T T T C T T CA A T T T TG T T T - T T A T T A T T A T  53638
CA A ACA ACA A GA A A T AGA A T A A T GAGGA A A T GA A A A C T A T A CA A C T T T TG T A T T T C T T CA A T T T TG T T T - T T A T T A T T - -   54277
CA A ACA ACA A GA A A T AGA A T A A T GAGGA A A T GA A A A C T A T A CA A C T T T TG T A T T T C T T CA A T T T TG T T T - T T A T T A T T - -   54474
CA A A T A ACA A GA A A T ACA A T A A T GCGGA A A T GA A A A C T A T A CA A C T T T TG T A T T T C T T CA A T T T TG T T T A T T A T T A T T A T  55106

- - - - - - - - - - T AGGGC T A T A CGGAC T CGA A CCG T AGACC T T C T CGGT A A A AGAGA T CGA A C T A A T T C T T A T CA A A A T GA T  54513

56.340 56.360 56.380 56.400

T A - - - - - - T T T AGGGC T A T A CGGAC T CGA A CCG T AGACC T T C T CGGT A A A AGAGA T CGA A C T A A T T C T T A T CA A A A T GA T  53712
- - - - - - - - - - T AGGGC T A T A CGGAC T CGA A CCG T AGACC T T C T CGGT A A A AGAGA T CGA A C TGA T T C T T A T CA A A A T GA T  54347
- - - - - - - - - - T AGGGC T A T A CGGAC T CGA A CCG T AGACC T T C T CGGT A A A AGAGA T CGA A C T A A T T C T T A T CA A A A T GA T  54544
T TGA T T A T T A T AGGGC T A T A CGGAC T CGA A CCG T AGACC T T C T CGGT A A A AGAGA T CGA A C T AG T T C T T A T CA A A A T GA T  55186

T CGA AC T C T T T CA A AGA CCC A A CA T GCA T T T T T T T T T T T - GCA T T GGGC T C T T T CA T T A A C TGA T AGA A A T A T CAGT T AG  54592

56.420 56.440 56.460 56.480

T CGA AC T C T T T CA A AGA CCC A A CA T GCA T T T T T T T T T T T T GCA T T GGGC T C T T T CA T T A A C TGA T AGA A A T A T CAGT T AG  53792
T CGA AC T C T T T CA A AGA CCC A A CA T GCA T T T T T T T T T - - - GCA T T GGGC T C T T T CA T T A A C TGA T AGA A A T A T CAGT T AG  54424
T CGGAC T C T T T CA A AGA CCC A A CA T GCA T T T T T T T T T - - - GCA T T GGGC T C T T T CA T T A A C TGA T AGA A A T A T CAGT T AG  54621
T CGA AC T C T T T CA A AGA CCC A A CA T GCG T T T T T T T T T - - - GCA T T GGGC T C T T T CA T T A A C TGA T AGA A A T A T CAGT T AG  55263

T C T ACCA T A T T - - T T T T C T T GA CAGA A A A A A A - - AGGA A A T GGC T CCA TG TGC T C T A A T T CA T T A T T AGG A T T C T GA T A T  54668

56.500 56.520 56.540 56.560

T C T ACCA T A T T - - T T T T C T T GA CAGA A A A A A A - - AGGA A A T GGC T CCA TG TGC T C T A A T T CA T T A T T AGG A T T C T GA T A T  53868
T C T ACCA T A T T - - T T T T C T T GA CAGA A A A A A A - - AGGA A A T GGC T CCA TG TGC T C T A A T T CA T T A T T AGG A T T C T GA T A T  54500
T C T ACCA T A T T - - T T T T C T T GA CAGA A A A A A A - - AGGA A A T GGC T CCA TG TGC T C T A A T T CA T T A T T AGG A T T C T GA T A T  54697
T C T ACCA T A T T G T T T T T C T T A A CAGAGA A A A AGA AGGA A A T GGC T CCA TG TGC T C T A A T T CA T T A T T AGG A T T C T GA T AG  55343

AGGAGCAC T A CCA A AGT G T T T CA A AGA AGG G T T A T C T TGA CG T AGGT C TG C T T A T GGCC T AGA T CA ACC T A AGT T A A A TG  54748

56.580 56.600 56.620 56.640

AGGAGCAC T A CCA A AGT G T T T CA A AGA AGG G T T A T C T TGA CG T AGGT C TG C T T A T GGCC T AGA T CA ACC T A AGT T A A A TG  53948
AGGAGCAC T A CCA A AGT G T T T CA A AGA AGG G T T A T C T TGA CG T AGGT C TG C T T A T GGCC T AGA T CA ACC T A AGT T A A A TG  54580
AGGAGCACCA CCA A AGT G T T T CA A AGA AGG G T T A T C T TGA CG T AGGT C TG C T T A T GGCC T AGA T CA ACC T A AGT T A A A TG  54777
AGGAGCA T T A CCA A AGT G T T T CA A AGA AGG A T T A T C T TGA CG T AGGT T TG C T T A T GGCC T AGA T CA ACC T A AGT T A A A TG  55423

GAG T C T C T A T CA T CC TGA T - - - - - - T A A AG A A T CA A A T A T GA A A C T T CA T ACGCC T T A AG G T T CA T AGGG CGA A A AGAGA  54822

56.660 56.680 56.700 56.720

GAG T C T C T A T CA T CC TGA T C C T GA T T A A AG A A T CA A A T A T GA A A C T T CA T ACGCC T T A AG G T T CA T AGGG CGA A A AGAGA  54028
GAG T C T C T A T CA T CC TGA T - - - - - - T A A AG A A T CA A A T A T GA A A C T T CA T ACGCC T T A AG G T T CA T AGGG CGA A A AGAGA  54654
GAG T C T C T A T CA T CC TGA T - - - - - - T A A AG A A T CA A A T A T GA A A C T T CA T ACGCC T T A AG G T T CA T AGGG CGA A A AGAGA  54851
GAG T C T C T A T CA T CC TGA T - - - - - - T A A AG A A T CA A A T A T GA A A C T T CA T ACGCC T T A AG G T T CA T AGGG CGA A A AGAGA  55497

A T T T T T GAGG T CC T T A T AC T CA T T A T GCC T AGCA T T GA A T AGAC T A AG T A T T CACC T T A T CA A T A T C T CA A A T CA A T GA T  54902

56.740 56.760 56.780 56.800

A T T T T T GAGG T CC T T A T AC T CA T T A T GCC T AGCA T T GA A T AGAC T A AG T A T T CACC T T A T CA A T A T C T CA A A T CA A T GA T  54108
A T T T T T GAGG T CC T T A T AC T C T T T A T GCC T AGCA T T GA A T AGAC T A AG T A T T CACC T T A T CA A T A T C T CA A A T CA A T GA T  54734
A T T T T T GAGG T CC T T A T AC T C T T T A T GCC T AGCA T T GA A T AGAC T A AG T A T T T ACC T T A T CA A T A T C T CA A A T CA A T GA T  54931
A T T T T T GAGG T CC T T A T AC T CA T T A T GCC T AGCA T T GA A T AGAC T AGG T A T T CACC T T A T CA A T A T C T CA A A T CA A T GA T  55577

GGA T T C - - - - - - - - GA T T TG GT T CC T A A A A GGGCACCCGA A T CGGACCGA ACCA A CCG T T T GT CAGGC T A T T GT T C T C T T  54974

56.820 56.840 56.860 56.880

GGA T T C - - - - - - - - GA T T TG GT T CC T A A A A GGGCACCCGA A T CGGACCGA ACCA A CCG T T T GT CAGGC T A T T GT T C T C T T  54180
GGA T T C - - - - - - - - GA T T TG GT T CC T A A A A GGGCACCCGA A T CGGACCGA ACCA A CCG T T T GT CAGGC T A T T GT T C T C T T  54806
GGA T T C - - - - - - - - T A T T TG GT T CC T A A A A GGGCACCCGA A T CGGACCGA ACCA A CCG T T T GT CAGGC T A T T GT T C T C T T  55003
AGA T T T CGA T T T GGGGT T CG GT T CC T A A A A GGGCA T CCGA A T CA A ACCGA ACCA A CCC T T T GT CAGGC T A T T GT T C T C T T  55657

G T T T TG T T CC C T ACA AG T CA TGGAG T CAGA CA T T A A T T T C T CA A A A AGA T CA A T T CC T T T GA T T GCA TGA T GGA C T CC T C  55054

56.900 56.920 56.940 56.960

G T T T TG T T CC C T ACA AG T CA TGGAG T CAGA CA T T A A T T T C T CA A A A AGA T CA A T T CC T T T GA T T GCA TGA T GGA C T CC T C  54260
G T T T TG T T CC C T ACA AG T CA TGGAG T CAGA CA T T A A T T T C T CA A A A AGA T CA A T T CC T T T GA T T GCA TGA T GA A C T CC T C  54886
G T T T TG T T CC C T ACA AG T CA TGGAG T CAGA CA T T A A T T T C T CA A A A AGA T CA A T T CC T T T GA T T GCA TGA T GGA C T CC T C  55083
G T T T TG T T CC C T - CA AG T CA TGGAG T CAGA CA T T GA T T T C T CA A A A AGA T CA A T T CC T T T GA T T GCA TGA T GGA C T CC T C  55736

T GA A A A ACA T T GGCGCGCGT GT A A A CGAGG T GC T C T ACC T A AC T GAGC T A T AGCCC T T G T CC T T GT GA T A T A T A T - - T T T  55132

56.980 57.000 57.020 57.040

T GA A A A ACA T T GGCGCGCGT GT A A A CGAGG T GC T C T ACC T A AC T GAGC T A T AGCCC T T G T CC T T GT GA T A T A T A T A T T T T  54340
T GA A A A ACA T T GGCGCGCGT GT A A A CGAGG T GC T C T ACC T A AC T GAGC T A T AGCCC T T G T CC T T GT GA T A T A T A T - - T T T  54964
T GA A A A ACA T T GGCGCGCGT GT A A A CGAGG T GC T C T ACC T A AC T GAGC T A T AGCCC T T G T CC T T GT GA T A T A T A T - - T T T  55161
GGA A A A ACA T T GGCGCGCGT GT A A A CGAGG T GC T C T ACC T A AC T GAGC T A T AGCCC T T G T CC T T GT GA T T CA T A T - - T T T  55814

A T CA T A T T A T G T AGA T A A T T T C T TG T CA AG A - T GA A T A T T CCA T GA T CCC ACA T CA T A T C T C T T TGA T C T T T T T GA T T GG  55211

57.060 57.080 57.100 57.120

A T CA T A T T A T G T AGA T A A T T T C T TG T CA AG A A T GA A T A T T CCA T GA T CCC ACA T CA T A T C T C T T TGA T C T T T T T GA T T GG  54420
A T CA T A T T A T G T AGA T A A T T T C T TG T CA AG A - T GA A T A T T CCA T GA T CCC ACA T CA T A T C T C T T TGA T C T T T T T GA T T GG  55043
A T CA T A T T A T G T AGA T A A T T T C T TG T CA AG A - T GA A T A T T CCA T GA T CCC ACA T CA T A T C T C T T TGA T C T T T T T GA T T GG  55240
A TGA T A T T A T GCA T A T A A T T T C T TG T CA AG A - T GA A T A T T CCA T GA T CCC ACA TGA T A T C T C T T TGA T C T T T T T GA T T GG  55893
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T A T T GC T T AG A AGT C - - A T A T T GGA T T T A T A A T CCA T CCA T G TGA TG T GA TGGGT CCC T T T T T G T T T C T C G T T A T CG T T A  55289

57.140 57.160 57.180 57.200

T A T T GC T T AG A AGT C T CA T A T T GGA T T T A T A A T CCA T CCA T G TGA TG T GA TGGGT CCC T T T T T G T T T C T C G T T A T - - - - -   54495
T A T T GC T T AG A AGT C - - A T A T T GGA T T T A T A A T CCA T CCA T G TGA TGGGA TGGGT CCC T T T T T G T T T C T C G T T A T CG T T A  55121
T A T T GC T T AG A AGT C - - A T A T T GGA T T T A T A A T CCA T CCA T G TGA TGGGA TGGGT CCC T T T T T G T T T C T C G T T A T CG T T A  55318
T A T T GC T T A A A AGT C - - A T A T T GGA T T T A T A A T CCA T CGA T G TGA TG T G - - - - - T CCC T T T T T A T T T C T C G T T A T CG T T A  55966

T A A T GA T A A A T GACC T A C T T A A C T CAGT GG T T AGAG T A T T GC T T T CA T AC GGCGGGAG T C A T T GGT T CA A A T CCA A T AGT  55369

57.220 57.240 57.260 57.280

- A A T GA T A A A T GACC T A C T T A A C T CAGT GG T T AGAG T A T T GC T T T CA T AC GGCGGGAG T C A T T GGT T CA A A T CCA A T AGT  54574
T A A T GA T A A A T GACC T A C T T A A C T CAGT GG T T AGAG T A T T GC T T T CA T AC GGCGGGAG T C A T T GGT T CA A A T CCA A T AGT  55201
T A A T GA T A A A T GACC T A C T T A A C T CAGT GG T T AGAG T A T T GC T T T CA T AC GGCGGGAG T C A T T GGT T CA A A T CCA A T AGT  55398
T A A T A A T A A A T GACC T A C T T A A C T CAGT GG T T AGAG T A T T GC T T T CA T AC GGCGGGAG T C A T T GGT T CA A A T CCA A T AGT  56046

AGG T AGA AC T T A T T AGA T AC CA CGG T CA A T GGT A T C T A A T A AGT T T T - T C T A C T CACC T T CGT T T A T TGA T A T T GA T T T T  55448

57.300 57.320 57.340 57.360

AGG T AGA AC T T A T T AGA T AC CA CGG T CA A T GGT A T C T A A T A AGT T T T - T C T A C T CACC T T CGT T T A T TGA T A T T T A T T T T  54653
AGG T AGA AC T T A T T AGA T AC CA T TGACCG T GGT A T C T A A T A AGT T T T - T C T A C T CACC T T CGT T T A T TGA T A T T GA T T T T  55280
AGG T AGA AC T T A T T AGA T AC CA T TGACCG T GGT A T C T A A T A AGT T C T ACC T A C T CACC T T CGT T T A T TGA T A T T GA T T T T  55478
AGG T AGA AC T T A T T AGA T AC CA CGG T CA A T GGT A T C T A A T A AGT T T T - T C T A C T CACC T T CGT T T A T GGA T - - - - - - T T T   56119

G T A T C T T T T C T A T CC T C T T C GA T T T T T T T T T CGA A T T T CA A C T T A A A C T T T T T T CC T T AC A T CAGA A T CC GA T T CCA C T T  55528

57.380 57.400 57.420 57.440

G T A T C T T T T C T A T CC T C T T C GA T T T GA T T T T CGA A T T T CA A C T T A A A C T T T T T T CC T T AC A T CAGA A T A C GA T T CCA C T T  54733
G T A T C T T T T C T A T CC T C T T C GA T T T GA T T T T CGA A T T T CA A CGT A A A C T T T T T T CC T T AC A T CAGA A T CC GA T T CCA C T T  55360
G T A T C T T T T C T A T CC T C T T C GA T T T GA T T T T CGA A T T T CA A C T T A A A C T T T T T T A T T T AC A T CAGA A T CC GA T T CCA C T T  55558
G T A T C T T T T C T A T CC T A T T C GA T T T GA T T T T CGA A T T T CA A C T T A A A C T T T T T T CC T T AC A T CAGA AGCC GA T T CCA C T T  56199

GC T T GA A T T G A A T T G T A T T C A A T CGGCAGA A T CCA A A T CA A A A T AGGG TG T A T A A ACAGA A A T T C T T T T G A T T A T T C T A T  55608

57.460 57.480 57.500 57.520

GC T T GA A T T G A A T T G T A T T C A A T CGGCAGA A T CCA A A T A A A A A T AGGG TG T A T A A ACAGA A A T T C T T T T G A T T A T T C T A T  54813
GC T T GA A T T G A A T T G T A T T C A A T CGGCAGA A T CCA A A T A A A A A T AGGG TG T AGA A ACAGA A A T T C T T T T G A T T A T T C T A T  55440
GC T T GA A T T G A A T T G T A T T C A A T CGGCAGA A T CCA A A T A A A A A T AGGG TG GAGA A ACAGA A A T T C T T T T G A T T A T T C T A T  55638
GGT T GA A T T T CA T T G T A T T C A A T CGGCA A A A T CA A A A T A A A A A T AGAG TG T A T A A ACAGA A A T T C T T T T T A T T A T T C T A T  56279

T CGGGCGCA C CA AC T AG T T A CGA A A T CGCA T TGA T A ACC T C T AC T CG T GT CC T AGC T CG T C TGAGAGC T A A A T T T GCC T C  55688

57.540 57.560 57.580 57.600

T CGGGCGCA C CA AC T AG T T A CGA A A T CGCA T TGA T A ACC T C T AC T CG T GT CC T AGC T CG T C TGAGAGC T A A A T T T GCC T C  54893
T CGGGCGCA C CA AC T AG T T A CGA A A T CGCA T TGA T A ACC T C T AC T CG T GT CC T AGC T CG T C TGAGAGC T A A A T T T GCC T C  55520
T CGGGCGCA C CA AC T AG T T A CGA A A T CGCA T TGA T A ACC T C T AC T CG T GT CC T AGC T CG T C TGAGAGC T A A A T T T GCC T C  55718
T CGGACGCA C CA AC T AG T T A GGA A A T CGCG T TGA T A A T T T C T AC T CG T GT CC T AGC T CG T C TGAGAGC T A A A T T T GCC T C  56359

A A T T GT T TG T C T C T T AC T T T CAGC T T T CC T CA A A T T AGC T T C TGC T A T T T CA AGAG T T T T CCGGGC T T C T T GGGGA T CA A  55768

57.620 57.640 57.660 57.680

A A T T GT T TG T C T C T T AC T T T CAGC T T T CC T CA A A T T AGC T T C TGC T A T T T CA AGAG T T T T CCGGGC T T C T T GGGGA T CA A  54973
A A T T GT T TG T C T C T T AC T T T CAGC T T T CC T CA A A T T A AC T T C TGC T A T T T CA AGAG T T T T CCGGGC T T C T T GGGGA T CA A  55600
A A T T GT T TG T C T C T T AC T T T CAGC T T T CC T CA A A T T AGC T T C TGC T A T T T CA AGAG T T T T CCGGGC T T C T T GGGGA T CA A  55798
A A T T GT T TG T C T C T T AC T T T CAGC T T T CC T CA A A T T AGC T T C TGC T A T T T CA AGAG T T T T CCGAGC T T C T T CGGGA T CGA  56439

T GT CAC T AC T C T T C T CCGCA T CA T T T AC T A A A A T AG T GA T C T CA T T A T T A CC T A T T C T AG CA A A ACCACC CA T CAGAGCC  55848

57.700 57.720 57.740 57.760

T GT CAC T AC T C T T C T CCGCA T CA T T T AC T A A A A T AG T GA T C T CA T T A T T A CC T A T T C T AG CA A A ACCACC CA T CAGAGCC  55053
T GT CAC T AC T C T T C T CCGCA T CA T T T AC T A A A A T AG T GA T C T CA T T A T T C CC T A T T C T AG CA A A ACCACC CA T CAGAGCC  55680
T GT CAC T AC T C T T C T CCGCA T CA T T T AC T A A A A T AG T GA T C T CA T T A T T C CC T A T T C T AG CA A A ACCACC CA T CAGAGCC  55878
T GT CAC T AC T C T T C T C T GCA T CA T T T AC T A A A A T AG T GA T C T CA T T A T T A CC T A T T C T AG CA A A ACCACC CA T CAGAGCC  56519

A T CG T T A ACC A T TGG T CG T T A A AGCG T A T T C T T A A A A T A C C T A T A T C T AC AGC TG T GGCG A T AGGCGCG T GA T T T GG T A A  55928

57.780 57.800 57.820 57.840

A T CG T T A ACC A T TGG T CG T T A A AGCG T A T T C T T A A A A T A C C T A T A T C T AC AGC TG T GGCG A T AGGCGCG T GA T T T GG T A A  55133
A T CG T T A ACC A T TGG T CG T T A A AGCG T A T T C T T A A A A T A C C T A T A T C T AC AGC TG T GGCG A T AGGT GCG T GA T T T GG T A A  55760
A T CG T T A ACC A T TGG T CG T T A A AGCG T A T T C T T A A A A T A C C T A T A T C T AC AGC TG T GGCG A T AGGCGCG T GA T T T GG T A A  55958
A T CG T T A ACC A T TGG T CG T T A A AGCG T A T T C T T A A A A T A C C T A T A T C T AC AGC TG T GGCG A T AGGCGCG T GA T T T GG T A A  56599

T ACGCCA A T T T G T CCA T T A T T AG T AGA T A A A A T GA T T T C T T T CA C T T C TG A A T CCCA A AC A A T T CGA T T A GGGG T CAG T A  56008

57.860 57.880 57.900 57.920

T ACGCCA A T T T G T CCAC T A T T AG T AGA T A A A A T GA T T T C T T T CA C T T C TG A A T CCCA A AC A A T T CGA T T A GGGG T CAG T A  55213
T ACGCCA A T T T G T CCAC T A T T AG T AGA T A A A A T GA T T T C T T T A A C T T C TG A A T CCCA A AC A A T T CGA T T A GGGG T CAG T A  55840
T ACGCCA A T T T G T CCAC T A T T AG T AGA T A A A A T A A T T T C T T T A A C T T C TG A A T CCCA A AC A A T T CGA T T A GGGG T CAG T A  56038
T ACGCCA A T T T G T CCAC T A T T AG T AGA T A A A A T GA T T T C T T T CA C T T C TG A A T CCCA A AC A A T T CGA T T A GGGG T CA A T A  56679

CACA A AGA T T T A AGG T CA T T T C T T CA A A T T GC T C T CCA T T T C T A AGT T TG T AGCC T T CGC AGT A AC T T CA T CGA T GT T AC  56088

57.940 57.960 57.980 58.000

CACA A AGA T T T A AGG T CA T T T C T T CA A A T T GC T C T CCA T T T C T A AGT T TG T AGCC T T CGC AGT A AC T T CA T CGA T GT T AC  55293
CACA A AGA T T T A AGG T CA T T T C T T CA A A T T GC T C T CCA T T T C T A AGT T TG T AGCC T T CGC AGT A AC T T CA T CGA T GT T AC  55920
CACA A AGA T T T A AGG T CA T T T C T T CA A A T T GC T C T CCA T T T C T A AGT T TG T AGCC T T CGC AGT A AC T T CA T CGA T GT T AC  56118
CACA A AGA T T T A AGG T CA T T T C T T CA A A T T GC T C T CCA T T T C T A AGT T TG T AGCC T T CGC AGT A AC T T CA T CGA T GT T AC  56759

C T A CCA A A T A A A AGGCC T GT T CAGGA AGAC CA T C T A A T T C T CCGGACAGG A T CA A T T T A A ACCC T C T A A T T G T T T CGGC T  56168

58.020 58.040 58.060 58.080

C T A CCA A A T A A A AGGCC T GT T CAGGA AGAC CA T C T A A T T C T CCGGACAGG A T CA A T T T A A ACCC T C T A A T T G T T T CGGC T  55373
C T A CCA A A T A A A AGGCC T GT T CAGGA AGAC CA T C T A A T T C T CCGGACAGG A T CA A T T T A A ACCC T C T A A T T G T T T CGGC T  56000
C T A CCA A A T A A A AGGCC T GT T CAGGA AGAC CA T C T A A T T C T CCGGACAGG A T CA A T T T A A ACCC T A T A A T T G T T T CGGC T  56198
C T A CCA A A T A A A AGGAC T GT T CAGGA AGAC CA T C T A A T T C T CCGGACAGG A T CA A T T T A A ACCC T C T A A T T G T T T C T GC T  56839

AGA CCA ACA T A T T T CCCCGG GGA ACCGG T A A A T AC T T C T G C T ACGA A A A A GGG T T G TGA T A AGA A A CGC T CA A T T T T T CG  56248

58.100 58.120 58.140 58.160

AGA CCA ACA T A T T T ACCCGG GGA ACCGG T A A A T AC T T C T G C T ACGA A A A A GGG T T G TGA T A AGA A A CGC T CA A T T T T T CG  55453
AGA CCA ACA T A T T T CCCCGG GGA ACCGG T A A A T AC T T C T G C T ACGA A A A A GGG T T G TGA T A AGA A A CGC T CA A T T T T T CG  56080
AGA CCA ACA T A T T T CCCCGG GGA ACCGG T A A A T AC T T C T G C T ACGA A A A A GGG T T G TGA T A AGA A A CGC T CA A T T T T T CG  56278
AGA CCA ACA T A T T T CCCCGG GGA ACCGG T A A A T AC T T C T G C T ACGA A A A A AGG T T G TGA T A AGA A A CGC T CA A T T T T T CG  56919

CGC T C T T GC T A CGG T T A AGC GA T CC T C T T C GGA T A A T T CG T CCA ACCCA A GGA T AGC T A T A A T G T CC TGA AGC T C T T T GT  56328

58.180 58.200 58.220 58.240

CGC T C T T GC T A CGG T T A AGC GA T CC T C T T C GGA T A A T T CG T CCA ACCCA A GGA T AGC T A T A A T G T CC TGA AGC T C T T T GT  55533
CGC T C T T GC T A CGG T T A AGC GA T CC T C T T C GGA T A A T T CG T CCA ACCCA A GGA T AGC T A T A A T G T CC TGA AGC T C T T T GT  56160
CGC T C T T GC T A CGG T T A AGC GA T CC T C T T C GGA T A A T T CG T CCA ACCCA A GGA T AGC T A T A A T G T CC TGA AGC T C T T T GT  56358
CGC T C T T GC T A CGG T T A AGC GA T CC T C T T C GGA CA A T T CG T CCA A T CCA A GGA T CGC T A T A A T G T CC TGA AG T T C T T T GT  56999
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ACCG T T G T A A AG T T T GC T T A AC T C T T TGCG CAG T T T CA T A A T GT T CC T CA CCA ACGA T CC GAGG T T GGAG CA T AG T T GAC  56408

58.260 58.280 58.300 58.320

ACCG T T G T A A AG T T T GC T T A AC T C T T TGCG CAG T T T CGT A A T GT T CC T CA CCA ACGA T CC GAGG T T GGAG CA T AG T T GAC  55613
ACCG T T G T A A AG T T T GC T T A AC T C T T TGCG CAG T T T CA T A A T GT T CC T CA CCA ACGA T CC GAGG T T GGAG CA T AG T T GAC  56240
ACCG T T G T A A AG T T T GC T T A AC T C T T TGCG CAG T T T CA T A A T GT T CC T CA CCA ACGA T CC GAGG T T GGAG CA T AG T T GAC  56438
A ACG T T G T A A AG T T T GC T T A AC T C T T TGCG CCG T T T CA T A A T GT T CC T CA CCCACGA T CC GAGG T T GGAG CA T AG T T GAC  57079

G T T GAG T C T A A AGGA T CA AC TGC TGGA T AG A T A CC T T T AG C T GCCA A T CC T C T TGA T AG T ACGG T AG T AG CA T C T A A A TG  56488

58.340 58.360 58.380 58.400

G T T GAG T C T A A AGGA T CA AC TGC TGGA T AG A T A CC T T T AG CAGCCA A T CC T C T TGA T AG T ACGG T AG T AG CA T C T A A A TG  55693
G T T GAG T C T A A AGGA T CA AC TGC TGGA T AG A T A CC T T T AG CAGCCA A T CC T C T TGA T AG T ACGG T AG T AG CA T C T A A A TG  56320
G T T GAG T C T A A AGGA T CA AC TGC TGGA T AG A T A CC T T T AG CAGCCA A T CC T C T TGA T AG T ACGG T AG T AG CA T C T A A A TG  56518
G T T GAG T C T A A AGGA T CA AC TGC TGGA T AG A T A CC T T T AG CAGCCA A T CC T C T TGA T AG T ACGG T AG T AG CA T C T A A A TG  57159

GGCA A A T GT C G T GGCAGGAG CGGGG T CGG T CA A A T CA T C T GCAGG T A CA T A A ACGGC T T G A A T AGA AGT T A T GGACCCC T  56568

58.420 58.440 58.460 58.480

GGCA A A T GT C G T GGCAGGAG CGGGG T CGG T CA A A T CA T CC GCAGG T A CA T A A ACGGC T T G A A T AGA AGT T A T GGACCCC T  55773
GGCA A A T GT C G T GGCAGGAG CGGGG T CGG T CA A A T CA T CC GCAGG T A CA T A A ACGGC T T G A A T AGA AGT T A T GGACCCC T  56400
GACA A A T GT C G T GGCAGGAG CGGGG T CGG T CA A A T CA T CC GCAGG T A CA T A A ACGGC T T G A A T AGA AGT T A T GGACCCC T  56598
GGCA A A T GT C G T GGCAGGAG CGGGG T CGG T CA A A T CA T CC GCAGG T A CA T A A AC T GC T T G A A T AGA AGT T A T GGACCCC T  57239

C T T T TG T AGA AG T A A T T C T T T C T TG T A A AG A ACCCA T T T C GG T A C T A AGG GT AGG T TGA T A ACCCA CAGC AGA AGGCA T T  56648

58.500 58.520 58.540 58.560

T T T T GG T AGA AG T A A T T C T T T C T TG T A A AG A ACCCA T T T C GG T A C T A AGG GT AGG T TGA T A ACCCA CAGC GGA AGGCA T T  55853
C T T T GG T AGA AG T A A T T C T T T C T TG T A A AG A ACCCA T T T C GG T A C T A AGG GT AGG T TGA T A ACCCA CAGC AGA AGGCA T T  56480
C T T T GG T AGA AG T A A T T C T T T C T TG T A A AG A ACCCA T T T C GG T A C T A AGG GT AGG T TGA T A ACCCA CAGC GGA AGGCA T T  56678
C T T T GG T AGA AG T A A T T C T T T C T TG T A A AG A ACCCA T T T C GG T A C T A AGG GT AGG T TGA T A ACCCA CAGC GGA AGGCA T T  57319

C T A CCCA A T A AGGCGGA T AC T T CGGA T CCC GC T T GGACGA A ACGGA AGA T A T T GT CGA T A A A T AGA AGT A CG T C T TG T T C  56728

58.580 58.600 58.620 58.640

C T A CCCA A T A AGGCGGA T AC T T CGGA T CCC GC T T GGACGA A ACGGA AGA T A T T GT CGA T A A A T AGA AGT A CG T C T TG T T C  55933
C T A CCCA A T A AGGCGGA T AC T T CGGA T CCC GC T T GGACGA A ACGGA AGA T A T T GT CGA T A A A T AGA AGT A CG T C T TG T T C  56560
C T A CCCA A T A AGGCGGA T AC T T CGGA T CCC GC T T GGACGA A ACGGA AGA T A T T GT CGA T A A A T AGA AGT A CG T C T TG T T C  56758
C T A CCCA A T A AGGCGGA T AC C T CGGA T CCC GC T T GA ACGA A ACGGA A A A T A T T GT CGA T A A A T AGA AGT A CG T C T TG T T C  57399

A T T A ACA T C T CGGA A A T A T T CCGCCA T AG T T AGGGCAGT C A A ACCA A C T C T CA T A CGAGC T CCCGGCGG T T CA T T CA T C T  56808

58.660 58.680 58.700 58.720

A T T A ACA T C T CGGA A A T A T T CCGCCA T AGC T AGGGCAGT C A A ACCA A C T C T CA T A CGAGC T CCCGGCGG T T CA T T CA T C T  56013
A T T A ACA T C T CGGA A A T A T T CCGCCA T AG T T AGGGCAGT C A A ACCA A C T C T CA T A CGAGC T CCCGGCGG T T CA T T CA T C T  56640
A T T A ACA T C T CGGA A A T A T T CCGCCA T AG T T AGGGCAGT C A A ACCA A C T C T CA T A CGAGC T CCCGGCGG T T CA T T CA T C T  56838
A T T A ACA T C T CGGA A A T A T T CCGCCA T AG T T AGGGCGGT C A A ACCA A C T C T CA T A CGAGC T CCCGGCGG T T CGT T CA T C T  57479

GACCGT AGA C T AGAGCCAC T T T T GA T T CCG CA A T A T T T T G T T CA T T A A T T AC T CCAGA T T C T T T CA T T T C CA TG T AGAGA  56888

58.740 58.760 58.780 58.800

GACCGT AGA C T AGAGCCAC T T T T GA T T CCG CA A T A T T T T G T T CA T T A A T T AC T CCAGA T T C T T T CA T T T C CA TG T AGAGA  56093
GACCGT AGA C T AGAGCCAC T T T T GA T T CC T CA A T A T T T T G T T CA T T A A T T AC T CCAGA T T C T T T CA T T T C CA TG T AGAGA  56720
GACCGT AGA C T AGAGCCAC T T T T GA T T CCG CA A T A T T T T G T T CA T T A A T T AC T CCAGA T T C T T T CA T T T C CA TG T AGAGA  56918
GACCGT AGA C T AGAGCA AC T T T T GA T T CCG CA A T A T T T T G T T CA T T A A T T AC T CCAGA T T C T T T CA T T T C CA TG T AGAGA  57559

T CA T T T CC T T CACGAGT ACG T T CACCGA C T CCGCCA A ACA CGGA T ACACC CCCA T GAGC T T TGGCA A TG T T G T T GA T CA A  56968

58.820 58.840 58.860 58.880

T CA T T T CC T T CACGAGT ACG T T CACCGA C T CCGCCA A ACA CGGA T ACACC CCCA T GAGC T T TGGCA A TG T T G T T GA T CA A  56173
T CA T T T CC T T CACGAGT ACG T T CACCGA C T CCGCCA A AGA CGGA T ACACC CCCA T GAGC T T TGGCA A TG T T G T T GA T CA A  56800
T CA T T T CC T T CACGAGT ACG T T CACCGA C T CCGCCA A ACA CGGA T ACACC CCCA T GAGC T T TGGCA A TG T T G T T GA T CA A  56998
T CA T T T CC T T CACGAGT ACG C T CACCGA C T CCGCCA A A T A CGGA T ACACC T CCA T GAGC T T TGGCA A TG T T G T T GA T CA A  57639

T T CCA T A A T G AG T A C TG T T T T A CCCAC T CC GGC T CCCCCG A A T AG T CCGA T T T T T CC T CC CCGACGA T A A GGAGC T A A A A  57048

58.900 58.920 58.940 58.960

T T CCA T A A T G AG T A C TG T T T T A CCCAC T CC GGC T CCCCCG A A T AG T CCGA T T T T T CC T CC CCGACGA T A A GGAGC T A A A A  56253
T T CCA T A A T G AG T A C TG T T T T A CCCAC T CC GGC T CCCCCG A A T AG T CCGA T T T T T CC T CC CCGACGA T A A GGAGC T A A A A  56880
T T CCA T A A T G AG T A C TG T T T T A CCCAC T CC GGC T CCCCCG A A T AG T CCGA T T T T T CC T CC CCGACGA T A A GGAGC T A A A A  57078
T T CCA T A A T G AG T A C TG T T T T A CCCAC T CC AGC T CCCCCG A A T AG T CC T A T T T T T CC T CC CCGACGA T A C GGAGC T A A A A  57719

GA T C T A C T A C T T T T A T T CC T GT T T CA A A A A T AGA T A A T T T T G T A T C T A AC TG T A T A A AGG CAGGCGC TGG T T T A T GA A T A  57128

58.980 59.000 59.020 59.040

GA T C T A C T A C T T T T A T T CC T GT T T CA A A A A T AGA T A A T T T T G T A T C T A AC TG T A T A A AGG CAGGCGC TGG T T T A T GA A T A  56333
GA T C T A C T A C T T T T A T T CC T GT T T CA A A A A T AGA T A A T T T T G T A T C T A AC TG T A T A A AGG CAGGCGC TGG T T T A T GA A T A  56960
GA T C T A C T A C T T T T A T T CC T GT T T CA A A A A T AGA T A A T T T T G T A T C T A AC TG T A T A A AGG CAGGCGC TGG T T T A T GA A T A  57158
GA T C T A C T A C T T T T A T T CC T GT T T CA A A A A T AGA T A A T T T T G T A T C T A AC TG T A T A A AGG CAGGCGC TGG T T T A T GA A T A  57799

GGGGA T G T T G T GCGAGT A T C T A CAGGACC T A A A T T A T CA A CAGGC T C T CC A AGCA CGT T G A A A A T T CGT C C T AGAGT CGC  57208

59.060 59.080 59.100 59.120

GGGGA T G T T G T GCGAGT A T C T A CAGGACC T A A A T T A T CA A CAGGC T C T CC A AGCA CGT T G A A A A T T CGT C C T AGAGT CGC  56413
GGGGA T G T T G T GAGAGT A T C T A CAGGACC T A A A T T A T CA A CAGGC T C T CC A AGCA CGT T G A A A A T T CGT C C T AGAGT CGC  57040
GGGGA T G T T G T GAGAGT A T C T A CAGGACC T A A A T T A T CA A CAGGC T C T CC A AGCA CGT T G A A A A T T CGT C C T AGAGT CGC  57238
GGGGA T G T T G T GCGAGT A T C T A CAGGACC T A A A T T A T CA A CAGGC T C T CC A AGCA CGT T G A A A A T T CGT C C T AGAGT CGC  57879

T CCACCGAC T GGA A CAC T T A GAGGAGC T CC CGT G T CA A T C A C T T CCA T T C C T C T CG T T AG ACCA T C T GT A GCAC T CA T GG  57288

59.140 59.160 59.180 59.200

T CCACCGAC T GGA A CAC T T A GAGGAGC T CC CGT G T CA A T C A C T T CCA T T C C T C T CG T T AG ACCA T C T GT A GCAC T CA T GG  56493
T CCACCGAC T GGA A CAC T T A GAGGAGC T CC CGT G T CA A T C A C T T CCA T T C C T C T CG T T AG ACCA T C T GT A GCAC T CA T GG  57120
T CCACCGAC T GGA A CAC T T A GAGGAGC T CC CGT G T CA A T C A C T T CCA T T C C T C T CG T T AG ACCA T C T GT A GCAC T CA T GG  57318
T CCGCCGAC T GGA A CAC T T A GAGGGGC T CC CGT G T CA A T C A C T T CCA T T C C T C T CG T T AG ACCA T C T GT A GCAC T CA T GG  57959

C T A CAGC T C T A AC T CGA T T A T T CCC T A A T A A T T GC T G T A C C T CGCA AG T C ACA T T A A T T G G T T GACCGA C AG T A T C T CGA  57368

59.220 59.240 59.260 59.280

C T A CAGC T C T A AC T CGA T T A T T CCC T A A T A A T T GC T G T A C C T CGCA AG T C ACA T T A A T T G G T T GACCGA C AG T A T C T CGA  56573
C T A CAGC T C T A AC T CGA C T A T T CCC T A A T A A T T GC T G T A C C T CGCA AG T C ACA T T A A T T G G T T GACCGA C AG T A T C T CGA  57200
C T A CAGC T C T A AC T CGA T T A T T CCC T A A T A A T T GC T G T A C C T CGCA AG T C ACA T T A A T T G G T T GACCGA C AG T A T C T CGA  57398
C T A CAGC T C T A AC T CGA T T A T T CCC T A A T A A T T GC T G T A C C T CGCA AG T C ACA T T A A T T G G T T GACCGA C AG T A T C T T GA  58039

CCC T T A AC T A CCAGAGCG T T GT A A A T A T T A GGCA T C T TGC CAGGGGGA A A GGC T A CA T CC AGT ACCGGA C CA A T GA T T TG  57448

59.300 59.320 59.340 59.360

CCC T T A AC T A CCAGAGCG T T GT A A A T A T T A GGCA T C T TGC CAGGGGGA A A GGC T A CA T CC AGT ACCGGA C CA A T GA T T TG  56653
CCC T T A AC T A CCAGAGCG T T GT A A A T A T T A GGCA T C T TGC CAGGGGGA A A GGC T A CA T CC AGT ACCGGA C CA A T GA T T TG  57280
CCC T T A AC T A CCAGAGCG T T GT A A A T A T T A GGCA T C T TGC CAGGGGGA A A GGC T A CA T CC AGT ACCGGA C CA A T GA T T TG  57478
CCC T T A AC T A CCAGAGCG T T GT A A A T A T T A GGCA T C T TGC CAGGGGGA A A GGC T A CA T CC AGT ACCGGA C CA A T GA T T TG  58119
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AGCGA T C TG T CCCAG T T T T T T T T T T T - CA A G TGCGGA A A C CCCAGGA CCC GA AGT AGT AG GA T T T A T T C T CA T A A T A A T -   57526

59.380 59.400 59.420 59.440

AGCGA T C TG T CCCAG T T T T T T T T T T T - GA A G TGCGGA A A C T CCAGGA CCC GGAGT AGT AG GA T T T A T T C T CA T A A T A A T -   56731
AGCGA T C TG T CCCAG T T T T T T T T T T T T CA A G TGCGGA A A C CCCCGGA CCC GA AGT AGT AG GA T T T A T T C T CA T A A T A A T T  57360
AGCGA T C TG T CCCAG T T T T T T T T T T T - CA A G TGCGGA A A C CCCAGGA CCC GA AGT AGT AG GA T T T A T T C T CA T A A T A A TG  57557
AGCGA T A TG T CCCAG T T T T T T T T TG T - CA A G TGCGGA A A T CCCAGGA CCA GA AGT AGT AG GA T T T A T T C T CA T A A T A A T -   58197

- - - - - - A A AG T GA A A T A T GT CA A A T T T T T T T T T T T T T T T C GA A A T T T AGC GA A T CCA A A A T A A A A T C T T C GA T AGCA AGT  57600

59.460 59.480 59.500 59.520

- - - - - - A A AG T GA A A T A T GT CA A A T T T T T T T T T T T - - - - C GA A A T T T AGC GA A T CCA A A A T A A A A T C T T C GA T AGCA AGT  56801
A A T A A T A A AG T GA A A T A T GT CA A A T T T T T T T T T T - - - - - C GA A A T T T AGC GA A T CCA A A A T CA A A T C T T C GA T AGCA AGT  57435
- - - - - - A A AG T GA A A T A T GT CA A A T T T T T T T T T T T - - - - C GA A A T T T AGC GA A T CCA A A A T A A A A T C T T C GA T AGCA AGT  57627
- - - - - - A A AG T GA A A T A T GT CA A A T T T T T T T T T T T - - - - C GA A A T T T A T C GA A T CCA A A A GA A A A T C T T C A A T AGCA AGT  58267

T GA T CGG T T A A T T CA A T A AG A A A TGGGAG T T CGCGC T TGG T ACCG - - - GT ACCGT CCA AC CGA A TGCA A - - - - - T T CA A T  57672

59.540 59.560 59.580 59.600

GGA T CGG T T A A T T CA A T A AG A A A TGGGAG T T CGCGC T CGA T T T CG T T GGT ACCGT CCA AC CGA A TGCA A - - - - - T T CA A T  56876
T GA T CGG T T A A T T CA A T A AG A A A TGGGAG T T CGCGC T CGA T T T CG T T GGT ACCGT CCA AC CGA A TGCA A - - - - - T T CA A T  57510
T GA T CGG T T A A T T CA A T A AG A A A TGGGAG T T CGCGC T CGA T T T CG T T GGT ACCGT CCA AC CGA A TGCA A A GCA A T T CA A T  57707
T GA T CGG T T A A T T CA A T A AG A A A TGGGAG T T CGCGC T CGA T T T CG T T GGT ACCGT CCA AC T GA A TG T A A - - - - - T T CA A T  58342

T GT T T A C T T A T GCA A T T GCA A T T T CA A T GA GGGA A T T T T C A AGT T CA ACC A A T CGA T T T T CA A A A T C T CA AG TGGA T GA A  57752

59.620 59.640 59.660 59.680

T GT T T A C T T A T GCA A T T - - - - - - T CA A T GA GGGA A T T T T C A AGT T CA ACC A A CCGA T T T T CA A A A T C T CA AG TGGA T GA A  56950
T GT T T A C T T A T GCA A T T GCA A T T T CA A T GA GGGA A T T T T C A AGT T CA ACC A A CCGA T T T T CA A A A T C T CA AG TGA A T GA A  57590
T GT T T A C T T A T GCA A T T GCA A T T T CA A T GA GGGA A T T T T C A AGT T CA ACC A A CCGA T T T T CA A A A T C T CA AG TGGA T GA A  57787
T GT T T C T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T T CA ACC A A CC T A T T T T CA A A A T C T CA AG TGGA T GA A  58388

T A A A A A T T T T GAGA A AG T C T T T CA T T T A T C T A T CA T T A T A GACA A T A CCA GCCA T A T T A T C T A T GGA A T T CGA A CC T GA A  57832

59.700 59.720 59.740 59.760

T A A A A A T T T T GAGA A AG T C T T T CA T T T A T C T A T CA T T A T A GACA A T A CCA GCCA T A T T A T C T A T GGA A T T CGA A CC T GA A  57030
T A A A A A T T T T GAGA A AG T C T T T CA T T T A T C T A T CA T T A T A GACA A T A CCA GCCA T A T T A T C T A T GGA A T T CGA A CC T GA A  57670
T A A A A A T T T T GAGA A AG T C T T T CA T T T A T C T A T CA T T A T A GACA A T A CCA GCCA T A T T A T C T A T GGA A T T CGA A CC T GA A  57867
T A A A A A T T T T GAGA A AG T C T T T CA T T T A T C T A T CA T T A T A GACA A T A CCA GCCA T A T T A T G T A T GGA A T T CGA A CC T GA A  58468

C T C T A T T T T T CGA T T CA T T A T T T C T A T C T C A T CGGCCC T T A T T T C T T A T T T T AGCA T A T C GA T T T A T GCC T AGCC T A CGC  57912

59.780 59.800 59.820 59.840

C T C T A T T T T T CGA T T CA T T A T T T C T A T C T C A T CGGCCC T T A T T T C T T A T T T T AGCA T A T C GA T T T A T GCC T AGCC T A CGC  57110
C T C T A T T T T T CGAC T CA T T A T T T C T A T C T C A T CGGCCC T T A T T T C T T A T T T T AGCA T A T C GA T T T A T GCC T AGCC T A CGC  57750
C T C T A T T T T T CGAC T CA T T A T T T C T A T C T C A T CGGCCC T T A T T T C T T A T T T T AGCA T A T C GA T T T A T GCC T AGT C T A CGC  57947
C T C T A T T T T T CGA T T CA T T A T C T C T A T C T C A T T GGCCC T T A T T T C T T A T T T T AGCA T A T C GA T T T A T GCC T AGCC T A T GC  58548

T T T T T A T AGA T A T T T A T ACC CCC T T T - - - - - C T T T CA TGG A CGA A T T CCG CA T A T T T T C T T TGCACA T C T AGGA T T T ACA  57987

59.860 59.880 59.900 59.920

T T T T T A T AGA T A T T T A T ACC CCC T T T - - - - - C T T T CA TGG A CGA A T T CCG CA T A T T T T C T T TGCACA T C T AGGA T T T ACA  57185
T T T T T A T AGA T A T T T A T ACC CCC T T T - - - - - C T T T CA TGA A CGA A T T CCG CA T A T T T T C T T TGCACA T C T AGGA T T T ACA  57825
T T T T T A T AGA T A T T T A T ACC CCC T T T - - - - - C T T T CA TGA A CGA A T T CCG CA T A T T T T C T T TGCACA T C T AGGA T T T ACA  58022
T T T T T A T AGA T A T T T A T ACC CC T TGC T T T C AC T T T CA TGG A CGA A T T CCG CA T A T T T T C T T TGCACA T C T AGGA T T T ACA  58628

T A T ACA ACA T A T A T T AC T GT CA AGAG T CA A T T T C T T A A T A T T T AGA T A T T T CGA T T GA A A A A A A A A - GT A AGGGA T T AGA  58066

59.940 59.960 59.980 60.000

T A T ACA ACA T AGA T T AC T GT CA AGAG T CA A T T T C T T A A T A T T T AGA T A T T T CGA T T GA A A A A A A A A AGT A AGGGA T T AGA  57265
T A T ACA ACA T A T A T T AC T GT CA AGAG T CA A T T T C T T A A T A T T T - - - - - - - - CGA T T GA A A A A A A A A AGT A AGGGA T T AGA  57897
T A T ACA ACA T A T A T T AC T GT CA AGAG T CA A T T T C T T A A T A T T T - - - - - - - - CGA T T GA A A A A A A A - - GT A AGGGA T T AGA  58092
T A T ACA ACA T A T A T T AC T GT CA AGAGCCA A T T T C T T A T T A T T T AGA T A T T T CGA T T GA A A A A A A A A AGT A AGGGA T T CA A  58708

A AC T TGA A A A A CA AGGA T TG GG T TGCGCCA T ACA T A T GA A AGAG T A T ACA A T A A T GA T G T A T T T GG T GA A T CA A A T A CCA  58146

60.020 60.040 60.060 60.080

A AC T TGA A A A A CA AGGA T TG GG T TGCGCCA T ACA T A T GA A AGAG T A T ACA A T A A T GA T G T A T T T GG T GA A T CA A A T A CCA  57345
A AC T TGA A A A A CA AGGA T AG GG T TGCGCCA T ACA T A T GA A AGAG T A T ACA A T A A T GA T G T A T T T GG T GA A T CA A A T A CCA  57977
A AC T TGA A A A A CA AGGA T TG GG T TGCGCCA T ACA T A T GA A AGAG T A T ACA A T A A T GA T G T A T T T GG T GA A T CA A A T A CCA  58172
A A T T TGA A A A A CA AGGA T TG GG T TGCGCCA T ACA T A T GA A AGAG T A T ACA A T A A T GA T G T A T T T GG T GA A T CA A A T A CCA  58788

T GG T C T A A A A A A A T A AGGA A CCG T T C TGA T T AG T TGA T A A T A T T A - - - - - A T T GA A A A T C T TG T GA A AGA T T CC T GT CA A  58221

60.100 60.120 60.140 60.160

T GG T C T A A A A A A A T A AGGA A CCG T T C TGA T T AG T TGA T A A T A T T A T A T T A A T T GA A A A T C T TG T GA A AGA T T CC T GT CA A  57425
T GG T C T A A A A A A A T A AGA A A CCG T T C TGA T T AG T TGA T A A T A T T A - - - - - A T T GA A A A T C T TG T GA A AGA T T T C T GT CA A  58052
T GG T C T A A A A A A A T A AGA A A CCG T T C TGA T T AG T TGA T A A T A T T A - - - - - A T T GA A A A T C T TG T GA A AGA T T T C T GT CA A  58247
T GG T C T A A A A A A A T A AGGA A CCA T T C TGA T T AG T TGA T A A T A T T A - - - - - A T T GA A A A T C T TG T GA A AGA T T CC T GT A A A  58863

GGGG T T T CA T T A AC T CC T A A T T T A T G T CGA G T AGACC T T G T T C T T GCGAG A A T T C T T A A T T CA T GAG T T G T AGGGAGGGA  58301

60.180 60.200 60.220 60.240

GGGG T T T CA T T A AC T CC T A A T T T A T G T CGA G T AGACC T T G T T C T T GCGAG A A T T C T T A A T T CA T GAG T T G T AGGGAGGGA  57505
GGGG T T T CA T T A AC T CC T A A T T T A T G T CGA G T AGACC T T G T T C T T GCGAG A A T T C T T A A T T CA T GAG T T G T AGGGAGGGA  58132
GGGG T T T CA T T A AC T CC T A A T T T A T G T CGA G T AGACC T T G T T C T T GCGAG A A T T C T T A A T T CA T GAG T T G T AGGGAGGGA  58327
GGGG T T T CA T T A AC T CC T A A T T T A T G T CGA G T AGACC T T G T T C T T GCGAG A A T T C T T A A T T CA T GAG T T G T ACGGAGGGA  58943

C T T A TG T CA C CACA A ACAGA GA C T A A AGCA AGT G T T GGA T T CA A AGCCGG TG T T A A AGA T T A T A A A T TGA C T T A T T A T AC  58381

60.260 60.280 60.300 60.320

C T T A TG T CA C CACA A ACAGA GA C T A A AGCA AGT G T T GGA T T CA A AGCCGG TG T T A A AGA T T A T A A A T TGA C T T A T T A T AC  57585
C T T A TG T CA C CACA A ACAGA GA C T A A AGCA AGT G T T GGA T T CA A AGCCGG TG T T A A AGA T T A T A A A T TGA C T T A T T A T AC  58212
C T T A TG T CA C CACA A ACAGA GA C T A A AGCA AGT G T T GGA T T CA A AGCCGG TG T T A A AGA T T A T A A A T TGA C T T A T T A T AC  58407
C T T A TG T CA C CACA A ACAGA GA C T A A AGCA AGT G T T GGA T T CA A AGCCGG TG T T A A AGA T T A T A A A T TGA C T T A T T A T AC  59023

T CC T GA C T A T G T A A CCA A AG A T AC T GA T A T C T T GGCAGCA T T CCGAG T A A C T CC T CA A CC CGGAGT T CCG CCCGAGGA AG  58461

60.340 60.360 60.380 60.400

T CC T GA C T A T G T A A CCA A AG A T AC T GA T A T C T T GGCAGCA T T CCGAG T A A C T CC T CA A CC CGGAGT T CCG CCCGAGGA AG  57665
T CC T GA C T A T G T A A CCA A AG A T AC T GA T A T C T T GGCAGCA T T CCGAG T A A C T CC T CA A CC CGGAGT T CCG CCCGAGGA AG  58292
GCC T GA C T A T G T A A CCA A AG A T AC T GA T A T C T T GGCAGCA T T CCGAG T A A C T CC T CA A CC CGGAGT T CCG CCCGAGGA AG  58487
T CC T GA C T A T G T A A CCA A AG A T AC T GA T A T C T T GGCAGCA T T CCGAG T A A C T CC T CA A CC AGGAGT T CCG CCCGAGGA AG  59103

CAGGGGC TGC GG T AGC T GCG GA A T C T T C T A C TGG T A CA T G GACA AC T G TG TGGACCGA T G GGC T T A C T AG CC T T GA T CGT  58541

60.420 60.440 60.460 60.480

CAGGGGC TGC GG T AGC T GCG GA A T C T T C T A C TGG T A CA T G GACA AC T G TG TGGACCGA T G GGC T T A C T AG CC T T GA T CGT  57745
CAGGGGC TGC GG T AGC T GCG GA A T C T T C T A C TGG T A CA T G GACA AC T G TG TGGACCGA T G GGC T T A C T AG CC T T GA T CGT  58372
CAGGGGC TGC GG T AGC T GCG GA A T C T T C T A C TGG T A CA T G GACA AC T G TG TGGACCGA T G GGC T T A C T AG CC T T GA T CGT  58567
CAGGGGC TGC GG T AGC T GCG GA A T C T T C T A C TGG T A CA T G GACA AC T G TG TGGACCGA T G GGC T T A C T AG CC T T GA T CGT  59183
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T ACA A AGGA C GA TGC T A CA A CA T TGAGCCA G T T GC T GGAG A AGA A A A T CA A T A T A T A T G T T A T G T AGC T T A CCC T T T AGA  58621

60.500 60.520 60.540 60.560

T ACA A AGGA C GA TGC T A CA A CA T TGAGCCA G T T GC T GGAG A AGA A A A T CA A T A T A T A T G T T A T G T AGC T T A CCC T T T AGA  57825
T ACA A AGGA C GA TGC T A CA A CA T TGAGCCA G T T GC T GGAG A AGA A A A T CA A T A T A T A T G T T A T G T AGC T T A CCC T T T AGA  58452
T ACA A AGGA C GA TGC T A CA A CA T TGAGCCA G T T GC T GGAG A AGA A A A T CA A T A T A T A T G T T A T G T AGC T T A CCC T T T AGA  58647
T ACA A AGGA C GA TGC T A CA A CA T TGAGCCC G T T GC T GGAG A AGA A A A T CA A T A T A T A T G T T A T G T AGC T T A CCC T T T AGA  59263

CC T T T T T GA A GA AGG T T C TG T T AC T A ACA T G T T T ACG T CC A T TG T GGG T A A T G T A T T T GG G T T CA A AGCC C T GCGCGC T C  58701

60.580 60.600 60.620 60.640

CC T T T T T GA A GA AGG T T C TG T T AC T A ACA T G T T T ACG T CC A T TG T GGG T A A T G T A T T T GG G T T CA A AGCC C T GCGCGC T C  57905
CC T T T T T GA A GA AGG T T C TG T T AC T A ACA T G T T T ACG T CC A T TG T GGG T A A T G T A T T T GG G T T CA A AGCC C T GCGCGC T C  58532
CC T T T T T GA A GA AGG T T C TG T T AC T A ACA T G T T T ACA T CC A T TG T GGG T A A T G T A T T T GG G T T CA A AGCC C T GCGCGC T C  58727
CC T T T T T GA A GA AGG T T C TG T T AC T A ACA T G T T T ACG T CC A T TG T GGG T A A T G T A T T T GG G T T CA A AGCC C T GCG TGC T C  59343

T ACG T C T AGA GGA T C T A CGA A T CCC T CCCG CGT A T T C T A A A AC T T T CCA A GGCCCGCC T C A TGGCA T CCA AG T T GAGAGA  58781

60.660 60.680 60.700 60.720

T ACG T C T AGA GGA T C T A CGA A T CCC T CCCG CGT A T T C T A A A AC T T T CCA A GGCCCGCC T C A TGGCA T CCA AG T T GAGAGA  57985
T ACG T C T AGA GGA T C T A CGA A T CCC T CCCG CGT A T T C T A A A AC T T T CCA A GGCCCGCC T C A TGGCA T CCA AG T T GAGAGA  58612
T ACG T C T AGA GGA T C T A CGA A T CCC T CCCG CGT A T T C T A A A AC T T T CCA A GGCCCGCC T C A TGGCA T CCA AG T T GAGAGA  58807
T ACG T C T AGA GGA T C T A CGA A T CCC T CCCG CGT A T T C T A A A AC T T T CCA A GGACCACC T C A TGGGA T CCA AG T T GAGAGA  59423

GA T A A A T TGA A CA AG T A T GG T CG T CCCC T A T TGGGA T GT A C T A T T A A ACC T A A A T T GGGG T T A T CCGC T A AGA A T T A CGG  58861

60.740 60.760 60.780 60.800

GA T A A A T TGA A CA AG T A T GG T CG T CCCC T A T TGGGA T GT A C T A T T A A ACC T A A A T T GGGG T T A T CCGC T A AGA A T T A CGG  58065
GA T A A A T TGA A CA AG T A T GG T CG T CCCC T A T TGGGA T GT A CA A T T A A ACC T A A A T T GGGG T T A T CCGC T A AGA A T T A CGG  58692
GA T A A A T TGA A CA AG T A T GG T CG T CCCC T A T TGGGA T GT A CA A T T A A ACC T A A A T T GGGG T T A T CCGC T A AGA A T T A CGG  58887
GA T A A A T TGA A CA AG T A T GG CCG T CC T C T A T TGGGA T GT A C T A T T A A ACC T A A A T T GGGG T T A T CCGC T A AGA A T T A CGG  59503

T AGAGCAGT T T A TGA A T G T C T A CGCGGT GG AC T T GA C T T T A CCA A AGA TG A T GAGA ACG T GA A C T CCCA A CCA T T T A T GC  58941

60.820 60.840 60.860 60.880

T AGAGCAGT T T A TGA A T G T C T A CGCGGT GG AC T T GA C T T T A CCA A AGA TG A T GAGA ACG T GA A C T CCCA A CCA T T T A T GC  58145
T AGAGCAGT T T A TGA A T G T C T A CGCGGT GG AC T T GA C T T T A CCA A AGA TG A T GAGA ACG T GA A C T CCCA A CCA T T T A T GC  58772
T AGAGCAGT T T A TGA A T G T C T A CGCGGT GG AC T T GA C T T T A CCA A AGA TG A T GAGA ACG T GA A C T CCCA A CCA T T T A T GC  58967
T AGAGC T GT T T A TGA A T G T C T A CGCGGT GG AC T T GA C T T T A CCA A AGA TG A T GAGA ACG T GA A T T CCCA A CCA T T T A T GC  59583

G T T GGAGAGA CCGT T T CC T A T T T TG T GCGG A AGCAC T C T A T A A AGCGCA A GC T GA A ACAG G TGA A A T CA A AGGT CA T T AC  59021

60.900 60.920 60.940 60.960

G T T GGAGAGA CCGT T T CG T A T T T TG T GCGG A AGCA A T C T A T A A AGCGCA A GC T GA A ACAG G TGA A A T CA A AGGT CA T T AC  58225
G T T GGAGAGA CCGT T T CC T A T T T TG T GCGG A AGCA A T C T A T A A AGCGCA A GC T GA A ACAG G TGA A A T CA A AGGGCA T T AC  58852
G T T GGAGAGA CCGT T T CA T A T T T TG T GCGG A AGCA A T C T A T A A AGCGCA A GC T GA A ACAG G TGA A A T CA A AGGGCA T T AC  59047
G T T GGAGAGA CCGT T T C T T A T T T TG T GCGG A AGCGC T C T A T A A AGCGCA A GC T GA A ACAG G TGA A A T CA A AGGT CA T T AC  59663

T TGA A T GC T A C T GCAGG T AC A T GCGA AGA A A TGA T A A A A A GGGC T GT C T T TGCCAGAGAG T TGGGAG T T C C T A T CGT A A T  59101

60.980 61.000 61.020 61.040

T TGA A T GC T A C T GCAGG T AC A T GGGA AGA A A TGA T A A A A A GGGC T GT C T T TGCCAGAGAG T TGGGAG T T C C T A T CGT A A T  58305
T TGA A T GC T A C T GCAGG T AC A T GCGA AGA A A TGA T A A A A A GGGC T GT C T T TGCCCGAGAG T TGGGAGC T C C T A T CGT A A T  58932
T TGA A T GC T A C T GCAGG T AC A T GCGA AGA A A TGA T A A A A A GGGC T GT C T T TGCCCGAGAG T TGGGAG T T C C T A T CGT A A T  59127
T TGA A T GC T A C T GCGGG T AC A T GCGA AGA A A TGA T A A A A A GGGC T GT C T T TGCCAGAGAG T TGGGAG T T C CGA T CGT A A T  59743

GCA T GA C T A C T T A A C TGGGG GA T T CACCGC A A A T AC T AGC T T GGC T CA T T A T T GCCGAGA T A A T GG T C T A C T T C T T CACA  59181

61.060 61.080 61.100 61.120

GCA T GA C T A C T T A A C TGGGG GA T T CACCGC A A A T AC T AGC T T GGC T CA T T A T T GCCGAGA T A A T GG T C T A C T T C T T CACA  58385
GCA T GA C T A C T T A A C TGGGG GA T T CACCGC A A A T AC T AGC T T GGC T CA T T A T T GCCGAGA T A A T GG T C T A C T T C T T CACA  59012
GCA T GA C T A C T T A A C TGGGG GA T T CACCGC A A A T AC T AGC T T GGC T CA T T A T T GCCGAGA T A A T GG T C T A C T T C T T CACA  59207
GCA T GA C T A C T T A A CAGGCG GA T T CACCGC A A A T AC T AG T T T GGC T CA T T A T T GCCGAGA T A A T GG T C T A C T T C T T CACA  59823

T CCACCG TGC A A TGCA T GCA GT T A T T GA T A GACAGA AGA A T CA T GGT A TG CA C T T T CG T G T AC T AGC T A A AGC T T T A CGT  59261

61.140 61.160 61.180 61.200

T CCACCG TGC A A TGCA T GCA GT T A T T GA T A GACAGA AGA A T CA T GGT A T A CA C T T T CG T G T AC T AGC T A A AGC T T T A CGT  58465
T CCACCG TGC A A TGCA T GCA GT T A T T GA T A GACAGA AGA A T CA T GGT A TG CA C T T T CG T G T AC T AGC T A A AGC T T T A CGT  59092
T CCACCG TGC A A TGCA T GCA GT T A T T GA T A GACAGA AGA A T CA T GGT A TG CA C T T T CG T G T AC T AGC T A A AGC T T T A CGT  59287
T CCACCG TGC A A TGCA T GCA GT T A T T GA T A GACAGA AGA A T CA T GGT A TG CA C T T T CG T G T AC T AGC T A A AGC T T T A CGT  59903

A TG T C T GGT G GAGA T CA T A T T CACGC TGG T ACAG T AG T AG G T A A AC T T GA AGGGGA A AGA GACA T A AC T T T GGGA T T T GT  59341

61.220 61.240 61.260 61.280

A TG T C T GGT G GAGA T CA T A T T CACGC TGG T ACAG T AG T AG G T A A AC T T GA AGGGGA A AGA GACA T A AC T T T GGGA T T T GT  58545
A TG T C T GGT G GAGA T CA T A T T CACGC TGG T ACAG T AG T AG G T A A AC T T GA AGGGGA A AGA GACA T A AC T T T GGGA T T T GT  59172
A TG T C T GGT G GAGA T CA T A T T CACGC TGG T ACAG T AG T AG G T A A AC T T GA AGGGGA A AGA GACA T A AC T T T GGGA T T T GT  59367
C TG T C T GGT G GAGA T CA T A T T CACGC TGG T ACAG T AG T AG G T A A AC T T GA AGGGGA A AGG GACA T A AC T T T GGGA T T T GT  59983

T GA T T T AC T A CG TGA TGA T T T T A T T GA A A A AGA T CGA AGC CGCGG T A T T T A T T T CAC T CA AGA T TGGGT C T C T C T ACCAG  59421

61.300 61.320 61.340 61.360

T GA T T T AC T A CG TGA TGA T T T T A T T GA A A A AGA T CGA AGC CGCGG T A T T T A T T T CAC T CA AGA T TGGGT C T C T C T ACCAG  58625
T GA T T T AC T A CG TGA TGA T T T T A T T GA A A A AGA T CGA AGC CGCGG T A T T T A T T T CAC T CA AGA T TGGGT C T C T C T ACCAG  59252
T GA T T T AC T A CG TGA TGA T T T T A T T GA A A A AGA T CGA AGC CGCGG T A T T T A T T T CAC T CA AGA T TGGGT C T C T C T ACCAG  59447
T GA T T T A T T A CG TGA TGA T T T T G T T GA A A A AGA T CGA AGC CGCGG T A T T T A T T T T AC T CA AGA T TGGGT C T C T C T ACCAG  60063

G TG T T A T ACC CG TGGC T T CA GGAGG T A T T C ACG T T T GGCA T A TGCC T GC T T T GACCGA A A T C T T TGGAGA T GA T T CCG T A  59501

61.380 61.400 61.420 61.440

G TG T T C T GCC CG TGGC T T CA GGAGG T A T T C ACG T T T GGCA T A TGCC T GC T T T GACCGA A A T C T T TGGAGA T GA T T CCG T A  58705
G TG T T T T GCC CG TGGC T T CA GGAGG T A T T C ACG T T T GGCA T A TGCC T GC T T T GACCGA A A T C T T TGGAGA T GA T T CCG T A  59332
G TG T T T T GCC CG TGGC T T CA GGAGG T A T T C ACG T T T GGCA T A TGCC T GC T T T GACCGA A A T C T T TGGAGA T GA T T CCG T A  59527
G TG T T C T GCC CG TGGC T T CA GGAGG T A T T C ACG T T T GGCA T A TGCC T GC T T T GAC T GA A A T C T T TGGAGA T GA T T CCG T A  60143

C T A CA A T T CG G T GGAGGA AC GT T AGGACAC CC T T GGGGA A A T GCACCCGG CGCCG T AGC T A A T CGAG T AG C T C T CGA AGC  59581

61.460 61.480 61.500 61.520

T T A CA A T T CG G T GGAGGA AC GT T AGGACAC CC T T GGGGA A A T GCACCCGG CGCCG T AGC T A A T CGAG T AG C T C T CGA AGC  58785
C T A CA A T T CG G T GGAGGA AC GT T AGGACAC CC T T GGGGA A A T GCACCCGG CGCCG T AGC T A A T CGAG T AG C T C T CGA AGC  59412
C T A CA A T T CG G T GGAGGA AC GT T AGGACAC CC T T GGGGA A A T GCACCCGG CGCCG T AGC T A A T CGAG T AG C T C T CGA AGC  59607
C T A CA A T T CG G T GGAGGA AC T T T AGGACAC CC T T GGGGA A A T GCACCCGG CGC TG T AGC T A A T CGAG T AG C T C T AGA AGC  60223

A TG T GT ACA A GC T CG T A A TG A AGGA CGCGA T C T T GC T CGC GA AGG T A A TG A A A T T A T CCG T GAGGC T AGC A A A T GGAG T C  59661

61.540 61.560 61.580 61.600

A TG T GT ACA A GC T CG T A A TG A AGGA CGCGA T C T T GCGCGC GA AGG T A A TG A A A T T A T CCG T GAGGC T AGC A A A T GGAG T C  58865
A TG T GT ACA A GC T CG T A A TG A AGGA CGCGA T C T T GC T CGC GA AGG T A A TG A A A T T A T CCG T GAGGC T AGC A A A T GGAG T C  59492
A TG T GT ACA A GC T CG T A A TG A AGGA CGCGA T C T T GC T CGC GA AGG T A A TG A A A T T A T CCG T GAGGC T AGC A A A T GGAG T C  59687
A TG T GT A A A A GC T CG T A A TG A AGGA CGCGA T C T T GC T CGC GA AGG T A A TG A A A T T A T CCG T GAGGC T AGC A A A T GGAG T C  60303
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C TGA AC T GGC T GC T GC T T GT GA AGT A TGGA AGGAGA T CA A A T T CGA A T T C CCAGCA A T GG A T A C T T T GT A A T CCAGT A A T  59741

61.620 61.640 61.660 61.680

C TGA AC T GGC T GC T GC T T GT GA AGT A TGGA AGGAGA T CA A A T T T GA A T T C CCAGCA A T GG A T A C T T T GT A A T CCAGT A A T  58945
C TGA AC T GGC T GC T GC T T GT GA AGT A TGGA AGGAGA T CA A A T T T GA A T T C CCAGCA A T GG A T A C T T T GT A A T CCAGT A A T  59572
C TGA AC T GGC T GC T GC T T GT GA AGT A TGGA AGGAGA T CA A A T T T GA A T T C CCAGCA A T GG A T A C T T T GT A A T CCAGT A A T  59767
C TGA AC T GGC T GC T GC T T GT GA AGT A TGGA AGGAGA T A A A A T T T GA A T T C GA AGCA A T GG A T A C T T T GT A A T CCCGT A A T  60383

T A A CGT T TGG T T T A T T AG T T GA A T T T CA A T T A A AC T CGGC CCA A T C T T T T AC T A A A AGGA T TGAGCCGA A CCCA A TGA T T  59821

61.700 61.720 61.740 61.760

T A A CGT T TGG T T T A T T AG T T GA A T T T CA A T T A A AC T CGGC CCA A T C T T T T AC T A A A AGGA T TGAGCCGA A CCCA A TGA T T  59025
T A A CGT T TGG T T T A T T AG T T GA A T T T CA A T T A A AC T CGGC CCA A T C T T T T AC T A A A AGGA T TGAGCCGA A CCCA A TGA T T  59652
T A A CGT T TGG T T T A T T AG T T GA A T T T CA A T T A A AC T CGGC CCA A T C T T T T AC T A A A AGGA T TGAGCCGA A CCCA A TGA T T  59847
T A A CGT T TGG T T T A T T AG T T GA A T T T CA A T T A A AC T CGGC CCA A T C T T T T AC T A A A AGGA T TGAGCCGA A CCCA A TGA T T  60463

C T A T TG T A T A T A T T T TGGA T AGC T A CA T A T T T A T C T AGA T A T ACA AGA T C T T A A A T ACA A A - - - - - - GA C T A A A CACA AC  59895

61.780 61.800 61.820 61.840

C T A T TG T A T A T A T T T TGGA T AGC T A CA T A T T T A T C T AGA T A T ACA AGA T C T T A A A T ACA A A A T A T A CGA C T A A A CACA AC  59105
C T A T TG T A T A T A T T T TGGA T AGC T A CA T A T T T A T C T AGA T A T ACA AGA T C T T A A A T ACA A A A T A T A CGA C T A A A CACA AC  59732
C T A T TG T A T A T A T T T TGGA T AGC T A CA T A T T T A T C T AGA T A T ACA AGA T C T T A A A T ACA A A A T A T A CGA C T A A A CACA AC  59927
T T A T TG T A T A T A T T T TGGA T AG T T A CA T A T T T A T C T AGA T A T ACA AGA T C T T A A A T ACA A A A T A T A CGA C T A A A CACA AC  60543

T C T T T A T A T T G T TG T GT T GG GT CCA CA A T T A A T CC T AGGG GC T C T T AGGA T T GGT G T A T T C T T T T C T A T C CCGCAGT T T C  59975

61.860 61.880 61.900 61.920

T C T T T A T A T T G T TG T GT T GG GT CCA CA A T T A A T CC T AGGG GC T C T T AGGA T T GGT G T A T T C T T T T C T A T C CCGCAGT T T C  59185
T C T T T A T A T T G T TG T GT T GG GT CCA CA A T T A A T CC T AGGG GC T C T T AGGA T T GGT G T A T T C T T T T C T A T C CCGCAGT T T C  59812
T C T T T A T A T T G T TG T GT T GG GT CCA CA A T T A A T CC T AGGG GC T C T T AGGA T T GGT G T A T T C T T T T C T A T C CCGCAGT T T C  60007
T C T T T AGA T T G T TG T GT T GG GT CCA CA A T T A A T T C T AGGG GC T C T T AGGA T T GGT G T A T T C T T T T C T A T C CCGCAGT T T C  60623

G T CA TGGA T C GAGCCA AG T A T CACA AC T T C T T C T ACCCA T CC TG T A T A T T GT CCG T T T CG T T C T GT G T T G GA A T A T A A AC  60055

61.940 61.960 61.980 62.000

G T CA TGGA T C GAGCCGAG T A T CACA AC T T C T T C T ACCCA T CC TG T A T A T T GT CCG T T T CG T T C T GT G T T G GA A T AGA A AC  59265
G T CA TGGA T C GAGCCA AG T A T CACA AC T T C T T C T ACCCA T CC TG T A T A T T GT CCG T T T CG T T C T GT G T T G GA A T AGA A AC  59892
G T CA TGGA T C GAGCCA AG T A T CACA AC T T C T T C T ACCCA T CC TG T A T A T T GT CCG T T T CG T T C T GT G T T G GA A T A T A A AC  60087
G T CA TGGA T C GAGCCA AG T A T CACA AC T T C T T C T A T C T A T CC TGCA T A T T GT CCG T T T CA T T C T GT G T T G GA A T A T A A AC  60703

T T A T T A T A T T AG T AGACGAG A T T T T ACGA A A A A AGT T C T T CA T A T T T A T A - - - - - - - - - G GAGAGAGCA A A T A T T T T T T T  60126

62.020 62.040 62.060 62.080

T T A T T A T A T T AG T AGACGAG A T T T T ACGA A A A A AGT T C T T CA T A T T T A T A - - - - - - - - - G GAGAGAGCA A A T C T T T T T T T  59336
T T A T T A T A T T AG T AGACGAG A T T T T ACGA A A A A AGT T C T T CA T A T T T A T - - - - - - - - - - - - - - - - - GCA A A T A T T T T T T T  59955
T T A T T A T A T T AG T AGACGAG A T T T T ACGA A A A A AGT T C T T CA T A T T T A T - - - - - - - - - - - - - - - - - GCA A - - T T T T T T T T  60148
T TG T T A T A T T AG T AGACGAG A T T T T ACGA A A A A AGT CC T T CA T A T T T A T A A T A T T T A T AG GAGAGA ACA A A T A T T T - - - -   60779

T C T A TGCGAG T T T T ACA CA A A A T GAGGGCA ACCAC T A T T T CGA - - - - - - - - A T TGA A A A A GA T CGT A T A T A A TGA A A T GA  60198

62.100 62.120 62.140 62.160

T C T A TGCGCG T T T T ACA CA A A A T GAGGGCA ACCAC T A T T T T GA - - - - - - - - A T TGA A A A A GA T CGT A T A T A A TGA A A T GA  59408
T C T A TGCGAG T T T T ACA CA A A A T GAGGGCA ACCAC T A T T T CGA - - - - - - - - A T TGA A A A A GA T CGT A T A T A A TGA A A T GA  60027
T C T A TGCGAG T T T T ACA CA A A A T GAGGGCA ACCAC T A T T T CGA - - - - - - - - A T TGA A A A A GA T CGT A T A T A A TGA A A T GA  60220
- - - - - GCGA A T T T T ACA CA A A A T GAGGGCA ACCAC T A T T T CGA T A T T T CG A A T TGA A A A A GA T CGT A T A T AG TGAG - T GA  60853

T AC T C T GGGG T C T CACA A A A GAGA A T GA T T T C T T T CA A T T GAC T A T T CA T C T A T T G T A T T T T CA TG T A A A T AGGGGCA AG  60278

62.180 62.200 62.220 62.240

T AC T C T GGAG T C T CACA A A A GAGA A T GA T T T C T T T CA A T T GAC T A T T CA T C T A T T G T A T T T T CA TG T A A A T AGGGGCA AG  59488
T AC T C T GGGG T C T CACA A A A GAGA A T GA T T T C T T T CA A T T GAC T A T T CA T C T A T AG T A T T T T CA TG T A A A T AGGGGCA AG  60107
T AC T C T GGGG T C T CACA A A A GAGA A T GA T T T C T T T CA A T T GAC T A T T CA T C T A T T G T A T T T T CA TG T A A A T AGGGGCA AG  60300
T AC T C T GGAG T C T CACA A A A GAGA A T GA T T T C T T T CA A T T GAC T A T T CA T C T A T T G T A T T T T CA TG T A A A T AGGGACA AG  60933

AGAGC T C T A T GA A A A AC T GG TGG T T CA A T T CGA T GT T A T C T A AGGGT A AG GGGGA A T T CG A A T ACAGGT G T GGG T T A AGT  60358

62.260 62.280 62.300 62.320

AGAGC T C T A T GA A A A AC T GG TGG T T CA A T T CGA T GT T A T C T A AGGGT A AG GGGGA A T T CG A A T ACAGGT G T GGG T T A AGT  59568
AGAGC T C T A T GA A A A AC T GG TGG T T CA A T T CGA T - - - - - - T A AGGGT A AG GGGGA A T T CG A A T ACAGGT G T GGG T T A AGT  60181
AGAGC T C T A T GA A A A AC T GG TGG T T CA A T T CGA T GT T A T C T A AGGGT A AG GGGGA A T T CG A A T ACAGGT G T GGG T T A AGT  60380
AGAGC T C T A T GA A A A A A AGG TGG T T CA A T T CGA T GT T A T C T A AGGGT A AG GGGGA A T T AG A A T ACGGGT G CGGG T T A AGT  61013

A A A T CA A TGG A T AG T C T T GG T CC T A T T A A A A A T ACCAGT G T A AGCGAGGA CCCGGC T A T A A A T GA T A AGG A T A A A A A CA T  60438

62.340 62.360 62.380 62.400

A A A T CA A TGG A T AG T C T T GG T CC T A T T A A A A A T ACCAGT G T A AGCGAGGA CCCGGC T A T A A A T GA T A AGG A T A A A A A CA T  59648
A A A T CA A TGG A T AG T C T T GG T CC T A T T A A A A A T ACCAGT G T A AGCGAGGA C T CGGC T AGA A A T GA T A AGG A T A A A A A CA T  60261
A A A T CA A TGG A T AG T C T T GG T T C T A T T A A A A A T ACCAGT G T A AGCGAGGA C T CGGC T AGA A A T GA T A AGG A T A A A A A CA T  60460
A A A T CA A TGG A T AG T C T T GG T CC T A T T A A A A A T AC T AGT G T A AGCGAGGA CCCGG T T C T A A A T GA T A A AG A T A A A A A CA T  61093

T CC T AG T TGG AG TGACAG T - - - - - - T CGAG T T CCAG T A A T G T TGA T CA T T TGG T T GGT C T CAGGGA CA T T CGGA A T T T CA  60512

62.420 62.440 62.460 62.480

T CC T AG T TGG AG TGACAG T - - - - - - T CGAG T T CCAG T A A T G T TGA T CA T T TGG T T GGT C T CA AGGA CA T T CGGA A T T T CA  59722
T CC T AG T TGG AG TGACAG T - - - - - - T CGAG T T CCAG T A A T G T TGA T CA T T TGG T T GGT C T CAGGGA CA T T CGGA A T T T CA  60335
T CC T AG T TGG AG TGACAG T - - - - - - T CGAG T T CCAG T A A T G T TGA T CA T T TGG T T GGT C T CAGGGA CA T T CGGA A T T T CA  60534
T CC T AG T TGG AG TGA T AG TG ACA A T T CGAG T T CCAG T A A T G T TGA T CA T T T AG T T GGT C T CAGGGA CA T T CGGA A T T T CA  61173

T CGCGGA TGA CAC T T T T T T T GT T A AGGA T A G T A A T AGGGA CAGT T A T T CC A T A T A T T T T G A T A T TGA A A A T CA A A T T T TG  60592

62.500 62.520 62.540 62.560

T CGCGGA TGA CAC T T T T T T T GT T A AGGA T A G T A A T AGGGA CAGT T A T T CC A T A T A T T T T G A T A T TGA A A A T CA A A T T T TG  59802
T CA CGGA TGA CAC T T T T T T T GT T A AGGA T A G T A A T AGCGA CAGT T A T T CC A T A T A T T T T G A T A T TGA A A A T CA A A T T T TG  60415
T CA CGGA TGA CAC T T T T T T T GT T A AGGA T A G T A A T AGGGA CAGT T A T T CC A T A T A T T T T G A T A T TGA A A A T CCA A T T T TG  60614
T CGCGGA TGA CAC T T T T T T T GT T A A AGA T A G T A C T AGGGA CAGT T A T T CC A T A T A T T T T G A T A T TGA A A A T CA A A T T T TG  61253

GAGA T T GACA A T GA T CC T T C T T T T C T GAG T GA A C T AGA A A G T T C T T T T T A T AG T T T T CG T A A T T A T AG - - - - - - GA A T A A  60666

62.580 62.600 62.620 62.640

GAGA T T GACA A T GA T CC T T C T T T T C T GAG T GA A C T AGA A A G T T C T T T T T A T AG T T T T CG T A A T T A T AG - - - - - - GA A T A A  59876
GAGA T T GACA A T GA T CC T T C T T T T C T GAG T GA A C T AGA A A G T T C T T T T T A T AG T T T T CG T A A T T A T AG - - - - - - GA A T A A  60489
GAGA T T GACA A T GA T CC T T C T T T T C T GAG T GA A C T AGA A A G T T C T T T T T A T AG T T T T CG T A A T T A T AG - - - - - - GA A T A A  60688
GAGA T T GACA A T GA T CC T T C T T T T C T GAG T GA A C T AGA A A G T T C T T T T T A T AG T T T T CG T A A T T A T AGT T A T AGGA A T A A  61333

T GGA T C T A A A AG TGA TGA T C CCGAC T A T GA T CG T T A CA T G T A TGA T A C T A A A T CGAGT T G GA A T A A T CA C A T T CA T A A T T  60746

62.660 62.680 62.700 62.720

T GGA T C T A A A AG TGA TGA T C CCGAC T A T GA T CG T T A CA T G T A TGA T A C T A A A T CGAGT T G GA A T A A CCA C A T T CAGA A T T  59956
T GGA T C T A A A AG TGA TGA T C CCGAC T A T GA T CG T T A CA T G T A TGA T A C T A A A T CGAGT T G GA A T A A T CA C A T T CA T A A T T  60569
T GGA T C T A A A AG TGA TGA T C CCGAC T A T GA T CG T T A CA T G T A TGA T A C T A A A T CGAGT T G GA A T A A T CA C A T T CA T A A T T  60768
T GGA T C T A A A AG TGA TGA T C CCGCC T A T GA T CG T T A CA T G T A TGA T A C T A A A T CGAGT T G GA A T A A T CA C A T T CAGA A T T  61413
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GCG T TGAC T C T T A T C T T CA T T C T CA A A T C T G T A T T T T T AG T CACA T T T T A AG T AG T AG T G AC T G T T ACAG T GACAGT T AC  60826

62.740 62.760 62.780 62.800

GCG T TGAC T C T T A T C T T CA T T C T CA A A T C T G T A T T T T T AG T CACA T T T T A AG T AG T AG T G AC T G T T ACAG T GACAGT T AC  60036
GCG T TGAC T C T T A T C T T CA T T C T CA A A T C T G T A T T T T T AG T CACA T T T T A AG T AG T AG T G AC T G T T ACAG T GACAGT T AC  60649
GCG T TGAC T C T T A T C T T CA T T C T CA A A T C T G T A T T T T T AG T CACA T T T T A AG T AG T AG T G AC T A T T ACAG T GACAGT T AC  60848
GCG T TGAC T C T T A T C T T CA T T C T CA A A T C T G T A T TGA T AG T CACA T T T T A AG T AG T AG T G GCCG T T ACAG T GACAGT T AC  61493

A T T T A T A A T T T CA T T TG T GG TGA A AG TG T A A A T AGT AGT G A A AGCGA A AG T T CCA A T A T A A A A AC T AGCA CGA A T GG T AG  60906

62.820 62.840 62.860 62.880

A T T T A T A A T T T CA T T TG T GG TGA A AG TG T A A A T AGT AGT G A A AGCGA A AG T T CCA A T A T A A A A AC T AGCA CGA A T GG T AG  60116
A T T T A T A A T T T CA T T TG T GG TGA A AG TG T A A A T AGT AGT G A A AGCGA A AG T T CCA A T A T A A A A AC T AGCA CGA A T GG T AG  60729
A T T T A T A A T T T CA T T TG T GG TGA A AG TG T A A A T AGT AGT G A A AGCGA A AG T T CCA A T A T A A A A AC T AGCA CGA A T GG T AG  60928
A T T T C T A A T T T CA T T TG T GG T A A A AG TGGA A A T AGT A A T G A A AGCGAGAG T T CCA A T AGA A A A AC T AGCA CGA A T GG T AG  61573

T GA T T T A AC T A T A AGAGA A A GT T C T A A T GA T C T CGA T GT A A C T CA A A A A T ACAGGCA T T T G TGGGT T CA A T GCGA A A A T T  60986

62.900 62.920 62.940 62.960

T GA T T T A AC T A T AGGAGA A A GT T C T A A T GA T C T CGA T GT A A C T CA A A A A T ACAGGCA T T T G TGGGT T CA A T GCGA A A A T T  60196
T GA T T T A AC T A T A AGAGA A A GT T C T A A T GA T C T CGA T GT A A C T CA A A A A T ACAGGCA T T T G TGGGT T CA A T GCGA A A A T T  60809
T GA T T T A AC T A T A AGAGA A A GT T C T A A T GA T C T CGA T GT A A C T CA A A A A T ACAGGCA T T T G TGGGT T CA A T GCGA A A A T T  61008
T GA T T T A ACA A T A AGAGA A A GT T C T A A T GA T C T CGA T GCA A C T CA A A A A T ACAGGCA T T T G TGGGT T CA A T GCGA A A A T T  61653

G T T A TGGA T T A A A T T A T A AG A A A T T T C T T A AGT CA A A A A T GCA T A T T T GT GA ACA A TGCG GA T A T CA T T T GA A A A TGAGT  61066

62.980 63.000 63.020 63.040

G T T A TGGA T T A A A T T A T A AG A A A T T T C T T A AGT CA A A A A T GCA T A T T T GT GA ACA A TGCG GA T A T CA T T T GA A A A TGAGT  60276
G T T A TGGA T T A A A T T A T A AG A A A T T T C T T A AGT CA A A A A T GCA T A T T T GT GA ACA A TGCG GA T A T CA T T T GA A A A TGAGT  60889
G T T A TGGA T T A A A T T A T A AG A A A T T T C T T A AGT CA A A A A T GCA T A T T T GT GA ACA A TGCG GA T A T CA T T T GA A A A TGAGT  61088
G T T A TGGA T T A A A T T A T A AG A A A T T T C T T A AGT CA A A A A T GCA T A T T T GT GA ACA A TG T G GA T A T CA T T T GA A A A TGAGT  61733

AGT T CAGA T A GA A T CGA AC T T T CGG T TGA T CCAGGT AC T T GGGA T CCGA T GGA TGACGAC A TGG T C T C T G T GGA T CCCA T  61146

63.060 63.080 63.100 63.120

AGT T CAGA T A GA A T CGA AC T T T CGG T TGA T CCAGGT AC T T GGGA T CCGA T GGA TGACGAC A TGG T C T C T G T GGA T CCCA T  60356
AGT T CAGA T A GA A T CGAGC T T T CGG T TGA T CCAGGT AC T T GGGA T CCGA T GGA TGACGAC A TGG T C T C T G T GGA T CCCA T  60969
AGT T CAGA T A GA A T CGA AC T T T CGG T TGA T CCAGGT AC T T GGGA T CCGA T GGA TGACGAC A TGG T C T C T G T GGA T CCCA T  61168
AGT T CAGA T A GA A T CGA AC T T T CGG T TGA T CCAGGT AC T T GGGA T CCGA T TGA TGACGAC A TGG T C T C T T T GGA T CCCA T  61813

T GA A T T T CA T T CAGA AGAGG A A CC T T A T CA A A A T CG T A T T GA T T C T T A T C A A AGA A AGAC AGGA T T A ACG GAGGC TG T T C  61226

63.140 63.160 63.180 63.200

T GA A T T T CA T T CAGA AGAGG A A CC T T A T CA A A A T CG T A T T GA T T C T T A T C A A AGA A AGAC AGGA T T A ACG GAGGC TG T T C  60436
T GA A T T T A A T T CCGA AGAGG A A CC T T A T CA A A A T CG T A T T GA T T C T T A T C A A AGA A AGAC AGGA T T A ACG GAGGC TG T T C  61049
T GA A T T T CA T T CCGA AGAGG A A CC T T A T CA A A A T CG T A T T GA T T C T T A T C A A AGA A AGAC AGGA T T A ACG GAGGC TG T T C  61248
T GA A T T T CA T T CAGA AGAGG A A CC T T A T CA A A A T CG T A T T GA T T C T T A T C A A AGA A AGAC AGGA T T A ACG GAGGC TG T T C  61893

A A A CAGG T A C AGGGCA A C T A A A CGGGA T T C CCA T CGCA A T T GGGG T T A TG GA T T T T CAG T T T A T GGGGGG T AGT A TGGGA  61306

63.220 63.240 63.260 63.280

A A A CAGG T A C AGGGCA A C T A A A CGGGA T T C CCA T CGCA A T T GGGG T T A TG GA T T T T CAG T T T A T GGGGGG T AGT A TGGGA  60516
A A A CAGG T A C AGGGCA A C T A A A CAGGA T T C CCA T CGCA A T T GGGG T T A TG GA T T T T CAG T T T A T GGGGGG T AGT A TGGGA  61129
A A A CAGG T A C AGGGCA A C T A A A CGGGA T T C CCA T CGCA A T T GGGG T T A TG GA T T T T CAG T T T A T GGGGGG T AGT A TGGGA  61328
A A A CAGG T A C AGGGCA A C T A A A CGGGA T T C CCA T CGCA A T T GGGG T T A TG GA T T T T CAG T T T A T GGGGGG T AGT A TGGGA  61973

T CCG T AG T AG GCGAGA A A A T CA CCCG T T T G A T CGAG T A T G C T GCCA A T A A A T T T T T ACC T C T T G T T C TGG T G TG T GC T T C  61386

63.300 63.320 63.340 63.360

T CCG T AG T AG GCGAGA A A A T CA CCCG T T T G A T CGAG T A T G C T GCCA A T A A A T T T T T ACC T C T T G T T C TGG T G TG T GC T T C  60596
T CCG T AG T AG GCGAGA A A A T CA CCCG T T T G A T CGAG T A T G C T GCCA A T A A A T T T T T ACC T C T T G T T C TGG T G TG T GC T T C  61209
T CCG T AG T AG GCGAGA A A A T CA CCCG T T T G A T CGAG T A T G C T GCCA A T A A A T T T T T ACC T C T T G T T C TGG T G TG T GC T T C  61408
T CCG T AG T AG GCGAGA A A A T CA CCCG T T T G A T CGAG T A T G C T GCCA A T A A A T T T T T ACC T C T T G T T C T AG T G TG T GC T T C  62053

CGGAGGAGCA CGCA T GCA AG A AGGA AGT T T GAGC T T GA T G CA A A T GGC T A A A A T A T C T T C CGC T T T A T A T GA T T A T CA A T  61466

63.380 63.400 63.420 63.440

CGGAGGAGCA CGCA T GCA AG A AGGA AGT T T GAGC T T GA T G CA A A T GGC T A A A A T A T C T T C CGC T T T A T A T GA T T A T CA A T  60676
CGGAGGAGCA CGCA T GCA AG A AGGA AGT T T GAGC T T GA T G CA A A T GGC T A A A A T A T C T T C CGC T T T A T A T GA T T A T CA A T  61289
CGGAGGAGCA CGCA T GCA AG A AGGA AGT T T GAGC T T GA T G CA A A T GGC T A A A A T A T C T T C CGT T T T A T A T GA T T A T CA A T  61488
CGGAGGAGCA CGCA T GCA AG A AGGA AGT T T GAGC T T GA T G CA A A T GGC T A A A A T C T C T T C CGC T T T A T A T GA T T A T CA A T  62133

CA A A T A A A A A G T T A T T C T A T GT A T CA A T T C T T A CA T C T CC T AC T AC T GGT GGAGT GACAG C T AG T T T TGG T A TG T TGGGG  61546

63.460 63.480 63.500 63.520

CA A A T A A A A A G T T A T T C T A T GT A T CA A T T C T T A CA T C T CC T AC T AC T GGT GGAGT GACAG C T AG T T T TGG T A TG T TGGGG  60756
CA A A T A A A A A G T T A T T C T A T GT A T CA A T T C T T A CA T C T CC T AC T AC T GGT GGAGT GACAG C T AG T T T TGG T A TG T TGGGA  61369
CA A A T A A A A A G T T A T T C T A T GT A T CA A T T C T T A CA T C T CC T AC T AC T GGT GGAGT GACAG C T AG T T T TGG T A TG T TGGGG  61568
CA A A T A A A A A G T T A T T C T A T GT A T CA A T T C T T A CA T C T CC T AC T AC T GGT GGAGT GACAG C T AG T T T TGG T A TG T TGGGG  62213

GA T A T CA T T A T T GC T GA ACC T A A TGCC T A T A T T GCA T T T G CGGG T A A A AG AG T A A T TGA A CA A ACA T T A A AGA AGACAGT  61626

63.540 63.560 63.580 63.600

GA T A T CA T T A T T GC T GA ACC T A A TGCC T A T A T T GCA T T T G CGGG T A A A AG AG T A A T TGA A CA A ACA T T A A AGA AGACAGT  60836
GA T A T CA T T A T T GC T GA ACC T A A TGCC T A T A T T GCA T T T G CGGG T A A A AG AG T A A T TGA A CA A ACA T T A A AGA AGACAGT  61449
GA T A T CA T T A T T GC T GA ACC T A A TGCC T A T A T T GCA T T T G CGGG T A A A AG AG T A A T TGA A CA A ACA T T A A AGA AGACAGT  61648
GA T A T T A T T A T T GC T GA ACC T A A TGCC T A T A T T GCA T T T G CGGGGA A A AG AG T A A T TGA A CA A ACA T TGA A A A AGCCAGT  62293

ACC T GA AGG T T CACA AGGGG C T GA A T A T T T A T T CCA T A AG GGC T T A T T CG A T CCA A T CG T ACCACG T A A T C T T T T A A A AG  61706

63.620 63.640 63.660 63.680

ACC T GA AGG T T CACA AGGGG C T GA A T A T T T A T T CCA T A AG GGC T T A T T CG A T C T A A T CG T ACCACG T A A T C T T T T A A A AG  60916
ACC T GA AGG T T CACA AGGGG C T GA A T A T T T A T T CCA T A AG GGC T T A T T CG A T CCA A T CG T ACCACG T A A T C T T T T A A A AG  61529
ACC T GA AGG T T CACA AGGGG C T GA A T A T T T A T T CCA T A AG GGC T T A T T CG A T CCA A T CG T ACCACG T A A T C T T T T A A A AG  61728
ACC T GA AGG T T T ACA AGCAG C T GA A T A T T T A T T CCA T A AG GGC T T A T T CG A T CCA A T CG T ACCACG T A A T CC T T T A A A AG  62373

GCG T T C T GAG T GAG T T A T T T CA AC T CCA CG CC T T T T T T CC T T TGA A T CA A A A T T A AC T CA AGT AGAG T T C T T ACG T T A A A  61786

63.700 63.720 63.740 63.760

GCG T T C T GAG T GAG T T A T T T CAGC T CCA CG CC T T T T T ACC T T TGA A T CA A A A T T A AC T CA AGT AGAG T T C T T A T G T T A A A  60996
GCG T T C T GAG T GAG T T A T T T CAGC T CCA CG CC T T T T T T CC T T TGA A T CA A A A T T A AC T CA AGT AGAG T T C T T ACA T T A A A  61609
GCG T T C T GAG T GAG T T A T T T CAG T T CCA CG CC T T T T T T CC T T TGA A T CA A A A T T A AC T CA AGT AGAG T T C T T ACA T T A A A  61808
G TG T T C T GAG T GAG T T A T T T CAGC T CCA CG CC T T T T T T CC T T TGA A T CA A A A T T A AC T CA AGT AGAG T T C T T A A A T T CA A  62453

G T T T T T T TG T G - - - - - - G - C GA A T AG T T AG T T AG T T AGT T T A T CAGA A T C A A A A T A A A AC A A A ACCCGA A GA A T T GA T T T  61859

63.780 63.800 63.820 63.840

G T T T T T T TG T G - - - - - - G - C GA A T A A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GA A GA A T T T A T T T  61028
G T T T T T T TGG G - - - - - - GGC GA A T A A T T AG T T AG T T AGT T T A T CAGA A T C A A A A T A A A AC A A A ACCC T A A GA A T T GA T T T  61683
G T T T T T T T T G T - - - - - - GGC GA A T A A T T AG T T AG T T AGT T T A T CAGA A T C A A A A T A A A AC A A A ACCCGA A GA A T T T A T T T  61882
T T T T T T T T T T G T CGCGA ACA A A ACA A T T AG T T AG T T AGT T T A T CAGA A T C A A A A T A A A AC A A A ACCCGA A GA A T GGA T T T  62533
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T T C T T T GA T G A CA T A AGA T T T T A T T G T AGA A AGA A T CA T G CGGA T A A T T A T T T T T T T T T T - ACCGA T A T T A CGGA T T AGT  61938

63.860 63.880 63.900 63.920

T T C T T T GA T G A CA T A AGA T T T T A T T G T AGA A AGA A T CA T G CGGA T A A T T A T T T T T T T T T T T ACCGA T A T T A CGGA T T AGT  61108
T T C T T T GA T G A CA T A AGA T T T T A T T G T AGA A AGA A T CA T G CGGA T A A T T A T T T T T T T T T T - ACCGA T A T T A CGGA T T AGT  61762
T T C T T T GA T G A CA T A AGA T T T T A T T G T AGA A AGA A T CA T G CGGA T A A T T A T T T T T T T T T T - ACCGA T A T T A CGGA T T AGT  61961
T T C T T T GGT A A CA T A AGA T T TGA T T G T AGA A AGA A T CA T G CGGA T A A T T A T T T T T T T T T - - ACCGA T A T T A CGGA T T AGT  62611

A A T CAG T A A A CC T C T C T CA A CA A A A CA A CA T A A A A AGAGA A T T C T T CC T T AGA A T T AGGA GGCA AGA AGG CA A A T A A A AC  62018

63.940 63.960 63.980 64.000

A A T CAG T A A A CC T C T C T CA A CA A A A CA A CA T A A A A AGAGA A T T C T T CC T T AGA A T T AGGA GGCAGGA AGG CA A A T A A A AC  61188
A A T CAG T A A A CC T C T C T CA A CA A A A CA A CA T A A A A AGAGA A T T C T T CC T T AGA A T T AGGA GACA AGA AGG CA A A T A A A AC  61842
A A T CAG T A A A CC T C T C T CA A CA A A A CA A CA T A A A A AGAGA A T T C T T CC T T AGA A T T AGGA GGCA AGA AGG CA A A T A A A AC  62041
A A T A AG T A A A CC T C T C T CA A CA A A A CA A CA T A A A A AGAGA A T T C T T CC T T AGA A T T AGGA GGCA - - - AGG CA A A T A A A AC  62688

GA A T T T CA T G T T CCCC T C T T GCG T A T GT A T A T A T A A T T CA A A T AGAGA A A A T A T AGA A T C T TGCACC T T T C T A T A T C T CC  62098

64.020 64.040 64.060 64.080

GA A T T T CA T G T T CCCC T C T T GCG T A T GT A T A T A T A A T T CA A A T AGAGA A A A T A T AGA A T C T TGCACC T T T C T A T A T C T CC  61268
GA A T T T CA T G T T CCCC T C T T GCG T A T GT A T A T A T A A T T CA A A T AGAGA A A A T A T AGA A T C T TGCACC T T T C T A T A T C T CC  61922
GA A T T T CA T G T T CCCC T C T T GCG T A T GT A T A T A T A A T T CA A A T AGAGA A A A T A T AGA A T C T TGCACC T T T C T A T A T C T CC  62121
GA A T T T CA T G T T CCCC T C T T GCG T A T GT A T A T A T A A T T CA A A T AGAGA A A A T A T AGA A T C T TGCA T C T T T T T A T A T C T CC  62768

- - - - - - CA A C A AGT CCCA T T T T CCC T A AGA A T CCC T GCGG T T GGA T CGGA T T C T A ACGA A T CG T T CGGGA A T T T G T A AGA  62172

64.100 64.120 64.140 64.160

- - - - - - CA A C A AGT CCCA T T T T CCC T A AGA A T CCC T GCGG T T GGA T CGGA T T C T A ACGA A T CG T T T GGGA A T T T G T A AGA  61342
- - - - - - CA A C A AGT CCCA T T T T CCC T A AGA A T CCC T GCGG T T GGA T CGGA T T C T A ACGA A T CG T T CGGGA A T T T G T A AGA  61996
- - - - - - CA A C A AGT CCCA T T T T CCC T A AGA A T CCC T GCGG T T GGA T CGGA T T C T A ACGA A T CG T T CGGGA A T T T G T A AGA  62195
A T C T CCCA A C A AGT CCC - - - - - - - - T A AGA A T CCC T GC T C T T GGA T CGGA T T C T A ACGA A T CG T T CGGGA A T T T G T A AGA  62840

A AC T C T T T T T GA T T T T T T T - - - GA T T A A A A A AGCA A T T AG A T A T T A A A A A AGA A A T T AGA AGC T A AGA A C A ACCGA AGA A  62249

64.180 64.200 64.220 64.240

A AC T C T T T T T T A T T T T T T T - - - GA T T A A A A A AGCA A T T AG A T A T T A A A A A AGA A A T T AGA AGC T A AGA A C A ACCGA AGA A  61419
A AC T T T T T T T T T T T T T T T T T T T GA T T A A A A A AGCA A T T AG A T A T T CA A A A AGA A A T T AGA AGC T A AGA A C A ACCGA AGA A  62076
A AC T T T T T T T T GA T T T T T T T - - GA T T A A A A A AGCA A T T AG A T A T T CA A A A AGA A A T T AGA AGC T A AGA A C A ACCGA AGA A  62273
A AC T C T T T T T T GA T T T T T T - - - - A T T A A A A A A A T A A T T AG A T A T T CA A A A AGA A A T T AGA AGC T A AGA A C A ACCGA AGA A  62916

GA A A A A - - - - - - - - A A A A T A AG T A AGA A T A A T A A A T A A T A A AGA A A A T GG A T T A T CA T CG AGA T A T T T CA T GGAGA A AGA  62321

64.260 64.280 64.300 64.320

GA A A A A T A A A A A A T A A A A T A AG T A AGA A T A A T A A A T A A T A A AGA A A A T GG A T T A T CA T AC AGA T A T T T CA T GGAGA A AGA  61499
GA A A A A T - - - - - - - A A A A T A AG T A AGA A T A A T A A A - - - - - - - GA A A A T GG A T T A T CA T AC AGA T A T T T CA T GGAGA A AGA  62142
GA A A A A T - - - - - - - A A A A T A AG T A AGA A T A A T A A A - - - - - - - GA A A A T GG A T T A T CA T AC AGA T A T T T CA T GGAGA A AGA  62339
GA A A A A T C - - - - - - - A A A T A AG T A AGA A T A A T A A A T A A T A A AGA A A A T GG A T T A A CA T AG A T A T A T T T CA T GGAGA A AGA  62989

T GCG T T T A T T T AGT T C T A T A T T CC T T GCAC T T AG T A T AGA T AC T CA T T T A GT A T A C T T A T A T A CGA A T T A GA A T A TGA T A  62401

64.340 64.360 64.380 64.400

T GCG T T T A T T T AGT T C T A T A T T CC T T GCAC T T AG T A T AGA T AC T CA T T T A GT A T A C T T A T A T A CGA A T T T GA A T A TGA - -   61577
T GCG T T T A T T T AGT T C T A T A T T CC T T GCAC T T AG T A T AGA T AC T CA T T T A GT A T A C T T A T A T A CGA A T T A GA A T A TGA - -   62220
T GCG T T T A T T T AGT T C T A T A T T CC T T GCAC T T AG T A T AGA T AC T CA T T T A GT A T A C T T A T A T A CGA A T T A GA A T A TGA T A  62419
T GCG T T T A T T T AGT T C T A T A T T CC T T GCAC T T AG T A T AGA T AC T CA T T T A GT A T A C T T A T A T A CGA A T T A GA A T A TGA T A  63069

C - - - - - - - - - - - - - - - - - GA A T T AGA A T A T GA A T T C T A A T T A T T A T AGGA T A T C T T T A T A CCA A T A ACAG G T ACA A A T A T  62464

64.420 64.440 64.460 64.480

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T C T A A T T A T T A T AGGA T A T C T T T A T A CCA A T A ACAG G T ACA A A T A T  61625
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A T T C T A A T T A T T A T AGGA T A T C T T T A T A CCA A T A ACAG G T ACA A A T A T  62268
C - - - - - - - - - - - - - - - - - GA A T T AGA A T A T GA A T T C T A A T T A T T A T AGGA T A T C T T T A T A CCA A T A AGAG G T ACA A A T A T  62482
CA A A T T CGA A T A TGA T A CGA A T T AGA A T A T GA A T T T T A A T T A T T A T AGGA T A T C T T T A T A CCA A T A ACAG G T ACA A A T A T  63149

T A A A T CGAGG T ACCC T T T C T A T GACA A T T C T CA ACA AC T T T CCC T C T A T T T T T GT GCC T T T AG T GGGCC T AG T A T T T CCG  62544

64.500 64.520 64.540 64.560

T A A A T CGAGG T ACCC T T T C T A T GACA A T T C T CA ACA AC T T T CC T T C T A T T T T T GT GCC T T T AG T GGGCC T AG T A T T T CCG  61705
T A A A T CGAGG T ACCC T T T C T A T GACA A T T C T CA ACA AC T T T CCC T C T A T T T T GGT GCC T T T AG T GGGCC T AG T A T T T CCG  62348
T A A A T CGAGG T ACCC T T T C T A T GACA A T T C T CA ACA AC T T T CCC T C T A T T T T GGT GCC T T T AG T GGGCC T AG T A T T T CCG  62562
T A A A T CGAGG T ACCC T T T C T A T GACA A T T C T CA ACA AC T T T CCC T C T A T T C T T GT GCC T T T AG T GGGCC T AG T A T T T CCG  63229

GCA A T T GCA A T GGC T T C T T T A T T T C T T CA T G T T CA A A A A A A T A AGA T T T T T T A A A T CCGA T GGGGCCA A A T G T CA T C T AG  62624

64.580 64.600 64.620 64.640

GCA A T T GCA A T GGC T T C T T T A T T T C T T CA T G T T CA A A A A A A T A AGA T T T T T T A A A T CCGA T GGGGCCA A A T G T CA T C T AG  61785
GCA A T T GCA A T GGC T T C T T T A T T T C T T CA T G T T CA A AGA A A T A AGA T T T T T T A A A T CCGA T GGGGCCA A A T G T CA T C T AG  62428
GCA A T T GCA A T GGC T T C T T T A T T T C T T CA T G T T CA A AGA A A T A AGA T T T T T T A A A T CCGA T GGGGCCA A A T G T CA T C T AG  62642
GCA A TGGCA A T GGC T T C T T T A T T T C T T CA T G T T CA A A A A A A T A AGA T T T T T T A A A T CCGA T GGGGT CA A A T GCCA T C T AG  63309

T T T T T T T T T T T T CA AGA C T T A A CGA ACA CA GA T A T T A A T T T AGT AGA A T A T T G T A - - - - - - - - - - - - - - - - - - - GA AGAC  62685

64.660 64.680 64.700 64.720

T T T T T T T T T - - - CA AGA C T T A A CGA ACA CA GA T A T CA A T T T AGT AGA A T A T T G T A - - - - - - - - - - - - - - - - - - - GA AGAC  61843
T T T T T T T T T T - - CA AGA C T T A A CGA ACA CA GA T A T CA A T T T AGT AGA A T A T T G T A - - - - - - - - - - - - - - - - - - - GA AGAC  62487
T T T T T T T T T - - - CA AGA C T T A A CGA ACA CA GA T A T CA A T T T AGT AGA A T A T T G T A A A T T T AGT AGA A T A T T G T AGA AGAC  62719
T T T T T T T T T - - - CA AGA C T T A A CGA ACA CG GA T A T T A A T T T AGT A A T A T A T T G T A T - - - - - - - - - - - - - - - - - - - A AGAC  63367

T A A CAGG TGG C T T T C T CCA A ACAGA A ACGA A AGAGC T T T T A T GCA TGCGT A A ACA T GA T A T A T AGG T A A A T GA A T T C T AG  62765

64.740 64.760 64.780 64.800

T A A CAGGCGG C T T T C T CCA A ACAGA A ACGA A AGAGC T T T T A T GCA TGCGT A A ACA T GA T A T A T AGG T A A A T GA A T T C T AG  61923
T A A CAGG TGG C T T T C T CCA A ACAGA A ACGA A AGAGC T T T T A T GCA TGCGT A A ACA T GA T A T A T AGG T A A A T GA A T T C T AG  62567
T A A CAGG TGG C T T T C T CCA A ACAGA A ACGA A AGAGC T T T T A T GCA TGCGT A A ACA T GA T A T A T AGG T A A A T GA A T T C T AG  62799
T A A CAGA TGG C T T T C T CGA A ACA T A A ACGA GAGAGC T T T T A T GT A T A CGT A A ACA T GA T A T A T AGG T A A A T GA A T T C T A A  63447

C T A T T T T CA A CA A T AGGCGA GA T CCGAGC T CA T G T C T GCG A T GA A AG T CA A T G T A T C T A T A T A T A T G T AG C T A T C T A T AG  62845

64.820 64.840 64.860 64.880

C T A T T T T CA A CA A T AGGCGA GA T CCGAGC T CA T G T C T GCG A T GA A AG T CA A T G T A T C T A T A T A T A T G T AG C T A T C T A T AG  62003
C T A T T T T CA A CA A T AGGCGA GA T CCGAGC T CA T G T C T GCG A T GA A AG T CA A T G T A T C T A T A T A T A T G T AG C T A T C T A T AG  62647
C T A T T T T CA A CA A T AGGCGA GA T CCGAGC T CA T G T C T GCG A T GA A AG T CA A T G T A T C T A T A T A T A T A T AG C T A T C T A T AG  62879
C T A T - - - - - - - - - - A AGCGG GA T CCGAGC T CAGG T C T GT G C T GA A AG T CA A T G T A T C T A T C TG T A T G T A A C T A T C T A T AG  63517

GGA A T CA T A T GA ACGGGA TG C T C T T A T T T T A T T A T A T C T A A CCA A T T CG - - - - - - - - - - - - A T A A A T T A C T GC T A A A AGT  62913

64.900 64.920 64.940 64.960

GGA A T CA T A T GA ACGGGA TG C T C T T A T T T T A T T A T A T C T A A CCA A T T CG - - - - - - - - - - - - A T A A A T T A C T GC T A A A AGT  62071
GGA A T CA T A T GA ACGGGA TG C T C T T A T T T T A T T A T A T C T A A CCA A T T CGC T A ACCA A T T C GA T A A A T T A C T GC T A A A AGT  62727
GGA A T CA T A T GA ACGGGA TG C T C T T A T T T T A T T A T A T C T A A CCA A T T CG - - - - - - - - - - - - A T A A A T T A C T GC T A A A AGT  62947
GGA A T CA T A T GA AGGGGA TG C T C T T T T T T T A T T A T A T C T A A CCA A T T CG - - - - - - - - - - - - A T GA A T T A C T GC T A A A AGT  63585
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T CA CA T CAGA A T AG T AC T AG T T GA T GAGAG T T A C T T CGGA A ACA A A A A A A A T A - - A AG T C A A A T TGA T T T T GGT T A T T CC  62991

64.980 65.000 65.020 65.040

T CA CA T CAGA A T AG T AC T AG T T GA T GAGAG T T A C T T CGGA A ACA A A A A A A A A AGA A AG T C A A A T TGA T T T T GGT T A T T CC  62151
T CA CA T CAGA A T AG T AC T AG T T GA T GAGAG T T A C T T CGGA A ACA A A A A A A A - A T A A AG T C A A A T TGA T T T T GGT T A T T CC  62806
T CA CA T CAGA A T AG T AC T AG T T GA T GAGAG T T A T T T CGGA A ACA A A A A A A A T A - - A AG T C A A A T TGA T T T T GGT T A T T CC  63025
T CA CA T CAGA A T AG T AC T AG T T GA T GAGA A T T A C T T CGGA A ACA A A A A A A GT A - - A AG T C A A A T TGA T T T T GGT T A T T CG  63663

C T CA A T T CCA A T A A A A T GCA GC T GGA T C T A G T A T GT A TGA G T TGGCGA T C AGA A T A T A T A T GGA T AGA A T T T C T AGCAGG  63071

65.060 65.080 65.100 65.120

C T CA A T T CCA A T A A A A T GCA GC T GGA T C T A A T A T GT A TGA G T TGGCGA T C AGA A T A T A T A T GGA T AGA A T T T C T AGCAGG  62231
C T CA A T T CCA A T A A A A T GCA GC T GGA T C T A G T A T GT A TGA G T TGGCGA T C AGA A T A T A T A T GGA T AGA A T T T C T AGCAGG  62886
C T CA A T T CCA A T A A A A T GCA GC T GGA T C T A G T A T GT A TGA G T TGGCGA T C AGA A T A T A T A T GGA T AGA A T T T C T AGCAGG  63105
C T CA A T T CCA A T A A A A T GCA AC T GGA T C T A G T A T GT A TGA G T TG T CGA T C AGA A T A T A T A T GGA T AGA A T T T A T AGCAGG  63743

A T C T CGCA A A A CA AG T A A T T T C T GC T GGGC C T T T A T CC T T T T T T T AGG T T CA T T AGGA T T C T T A T T GGT T GGA A T T T C T A  63151

65.140 65.160 65.180 65.200

A T C T CGCA A A A CA AG T A A T T T C T GC T GGGC C T T T A T CC T T T T T T T AGG T T CA T T AGGA T T C T T A T T GGT T GGA A T T T C T A  62311
A T C T CGCA A A A CA AG T A A T T T C T GC T GGGC C T T T A T CC T T T T T T T AGG T T CA T T AGGA T T C T T A T T GGT T GGA A T T T C T A  62966
A T C T CGCA A A A CA AG T A A T T T C T GC T GGGC C T T T A T CC T T T T T T T AGG T T CA T T AGGA T T C T T A T T GGT T GGA A T T T C T A  63185
A T C T CGCA A A A CA AG T A A T T T C T GC T GGGC CGT T A T CC T T T T T T T AGG T T CAG T AGGA T T C T T A T T GGT T GGA A T T T C T A  63823

G T T A T C T TGA T AGGA A T T TG A T AGC T T T A T T T CCA T C T CA GCA A A T A A A T T T T T T CCCAC A AGGGA T TG T GA TG T C T T T C  63231

65.220 65.240 65.260 65.280

G T T A T C T TGA T AGGA A T T TG A T AGC T T T A T T T CCA T C T CA GCA A A T A A A T T T T T T CCCAC A AGGGA T TG T GA TG T C T T T C  62391
G T T A T C T TGA T AGGA A T T TG A T AGC T T T A T T T CCA T C T CA GCA A A T A A A T T T T T T CCCAC A AGGGA T TG T GA TG T C T T T C  63046
G T T A T C T TGA T AGGA A T T TG A T AGC T T T A T T T CCA T C T CA GCA A A T CA A T T T T T T CCCAC A AGGGA T TG T GA TG T C T T T C  63265
G T T A T C T TGA T AGGA A T T TG A T A T C T T T A T T T CCA T C T CA GCA A A T CA A T T T T T T CCCAC A AGGGA T CG T GA TG T C T T T C  63903

T A T GGGA T CG CGGG T C T C T T T A T T AG T T CC T A T T TGGGG T GCACA A T T AC A T GGA A TG T A GGT AGCGGT T A T GA T CGA T T  63311

65.300 65.320 65.340 65.360

T A T GGGA T CG CGGG T C T C T T T A T T AG T T CC T A T T TGGGG T GCACA A T T AC A T GGA A TG T A GGT AGCGGT T A T GA T CGA T T  62471
T A T GGGA T CG CGGG T C T C T T T A T T AG T T CC T A T T TGGGG T GCACA A T T AC A T GGA A TG T A GGT AGCGGT T A T GA T CGA T T  63126
T A T GGGA T CG CGGG T C T C T T T A T T AG T T CC T A T T TGGGG T GCACA A T T AC A T GGA A TG T A GGT AGCGGT T A T GA T CGA T T  63345
T A T GGGA T CG CGGG T C T C T T T A T T AG T T CC T A T T TGGGG T GCACA A T T AC A T GGA A TG T G GGT AGCGGT T A T GA T CGA T T  63983

T GA T AGA A A A GA AGGA A T AG TG T GT A T T T T T CG T TGGGGA T T T CC TGGA A A A A A T CGCCG CA T C T T T C T A CGA T T CC T T A  63391

65.380 65.400 65.420 65.440

T GA T AGA A A A GA AGGA A T AG TG T GT A T T T T T CG T TGGGGA T T T CC TGGA A A A A A T CGCCG CA T C T T T C T A CGA T T CC T T A  62551
T GA T AGA A A A GA AGGA A T AG TG T GT A T T T T T CG T TGGGGA T T T CC TGGA A A A A A T CGCCG CA T C T T T C T A CGA T T CC T T A  63206
T GA T AGA A A A GA AGGA A T AG TG T GT A T T T T T CG T TGGGGA T T T CC TGGA A A A A A T CGCCG CA T C T T T C T A CGA T T CC T T A  63425
T GA T AGA A A A GA AGGA A T AG TG T GT A T T T T T CG T TGGGGA T T T CC TGGA A A A A A T CGCCG CA T C T T T C T A CGA T T CC T T A  64063

T GA A AGA T A T T CAG T CCA T C AGA A T AGA AG T T A A AGAGGG T A T T T A T GC T CG T CG T GT CC T T T A T A T AGA A A T CAGAGGC  63471

65.460 65.480 65.500 65.520

T GA A AGA T A T T CAG T CCA T C AGA A T AGA AG T T A A AGAGGG T A T T T A T GC T CG T CG T GT CC T T T A T A T AGA A A T CAGAGGC  62631
T GA A AGA T A T T CAG T CCA T C AGA A T AGA AG T T A A AGAGGG T A T T T A T GC T CG T CG T GT CC T T T A T A T AGA A A T CAGAGGC  63286
T GA A AGA T A T T CAG T CCA T C AGA A T AGA AG T T A A AGAGGG T A T T T A T GC T CG T CG T GT CC T T T A T A T AGA A A T CAGAGGC  63505
T GA A AGA T A T T CAG T CCA T C AGA A T AGA AG T T A A AGAGGG T A T T T A T GC T TG T CG T GT CC T T T A T A T AGA A A T CAGAGGC  64143

T TGGGGGCCA T T CCC T T GA A T CG T A C TGAC GAGA A T T TGA C T CCGCGAGA A A T TGAGCA A A AGGC T GCGG A A T T GGCC T A  63551

65.540 65.560 65.580 65.600

T TGGGGGCCA T T CCC T T GA A T CG T A C TGAC GAGA A T T TGA C T CCGCGAGA A A T TGAGCA A A AGGC T GCGG A A T T GGCC T A  62711
T TGGGGGCCA T T CCC T T GA A T CG T A C TGAC GAGA A T T TGA C T CCACGAGA A A T TGAGCA A A AGGC T GCGG A A T T GGCC T A  63366
T TGGGGGCCA T T CCC T T GA A T CG T A C TGAC GAGA A T T TGA C T CCACGAGA A A T TGAGCA A A AGGC T GCGG A A T T GGCC T A  63585
T TGGGGGCCA T T CCC T T GA A T CG T A C TGA T GAGA A T T TGA C T CCACA AGA A A T TGAGCA A A AGGC T GCGG A A T T GGCC T A  64223

T T T C T T GCG T G T ACCA A T TG A AGGA T T T T G A A A A A T GA A C T GA AGA A T A A A T GC T T T C T T AGCAGGAGA A A A AGCCCA AG  63631

65.620 65.640 65.660 65.680

T T T C T T GCG T G T ACCA A C TG A AGGA T T T T G A A A A A T GA A C T GA AGA A T A A A T GC T T T C T T AGCAGGAGA A A A AGCCCA AG  62791
T T T C T T GCG T G T ACCA A T TG A AGGA T T T T G A A A A A T GA A C T GA AGA A T A A A T GC T T T C T T AGCAGGAGA A A A AGCCCA AG  63446
T T T C T T GCG T G T ACCA A T TG A AGGA T T T T G A A A A A T GA A C T GA AGA A T A A A T GC T T T C T T AGCAGGAGA A A A AGCCCA AG  63665
T T T C T T GCG T G T ACCA A T TG A AGGA T T T T G A A A A A T GA A C T GA AGA A T A A A T GC T T T C T T AGCAGGA - AG A A AGCCCCA A  64302

A A T CC T C T T T T T T C T A T AGC A T A AC T T A C T T A A T TGA AGC T T A A T TGA AG T T T C T T CAGA ACGCCCGGT T GGACCA A AGC  63711

65.700 65.720 65.740 65.760

A A T CC T C T T T T T T C T A T AGC A T A AC T T A C T T A A T TGA AG - - - - - - - - - - - T T T C T T CAGA ACGCCCAGT T GGACCA A AGC  62860
A A T CC T C T T T T T T C T A T AGC A T A AC T T A C T T A A T TGA AG - - - - - - - - - - - T T T C T T CAGA ACGCCCGGT T GGACCA A AGC  63515
A A T CC T C T T T T T T C T A T AGC A T A AC T T A C T T A A T TGA AG - - - - - - - - - - - T T T C T T CAGA ACGCCCGGT T GGACCA A AGC  63734
A A T CC T C T T T T T T C T A T AGC A T A AC T T A C T T A A T TGA AG - - - - - - - - - - - T T T CG T CAGA ACGCC T G T T T GGACCA A AGC  64371

A AGGCA A A T G T G T A CGGA AC AGCCA T A A CA T A A A ACGA A A CAGT T T T T T T GT C T A CA A A - A A A A T T G T T T T T T T T T T T TG  63790

65.780 65.800 65.820 65.840

A AGGCA A A T G T G T A CGGA AC AGCCA T A A CA T A A A ACGA A A C T GT T T T T T T GT C T A CA A A - A A A A T T G T T T T T T T T - - - - G  62935
A AGGCA A A T G T G T A CGGA AC AGCCA T A A CA T A A A ACGA A A C T GT T T T T T T GT C T A CA A A - A A A A T AG T T T T T T T T T T T - G  63593
A AGGCA A A T G T G T A CGGA AC AGCCA T A - - - - - - - - - - - - - - - - - - - - - - - - - CGCA A A A - A A A AC T A T T T T T T T - - - - - G  63783
A AGGCA A A T G T G T A CGGA AC A T CCA T A A CA T A A A ACGA A A A T GT T T T T T T T T T TG T AGAC A A A A A A A A T T G T T T T T T T TG  64451

CGT A TGGA A A T CCCCAC T CA AC T CA A T T CA T T A ACA A A AG A AGT A AGA A A T CA A A A T A A T AGA T T CA T CC CA T A T A T CA A  63870

65.860 65.880 65.900 65.920

CGT A TGA A A A T CCCCAC T CA AC T CA A T T CA G T A ACA A A AG A AGT A AGA A A T CA A A A T A A T AGA T T CA T CC CA T A T A T CA A  63015
CGT A TGGA A A T CCCCAC T CA A T T CA A T T CA G T A ACA A A AG A AGT A AGA A A T A A A A A T A A T AGA T T CA T CC CA T A T A T CA A  63673
CGT A TGGA A A T CCCCAC T CA A T T CA A T T CA G T A ACA A A AG A AGT A AGA A A T CA A A A T A A T AGA T T CA T CC CA T A T A T CA A  63863
CGT ACGGA A A T CCCCAC T CA AC T CA A T T CA G T A ACA A A AG A AGT A AGA A A T CA A A A T A A T AGA T T CA T C T CA T A T A T CA A  64531

A ACAGT T CGG A A T A A A A A A T T T A T C T T T T T A T T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   63905

65.940 65.960 65.980 66.000

A ACAGT T CGG A A T A A A A A A T T T A T C T T T T T A T T T T C - - - - A A T A T T T GGA A T T GA T ACG T T AGA T A T GGA T AGA T CA T A T  63091
A ACAGT T CGG A A T A A A A A A T T T A T C T T T T T A T T T T C - - - - A A T A T T T GGA A T T GA T ACG T T AGA T A T GGA T AGA T CA T A T  63749
A ACAGT T CGG A A T A A A A A A T T T A T C T T T T T A T T T T C - - - - A A T A T T T GGA A T T GA T ACG T T ACA T A T GGA T AGA T CA T A T  63939
A ACAGT T CGG A A T A A A A A A T T T A T C T T T T T A T T T T C T T T C A AGA T T T AGA A T T A A T ACG T T AGA T A T GGA T AGA T CA T A T  64611

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   63905

66.020 66.040 66.060 66.080

C T T G T A A A T T A T C T C T A T T T T C T T T T GT CA A T CGA T CC T T T T C T T T T A T C C T T T C T T T T G T C T T T C T T A A T GACCA A AGA  63171
C T T G T A A A T T A T C T C T A T T T T C T T T T GT CA A T CGACCC T T T T C T T T T A T C C T T T C T T T T G T C T T T C T T A A T GACCA A AGA  63829
C T T G T A A A T T A T C T C T A T T T T C T T T T GT CA A T CGACCC T T T T C T T T T A T C C T T T C T T T T G T C T T T C T T A A T GACCA A AGA  64019
C T T G T A A A T T A T C T C T A T T T T C T T T T GT CA A T CGACCC T T T T C T T T T A T C C T T T C T T T T G T C T T T C T T A A T GA A CA A AGA  64691

59



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis
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- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   63905

66.100 66.120 66.140 66.160

A T T GGA T C T C G T AGA A T GAG A A C T T T T C T G T C T T T T T T T T CCAC T CA T T T T T GA T CA T CA CA A T A T T C T T CAGA A A A T T C  63251
A T T GGA T C T C G T AGA A T GAG A A C T T T T C T G T C T T T T T T T T CCAC T CA T T T T T GA T CA T CA CA A T A T T C T T C - - - - - - - - -   63900
A T T GGA T C T C G T AGA A T GAG A A C T T T T C T G T C T T T T T T T T CCAC T CA T T T T T GA T CA T CA CA A T A T T C T T CAGA A A A T T C  64099
A T T GGA T C T C G T A A A A T GAG A A C T T T T C T G T C T T T T T T T T CCAC T CA T T T T T GA T CA T CA CA A T A T T C T T CAGA A A A T T C  64771

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   63905

66.180 66.200 66.220 66.240

T C T CA A A T A T T CC T GGA T T A TGC T C T GGGG CCGGGGAGCC CGCGA A A A T T T T T T T T T T T C GA A A T A T T T G A T A T T T T CC T  63331
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   63900
T C T CA A A T A T T CC T GGA T T A TGC T C T GGGG CCGGGGAGCC CGCGA A A A T T T T T T T - - - - C GA A A T A T T T G A T A T T T T CC T  64175
T C T CA A A T A T T CC T GGA C TG T A C T A T GGGA CCGGGGAGCC CACGA A - - T T T T T T T T T T T C GA A A T A T T T G AGA T T T T CC T  64849

- - - - - - - - - A A T AGA A AGGA A - - - - - GT T C T T T CA T T T CG A A A T CCGCA T A A T A T T CA T T A T T T GA ACA T T T A T CGA A AG  63971

66.260 66.280 66.300 66.320

T T T T A T T T T A A T AGA A AGGA A - - - - - GT T C T T T CA T T T CG A A A T CCGCA T A A T A T T CA T T A T T T GA ACA T T CA T CGA A AG  63406
- - - - - - - - - - - - - - - - AGA A A - - - - - A T T C T C T CA A A T - - A T T CC TGGA T T A T GC T C T GG GGCCGGGGAG CCCGCGA A A -   63956
T T T T A T T T T A A T AGA A AGGA ACGGA AGT T C T T T CA T T T CG A A A T CCGCA T A A T A T T CA T T A T T T GA ACA T T CA T CGA A AG  64255
T T T T - - - - - A A T AGA A AGGA - - - - - T A T T C T T T CA T T T CG A A A T CCGA A T A A T A T CCA T T A T T T GA ACA T T A A T CGA ACG  64919

GGGGA A T TGC T T CGA A - T A T T T GA T CA A T T GAGA T A T C T G GA A A CA A T A T T T T T T GA T T A T T T C T T CA T T CGA A T T CGA A  64050

66.340 66.360 66.380 66.400

GGGGA A T TGC T T CGA A - T A T T T GA T CA A T T GAGA T A T C T G GA A A CA A T A T T T T T T GA T T A T T T C T T CA T T CGA A T T CGA A  63485
- - - - A A T T T T T T CGA A A T A T T T GA T CA A T T GAGA T A T C T G GA A A CA A T A T T T T T T GA T T A T T T C T T CA T T CGA A T T CGA A  64032
GGGGA A T TGC T T CGA A - T A T T T GA T CA A T T GAGA T A T C T G GA A A CA A T A T T T T T T GA T T A T T T C T T CA T T CGA A T T CGA A  64334
GGGGA A T T T C T T CGA A - T A T T T GA T CA A T T GAGA T A T C T G GA A A CA A T A T T T T T T T A T T A T T T C T T CA T T CGA A T T CGA A  64998

G TGGA T T C T T C T T C T A T T T C G - - - - - - - G T A T T T T T T C T A CAC T AGA T T C A AGGA C T A AC CGC T GA A T CA CA AC T A A A A A  64123

66.420 66.440 66.460 66.480

G TGGA T T C T T C T T C T A T T T C G - - - - - - - G T A T T T T T T C T A CAC T AGA T T C A AGGA C T A AC CGC T GA A T T A CA AC T A A A A A  63558
G TGGA T T C T T C T T C T A T T T C G - - - - - - - G T A T T T T T T C T A CAC T AGA T T C A AGGA C T A AC CGC T GA A T CA CA AC T A A A A A  64105
G TGGA T T C T T C T T C T A T T T C G - - - - - - - G T A T T T T T T C T A CAC T AGA T T C A AGGA C T A AC CGC T GA A T CA CA AC T A A A A A  64407
G TGGA T T C T T C T T C T A T T T C T T A T T T C T G T A T T T T T T CGA CAC T AGA T T C A AGGA C T A A T CGC T GA A T CA CA AC T A A A A A  65078

ACAGAGAC T A GC T T CA T A - - - - - - GGCGCG A T A CC T T GT A A T AGA AC T CA TG T T T GA T AG A A A CA T T AGA T CGCA T CGA A  64197

66.500 66.520 66.540 66.560

ACAGAGAC T A GC T T CA T A - - - - - - GGCGCG A T A CC T T GT A A T AGA AC T CA TGC T T GA T AG A A A CA T T AGA T CGCA T CGA A  63632
ACA T A A AC T A GC T T CA T A - - - - - - GGCGCG A T A CC T T GT A A T AGA AC T CA TGC T T GA T AG A A A CA T T AGA T CGCA T CGA A  64179
ACA T A A AC T A GC T T CA T A T T CA T AGGCGCG A T A CC T T GT A A T AGA AC T CA TGC T T GA T AG A A A CA T T AGA T CGCA T CGA A  64487
ACAGAGAC T A GA T T CA T A - - - - - - GG TGCG A T A CC T T GGA A T AGA AC T CA TGC T T GA T AG A A A T A T T AGA T T GCA T T GA A  65152

T C T ACGA A T G AGGT GGG T T C A T T A A CA A T T CACAGA T GA A A A A A T GA CA A A A A AGA ACGC A T CCA T T CCC C T T CGA T A T C  64277

66.580 66.600 66.620 66.640

T C T ACGA A T G AGGT GGG T T C A T T A A CA A T T CACAGA T GA A A A A A T GA CA A A A A AGA ACG T A T CCA T T CCC C T T CGA T A T C  63712
T C T ACGA A T G AGGT GGG T T C A T T A A CA A T T CACAGA T GA A A A A A T GA CA A A A A AGA ACGC A T CCA T T CCC C T T CGA T A T C  64259
T C T ACGA A T G AGGT GGG T T C A T T A A CA A T T CACAGA T GA A A A A A T GA CA A A A A AGA ACGC A T CCA T T CCC C T T CGA T A T C  64567
T C T ACGA A T G AG T T GGG T T C A T T A A CA A T T CACAGA T GA A A A A A T GA CA A A A A AGA ACGC A T CCA T T CCC C T T CGA T A T C  65232

T T T CA T C T A T AG T A T T T T T A GT C T T T T T GC CC T GGT GGA T C T C T C T C T CA T T T A A T A A A A G T C T GGA A T C A T GGG T T AC T  64357

66.660 66.680 66.700 66.720

T T T CA T C T A T AG T A T T T T T A GT C T T T T T GC CC T GGT GGA T C T C T C T C T CA T T T A A T A A A A G T C T GGA A T C A T GGG T T AC T  63792
T T T CA T C T A T AG T A T T T T T A GT C T T T T T GC CC T GGT GGA T C T C T C T C T CA T T T A A T A A A A G T A T GGA A T C A T GGG T T AC T  64339
T T T CA T C T A T AG T A T T T T T A GT C T T T T T GC CC T GGT GGA T C T C T C T C T CA T T T A A T A A A A G T C T GGA A T C A T GGG T T AC T  64647
T T T CA T C T A T AG T A T T T T T A GT A T T T T T GC CC T GGT CGA T C T C T C T C T CA T T T A A T A A A A G T C T GGA A T C T T GGG T T A T T  65312

A A T T GG T GGA A T AC T AGGCA A T CCGA A A C T T T T T TGA A T G A T A T T CA AGA A A AGAG T A T T C T AGA A A A A T T CA T AGA A T T  64437

66.740 66.760 66.780 66.800

A A T T GG T GGA A T AC T AGGCA A T CCGA A A C T T T T T TGA A T G A T A T T CA AGA A A AGAG T A T T C T AGA A A A A T T CA T AGA A T T  63872
A A T T GG T GGA A T AC T AGGCA A T CCGA A A C T T T T T TGA A T G A T A T T CA AGA A A AGAG T A T T C T CGA A A A A T T CA T AGA A T T  64419
A A T T GG T GGA A T AC T AGGCA A T CCGA A A C T T T T T TGAC T G A T A T T CA AGA A A AGAG T A T T C T CGA A A A A T T CA T AGA A T T  64727
A A T T GG T GGA A T AC T AGGCA A T CCGA A A CG T T T T TGA A T G A T C T T CA AGA A A AGAG T A T T C T AGA A A A A T T CA T AGA A T T  65392

AGAGGA A T T A T T CC T C T T GG ACGA A ACGA T A A AGGA A T T T CCGGA A AGAC A T C T CGA A A A GC T T CG T A T A GGGC T T CAGA  64517

66.820 66.840 66.860 66.880

AGAGGA A T T A T T CC T C T T GG ACGA A ACGA T A A AGGA A T T T CCGGA A AGAC A T C T CGA A A A GC T T TG T A T A GGGC T T CAGA  63952
AGA AGA A T T A T T CC T C T T GG ACGA A ACGA T A A AGGA A T T T CCGGA A AGAC A T C T CGA A A A GC T T CGGA T A GGGC T T CAGA  64499
AGA AGA A T T A T T CC T C T T GG ACGA A ACGA T A A AGGA A T T T CCGGA A AGAC A T C T CGA A A A GC T T CG T A T A GGGC T T CAGA  64807
AGAGGA A T T A T T CC T C T T GG ACGA A A TGA T A A AGGA A T T T CCGGA A AGAC A T C T AGA A A A G T T T CG T A T A GGGC T CCAGA  65472

A AGA A A CA A T CCA A T TGA T C A AGA T GCA CG A TGAGGA T CA T A T CCA T ACG A T T T T GCA C T T C T CGA CA A A T ACA A T CGGT  64597

66.900 66.920 66.940 66.960

A AGA A A CA A T CCA A T TGA T C A AGA T GCA CG A TGAGGA T CA T A T CCA T ACG A T T T T GCA C T T C T CGA CA A A T ACA A T CGGT  64032
A AGA A A CA A T CCA A T TGA T C A AGA T GCA CG A TGAGGA T CA T A T CCA T ACG A T T T T GCA C T T C T CGA CA A A T ACA A T CGGT  64579
A AGA A A CA A T CCA A T TGA T C A AGA T GCA CG A TGAGGA T CA T A T CCA T ACG A T T T T GCA C T T C T CGA CA A A T ACA A T CGGT  64887
A AGA A A CA A T CCA A T TGA T C A AGA T GCA CG A TGAGGA T CA T A T CCA T ACG A T T T T GCA C T T C T CGA CA A A T ACA A T T GC T  65552

T T CG T T A T T C T A AG T GG T T A T T C T A T T C T G GGT A A T GA AG A AC T T GT T A T T C T T A AC T C T T GGG T T CA AG A A T T CC T A T A  64677

66.980 67.000 67.020 67.040

T T CG T T A T T C T A AG T GG T T A T T C T A T T C T G GGT A A T GA AG A AC T T GT T A T T C T T A AC T C T T GGG T T CA AG A A T T CC T A T A  64112
T T CG T T A T T C T A AG T GG T T A T T C T A T T C T G GGT A A T GA AG A AC T T GT T A T T C T T A AC T C T T GGG T T CA AG A A T T CC T A T A  64659
T T CG T T A T T C T A AG T GG T T A T T C T A T T C T G GGT A A T GA AG A AC T T GT T A T T C T T A AC T C T T GGG T T CA AG A A T T CC T A T A  64967
T T CA T T A T T A T A AG T GG T T A T T T T A T T C T G GGT A A T GA AG A AC T T GT T A T T C T T A AC T C T T GGG T T CA AG A A T T CC T A T A  65632

T A A T T T A AGC GACA CA A T A A A AGCC T T T T C GA T T C T T T T A G T A A C TGA T T T A T GT A T T GG A T T CCA T T CG CCCCACGG T T  64757

67.060 67.080 67.100 67.120

T A A T T T A AGC GACA CA A T A A A AGCC T T T T C GA T T C T T T T A G T A A C TGA T T T A T GT A T CGG A T T CCA T T CG CCCCACGG T T  64192
T A A T T T A AGC GACA CA A T A A A AGCC T T T T C GA T T C T T T T A G T A A C TGA T T T A T GT A T CGG A T T CCA T T CG CCCCACGG T T  64739
T A A T T T A AGC GACA CA A T A A A AGCC T T T T C GA T T C T T T T A G T A A C TGA T T T A T GT A T CGG A T T CCA T T CG CCCCACGG T T  65047
T A A T T T A AGC GACA CA A T A A A AGCC T T T T T GA T T C T T T T A G T A A C TGA T T T A T GT A T CGG A T T CCA T T CG CC T CACGG T T  65712

GGGA AC T A A T GA T T GGC T A T T T C T A CA A CG A T T T TGGA T T T GC T CA T A A T GA T CA A A T CA T A T C TGG T C T T G T T T CCAC T  64837

67.140 67.160 67.180 67.200

GGGA AC T A A T GA T T GGC T A T GT C T A CA A CG A T T T TGGA T T T GC T CA T A A T GA T CA A A T CA T A T C TGG T C T T G T T T CCAC T  64272
GGGA AC T A A T GA T T GGC T A T GT C T A CA A CG A T T T TGGA T T T GC T CA T A A T GA T CA A A T CA T A T C TGG T C T T G T T T CCAC T  64819
GGGA AC T A A T GA T T GGC T A T GT C T A CA A CG A T T T TGGA T T T GC T CA T A A T GA T CA A A T CA T A T C TGG T C T T G T T T CCAC T  65127
GGGA AC T A A T GA T T GGC T A T GT C T A CA A CG A T T T TGGA T T T GC T CA T A A T GA T CA A A T T A T A T C TGG T C T T G T T T CCAC T  65792
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T T T CCAG T CA T T C T AGA T AC A A T T T T T A A A T A T T GGA T T T T CCG T T A T T T A A A T CG TG T A T C T CCG T CA C T T GT AGT GA T  64917

67.220 67.240 67.260 67.280

T T T CCAG T CA T T C T AGA T AC A A T T T T T A A A T A T T GGA T T T T CCG T T A T T T A A A T CG TG T A T C T CCG T CA C T T GT AGT GA T  64352
T T T CCAG T CA T T C T AGA T AC A A T T T T A A A A T A T T GGA T T T T CCG T T A T T T A A A T CG TG T A T C T CCG T CA C T T GT AGT GA T  64899
T T T CCAG T CA T T C T AGA T AC A A T T T T T A A A T A T T GGA T T T T CCG T T A T T T A A A T CG TG T A T C T CCG T CA C T T GT AGT GA T  65207
T T T CCGG T CA T T C T AGA T AC A A T T T T T A A A T A T T GGA T T T T CCG T T A T T T A A A T CG TG T A T C T CCG T CA C T T GT AGT GA T  65872

T T A T CA T T CA A T GA A TGAC T GA A A A ACGA T T CA C T A A T CC A A T T A T A A T C T T T C T GAC T T T GT ACA T A AG CA A AGCA T T C  64997

67.300 67.320 67.340 67.360

T T A T CA T T CA A T GA A TGAC T GA A A A ACGA T T CA C T A A T CC A A T T A T A A T C T T T C T GAC T T T GT ACG T A AG CA A AGCA T T C  64432
T T A T CA T T CA A T GA A TGAC T GA A A A ACGA T T CA C T A A T CC A A T T A T A A T C T T T C T GAC T T T GT ACA T A AG CA A AGCA T T C  64979
T T A T CA T T CA A T GA A TGAC T GA A A A ACGA T T CA C T A A T CC A A T T A T A A T C T T T C T GAC T T T GT ACA T A AG CA A AGCA T T C  65287
T T A T CA T T CA A T GA A TGAC T GA A A A ACGA T T CA C TGA T CC A A T T A T A A T C T T T GT A - - - - CA T A A A T A AG CA A AGCA T T C  65948

A A AG T CG T A C T T ACC T T AC T T T T T C T ACCC A T CGAGGGGA T T CC T CCCAG A T T CCAGT A A T CC T A T A T T C CAGT A A A A T T  65077

67.380 67.400 67.420 67.440

A A AG T CG T A C T T ACC T T AC T T T T T C T ACCC A T CGAGGGGA T T CC T CCCAG A T T CCAGT A A - - - - - - - - - - - - - - - - - - - -   64492
A A AG T CG T A C T T ACC T T AC T T T T T C T ACCC A T CGAGGGGA T T CC T CCCAG A T T CCAGT A A T CC T A T A T T C CAGT A A A A T T  65059
A A AG T CG T A C T T ACC T T AC T T T T T C T ACCC A T CGAGGGGA T T CC T CCCAG A T T CCAGT A A T CC T A T A T T C CAGT A A A A T T  65367
A A AG T CA T A C T T ACC T T AC T T T T T C T ACCC A T CCAGAGGA T T CC T CCCAG A T T CCAGT A A T CC T A T A T T C CAGT A A A A TG  66028

A T T T CAG T A A A T AGCAGA A T CGCGGA T AGG GA A C T A T A T T AGCGACC T AC C T A A T T T T A T T GT AGA A A T T T T CGGGA T CA  65157

67.460 67.480 67.500 67.520

- - - - - - - - - A T AGA CAGA A T CGCGGA T AGG GA A C T A T A T T AGCGACC T AC C T A A T T T T A T T GT AGA A A T T T T CGGGC T CA  64563
A T T T CAG T A A A T AGCAGA A T CGCGGA T AGG GA A C T A T A T T AGCGACC T AC C T A A T T T T A T T GT AGA A A T T T T CGGGA T CA  65139
C T T T CAG T A A A T AGCAGA A T CGCGGA T AGG GA A C T A T A T T AGCGACC T AC C T A A T T T T A T T GT AGA A A T T T T CGGGA T CA  65447
A T T T CAG T A A A T A T CAGA A T CGCGGA T AGG GA A C T A T A T T AGCGACC T AC C T A A T T T T A T T GT AGA A A T T T T CGGGA T CA  66108

ACGA T T GA A C CA TGCA A A T T AGA A A T ACC T T T T C T T CGC T A A AGGA AGAG A T T AC T CGA T T CA T T T CCG T A T CGC T CA TG  65237

67.540 67.560 67.580 67.600

ACGA T T GA A C CA TGCA A A T T AGA A A T ACC T T T T C T T CGC T A A AGGA AGAG A T T AC T CGA T T CA T T T CCG T A T CGC T CA TG  64643
ACGA T T GA A C CA TGCA A A T T A T A A A T ACC T T T T C T T CGC T A A AGGA AGAG A T T AC T CGA T T CA T T T CCG T A T CGC T CA TG  65219
ACGA T T GA A C CA TGCA A A T T AGA A A T ACC T T T T C T T CGC T A A AGGA AGAG A T T AC T CGA T T CA T T T CCG T A T CGC T CA TG  65527
ACA A T T GGA C CA TGCA A A T T AGA A A T ACC T T T T C T T CGC T A A AGGA AGAG A T T AC T CGA T T CA T T T CCG T A T CGC T CA TG  66188

A T A T A T A T A A T A AC T CGGGC A T CCA T T T CA A A T GCA T A T C CCA T T T T T GC GCAGCAGGG T T T T GA A A A T C CACGAGA AGC  65317

67.620 67.640 67.660 67.680

A T A T A T A T A A T A AC T CGGGC A T CCA T T T CA A A T GCA T A T C CCA T T T T T GC GCAGCAGGG T T T T GA A A A T C CACGAGA AGC  64723
A T A T A T A T A A T A AC T CGGGC A T CCA T T T CA A A T GCA T A T C CCA T T T T T GC GCAGCAGGG T T T T GA A A A T C CACGAGA AGC  65299
A T A T A T A T A A T A AC T CGGGC A T CCA T T T CA A A T GCA T A T C CCA T T T T T GC GCAGCAGGG T T T T GA A A A T C CACGAGA AGC  65607
A T A T A T A T A A T A AC T CGGGC A T CCA T T T CA A A T GCA T A T C CCA T T T T T GC GCAGCAGGG T T T T GA A A A T C CACGAGA AGC  66268

A AC T GG T CG T A T TG T A T GCG CCA A T T GCCA T T T AGT T A A T A AGCCCG T GG A T A T T GAGG T T CCACAGGCG G T AC T T CC TG  65397

67.700 67.720 67.740 67.760

A AC T GG T CG T A T TG T A T GCG CCA A T T GCCA T T T AGC T A A T A AGCCCG T GG A T A T T GAGG T T CCACAGGCG G T AC T T CC TG  64803
A AC T GG T CG T A T TG T A T GCG CCA A T T GCCA T T T AGC T A A T A AGCCCG T GG A T A T T GAGG T T CCACAGGCG G T AC T T CC TG  65379
A AC T GG T CG T A T TG T A T GCG CCA A T T GCCA T T T AGC T A A T A AGCCCG T GG A T A T T GAGG T T CCACAGGCG G T AC T T CC TG  65687
A AC T GG T CG T A T TG T A T GCG CCA A T T GCCA T T T AGC T A A T A AGCCCG T GG A T A T T GAGG T T CCACAGGCG G T AC T T CC TG  66348

A T A C TG T A T T T GA AGCAG T T GT T AGA A T T C C T T A TGA T A T GCAGC TGA A A CA AGT T C T T G C T A A TGG T A A A AGGGGGGC T  65477

67.780 67.800 67.820 67.840

A T A C TG T A T T T GA AGCAG T T GT T AGA A T T C C T T A TGA T A T GCAGC TGA A A CA AGT T C T T G C T A A TGG T A A A AGGGGGGC T  64883
A T A C TG T A T T T GA AGCAG T T GT T AGA A T T C C T T A TGA T A T GCAGC TGA A A CA AGT T C T T G C T A A TGG T A A A AGGGGGGC T  65459
A T A C TG T A T T T GA AGCAG T T GT T AGA A T T C C T T A TGA T A T GCAGC TGA A A CA AGT T C T T G C T A A TGG T A A A AGGGGGGC T  65767
A T A C TG T A T T T GA AGCAG T T GT T A A A A T T C C T T A TGA T A T GCA A C TGA A A CA AGT T C T T G C T A A TGG T A A A AGAGGGGC T  66428

T TGA A T G TGG GGGCCGT T C T T A T T T T ACCA GAGGGG T T T G A A T T AGCCCC CCCCGA T CG T A T T T CGCCCG AGA T GA A AGA  65557

67.860 67.880 67.900 67.920

T TGA A T G TGG GGGCCGT T C T T A T T T T ACCA GAGGGG T T T G A A T T AGCCCC CCCCGA T CG T A T T T CGCCCG AGA T GA A AGA  64963
T TGA A T G TGG GGGCCGT T C T T A T T T T ACCA GAGGGG T T T G A A T T AGCCCC CCCCGA T CG T A T T T CGCCCG AGA T GA A AGA  65539
T TGA A T G TGG GGGCCGT T C T T A T T T T ACCA GAGGGG T T T G A A T T AGCCCC CCCCGA T CG T A T T T CGCCCG AGA T GA A AGA  65847
T TGA A T G TGG GGGCCGT T C T T A T T T T ACCA GAGGGG T T T G A A T T AGCCCC CCCCGA T CG T A T T T CGCCCG AGA T GA A AGA  66508

A A AGA T GGG T A A AC T GT C T T T T CAGACC T A CCGACCCAC T A A A A A A A A T A T T C T T G TGA T AGGGCC T GT T CC TGG T CAGA  65637

67.940 67.960 67.980 68.000

A A AGA T GGG T A A AC T GT C T T T T CAGACC T A CCGACCCAC T A A A A A A A A T A T T C T T G TGA T AGGGCC T GC T CC TGG T CAGA  65043
A A AGA T CGG T A A AC T GT C T T T T CAGACC T A CCGACCCAC T A A A A A A A A T A T T C T T G TGA T AGGGCC T GT T CC TGG T CAGA  65619
A A A A A T AGG T A A AC T GT C T T T T CAGACC T A CCGACCCAC T A A A A A A A A T A T T C T T G TGA T AGGGCC T GT T CC TGG T CAGA  65927
A A AGA T AGGG A AGC T GT C T T T T CAGCCC T A CCGACCCAC T A A A A A A A A T A T T C T T G TGA T AGGGCC T GT T CC TGG T CAGA  66588

A A T A T AG TGA A A T CAC T T T T CC T A T T C T T T CCCCGGA T CC AGCGAC T A A T A A AGA T GT T C AC T T C T T A A A A T A T CCA A T A  65717

68.020 68.040 68.060 68.080

A A T A T AG TGA A A T CAC T T T T CC T A T T C T T T CCCCGGACCC AGCGAC T A A T A A AGA T GT T C AC T T C T T A A A A T A T CCA A T A  65123
A A T A T AG TGA A A T CAC T T T T CC T A T T C T T T CCCCGA ACCC AGCGAC T A A T A A AGA T GT T C AC T T C T T A A A A T A T CCA A T A  65699
A A T A T AG TGA A A T CAC T T T T CC T A T T C T T T CCCCGA ACCC AGCGAC T A A T A A AGA T GT T C AC T T C T T A A A A T A T CCA A T A  66007
A A T A T AG TGA A A T CAC T T T T CC T C T T C T T T CCCCGGACCC CGCGAC T A A T A A AGA T GT T C AC T T C T T A A A A T A T CCA A T A  66668

T ACG T AGGT G GGA A CAGGGG A AGGGG T CAG A T T T A T CCCG A CGGGA A CA A A AG T A ACA A T ACGGC T T A T A A T GC T ACAGC  65797

68.100 68.120 68.140 68.160

T ACG T AGGT G GGA A CAGGGG A AGGGG T CAG A T T T A T CCCG A CGGGA A CA A A AG T A ACA A T ACGG T T T A T A A T GC T ACAGC  65203
T ACG T AGGT G GGA A CAGGGG A AGGGG T CAG A T T T A T CCCG A CGGGA A CA A A AG T A ACA A T ACGG T T T A T A A T GC T ACAGC  65779
T ACG T AGGT G GGA A CAGGGG A AGGGG T CAG A T T T A T CCCG A CGGGA A CA A A AG T A ACA A T ACGG T T T A T A A T GC T ACAGC  66087
T ACG T AGGT G GGA A CAGGGG A AGGGG T CAG A T T T A T CCCG A CGGGA A CA A A AG T A ACA A T ACGG T T T A T A A T GC T ACAGC  66748

T GCGGG T GT A G T A AGCA A A A T CA T A CGA A A AGA A A AGGGG GGA T ACGA A A T A ACCA T A AC AGA T GCA T CG A A TGGACG TG  65877

68.180 68.200 68.220 68.240

T GCGGG T GT A G T A AGCA A A A T A A T A CGA A A AGA A A AGGGG GGA T ACGA A A T A ACCA T A AC AGA T GCA T CG A A TGGACG TG  65283
T GCGGG T GT A G T A AGCA A A A T CA T A CGA A A AGA A A AGGGG GGA T ACGA A A T A ACCA T A AC AGA T GCA T CG A A TGGACG TG  65859
T GCGGG T GT A G T A AGCA A A A T CA T A CGA A A AGA A A AGGGG GGA T ACGA A A T A ACCA T A AC AGA T GCA T CG A A TGGACG TG  66167
T GCGGG T GT A G T A A ACA A A A T CA T A CGA A A AGA A A A AGGG GGA T ACGA A A T A ACCA T A AC AGA T GCA T CG A A TGGACG TG  66828

A AG T GG T TGA T A T T A T CCC T CCAGGACCCG A AC T T CG TG T T T CAGAGGGC CA A T C T A T CA A AC T TGA T CA A CCA T T A ACA  65957

68.260 68.280 68.300 68.320

A AG T GG T TGA T A T T A T CCC T CCAGGACCCG A AC T T CG TG T T T CAGAGGGC CA A T C T A T CA A AC T TGA T CA A CCA T T A ACA  65363
A AG T GG T TGA T A T T A T CCC T CCAGGACCCG A AC T T CG TG T T T CAGAGGGC CA A T C T A T CA A AC T TGA T CA A CCA T T A ACA  65939
A AG T GG T TGA T A T T A T CCC T CCAGGACCCG A AC T T CG TG T T T CAGAGGGC CA A T C T A T CA A AC T TGA T CA A CCA T T A ACA  66247
A AG T GG T TGA T A T T A T CCC T CCAGGACCAG A AC T T CG TG T T T CAGAGGGC CA A T C T A T CA A AC T TGA T CA A CCA T T A ACA  66908
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AGT A A T CC T A A CGT GGG T GG A T T TGG T CAG GCAGA T GCAG A A A T AGT AC T T CA AGA T CCA T TGCGT G T CC A AGGCC T T T T  66037

68.340 68.360 68.380 68.400

AGT A A T CC T A A CGT GGG T GG A T T TGG T CAG GCAGA T GCAG A A A T AGT AC T T CA AGA T CCA T TGCGT G T CC A AGGCC T T T T  65443
AGT A A T CC T A A CGT AGG T GG A T T TGG T CAG GCAGA T GCAG A A A T AGT AC T T CA AGA T CCA T TGCGT G T CC A AGGCC T T T T  66019
AGT A A T CC T A A CGT AGG T GG A T T TGG T CAG GCAGA T GCAG A A A T AGT AC T T CA AGA T CCA T TGCGT G T CC A AGGCC T T T T  66327
AGT A A T CC T A A T GT GGG T GG A T T TGG T CAG GCAGA T GCAG A A A T AGT AC T T CA AGA T CCA T TGCGT C T T C A AGGCC T T T T  66988

G T T C T T T T T G GCA T C TG T TG T T T TGGCA CA A A T C T T T T T G G T T C T T A A A A AGA A A CAG T T T GAGA AGGT T CA A T T GT CCG  66117

68.420 68.440 68.460 68.480

G T T C T T T T T G GCA T C TG T TG T T T TGGCA CA A A T C T T T T T G G T T C T T A A A A AGA A A CAG T T T GAGA AGGT T CA A T T GT CCG  65523
G T T C T T T T T G GCA T C TG T TG T T T TGGCA CA A A T C T T T T T G G T T C T T A A A A AGA A A CAG T T T GAGA AGGT T CA A T T GT CCG  66099
G T T C T T T T T G GCA T C TG T TG T T T TGGCA CA A A T C T T T T T G G T T C T T A A A A AGA A A CAG T T T GAGA AGGT T CA A T T GT CCG  66407
G T T A T T T T T G A CA T C TG T TG T T T TGGCA CA A A T C T T T T T G G T T C T T A A A A AGA A A CAG T T T GAGA AGGT T CA A T T GT CCG  67068

A A A T GA A T T T C T AGA T T CGC GGA T T T A T CA A T T A T CA ACA T CA AG T T T C T A A A A A A ACCA A A T T C T T C T T GGCA A T T A TG  66197

68.500 68.520 68.540 68.560

A A A T GA A T T T C T AGA T T AGC GGA T T T A T CA A T T A T CA ACA T CA AG T T T C T A A A A A A ACCA A A T T C T T C T T GGCA A T T A TG  65603
A A A T GA A T T T C T AGA T T CGC GGA T T T A T CA A T T A T CA ACA T CA AG T T T C T A A A A A A ACCA A A T T C T T C T T GGCA A T T A TG  66179
A A A T GA A T T T C T AGA T T CGC GGA T T T A T CA A T T A T CA ACA T CA AG T T T C T A A A A A A ACCA A A T T C T T C T T GGCA A T T A TG  66487
A A A T GA A T T T C T AGC T CCGC GGA T T T A T CA A T T A T CA ACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   67108

T T A T GT A TGA GCA A A A A A A T T A T GA A A AG T C T T T TGC T T G T T T A T A T T C T T T T T C T ACCG A A T G T CGGGA A T T T C T T G T A  66277

68.580 68.600 68.620 68.640

T T A T GT A TGA GCA A A A A A A T T A T GA A A AG T C T T T TGC T T G T T T A T A T T C T T T T T A T ACCG A A T G T CGGGA A T T T C T T G T A  65683
T T A T GT A TGA GCA A A A A A A T T A T GA A A AG T C T T T TGC T T G T T T A T A T T C T T T T T C T A T CG A A T G T CGGGA A T T T C T T G T A  66259
T T A T GT A TGA GCA A A A A A A T T A T GA A A AG T C T T T TGC T T - - - - - - - - - C T T T T T C T A T CG A A T G T CGGGA A T T T C T T G T A  66558
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   67108

C TGCAC T CC T A A A T CA T AGT A T A T A T A T A T T GT GA AGA AG GC T A T T T GAC TG T CCCCC T T C T T T GT T T T T T CA A T CCA A A  66357

68.660 68.680 68.700 68.720

C TGCAC T CC T A A A T CA T AGT A T A T A T A T - - T GT GA AGA AG GC TG T T T GAC TG T CCCCC T T C T T T GT T T T T T CA A T CCA A A  65761
C TGCAC T CC T A A A T CA T AGT A T A T A T A T - - T GT GA AGA AG GC T A T T T GAC TG T CCCCC T T C T T T GT T T T T T CA A T CCA A A  66337
C TGCAC T CC T A A A T CA T AGT A T A T A T A T - - T GT GA AGA AG GC T A T T T GAC TG T CCCCCC T C T T T GT T T T T T CA A T ACA A A  66636
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   67108

T TGGAGGGG T G T GA C T A T GT CA C T A T T A T C AGA T T T A A A T A T CA T AGA A T GT G T CA A T AG T T T T C T A T T C T GA T AGA A T C  66437

68.740 68.760 68.780 68.800

T TGGAGGGG T G T GA C T A T GT CA C T A T T A T C AGA T T T A A A T A T CA T AGA A T GT G T CA A T AG T T T T C T A T T C T GA T AGA A T C  65841
T TGGAGGGG T G T GA C T A T GT CA C T A T T A T C AGA T T T A A A T A T CA T AGA A T GT G T CA A T AG T T T T C T A T T C T GA T AGA A T C  66417
T TGGAGGGG T G T GA C T A T GT CA C T A T T A T C AGA T T T A A A T A T CA T AGA A T GT G T CA A T AG T T T T C T A T T C T GA T AGA A T C  66716
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   67108

A A A T T T GA T T AGA A C T A A A T AC T A A ACA T A AGA T A AG T A A GCGGAGA A T A T A A ACAGAGG A AG - - - - - - - - - AGGGA ACA  66508

68.820 68.840 68.860 68.880

A A A T T T GA T T AGA A C T AGA T AC T A A ACA T A AGA T A AG T A A GCGGAGA A T A T A A AGAGAGG A AG - - - - - - - - - GGGGA ACA  65912
A A A T T T GA T T AGA A C T AGA T AC T A A ACA T A AGA T A AG T A A GCGGAGA A T A T A A AGAGAGG A AG - - - - - - - - - GGGGA CCA  66488
A A A T T AGA T T AGA A C T AGA T AC T A A ACA T A CGA T A AG T A A GCGGAGA A T A T A A AGAGAGG A AG - - - - - - - - - GGGGA ACA  66787
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GA T A AG T A A GCGGAGA A T C T A A AGAGAGG A AGA A T A A A T CAGGGGAGCA  67157

GGGGA T T C T A A A AGGGA T T A T T CGT CGT AC T AG T C T T CGA CACCCGA A AG GGA TG T GGGA A A T T CCC T T T CGGG T GT CGA  66588

68.900 68.920 68.940 68.960

GGGGA T T C T A A A AGGGA T T A T T CGT CGT AC T AG T C T T CGA CACCCGA A AG GGA TG T GGGA A A T T CCC T T T CGGG T GT CGA  65992
GGGGA T T C T A A A AGGGA T T A T T CGT CGT AC T AG T C T T CGA CACCCGA A AG GGA A T T T CCC ACA T CCC T T T CGGG T GT CGA  66568
GGGGA T T C T A A A AGGGA T T A T T CGT CGT AC T AG T C T T CGA CACCCGA A AG GGA A T T T CCC ACA T CCC T T T CGGG T GT CGA  66867
GGGGA T T C T A A A AGGGA T T A T T CGT CGT AC T AG T C T T CGA CACCCGA A AG GGA A T T T CCC ACA T CCC T T T CGGA T GT CGA  67237

A A T A A T A A T G G T T C T TGA T T CCA T T CA T CA A AGA T CCC T A T T CG T AG T T T C T A T T T T T T T - CAGGT T T A T CA A A AC T C T T  66667

68.980 69.000 69.020 69.040

A A T A A T A A T G G T T C T TGA T T CCA T T CA T CA A AGA T T CC T A T T CG T AG T T T C T A T T T T T T T - CAGGT T T A T CA A A AC T C T T  66071
A A T A A T A A T G G T T C T TGA T T CCA T T CA T CA A AGA T T CC T A T T CG T AG T T T C T A T T T T T T T - CAGGT T T A T CA A A AC T C T T  66647
A A T A A T A A T G G T T C T TGA T T CCA T T CA T CA A AGA T T CC T A T T CG T AG T T T C T A T T T T T T T T CAGGT T T A T CA A A AC T C T T  66947
A A T A A T A A T G G T T C T TGA T T CCA T T CA T CA A AGA T T CC T A T T CG T AG T T T AGA T T T T T T C - CAGGT T T C T T AGA ACCC T T  67316

T T T G T A T T T C T T ACG T A T A A T T A AG T AG T G G T A A A A - - - - - - - - - - - - - - - - - - - - - A A A A A T A AC T GGA A AGT T GT T GA  66726

69.060 69.080 69.100 69.120

T T T G T A T T T C T T ACG T A T A A T T A AG T AG T G G T A A A A - - - - - - - - - - - - - - - - - - - - - A A A A A T A AC T GGA A AGT T GT T GA  66130
T T T G T A T T T C T T ACG T A T A A T T A AG T AG T G G T A A A A - - - - - - - - - - - - - - - - - - - - - A A A A A T A AC T GGA A AGT T GT T GA  66706
T T T G T A T T T C T T ACG T A T A A T T A AG T AG T G G T A A A A - - - - - - - - - - - - - - - - - - - - - A A A A A T A AC T GGA A AGT T GT T GA  67006
T T T T GA T T T C T T ACA T A T A A T T A AG T AG T G G T A A A A CA A A A A A A A A T A A A T A A A A A A A A A A AGA A A T GGA A AGT T GT T GA  67396

G T A A A T AGA A C T T C T T CA A T GA AC T T AGA A A ACA A T T T CA A T TGA TGAGA CA T T A A A A T A A A T AGAG T A A AG T T G T A T T A  66806

69.140 69.160 69.180 69.200

G T A A A T AGA A C T T C T T CA A T GA AC T T AGA A A ACA A T T T CA A T TGA TGAGA CA T T A A A A T A A A T AGAG T A A AG T T G T A T T A  66210
G T A A A T AGA A C T T C T T CA A T GA AC T T AGA A A ACA A T T T CA A T TGA TGAGA CA T T A A A A T A A A T AGAG T A A AG T T G T A T T A  66786
G T A A A T AGA A C T T C T T CA A T GA AC T T AGA A A ACA A T T T CA A T TGA TGAGA CA T T A A A A T A A A T AGAG T A A AG T T C T A T T A  67086
GCA A A T AGA A C T T C T T CA A T GA AC T T AGA A A ACA A T T T CA A T TGA TGAGA CA C T A A A A T A A A T AGA A T A A AG T T C T A T T A  67476

G T A T AGA A AG GA T T T GG T A T GA T A T C TGA T CGA CAGA A A T C T A T A T A T AG A T GGA T TG T G A T T C TG T GA T CCAGGA A A A A  66886

69.220 69.240 69.260 69.280

G T A T AGA A AG GA T T T GG T A T GA T A T C TGA T CGA CAGA A A T C T A T A T A T AG A T GGA T TG T G A T T C TG T GA T CCAGGA A A A A  66290
G T A T AGA A AG GA T T T GG T A T GA T A T C TGA T CGA CAGA A A T C T A T A T A T AG A T GGA T TG T G A T T C TG T GA T CCAGGA A A A A  66866
G T A T AGA A AG GA T T T GG T A T GA T A T C TGA T CGA CAGA A A T C T A T A T A T AG A T GGA T TG T G A T T C TG T GA T CCAGGA A A A A  67166
A T A T AGA A AG GA T T T GG T A T GA T A T C TGA T CGA CAGA A A T C T A T A T A T AG A T GGA T T T T G A T T C TG T GA T CCAGGA A A A A  67556

GA A A T T GAG T GA T T CC T T A A T T T C T T C T A A C T T T GA A AG T A T TGA T AGA T AC T A T CGGGG A ACAGA T A A C AGA T G T T C TG  66966

69.300 69.320 69.340 69.360

GA A A T T GAG T GA T T CC T T A A T T T C T T C T A A C T T T GA A AG T A T CGA T AGA T AC T A T CGGGG A ACAGA T A A C AGA T G T T C TG  66370
GA A A T T A AG T GA T T CC T T A A T T T C T T C T A A C T T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   66900
GA A A T T GAG T GA T T CC T T A A T T T C T T C T A A C T T T GA A AG T A T CGA T AGA T AC T A T CGGGG A ACAGA T A A C AGA T G T T C TG  67246
GA A A T T GAG T GA T T CC T T AC T T T C T T C T A A C T T T GA A AG T A T CGA T AGA T AC T GT CGGGG A ACAGA T A A T AGA T G T T C TG  67636

CA T CA A T T A A GCA AG T T A A T A A A A A A A A - - GCA T C - - AGA A A A A A A T CA A A T GGAG T T T T T TGA AGCA T C GGCGA T C T A T  67042

69.380 69.400 69.420 69.440

CA T CA A T T A A GCA AG T T AC T A A A A A A A A A A GCA T C - - A T A A A A A A A T CA A A T GGAG T T T T T TGA AGCA T C GG TGA T C T A T  66448
- - - - A A T T A A GCA AG T T A A T A A A A A A A A A A GCA T C - - AGA A A A A A A T A A A A T GGAG T T T T T TGA AG T A T C GG TGA T C T A T  66974
CA T CA A T T A A GCA AG T T A A T A A A A A A A A A - GCA T C - - AGA A A A A A A T A A A A T GGAG T T T T T TGA AGCA T C GG TGA T C T A T  67323
A A T CA A T T A A GCA A A T T A A T A A CA A A A A A T - CA T CGA A A A A A A A A A T GA A A T GGAG T T T T T TGA AG T A T C GG TGA T C T A T  67715
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T T T G T CA T T T A T ACGA A CA A A A CA A A A T AG T A T GA T CA T T A AGA T AG T A T GA T CA T T A AG A AC T CA AGGG GCCC T ACCCC  67122

69.460 69.480 69.500 69.520

T T T G T CA T T T A T ACGA A CA A A A CA A A A T AG T A T GA T CA T T A AGA - - - - - - - - - - - - - - - - - AC T CA AGGG GCCC T ACCCC  66511
T T T G T CA T T T A T ACGA A CA A A A CA A A A T AG T A T GA T CA T T A AGA T AG T A T GA T CA T T A AG A AC T CA AGGG GCCCCACCCC  67054
T T T G T CA T T T A T ACGA A CA A A A CA A A A T AG T A T GA T CA T T A AGA T AG T A T GA T CA T T A AG A AC T CA AGGG GCCC T ACCCC  67403
T T T G T CA T T T A T ACGA A CA A A A T A A A A T CG T A T GA T CA T T A AGA - - - - - - - - - - - - - - - - - AC T CA AGGG GCCC T A T CAC  67778

T CGA A T CAGA CAGAGA AGGG AG T GA T AGGG - T A CC T T GAG T T C T T ACGC T T T T A T G T C T A T A AGGCAGT T CA T T CGA T T A  67201

69.540 69.560 69.580 69.600

T CGA A T CAGA CAGAGA AGGG AG T GA T AGGG G T A CC T T GAG T T C T T ACGC T T T T A T G T C T A T A AGGCAGT T CA T T CGA T T A  66591
T CGA A T CAGA CAGAGA AGGG AG T GA T AGGG - T A CC T T GAG T T C T T ACGC T T T T A T G T C T A T A AGGCAGT T CA T T CGA T T A  67133
T CGA A T CAGA CAGAGA AGGG AG T GA T AGGG - T A CC T T GAG T T C T T ACGC T T T T A T G T C T A T A AGGCAGT T CA T T CGA T T A  67482
T CCC T T C T T T G T CGGA T T CG AGGGA T AGGG CC - CC T T GAG T T C T T ACGC T T T T A T G T C T A T A A CGCAGT T CA T T CGA T T A  67857

C T A CA AGGA C GA ACC T A A T C CGGA A T A T GA ACCA T A A A AG A A A A T GCC T A T T A A A CCGA T CACAGGA A T A CCAG T T A CAG  67281

69.620 69.640 69.660 69.680

C T A CA AGGA C GA ACC T A A T C CGGA A T A T GA ACCA T A A A AG A A A A T GCC T A T T A A A CCGA T CACAGGA A T A CCAG T T A CAG  66671
C T A CA AGGA C GA ACC T A A T C CGGA A T A T GA ACCA T A A A AG A A A A T GCC T A T T A A A CCGA T CACAGGA A T A CCAG T T A C TG  67213
C T A CA AGGA C GA ACC T A A T C CGGA A T A T GA ACCA T A A A AG A A A A T GCC T A T T A A A CCGA T CACAGGA A T A CCAG T T A CAG  67562
C T A CA AGGA C GA ACC T A A T C CGGA A T A T GA ACCA T A A A AG A A A A T GCC T A T T A A A CCGA T CACAGGA A T A CCAG T T A CAG  67937

T ACC T A T T A T CCA A AGAGGA A T CC T T CCAG T AG T A T CGGC CA T T T C T CCC GCC T CCC T CC CCA T T T T A T C A AGT GGT CGT  67361

69.700 69.720 69.740 69.760

T ACC T A T T A T CCA A AGAGGA A T CC T T CCAG T AG T A T CGGC CA T T T A T CCC GCC T CCC T CC CCA T T T T A T C A AGT GGT CGT  66751
T ACC T A T T A T CCA A AGAGGA A T CC T T CCAG T AG T A T CGGC CA T T T A T CCC GCCCCCC T CC CCA T T T T A T C A AGT GGT CGT  67293
T ACC T A T T A T CCA A AGAGGA A T CC T T CCAG T AG T A T CGGC CA T T T A T CCC GCC T CCC T CC CCA T T T T A T C A AGT GGT CGT  67642
T ACC T A T T A T CCA A AGAGGA A T CC T T CCAG T AG T A T CGGC CA T T T A T CCC GCC T CCC T CC ACA T T T T A T C A AGT GGT CGT  68017

GC T AGAGACA T A A A CAG T CA T AGA T A A T T A T A AGA T GCGA T CC T T CCGA A TGGGA T A AGA GA A T T CC T A C T AGT - - - T T T   67438

69.780 69.800 69.820 69.840

GC T AGAGACA T A A A CAG T CA T AGA T A A T T A T A AGA T GCGA T CC T T CCGA A TGGGA T A AGA GA A T T CC T A C T AGT - - - T T T   66828
GC T AGAGACA T A A A CAG T CA T AGA T A A T T A T A AGA T GCGA T CC T T CCGA A TGGGA T A AGA GA A T T CC T A C T AGT - - - T T T   67370
GC T AGAGACA T A A A CAG T CA T AGA T A A T T A T A AGA T GCGA T CC T T CCGA A TGGGA T A AGA GA A T T CC T A C T AGT - - - T T T   67719
GC T AGA A ACA T A A A CAG T CA T AGA T A A T T A T A AGA T GCGA T CC T T CCGA A TGGGA T A AGA GA A T T T C T A T T AGT AGT T T T  68097

T A T T C T T C T A C T A T T C T C T T T T C T T C T C T T A A T T GA AGA A A T A A T TGGA A A A T A A A ACAG CA AG T A CA A A A A TGAGT A A T  67518

69.860 69.880 69.900 69.920

T A T T C T T C T A C T A T T C T C T T T T C T T C T C T T A A T T GA AGA A A T A A T TGGA A A A T A A A ACAG CA AG T A CA A A A A TGAGT A A T  66908
T A T T CG T C T A C T A T T C T C T T T T C T T C T C T T A A T T GA AGA A A T A A T TGGA A A A T A A A ACAG CA AG T A CA A A A A TGAGT A A T  67450
T A T T CG T C T A C T A T T C T C T T T T C T T C T C T T A A T T GA AGA A A T A A T TGGA A A A T A A A ACAG CA AG T A CA A A A A TGAGT A A T  67799
T A T T C T T C T A C T A T T C T C T T T T C T T CGC T T A A T T GA AGA A A T A A T TGGA A A A T A A A ACAG CA AG T A CA A A A A TGAGT A A T  68177

A ACCCCCAG T AGAGAC T GGT ACGGT T CA A T T CA ACA T T T T G T T CG T T CGG GT T TGA T T G T G T CA T AG T T C T C T A A T T CGG  67598

69.940 69.960 69.980 70.000

A ACCCCCAG T AGAGAC T GGT ACGGT T CA A T T CA ACA T T T T G T T CG T T CGG GT T TGA T T G T G T CA T AG T T C T C T A A T T CGG  66988
A ACCCCCAG T AGAGAC T GGT ACGGT T CA A T T CA ACA T T T T G T T CG T T CGG GT T TGA T T G T G T CA T AG T T C T C T A A T T CGG  67530
A ACCCCCAG T AGAGAC T GGT ACGGT T CA A T T CA ACA T T T T G T T CG T T CGG GT T TGA T T G T G T CA T AG T T C T C T A A T T CGG  67879
A ACCCCCAG T AGAGAC T GGT ACGGT T CA A T T CA ACA T T T T G T T CG T T CGG GT T TGA T T G T G T CA T AG T T C T C T A A T T CGG  68257

A T T AGG T T T A T CGT T GGA TG A A C TGCA T T G C TGA T A T TGA CCC T A A A A A A GA A ACGGT AG G T A CAGC T AG T CCG T GA ACA  67678

70.020 70.040 70.060 70.080

A T T AGG T T T A GCGT T GGA TG A A C TGCA T T G C TGA T A T TGA CCC T A A A A A A A A A ACGGT AG G T A CAGC T AG T CCG T GA ACA  67068
A T T AGG T T T A T CGT T GGA TG A A C TGCA T T G C TGA T A T TGA CCC T A A A A A A GA A ACGGT AG G T A CAGC T AG T CCG T GA ACA  67610
A T T AGG T T T A T CGT T GGA TG A A C TGCA T T G C TGA T A T TGA CCC T A A A A A A GA A ACGGT AG G T A CAGC T AG T CCG T GA ACA  67959
A T T AGG T T T A T CGT T GGA TG A A C TGCA T T G C TGA T A T TGA CCCCA A A A A A A A A ACGGT AG G T A CAGC T AG T CCG T GA ACA  68337

GCCA ACCA T C GCAC T GT A A A A A T TGGA T AG G T T CGA T C T A T GGT CA T T GG GT CC T CC T A A A A AGA T C T A C T A A A T T CA T C  67758

70.100 70.120 70.140 70.160

GCCA ACCA T C GCAC T GT A A A A A T TGGA T AG G T T CGA T C T A T GGT CA T T GG GT CC T CC T A A A A AGA T C T A C T A A A T T CA T C  67148
GCCA ACCA T C GCAC T GT A A A A A T TGGA T AG G T T CGA T C T A T GGT CA T T GG GT CC T CC T A A A A AGA T C T A C T A A A T T CA T C  67690
GCCA ACCA T C GCAC T GT A A A A A T CGGA T AG G T T CGA T C T A T GGT CA T T GG GT CC T CC T A A A A AGA T C T A C T A A A T T CA T C  68039
GCCA ACCA T C G T AC T GT A A A A A T TGGA T AG G T T CGA T C T A T GGT CA T T GG GT CC T CC T A A A A AGA T C T A C T A A A T T CA T C  68417

A AG T TG T T CC A A AGA A T CA A A A CGGCCAG T T A T T A A T GGA A T T CC T T G T C GGC T C T C T G T A A A A T A C T CG T T TGGACGAG  67838

70.180 70.200 70.220 70.240

A AG T TG T T CC A A AGA A T CA A A A CGGCCGG T T A T T A A T GGA A T T CC T T G T C GGC T C T C T G T A A A A T A C T CG T T TGGACGAG  67228
A AG T TG T T CC A A AGA A T CA A ACCGGCCGG T T A T T A A T GGA A T T CC T T G T C GGC T C T C T G T A A A A T A C T CG T T TGGACGAG  67770
A AG T TG T T CC A A AGA A T CCA ACCGGCCGG T T A T T A A T GGA A T T CC T T G T C GGC T C T C T G T A A A A T A C T CG T T TGGACGAG  68119
GAG T TG T T CC A A AGA A T CA A A A CGGCCGG T T A T T A A T GGA A T T CC T T GCC GGC T C T C T G T A A A A T A C T CA T T TGGACGAG  68497

GGC T T CCA A A CACA T CG T A A GC T A A ACCCG T GC T GA CGA A T A ACCA A CCC GCA A T GA A T A GGGA AGG T A T AG T A A TGC T A  67918

70.260 70.280 70.300 70.320

GGC T T CCA A A CACA T CG T A A GC T A A ACCCG T GC T GA CGA A T A ACCA A CCC GCA A T GA A T A GGGA AGG T A T AG T A A TGC T A  67308
GGC T T CCA A A GACA T CG T A A GC T A A ACCCG T GC T GA CGA A T A ACCA A CCC GCA A T GA A T A GGGA AGG T A T AG T A A TGC T A  67850
GGC T T CCA A A CACA T CG T A A GC T A A ACCCG T GC T GA CGA A T A ACCA A CCC GCA A T GA A T A GGGA AGG T A T AG T A A TGC T A  68199
GGC T T CCA A A CACA T CG T A A GC T A A ACCCG T GC T GA CGA A T A ACCA A CCC GCA A T GA A T A GGGA AGG T A T AG T A A TGC T A  68577

T GA A TGACCC AG T A T CGA A T AC T GG T A A T A A T A T CAGCA A A AGA ACG T T C T CC TG T GC T T CCAGACA TGC T GAGC T CCAC  67998

70.340 70.360 70.380 70.400

T GA A TGACCC AG T A T CGA A T AC T GG T A A T A A T A T CAGCA A A AGA ACG T T C T CC TG T GC T T CCAGACA TGC T GAGC T CCAC  67388
T GA A TGACCC AG T A T CGA A T AC T GG T A A T A A T A T CAGCA A A AGA ACG T T C T CC TG T GC T T CCAGACA TGC T GAGC T CCAC  67930
T GA A TGACCC AG T A T CGA A T AC T GG T A A T A A T A T CAGCA A A AGA ACG T T C T CC TG T GC T T CCAGACA TGC T GAGC T CCAC  68279
T GA A TGACCC AG T A T CGA A T AC T GG T A A T A A T A T CAGCA A A AGA ACG T T C T CC TG T GC T T CCAGACA TGC T GAGC T CCAC  68657

A T A T T C T TG T A CAG T CA A AG GGCGA T CGC T T CCG T A A A AG A T A A A A T CAG GA A A T GGA A A T T CACCGA A T T CGA A T C T T T  68078

70.420 70.440 70.460 70.480

A T A T T C T TG T A CAG T CA A AG GGCGA T CGC T T CCG T A A A AG A T A A A A T CAG GA A A T GGA A A T T CACCGA A T T T T A A T C T T T  67468
A T A T T C T TG T A CAG T A A A AG GGCGA T C T C T T CCG T A A A AG A T A A A A T CAG GA A A T GGA A A T T CACCGA A T T T GA A T C T T T  68010
A T A T T C T TG T A CAG T CA A AG GGCGA T CGC T T CCG T A A A AG A T A A A A T CAG GA A A T GGA A A T T CACCGA A T T T GA A T C T T T  68359
A T A T T C T TG T A T AG T CA A AG GGCGA T CGC T T CCG T A A A AG A T A A A A T CAG T A A A T GGA A A T T CACCGA A T T T GA A T C T T T  68737

G TGAGA T CG T CA A T A T AG T A CCCAGGGT A T T T T T AGA A T A T ACCGA A T CA GT A T AGC T A T CC T T C T T C T G A CACAGCA AC  68158

70.500 70.520 70.540 70.560

G TGAGA T CG T CA A T A T AG T A CCCAGGGT A T T T T T AGA A T A T ACCGA A T CA GT A T AGC T A T CC T T C T T C T G A CACAGCA AC  67548
G TGAGA T CG T CA A T A T AG T A CCCAGGGT A T T T T T AGA A T A T ACCGA A T CA GT A T AGC T A T CC T T C T T C T G A CACAGCA AC  68090
G TGAGA T CG T CA A T A T AG T A CCCAGGGT A T T T T T AGA A T A T ACCGA A T CA GT A T AGC T A T CC T T C T T C T G A CACAGCA AC  68439
G TGAGA T CG T CA A T A T AG T A CCCAGGGT A T T T T T AGA A T A T ACCGA A T CA GT A T AGC T A T CC T T C T T C T G A CACAGCA AC  68817
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GCA A T T T CA A T CAG T A T CGA A A T GCA A T GC T AGA A A A T T T C T T T C T T C T T T T C T T C T T GC T GG T CGA TG T A T A A C T A T T T  68238

70.580 70.600 70.620 70.640

GCA A T T T CA A T CAG T A T CGA A A T GCA A T GC T AGA A A A T T T C T T T C T T C T T T T C T T C T T GC T GG T CGA TG T A T A A C T A T GT  67628
GCA A T T T CA A T CAG T A T CGA A A T GCA A T GC T AGA A A A T T T C T T T C T T C T T T T C T T C T T G T T GG T CGA TG T A T A A C T A T GG  68170
GCA A T T T CA A T CAG T A T CGA A A T GCA A T GC T AGA A A A T T T C T T T C T T C T T T T C T T C T T G T T GG T CGA TG T A T A A C T A T GG  68519
GCA A T T T GA A T CAG T A T CGA A A T GCA A T GC T AGA A A A T T T C T T T C T T C T T T T C T T - - - GC T GG T CA A TG T A T A A C T A T GT  68894

AC T A T T CGT A C T A T T GA A T A GA A A A AGA A A A TG T ACCC T T T A A T AGA A AG CA T T CA A T AG A A A A T T CC T C A A A T T T C T GC  68318

70.660 70.680 70.700 70.720

AC T A T T CGT A C T A T T GA A T A GA A A A AGA A A A TG T ACCC T T T A A T AGA A AG CA T T CA A T AG A A A A T T CC T C A A A T T T C T GC  67708
AC T A T T CGT A C T A T T GA A T C GA A A A AGA A A A TG T ACCC T T T A A T AGA A AG CA T T CA A T AG A A A A T T CC T C A A A T T T C T GC  68250
AC T A T T CGT A C T A T T GA A T C GA A A A AGA A A A TG T ACC T T T T A A T AGA A AG CA T T CA A T AG A A A A T T CC T C A A A T T T C T GC  68599
AC T A T T CC T A C T A T T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CA A T AG A A A AC T C T T C CA A T T T A T GC  68935

AGT A TGGGG T T T C T T T T C T C T CCA T T T CCA T T A T TGGC T T CGGA C T CGA A A T T CA AGA T C A AG T A A A A T G GGA A T CCGAC  68398

70.740 70.760 70.780 70.800

AGT A TGGGG T T T C T T T T C T C T CCA T T T CCA T T A T TGGC T T CGGA C T CGA A A T T CA AGA T C A AG T A A A A T C GGA A T CCGAC  67788
AGT A TGGGG T T T C T T T T C T C T CCA T T T CCA T T A T TGGC T T CGGA C T CGA A A T T CA AGA T C A AG T A A A A T G GGA A T CCGAC  68330
AGT A TGAGG T T T C T T T T C T C T CCA T T T CCA T T A T TGGC T T CGGA C T CGA A A T T CA AGA T C A AG T A A A A T G GGA A T CCGAC  68679
AGT A TGGGG T T T C T T T T C T C T CCA T T T CCA T T A T TGGC T T CGGA C T CGA A A T T CA AGA T C A AG - - - - - - - - - A A T CCGAC  69006

GGA T TG T T T T C - T A A T A A T T CA T GA CGGAG A T T A T CA T A T T T CCCCA T T T CA A T T AGA T G T GA A A T C T A C A A A T A T CC T T  68477

70.820 70.840 70.860 70.880

GGA T TG T T T T CA T A A T A A T T CA T GA CGGAG A T T A T CA T A T T T CCCCA T T T CA A T T AGA T G T GA A A T C T A C A A A T A T CC T T  67868
GGA T TG T T T T C - T A A T A A T T CA T GA CGGAG A T T A T CA T A T T T CCCCA T T T CA A T T AGA T G T GA A A T C T A C A A A T A T CC T T  68409
GGA T TG T T T T C - T A A T A A T T CA T GA CGGAG A T T A T CA T A T T T CCCCA T T T CA A T T AGA T G T GA A A T C T A C A A A T A T C T T T  68758
GGA T TG T T T T C - T A A T A A T T GA T GAGGT AG A T T A T CA T A T T T CCCCA T T T CA A T T AGA T G T GA A A T CCA C A A A T A T CC T T  69085

T T CG T AGGT G T AGA A T T T T T TG T TG T A A AC T CCCCC - T C T T T T T T T T T T C A AGGA A T T GG T T AG TGA T CC AGA A ACA AGT  68556

70.900 70.920 70.940 70.960

T T CG T AGGT G T AGA A T T T T T TG T TG T A A AC CCCCCCC T C T T T T T T T T T T C A AGGA A T T GG T T AG T CA T CC AGA A ACA AGT  67948
T T CG T AGGT G T AGA A T T T T T TG T TG T A A CC CCCCCCCCC T T T T T T T - - - C A AGGA A T T GG T T AG T CA T CC AGA A AGA AGT  68486
T T CG T AGGT G T AGA A T T T T T TG T TG T A A AC CCCCCCC T T T T T T T - - - - - C A AGGA A T T GG T T AG T CA T CC AGA A ACA AGT  68833
T T CG T AGGT G T AGA A T T T T T TG T TG T A A CC CCCCC T T CC T T T T T T - - - - C A AGGA A T T GG T T AG T CGGCC AGA A ACA AGT  69161

A ACAGT GGGA GA T AGCA T T C GA T A A A AGA A AGAGA A A A A T GA A T A A A A T A A T T C T A A T A A T C T ACA T T T G T GA T GCA CGC  68636

70.980 71.000 71.020 71.040

A ACAGT GGGA GA T AGCA T T C GA T A A A AGA A AGAGA A A A A T GA A T A A A A T A A T T C T A A T A A T C T ACA T T T G T GA T GCA CGC  68028
A ACAGT AGGA GA T AGCA T T C GA T A A A AGA A AGAGA A A A A T GA A T A A A A T A A T T C T A A T A A T C T ACA T T T G T GA T GCA CGC  68566
A ACAGT AGGA GA T AGCA T T C GA T A A A AGA A AGAGA A A A A T GA A T A A A A T A A T T C T A A T A A T C T A - A T T T G T GA T GCA CGC  68912
A ACAGT GGGA GA T AGGA T T C GA T A A A AGA A AGAGA A A A A T GA A T A A A A T A A T CC T A A T A A T T T ACA T T T A T GACGCA CGC  69241

G T T GGT G T A T T AGA T CCA A A GGA T C T T T C T T GA CC T A AC T A CA A AGAGGG GGC T T T T T T G T T T - - A T A T A AGA T GGA A AG  68714

71.060 71.080 71.100 71.120

G T T GGT G T A T T AGA T CCA A A GGA T C T T T C T T GA CC T A AC T A CA A AGAGGG GGC T T T T T T G T T T - - C T A T A C T A T GGA A AG  68106
A T T GGT G T A T T AGA T CCA A A GGA T C T T T C T T GA CC T A AC T A CA A AGAGGG GGC T T T T T T G T T T - - A T A T A A T A T GGA A AG  68644
A T T GGT G T A T T AGA T CCA A A GGA T C T T T C T T GA CC T A AC T A CA A AGAGGG GGC T T T T T T G T T T - - A T A T A A T A T GGA A AG  68990
G T T C T T G T A T T AGA T CCA A A GGA T C T T T C T T GA CC T A AC T A CA A AGAGGG GGC T T T T T T G T T T C T A T A T A A T A T GGA A AG  69321

ACA A A A T GGA A A A T C T A T A A AGA A A A AGA T A A T AGGA A T T T T GAG T T T T A GA A T C T A A T T GGGCCGA A A T A A A A A T T T GA  68794

71.140 71.160 71.180 71.200

ACA A A A T GGA A A A T C T A T A A AGA A A A AGA T A A T AGGA A T T T T GAG T T T T A GA A T C T A A T T GGGCCGA A A T A A A A A T T T GA  68186
ACA A A A T GGA A A A T C T A T A A AGA A A A AGA T A A T AGGA A T T T T GAG T T T T A GA A T CA A A T T GGGCCGA A A T A A A A A T T T T A  68724
ACA A A A T GGA A A A T C T A T A A AGA A A A AGA T A A T AGGA A T T T T GAG T T T T A GA A T C T A A T T GGGCCGA A A T A A A A A T T T T A  69070
ACA A A A T GGA A A A T T T A T A A AGA A A A AGA T A A T AGGA A T T T T T AG T T T T A GA A T C T A A T T GGA CCGA A A T CA A A A T T T T A  69401

T T T T T T - - - C GAGT GA T C TG A T T GT ACGA T ACC T T T T T T T C T T C T CAG T T GAGA T A T T A T G TGA A T GA A - CC T A C TGC TG  68870

71.220 71.240 71.260 71.280

T T T T T T - - - C GAGT GA T C TG A T T GT ACGA T ACC T T T T T T T C T T C T CAG T T GAGA T A T T A T G TGA A T GA A A CC T A C TGC TG  68263
T T T T T T T - - C GAGT GA T C TG A T T GT ACGA T ACC T T T T T T T - T T C T CAG T T GAGA T A T T A T G TGA A T GA A - CC T A C TGC TG  68800
T T T T T T T T T C GAGT GA T C TG A T T GT ACGA T ACC T T T T T T T C T T C T T AG T T GAGA T A T T A T G TGA A T GA A - CC T A C TGC TG  69149
T T T T T T - - - C A AGT GA T C TG A T T GT GCGA T ACC T T T T T T T C T T C T CAG T T GAGA T A T T A - - - - - - - - - - A T C T A C TGC TG  69468

A A A C T A A A A A CCA A T GAG T T A A A A T T A A AG T T T A A - - - AG T A A A T A A A A T A A AGT A A A A A A A A A - - - - - - - - - - - - - - - -   68931

71.300 71.320 71.340 71.360

A A A C T A A A A A C T A A T GAG T T A A A A T T A A AG T T T A A - - - AG T A A A T A A A A T A A AGT A A A A A A A A A - - - - - - - - - - - - - - - -   68324
A A A C T A A A A A C T A A T GAG T T A A A A T T A A AG T T T A A T A A AG T A A A T A A A A T A A AGT A A A A A A A A A - - - - - - - - - - - - - - - -   68864
A A A C T A A A A A C T A A T GAG T T A A A A T T CA AG T T T A A - - - AG T A A A T A A A A T A A AGT A A A A A A T A A - - - - - - - - - - - - - - - -   69210
A A A C T A A TGA G T T A A A A A T T CA AGT T T A A A G T A A A T A A A A T A - - T A A A A T A A AGT A A A A A A A A A T CA A AG T CA A A A AGA A  69546

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   68931

71.380 71.400 71.420 71.440

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   68324
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   68864
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   69210
A A A AGT A A AG CA A A AGG T A T T T A A A AGG T A T T T A A AG T A A AGA A A A A A A A GT A T T C T A A A A AG T A T T A T T A T A A A A AG T A  69626

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   68931

71.460 71.480 71.500 71.520

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   68324
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   68864
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   69210
T T A T A A T GT C A C T C T T T A T T CGA A A A T CGA A A A T GT A T T C GA T A CAC T A A A A A A T A A A A A T ACA A A A T AG A AGT A A T CCC  69706

- - - - - - - - - - - - - - - - - - - - - - - A A A A - - - G T T T CG T T T T T GGA A TGA AG T T ACA T GA CA CAG T TG T T A T T A T T A T T T T A  68985

71.540 71.560 71.580 71.600

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G T T T CG T T T T T GGA A TGA AG T T ACA T GA CA CAG T TG T T A T T A T T A T T T T A  68374
- - - - - - - - - - - - - - - - - - - - - - - A A A A A A A G T T T CG T T T T T GGA A TGA AG T T ACA T GA CA CAG T TG T T A T T A T T A T T T T A  68921
- - - - - - - - - - - - - - - - - - - - - - - A A - - - - - - T T T CG T T T T T GGA A TGA AG T T ACA T GA CA CAG T TG T T A T T A T T A T T T T A  69261
CCA A T T T TG T T CCA T A T T GA T T A A A A A A A A A T T T CG T T T T T GGA A TGA AG T T ACA T GA CA CAG T T A T T A T T A A T A T T T T A  69786

A T A T T AG T T G A T - - - - - - - T CA AGAG T T GC CCA CCGA A T C CG T T GA T T CG GA A T CG TGGG A TGGGT T GA T G T CA A AGA TG  69058

71.620 71.640 71.660 71.680

A T A T T AG T T G A T - - - - - - - T CA AGAG T T GC CCA CCGA A T C CG T T GA T T CG GA A T CG TGGG A TGGGT T GA T G T CA A AGA TG  68447
A T A T T AG T T G A T - - - - - - - T CA AGAG T T GC CCA CAGA A T C CG T T GA T T CG GA A T CG TGGG A TGGGT T GA T G T CA A AGA TG  68994
A T A T T AG T T G A T - - - - - - - T CA AGAG T T GC CCA CCGA A T C CG T T GA T T CG GA A T CG TGGG A TGGGT T GA T G T CA A AGA TG  69334
A T A T T AG T T G A T AG T TGAC T CA AGAG T T GC CCA CCGA A T C CG T T GA T T CG GA A T CG TGGG A TGGGT CGA T G T T A A AGA TG  69866
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AGGA A T T GA T T T C T T T T T C T A T CCC T GT CA C T CA T T T T T G T T AG T ACC T T C T A T A A T A C T T GA T GA A T CA A A A A C T T T CA  69138

71.700 71.720 71.740 71.760

A TGA A T T T A T T T C T T T T T C T A T CCC T GT CA C T CA T T T T T G T T AG T ACC T T C T A T A A T A C T T GA T GA A T CA A A A A C T T T CA  68527
A TGA A T T GA T T T C T T T T T C T A T CCC T GT CA C T CA T T T T T G T T AG T ACC T T C T A T A A T A C T T GA T GA A T CA A A A A C T T T CA  69074
A TGA A T T GA T T T C T T T T T C T A T CCC T GT CA C T CA T T T T T G T T AG T ACC T T C T A T A A T A C T T GA AGA A T CA A A A A C T T T CA  69414
A TGA A T T GA T T T C T T T T T C T A T CCA T GT T A C T CG T T T T T G T T AG T ACC T T C T AGA A T A C T T GA T GA A T CA A A A A C T T T CA  69946

A T T GA A C T T A T T C T T T CA A T TGG T A T GG T A T T T T TGC T T A T CC T CGT A T C T T T CA A A AGG T GA A AC T T AG GGA AG TGC T T  69218

71.780 71.800 71.820 71.840

A T T GA A C T T A T T C T T T CA A T TGG T A T GG T A T T T T TGC T T A T CC T CGT A T C T T T CA A A AGG T GA A AC T T AG GGA AG TGC T T  68607
A T T GA A C T T A T T C T T T CA A T TGG T A T GG T A T T T T TGC T T A T CC T CGT A T C T T T CA A A AGA T GA A AC T T AG GGA AG TGC T T  69154
A T T GA A C T T A T T C T T T CA A T TGG T A T GG T A T T T T TGC T T A T CC T CGT A T C T T T CA A A AGG T GA A AC T T AG GGA AG TGC T T  69494
A T T GA A C T T A T T C T T T CA A T TGG T A T - - - - - T T T TGC T T A T CC T CGT A T C T T T CA A A A T T T T A A AC T T AG GGA AG TGC T T  70021

T A T A A A CA T A T G T A T A A A A A GA ACA T A T T T CC T T T AGC T C C T T CA TGCC T AC T A T A AC T A G T T A T T T TGG T T T T C T A C T A  69298

71.860 71.880 71.900 71.920

T A T A A A CA T A T G T A T A A A A A GA ACA T A T T T CC T T T AGC T C C T T CA TGCC T AC T A T A AC T A G T T A T T T TGG T T T T C T A C T A  68687
T AGA A A CA T A T G T A T A A A A A GA ACA T A T T T CC T T T AGC T C C T T CA TGCC T AC T A T A AC T A G T T A T T T TGG T T T T C T A C T A  69234
T C T A A A CA T A T G T A T A A A A A GA ACA T A T T T CC T T T AGC T C C T T CA TGCC T AC T A T A AC T A G T T A T T T TGG T T T T C T A C T A  69574
T A T A A A CA T A T G T A T A A A A A GA ACA T A T T T CC T T T AGC T C CC T CA TGCC T AC T A T A AC T A G T T A T T T TGG T T T T C T A C T A  70101

GCAGC T T T A A C T A T A ACC T C GGC T C T A T T T A T T GGT C TGA G T A AGA T AGG AC T T A T T T GA A A T T A A T TGA C T GA A T A A T T  69378

71.940 71.960 71.980 72.000

GCAGC T T T A A C T A T A ACC T C GGC T C T A T T T A T T GGT C TGA G T A AGA T AGG AC T T A T T T GA A A T T A A T TGA C T GA A T A A T T  68767
GCAGC T T T A A C T A T A ACC T C GGC T C T A T T T A T T GGT C TGA G T A AGA T AGG AC T T A T T T GA A A T T A A T TGA C T GA A T A A T T  69314
GCAGC T T T A A C T A T A ACC T C GGC T C T A T T T A T T GGT C TGA G T A AGA T AGG AC T T A T T T GA A A T T A A T TGA C T GA A T A A T T  69654
GCGGC T T T A A C T A T A ACC T C GGC T C T A T T T A T T GGT C TGA G T A AGA T AGG AC T T A T T T GA A A T T A A T TGA C T GA A T A A T T  70181

T A T A A A A AGA A A T C T T T C TG TGG T A T T CCA T A T A T T T T C T AG TG T T A A T T ACCA A T T A T T GGT T A T T GAG A T T CC T AGGC  69458

72.020 72.040 72.060 72.080

T AGA A A A AGA A A T C T T T C TG TGG T A T T CCA T A T A T T T T C T AG TG T T A A T T ACCA A T T A T T GGT T A T T GAG A T T CC T AGGC  68847
T AGA A A A AGA A A T C T T T C TG TGG T A T T CCA T A T A T T T T C T AG TG T T A A T T ACCA A T T A T T GGT T A T T GAG A T T CCGAGGC  69394
T AGA A A A AGA A A T C T T T C TG TGG T A T T CCA T A T A T T T T C T AG TG T T A A T T ACCA A T T A T T GGT T A T T GAG A T T CC T AGGC  69734
T AGACA A AGA A A T C T T T C TG CAG T A T T CCA T A T A T T T T C T AG TG T T A A T T ACCA A T T A T T GGT T A T T GAG A T T CC T AGGC  70261

A A T A AGGA T T A A T A T T T AGG GA T AGA T A T T ACC T C T C T T T T T CCCC T - - T T CA A A T A A A - - - - - - - - A T T A A A T T GA A A T  69528

72.100 72.120 72.140 72.160

A A T ACGGA T T A A T A T T T AGG GA T AGA T A T T ACC T C T C T T T T T CCCC T - - T T CA A A T A A A - - - - - - - - - T T A A A T T GA A A T  68916
A A T ACGGA T T A A T A T T T AGG GA T AGA T A T T ACC T C T C T T T T - CCCC T - - T T CA A A T A A A - - - - - - - - - T T A A A T T GA A A T  69462
A A T ACGCA T T A A T A T T T AGG GA T AGA T A T T ACC T C T C T T T T - CCCC T - - T T CA A A T A A A T T A A A T A A A T T A A A T T GA A A T  69811
A A T ACAGA T T A A T A T T T AGG GA T AGA T A T T ACC T C T C T T T T T CCCC T C T T T CA A A T A A A - - - - - - - - - T T A A A T T GA A A T  70332

GA T T GA AGT C T T T T T A T T TG GA A T CG T C T T AGG T C T A A T T CC T A T T A C T T TGGC T GGA T T A T T CGT A ACC GCA T A T T T AC  69608

72.180 72.200 72.220 72.240

GA T T GA AGT C T T T C T A T T TG GA A T CG T C T T AGG T C T A A T T CC T A T T A C T T TGGC T GGA T T A T T CGT A ACC GCA T A T T T AC  68996
GA T T GA AGT C T T T C T A T T TG GA A T CG T C T T AGG T C T A A T T CC T A T T A C T T TGGC T GGA T T A T T C T T A ACC GCA T A T T T AC  69542
GA T T GA AGT C T T T C T A T T TG GA A T CG T C T T AGG T C T A A T T A C T A T T A C T T TGGC T GGA T T A T T C T T A ACC GCA T A T T T AC  69891
GA T T GA AGT C T T T C T A T T TG GA A T CG T C T T AGG T C T A A T T CC T A T T A C T T TGGC T GGA T T A T T CGT A ACC GCA T A T T T AC  70412

A A T ACAGACG T GGT GA T CAG T T GGA CC T T T GA T T A A T T CA CA T C T C T T T T T T T A A C TGAC C T CC T CC T T T C T T T A A T T T A  69688

72.260 72.280 72.300 72.320

A A T ACAGACG T GGT GA T CAG T T GGA CC T T T GA T T A A T T CA CA T C T C T T T T T T T A A C TGAC C T CC T CC T T T C T T T A A T T T A  69076
A A T ACAGACG T GGT GA T CAG T T GGA CC T T T GA T T A A T T CA CA T C T C T T T T T T T A A C TGAC C T CC T CC T T T C T T T A A T T T A  69622
A A T ACAGACG T GGT GA T CGG T T GGA CC T T T GA T T A A T T CA CA T C T C T T T T T T T A A C TGAC C T CC T CA T T T C T T T A A T T T A  69971
A A T ACAGACG T GGT GA T CAG T T GGA CC T T T GA T T A A T T A A CA T C T C T T T T T T T A A C TGAC C T C T T CC T T T C T T T A A T T T C  70492

A T CCGGGGGG - AGG T CA AGG T CA A - - - A T T CAGA T T GC T G T T CA A T T A T T T CAGT T CAG T C TG T GT A A T T T T CGA T C T A A  69764

72.340 72.360 72.380 72.400

A T CCGGGGGG GAGG T CA AGG T CA A - - - A T T CAGA T T GC T G T T CA A T T A T T T CAGT T CAG T C TG T GT A A T T T T CGA T C T A A  69153
A T CCGGGGGG - AGG T CA AGG T CA A - - - A T T CAGA T T GC T G T T CA A T T A T T T CAGT T CAG T C TG T GT A A T T T T CGA T C T A A  69698
A T CCGGGGGG - AGG T CA AGG T CA A - - - A T T CAGA T T GC T G T T CA A T T A T T T CAGT T CAG T C TG T GT A A T T T T CGA T C T A A  70047
A T CCGGGGGG - AGG T CA AGG T CA ACA A A T T CGGA T T AC T G T T CA A T T A T T T CAGT T CAG T G TG T GT A A T T T T TGA T C T A A  70571

GACGACA AGA GCGGA A T CAC GC T C T G T AGG A T T T GA ACC T A CGA CA T T GG GT T T T GGAGA CCCACG T T C T A CCGA AC T GA  69844

72.420 72.440 72.460 72.480

GACGACA AGA GCGGA A T CAC GC T C T G T AGG A T T T GA ACC T A CGA CA T T GA GT T T T GGAGA CCCACG T T C T A CCGA AC T GA  69233
GACGACA AGA GCGGA A T CAC GC T C T G T AGG A T T T GA ACC T A CGA CA T T GG GT T T T GGAGA CCCACG T T C T A CCGA AC T GA  69778
GACGACA AGA GCGGA A T CAC GC T C T G T AGG A T T T GA ACC T A CGA CA T T GG GT T T T GGAGA CCCACG T T C T A CCGA AC T GA  70127
GC T GACA AGA GCGGA A T CAC GC T C T G T AGG A T T T GA ACC T A CGA CA T T GG GT T T T GGAGA CCCACG T T C T A CCGA AC T GA  70651

AC T A AGAGCG C T T T C T T A T C ACA ACGGA A A AGA C TG T A A A GA A - - - - - - - - - - - - GGAGA T T CC T T T T T T T T T T - ACCCC  69911

72.500 72.520 72.540 72.560

AC T A AGAGCG C T T T C T T A T T ACA ACGA A A A AGA C TG T A A A GA A A A AGA A A A AGA AGGAGA T T CCGT T T T T T T T T - ACCCC  69312
AC T A AGAGCG C T T T C T T A T C ACA ACGGA A A AGA C TG T A A A GA A - - - - - - - - - - - - GGAGA T T CCGT T T T T T T T T - ACCCC  69845
AC T A AGAGCG C T T T C T T A T C ACA ACGGA A A AGA C TG T A A A GA A - - - - - - - - - - - - GGAGA T T CCGT T T T T T T T T T ACCCC  70195
AC T A AGAGCG C T T T CGT A T C ACA ACG T A A A AGA C TG T A A A T A A - - - - - - - - - - - - GGAGA T T C - - - T T C T T T T T T ACCCC  70716

CA A T A A A A T A C T T C T TGCA T GT - - - - - - - A T CA T A T A T CA T A A A A T T A A A GA T T A T C T A T G T CA A A A T T T A A T CGA T C T A  69984

72.580 72.600 72.620 72.640

CA A T A A A A T A C T T C T TGCA T GT - - - - - - - A T CA T A T A T CA T A A A A T T A A A GA T T A T C T A T G T CA A A A T T T A A T CGA T C T A  69385
CA A T A A A A T A C T T C T TGCA T GT - - - - - - - A T CA T A T A T CA T A A A A T T A A A GA T T A T C T A T G T A A A A A T T T A A T CGA T C T A  69918
CA A T A A A A T A C T T C T TGCA T GT - - - - - - - A T CA T A T A T CA T A A A A T T A A A GA T T A T CCA T G T A A A A A T T T A A T CGA T C T A  70268
CA A A A A A A T C C T T C T TGCA T GT G T A T AC T A T CA T A T A T CA T A A A A T T A A A GA T T A T GT A T G T CA A A A T T T A A T CGA T C T A  70796

A A A T CGA T - - - - - - - - - - C T C T CGT T AC T C C T CC T C T GAG CAGT A A T T GA T AGGGA TGAC AGGA T T T GA A CCCG T GA CA T  70054

72.660 72.680 72.700 72.720

A A A T CGA T - - - - - - - - - - C T C T CGT T AC T C C T CC T C T GAG CAGT A A T T GA T AGGGA TGAC AGGA T T T GA A CCCG T GA CA T  69455
A A A T CGA T - - - - - - - - - - C T C T CC T T AC T C C T CC T C T GAG CAGT A A T T GA T AGGGA TGAC AGGA T T T GA A CCCG T GA CA T  69988
A A A T CGA T - - - - - - - - - - C T C T CGT T AC T C C T CC T C T GAG CAGT A A T T GA T AGGGA TGAC AGGA T T T GA A CCCG T GA CA T  70338
A A A T TGA T T A A A A T T GA T C T C T CGT T AC T C C T CC T C T A AG CAGT A A T T GA T AGGGA TGAC AGGA T T T GA A CCCG T GA CA T  70876

T T T G T A CCCA A A ACA A A CGC GC T ACCA AGC T GCGC T ACA T CCC T T T CA A T TGG T C T ACAG T A T CA T T GT A GAGA A T CCCC  70134

72.740 72.760 72.780 72.800

T T T G T A CCCA A A ACA A A CGC GC T ACCA AGC T GCGC T ACA T CCC T T T CA A T TGG T C T ACAG T A T CA T T GT A GAGA A T CCCC  69535
T T T G T A CCCA A A ACA A A CGC GC T ACCA AGC T GCGC T ACA T CCC T T T CA A T TGG T C T ACAG T A T CA T T GT A GAGA A T CCCC  70068
T T T G T A CCCA A A ACA A A CGC GC T ACCA AGC T GCGC T ACA T CCC T T T CA A T TGG T C T ACAG T A T CA T T GT A GAGA A T CCCC  70418
T T T G T A CCCA A A ACA A A CGC GC T ACCA AGC T GCGC T ACA T CCC T T T CA A T TGG T C T ACAG T A T CA T T GT A GAGA A T CCC T  70956
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G T C T TG T T T T CCACA T CC TG A T T A T T T T A - - - - - - - - - T T CCC T CCA T TG A T AGGCA A A A T AGA T C T TGC CA T T T C T T C T  70205

72.820 72.840 72.860 72.880

G T C T TG T T T T CCACA T CC TG A T T A T T T T A - - - - - - - - - T T CCC T CCA T TG A T A TGCA A A A T AGA T C T TGC CA T T T C T T C T  69606
G T C T TG T T T T CCACA T CC TG A T T A T T T T A - - - - - - - - - T T CCC T CCA T TG A T A TGCA A A A T AGA T C T TGC CA T T T C T T C T  70139
G T C T TG T T T T CCACA T CC TG A T T A T T T T A - - - - - - - - - T T CCC T CCA T TG A T A TGCA A A A T AGA T C T TGC CA T T T C T T C T  70489
G T C T TG T T T T CCACA T C T T T A T T A T T T T A A T A A T T T T A T T CC T T CCG T TG A T A TGCA A A A T CGA T T T TGC CA T T T C T T C T  71036

T T T T GG T C T C A T A T CA T A T A ACA T A T A A T A A T A T T A A A T A A A T A T T T T T C T T - GGGA A T T A T CAGG T GT A A AGT GACCC T  70284

72.900 72.920 72.940 72.960

T T T T GG T CCC A T A T CA T A T A ACA T A T A A T A A T A T T A A A T A A A T A T T T T T T T T T GGGA A T T A T CAGG T GT A A AGT GACCC T  69686
T T T T GG T C T C A T A T CA T A T A ACA T A T A A T A A T A T T A A A T A A A T A T T T T T C T T - GGGA A T T C T CAGG T GT A A AGT GACCC T  70218
T T T T GG T C T C A T A T CA T A T A ACA T A T A A T A A T A T T A A A T A A A T A T T T T T C T T - GGGA A T T C T CAGG T GT A A AGT GACCC T  70568
T T T T GG T C T C A T ACCA T A T A ACA T A T A A T A A - - - - - - A T G A A T A T T T T T C T T - GGGA A T T C T A CGGCGT A A AGT GA A CC T  71109

T T T T T C T GC T T T A AGA A A A A GA A A A A AGA A A AGA A A A T C T T A T T CCCCGA C T CA T T GCAC A T T T CA A T T T GA A T T AGGGA  70364

72.980 73.000 73.020 73.040

T T T T T C T GC T T T A AGA A A A A - - - - - - AGA A A AGA A A A T C T T A T CCCCCGA C T CA T T GCAC A T T T CA A T T T GA A T T AGGGA  69760
T T T T T C T GC T T T A AGA A A A A - - - - - - AGA A A AGA A A A T C T T A T CCCCCGA C T CA T T GCAC A T T T CA A T T T GA A T CGGGGA  70292
T T T T T C T GC T T T A AGA A A A A - - - - - - AGA A A AGA A A A T C T T A T CCCCCGA C T CA T T GCAC A T T T CA A T T T GA A T T AGGGA  70642
T T T T T C T GC T T T A AGA A A A A G - - - - - A A A A A AGA A A C T C T T A T C T ACCGA A T CA T T GCAC A T T T CA A T T T GA A T T AGGGA  71184

T T CCACGCA C A A A T ACA AGT GG T C T T T A AC T ACA T A T ACA T C T C T T A CCA T A A TG T A T T A CA A T A T GGA A T ACA A A A A A A  70444

73.060 73.080 73.100 73.120

T T CCACGCA C A A A T ACA AGT GG T C - - - A AC T ACA T A T ACA T C T C T T A CCA T A A TG T A T T A CA A T A T GGA A T ACA A A A A A A  69837
T T CCACGCA C A A A T ACA AGT GG T T T T T A AC T ACA T A T ACA T C T C T T A CCA T A A T A T A T T A CA A T A T GGA A T ACA A A A A A A  70372
T T CCACGCA C A A A T ACA AGT GG T C T T T A AC T ACA T A T ACA T C T C T T A CCA T A A T A T A T T A CA A T A T GGA A T ACA A A A A A A  70722
T T CCGCGCAG A A A T ACA AC T GG T T T T T A AC T ACA T A T GCA T C T C T T A CCA T A A TG T A T T A CA A T A T GGA A T ACA A A A A A A  71264

AGA AGGAGGA T T T T CA A T GC GAGA T C T A A A A ACA T A T C T T T CCG T GGCAC CGG T A C T A AG T AC T C T A TGG T T CGGGT C T T  70524

73.140 73.160 73.180 73.200

AGA AGGAGGA T T T T CA A T GC GAGA T C T A A A A ACA T A T C T T T CCG T GGCAC CAG T A C T A AG T AC T C T A TGG T T CGGGT C T T  69917
AGA AGGAGGA T T T T CA A T GC GAGA T C T A A A A ACA T A T C T T T CCG T GGCAC CGG T A C T A AG T AC T C T A TGG T T CGGGT C T T  70452
AGA AGGAGGA T T TGCA A T GC GAGA T C T A A A A ACA T A T C T T T CCGCGGCAC CGG T A C T A AG T AC T C T A TGG T T CGGGT C T T  70802
AGA AGGAGGA T T T T CA A T GC GAGA T C T A A A A ACA T A T C T T T CCG T GGCAC CGG T A C T A AG T AC T C T A TGG T T CGGGT C T T  71344

T AGCAGG T T T A T TGA T AGA A A T CA A T CG T T T A T T CCCGGA T GCG T TGACA T T T CC T T T T T T T T CA T T C T A G T T A T TGA A A  70604

73.220 73.240 73.260 73.280

T AGCAGG T T T A T TGA T AGA A A T CA A T CG T T T A T T CCCGGA T GCG T TGAC T C T T CC T T T T T T T T CA T T C T A G T T A T TGA A A  69997
T AGCAGG T T T A T TGA T AGA A A T CA A T CG T T T A T T CCCGGA T GCG T TGACA T T T CC T T T T T T T T CA T T C T A G T T A T TGA A A  70532
T AGCAGG T T T A T TGA T AGA A A T T A A T CG T T T A T T CCCGGA T GCG T TGACA T T T CC T T T T T T T T CA T T C T A G T T A T TGA A A  70882
T AGCAGG T T T A T TGA T AGA A A T CA A T CG T T T A T T T CCGGA T GCG T TGACA T T T CC T T T T T T T T CA T T C T A G T T A T TGA A A  71424

T GA A A AGGGG T GA AGA AGA T T AGAGA T A A A A T CA A A T A T T T G TGAC T A A T C T C T C T T T CC CC T C T T T T - - - - - - - - T T T T  70676

73.300 73.320 73.340 73.360

T GA A A AGGGG T GA AGA AGA T T AGAGA T A A A A T CA A A T A T T T G TGAC T A A T C T C T C T T T CC CC T C T T T T - - - - - - - - T T T T  70069
T GA A A AGGGG T GA AGA AGA T T AGAGAGA A A A T A A A A T A T T T G TGAC T A A T C T C T C T T T CC CC T C T T T T C T T T T T T T T T T T  70612
T GA A A AGGGG T GA AGA AGA T T AGAGA T A A A A T CA A A T A T T T G TGAC T A A T C T C T C T T T CC CC T C T T T T C T T T T T T T T T T T  70962
T GGA ACGGGG T GA AGA AGA T T AGAGA T AGA A T CA A A T A T T T G TGAC T A A T C T C T C T T T CC CC T C T T T T C T T - - - - - T T T T  71499

T T T - AGA A T T AGA T AGA T AG A A T A AGGGAG GA A AGAGA A A GA A A A A AG TG GA T T CA ACC T CAGCGA A AC T CGGG T TGGGC  70755

73.380 73.400 73.420 73.440

T T T T AGA A T T AGA T AGA T AG A A T A AGGGAG GA A AGAGA A A GA A A A A AG TG GA T T CA ACC T CAGCGA A AC T CGGG T TGGGC  70149
T T T T AGA A T T AGA T AGA T AG A A T A AGGGAG GA A AGAGA A A GA A A A A AG TG GA T T CA ACC T CAGCGA A AC T CGGG T TGGGC  70692
T T T T AGA A T T CGA T AGA T AG A A T A AGGGAG GA A AGAGA A A GA A A A A AG TG GA T T CA ACC T CAGCGA A AC T CGGG T TGGGC  71042
T T T T AGA A T T AGC T AGA T AG A A T A AGGGAG T A A AGAGA A A GA A A A A A ACG GA T T CA ACC T CAGCGA A AC T CGGG T CGGGC  71579

T CCA A T T A A A T T A A T - - - - - - - - - - - - - - - - - - - - A A T A C AG T T A A A AGA A A ACGGA A A T G TGGC T AGGG T A AGAGT A T C  70815

73.460 73.480 73.500 73.520

T CCA A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A A T A C AG T T A A A AGA A A ACGGA A A T G TGGC T AGGG T A AGAGT A T C  70200
T CCA A T T A A A T T A A T - - - - - - - - - - - - - - - - - - - - A A T A C AG T T A A A AGA A A ACGGA A A T G TGGC T AGGG T A AGAGT A T C  70752
T CCA A T T A A A T T A A T - - - - - - - - - - - - - - - - - - - - A A T A C AG T T A A A AGA A A ACGGA A A T G TGGC T AGGC T A AGAGT A T C  71102
T T CA A T T A A A T T A A T T A A T A CA A AG T A A A T T A A T T A A T A C AG T T A A A AGA A A ACGGA A A T G TGGC T AGGG T A AGAGT A T C  71659

A T A CA A T ACA AGA T AC T T A A A T GA A A T A C T G T A C TG T GA T T AGCA A T A T A GT T AGA A A T T A T T G T A T T A C T T A T T A T T T A  70895

73.540 73.560 73.580 73.600

A T A CA A T ACA AGA T AC T T A A A T GA A A T CC T G T A C TG T GA T T AGCA A T A T A GT T AGA A A T T A T T G T A T T A C T T A T T A T T T A  70280
A T A CA A T ACA AGA T AC T T A A A T GA A A T A C T G T A C TG T GA T T AGCA A T A T A GT T AGA A A T T A T T G T A T T A C T T A T T A T T T A  70832
A T A CA A T ACA AGA T AC T T A A A T GA A A T A C T G T A C TG T GA T T AGCA A T A T A GT T AGA A A T T A T T G T A T T A C T T A T T A T T T A  71182
A T A T A A T ACA AGA T AC T T A A A T GA A A T A C T G T A C TG T GA T T AGCA A T A T A GT T AGA A A T T A T T G T A T T A C T T A T T A T T T A  71739

C T A T A T T GA T T GCA ACA A A A T C T T T A T T T C A A A A T T T GA T T T TGAGT GGT T AGCA AC T T C T A T T T T - T T T G T CCC T T GC T  70974

73.620 73.640 73.660 73.680

C T A T A T T GA T T GCA ACA A A A T C T T T A T T T C A A A A T T T GA T T T TGAGT GGT T AGCA AC T T C T A T T T T - T T T G T CCC T T GC T  70359
C T A T A T T GA T T GCA ACA A A A T C T T T A T T T C A A A A T T GGA T T T TGAGT GGT T AGCA AC T T C T A T T T T - T T T G T CCC T T GC T  70911
C T A T A T T GA T T GCA ACA A A A T C T T T A T T T C A A A A T T GGA T T T TGAGT GGT T AGCA AC T T C T A T T T T - T T T G T CCC T T GC T  71261
C T A T A T T GA T T G T A ACA A A A T C T T T A T T T C A A A A T T T T A T T T TGAGT GGT T AGCA AC T T C T A T T T T G T T C C T T CC T T GC T  71819

T C T T A T T CGC T T CGGA T CGG A A A A T AGA A A AGT T GGG TGA A T CA A A A ACC CA A AGGAGG T T CA T GGCCA A GGGT A A AGA T  71054

73.700 73.720 73.740 73.760

T C T T A T T CGC T T CGGA T CGG A A A A T AGA A A AGT T GGG TGA A T CA A A A ACC CA A AGGAGG T T CA T GGCCA A GGGT A A AGA T  70439
T C T T A T T CGC T T CGGA T CGT A A A A T AGA A A AGT T GGG TGA A T CA A A A ACC CA A AGGAGG T T CA T GGCCA A GGGT A A AGA T  70991
T C T T A T T CGC T T CGGA T CGG A A A A T AGA A A AGT T GGG TGA A T CA A A A ACC CA A AGGAGG T T CA T GGCCA A GGGT A A AGA T  71341
T C T T A T T CG T T T CAGA T CA T A A A A T AGA A A AGT T GGG TGA A T CA A A A - CC CA A AGGAGG T T CA T GGCCA A GGGT A A AGA T  71898

G T CCGAG T A A GGGT T A T T T T GGA A T G T A CC AGT T GT G T T C GA A A T GG T GT T A A T A AGGA A T CA AGGGGT A T T T CCAGA T A  71134

73.780 73.800 73.820 73.840

G T CCGAG T A A GGGT T A T T T T GGA A T G T A CC AGT T GT G T T C GA A A CGG T GT T A A T A AGGA A T CA AGGGGT A T T T CCAGA T A  70519
G T CCGAG T A A GGGT T A T T T T GGA A T G T A CC AGT T GT G T T C GA A A CGG T GT T A A T A AGGA A T CA AGGGGT A T T T CCAGA T A  71071
G T CCGAG T A A GGGT T A T T T T GGA A T G T A CC AGT T GT G T T C GA A A CGG T GT T A A T A AGGA A T CA AGGGGT A T T T CCAGA T A  71421
G T CCGAG T A A GAGT T A T T T T GGA A T G T A CC AGT T GT G T T C GA A A CGA T GT T A A T A AGGA A T CA AGAGGGA T T T CCAGA T A  71978

T A T T AC T CA A A AGA A T CGAC ACA A T ACA CC T AG T CGA T T G GA A T T GAGA A A A T T C T GT CC C T A T TG T T A C A CACA T A CA A  71214

73.860 73.880 73.900 73.920

T A T T AC T CA A A AGA A T CGAC ACA A T ACA CC T AG T CGA T T G GAGT T GAGA A A A T T C T GT CC C T A T TG T T A C A CACA T A CA A  70599
T A T T AC T CA A A AGA A T CGAC ACA A T ACA CC T AG T CGA T T G GA A T T GAGA A A A T T C T GT CC C T A T TG T T A C A CACA T A CA A  71151
T A T T AC T CA A A AGA A T CGAC ACA A T ACA CC T AG T CGA T T G GA A T T GAGA A A A T T C T GT CC C T A T TG T T A C A CACA T A CA A  71501
T A T T AC T CA A A AGA A T CGAC ACA A T ACA CC T AG T CGA T T G GA A T T GAGA A A A T T C T GT CC C T A T TG T T A C A CACA T A CA A  72058

66



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

T T CA TGGGGA GA T A A AGA A A T AGA T A T AGA T CGA ACCGAG T GC T T GT G TG T CACCC T T CC A AGGA A CA T G A A A A A A T A A T  71294

73.940 73.960 73.980 74.000

T T CA TGGGGA GA T A A AGA A A T AGA T A T AGA T CGA ACCGAG T GC T T GT G TG T CACCC T T CC A AGGA A CA T G A A A A A A T A A T  70679
T T CA TGGGGA GA T A A AGA A A T AGA T A T AGA T CGA ACCGAG T GC T T GT G TG T CACCC T T CC A AGGA A CA T G A CA A A A T A A T  71231
T T CA TGGGGA GA T A A AGA A A T AGA T A T AGA T AGA ACCGAG T GC T T GT G TG T CACCC T T CC A AGGA A CA T G A A A A A A T A A T  71581
T T CA TGGGGA GA T A A AGA A A T AGA T A - - A A T TGA ACCGAG T GC T T GT G TG T CACCC T T CC A AGGA A CA T G A A A A A A T A A T  72136

A T AGA T A T A T A T C T A T A T T A T T T CA T A T A T T T A A A T GGA A A CA A A T A - - - - - - A A T A A A T A T AGA - - CA A A CCA A A T CC T  71366

74.020 74.040 74.060 74.080

AGAGA T A T A T A T C T A T A T T A T T T CA T A T A T T T A A A T GGA A A CA A A T A - - - - - - A A T A A A T A T AGA - - CA A A CCA A A T CC T  70751
A T AGA T A T A T - - C T A T A T T A T T T CA T A T A T T T A A A T GGA A A CA A A T A CA A A T A A A T A A A T A T AGA - - CA A A CCCA A T CC T  71307
A T AGA T A T A T - - C T A T A T T A T T T CA T A T A T T T A A A T GGA A A CA A A T A - - - - - - A A T A A A T A T AGA - - CA A A CCA A A T CC T  71651
A T AGA T AGA T A T C T A T A T T A T T T T A T A T A T T T A A A T GGA A A CA A A T A CA A A T A A A T A A A T AGAGAGACA A A CCA A A T CC T  72216

A T T A A T T A A T T C T AGA A A T C - - - - - - - - A T T T T T CA T T T C A T CGA AC T GG GA T T T T TGCG A T A AGGA A T A A ACA A A T T A T  71438

74.100 74.120 74.140 74.160

A T T A A T T A A T T C T AGA A A T C - - - - - - - - A T T T T T GA T T T C A T CGA A A T GG GA T T T T TGCG A T A AGGA A T A A ACA A A T T A T  70823
A T T A A T T A A T T C T AGA A A T C - - - - - - - - A T T T T T GA T T T C AGCGA A A T GG GA T T T T TGCG A T A AGGA A T A A ACA A A T T A T  71379
A T T A A T T A A T T C T AGA A A T T - - - - - - - - A T T T T T GA T T T C AGCGA A A T GG GA T T T T TGCG A T A AGGA A T A A ACA A A T T A T  71723
C T T A A T T A A T T C T A T A A A T C T A T A A A T CA T T T T T GA T T T C A T CGA A A T GG GA T T T T AGCG A T A AGGA A T A A ACA A A T T A T  72296

GGA T A A A T C T A AGCGAC T C T T T C T T A A A T C CA AGCGA T C T T T T CG T AGGC GT T TGCCCCC GA T CCA A T CG GGGGA T CGA A  71518

74.180 74.200 74.220 74.240

GGA T A A A T C T A AGCGAC T C T T T C T T A A A T C CA AGCGA T C T T T T CG T AGGC GT T TGCCCCC GA T CCA A T CG GGGGA T CGA A  70903
GGA T A A A T C T A AGCGAC T C T T T C T T A A A T C CA AGCGA T C T T T T CG T AGGC GT T TGCCCCC GA T CCA A T CG GGGGA T CGA A  71459
GGA T A A A T C T A AGCGAC T C T T T C T T A A A T C CA AGCGA T C T T T T CG T AGGC GT T TGCCCCC GA T CCA A T CG GGGGA T CGA A  71803
GGA T A A A T CC A AGCGAC T C T T T C T T A A A T C CA AGCGA T C T T T T CG T AGGC GT T TGCCCCC GA T CCA A T CG GGGGA T CGA A  72376

T TGA T T A T AG A A A T A TGAGT T T A A T T AG T C GA T T T A T T AG T GA A CA AGGA A A A A T A T T A T C T AGACGGG T GA A T AGA T TG  71598

74.260 74.280 74.300 74.320

T TGA T T A T AG A A A T A TGAGT T T A A T T AG T C GA T T T A T T AG T GA A CA AGGA A A A A T A T T A T C T AGACGGG T GA A T AGA T TG  70983
T TGA T T A T AG A A A T A TGAGT T T A A T T AG T C GA T T T A T T AG T GA A CA AGGA A A A A T A T T A T C T AGACGGG T GA A T AGA T TG  71539
T TGA T T A T AG A A A T A TGAGT T T A A T T AG T C GA T T T A T T AG T GA A CA AGGA A A A A T A T T A T C T AGACGGG T GA A T AGA T TG  71883
T TGA T T A T AG A A A T A TGAGT T T A A T T AG T C GA T T T A T T AG T GA A CA AGGA A A AC T A T T A T C T AGACGGG T GA A T AGAG TG  72456

ACC T T A A A AG A ACA ACGA T T A A T T A C T A T T GC T A T CA A A C A AGC T CG T A T T T T A T C T T CG T T A CC T T T T C T T A A T A A T GA  71678

74.340 74.360 74.380 74.400

ACC T T A A A AG A ACA ACGA T T A A T T A C T A T T GC T A T CA A A C A AGC T CG T A T T T T A T C T T CG T T A CC T T T T C T T A A T A A T GA  71063
ACC T T A A A AG A ACA ACGA T T A A T T A C T A T T GC T A T CA A A C A AGC T CG T A T T T T A T C T T CG T T A CC T T T T C T T A A T A A T GA  71619
ACC T T A A A AG A ACA ACGA T T A A T T A C T A T T GC T A T CA A A C A AGC T CG T A T T T T A T C T T CG T T A CC T T T T C T T A A T A A T GA  71963
ACC T T A A A AG A ACA ACGA T T A A T T A C T A T T GC T A T A A A A C A AGC T CG T A T T T T A T C T T T G T T A CC T T T T C T T A A T A A T GA  72536

GA A ACA A T T T GA A AGA AG TG AG T CGACCGC T AGA AC T ACC GG T C T T AGA A CCAGA A A A A A A A - - - - T AGG C T T A C T C T T C  71754

74.420 74.440 74.460 74.480

GA A ACA A T T T GA A AGA AG TG AG T CGA T CGC T AGA AC T ACC GG T C T T AGA A CCAGA A A A A A A T AGGC T TGG C T T A C T C T T C  71143
GA A ACA A T T T GA A AGA AG TG AG T CGACCGC T AGA AC T ACC GG T C T T AGA A CCAGA A A A A A A - - - - - T AGG C T T A C T C T T C  71694
GA A ACA A T T T GA A AGA AG TG AG T CGACCGC T AGA AC T ACC GG T C T T AGA A CCAGA A A A A A A - - - - - T AGG C T T A C T C T T C  72038
GA A ACA A T T T GA A AGA AG TG AG T CA ACCGC T AGA AC T CC T GG T C T T AGA A CCAGA A A A A A A - - - - - T AGG C T T A C T C T T C  72611

A AC T GA A T CA A A A T T CCA A T CCGA A C T CA A ACA CAGA TGG A T GT T T T A T T CA A A A A A T AC GAGA AGCGG T CG TG T C - A T A  71833

74.500 74.520 74.540 74.560

A AC T GA A T CA A A A T T CCA A T CCGA A C T CA A ACA CGGA TGG A T GT T T T A T T CA A A A A A T AC GAGA AGCAG T CG TG T C - A T A  71222
A AC T GA A T CA A A A T T CCA A T CCGA A C T CA A ACA CAGA TGG A T GT T T T A T T CA A A A A A T AC GAGA AGCAG T CG TG T C - A T A  71773
A AC T GA A T CA A A A T T CCA A T CCGA A C T CA A ACA CGGA TGG A T GT T T T A T T CA A A A A A T AC GAGA AGCAG T CG TG T C - A T A  72117
A AC T CA A T CA A A A T T CCA A T CCGA A C T CA A ACA CAGA TGG A T GT T T T C T T CA A A A A A T AC GAGA AGCAG T CG TG T CCG T A  72691

AGA A A A A A A A A A A A A A A A A A A A A A AGA A T T GGGGA AGA AG A A T A A A T C T T T T T T T T T T T T T T T A T T GAG T G T GT T CGC T C  71913

74.580 74.600 74.620 74.640

AGA A A A A A A A - - - - - - - - - - - - - - - GA A T T GGGGA AGA AG A A T A A A T C T T T T T T T T T T T - - - - A T T GAG T G T GT T CGC T C  71283
AGA A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G A A T A A A T C T T T T T T T T T T T - - - - A T T GAG T G T GT T CGC T C  71814
AGA A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G A A T A A A T C T T T T T T T T T - - - - - - A T T GAG T G T GT T CGC T C  72156
AGA A A A A A A A - - - - - - - - - - - - - - - GA A T T GGGGA AGA AG A A T A A A T C T T T T T T T T - - - - - - - A T T GAG T G T GT T CGC T C  72749

A T T T TGACGA C T T T A T CA T A T T A T C T CA T A C T A A T T T C T A C T C T ACC T T C CCGGAG T T CA T T C T CCAGAG A AC T CCA T T T  71993

74.660 74.680 74.700 74.720

A T T T TGACGA C T T T A T CA T A T T A T C T CA T A C T A A T T T C T A C T C T ACC T T C CCGGAG T T CA T T C T CCAGAG A AC T CCA T T T  71363
A T T T TGACGA C T T T A T CA T A T T A T C T CA T A C T A A T T T C T A C T C T ACC T T C CCGGAG T T CA T T C T CCAGAG A AC T CCA T T T  71894
A T T T TGACGA C T T T A T CA T A T T A T C T CA T A C T A A T T T C T A C T C T ACC T T C C T GA AG T T CA T T C T CCAGAG A AC T CCA T T T  72236
A T T T T A ACGA C T T T A T CA T A T T A T A T CA T G C T A A T T T C T A C T C T ACC T T C CCGGAG T T CA T T C T CCAGAG A AC T CCA T T T  72829

A A A A A T T A T G A CGA A T T CC T T CCA A C T T C T T T A T T T T A T G A T C T CA T T GG A A A T CA T A T A A AGACA A T T C C T A T T TGA T A  72073

74.740 74.760 74.780 74.800

A A A A A T T A T G A CGA A T T CC T T CCA A C T T C T T T A T T T T A T G A T C T CA T T GG A A A T CA T A A A A AGACA A T T C C T A T T TGA T A  71443
A A A A A T T A T G A CGA A T T CC T T CCA A C T T C T T T A T T T T A T G A T C T CA T T GG A A A T CA T A T A A AGACA A T T C C T A T T TGA T A  71974
A A A A A T T A T G A CG - - - - - - - T CCA A C T T C T T T A T T T T A T G A T C T CA T T GG A A A T CA T A T A A AGACA A T T C C T A T T TGA T A  72309
A A A A A T T A T G A CGA A T T T C T T A CA A C T T C T T T A T T T T A T G A T T T CA T T GG A A A T CA T A T A A AGACA A T T C C T A T T TGA T A  72909

T AGC T A T T T G T GCA AGT A T T T T ACGA T T A A GA AGCA AC T G CGCC T T A T AC AGG T T G TG T A T T A A T C T AC T A T A A A T A T AG  72153

74.820 74.840 74.860 74.880

T AGC T A T T T G T GCA AGT A T T T T ACGA T T A A GA AGCA AC T G CGCC T T A T AC AGG T T G TG T A T T A A T C T AC T A T A A A T A T GG  71523
T AGC T A T T T G T GCA AGT A T T T T ACGA T T A A GA AGCA AGT G CGCC T T A T AC AGG T T G TG T A T T A A T C T AC T A T A A A T A T AG  72054
T AGC T A T T T G T GCA AGT A T T T T ACGA T T A A GA AGCA AC T G CGCC T T A T AC AGG T T G TG T A T T A A T AGAC T A T A A A T A T AG  72389
T AGC T A T T T G T GCA AGGA T T T T ACGA T T A A GA AGCA AC T G CGCC T CA T AC AGA T T G TG T A T GA A T C T AC T A T A A A T A T AG  72989

GA T ACCCGA T T CCCGCGA A T T A C TGCA T T T A T T CGAG TGA T CCA CA A ACG ACGA A A A T CC C T T T T T T T CC T A T C T C T A T C  72233

74.900 74.920 74.940 74.960

GA T ACCCGA T T CCCGCGA A T T A C TGCA T T T A T T CGAG TGA T CCA CA A ACG ACGA A A A T CC C T T T T T T T CC T A T C T C T A T C  71603
GA T ACCCGA T T CCCGCGA A T T A C TGCA T T T A T T CGAG TGA T CCA CA A ACG ACGA A A A T CC C T T T T T T T CC T A T C T C T A T C  72134
GA T ACCCGA T T CCCGCGA A T T A C TGCA T T T A T T CGAG TGA T CCA CA A ACG ACGA A A A T CC C T T T T T T T CC T A T C T C T A T C  72469
GA T ACC T GG T T CCCGCGA A T T A C TGCA T T T A T T CGAG T T A T CCA CA A ACG ACGA A A A T CC C T T T T T T T CC T A T C T C T A T C  73069

ACGC TGAGCC GA A A CCA A AG C T C T T AGT T T C TG T TGAGT A A T TG T T CGAG T A AGT C T T GA A TGAGCCCCA CGA A AGC T TG  72313

74.980 75.000 75.020 75.040

ACGA TGAGCC GA A A CCA A AG C T C T T AGT T T C TG T TGAGT A A T TG T T CGAG T A AGT C T T GA A TGAGCCCCA CGA A AGC T TG  71683
ACGA TGAGCC GA A A CCA A AG C T C T T AGT T T C TG T TGAGT A A T TG T T CGAG T A AGT C T T GA A TGAGCCCCA CGA A AGC T TG  72214
ACGA TGAGCC GA A A CCA A AG C T C T T AGT T T C TG T TGAGT A A T TG T T CGAG T A AGT C T T GA A TGAGCCCCA CGA A AGC T TG  72549
ACGA TGAGCC GA A A CCA A AG C T C T T AGT T T C TG T TGAGT A A T TG T T CGAG T A AGT C T T GA A TGAGCCCCA CGA A AGC T TG  73149
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A TGCA A A T A A A CGA A T T T T T GT T C T ACG T C T CCGAGC T A T A T A T CC T CGT C T A A T T C T GG T CA T TGA A T A A A TGA A A C T T  72393

75.060 75.080 75.100 75.120

A TGCA A A T A A A CGA A T T T T T GT T C T ACG T C T CCGAGC T A T A T A T CC T CGT C T A A T T C T GG T CA T TGA A T A A A TGA A A C T T  71763
A TGCA A A T A A A CGA A T T T T T GT T C T ACG T C T CCGAGC T A T A T A T CC T CGT C T A A T T C T GG T CA T TGA A T A A A TGA A A C T T  72294
A TGCA A A T A A A CGA A T T T T T GT T C T ACG T C T CCGAGC T A T A T A T CC T CGT C T A A T T C T GG T CA T TGA A T A A A TGA A A C T T  72629
A TGCA A A T A A A CGA A T T T T T GT T C T ACG T C T CCGAGC T A T A T A T CC T CGT C T A A T T C T GG T CA T TGA A T A A A TGA A A C T T  73229

T GA T GA A T A A C T A A T TGA T T GCC T T T C T T T CAG T T A T T C T T T T CCCC T TG CC T AG T C T A T T A A T A A CA A A A CGGA T T C T T  72473

75.140 75.160 75.180 75.200

T GA T A A A T A A C T A A T TGA T T GCC T T T C T T T CAG T T A T T C T T T T CCCC T T T CC T AG T C T A T T A A T A A CA A A A CGGA T T C T T  71843
T GA T GA A T A A C T A A T TGA T T GCC T T T C T T T CAG T T A T T C T T T T CCCC T T T CC T AG T C T A T T A A T A A CA A A A CGGA T T C T T  72374
T GA T GA A T A A C T A A T TGA T T T CC T T T C T T T CAG T T A T T CG T T T CCCC T T T CC T AG T C T A T T A A T A A CA A A A CGGA T T C T T  72709
T GA T GA A T A A C T A A T TGA T T T CC T T T C T T T CAG T T A T T C T T T T CCCC T T T CC T AG T C T A T T A A T A A CA A A A CGGA T T C T T  73309

CCA A T T T A T A A A A T CA A A A T T CCA A T GGC T T T T GC T AC T C T A ACC T T CCC GA CCA CGC T T T T T T CCC T T T T T C T AGGCA T  72553

75.220 75.240 75.260 75.280

CCA A T T T A T A A A A T A A A A A T T CCA A T GA C T T T T GC T AC T C T A ACC T T CCC GA CCA CGC T T T T T T CCC T T T T T C T AGGCA T  71923
CCA A T T T A T A A A A T CA A A A T T CCA A T GGC T T T T GC T AC T C T A ACC T T CCC GA CCA CGC T T T T T T CCC T T T T T C T AGGCA T  72454
CCA A T T T A T A A A A T CA A A A T T CCA A T GGC T T T T GC T AC T C T A ACC T T CCC GA CCA CGC T T T T T T CCC T T T T T C T AGGCA T  72789
CCA A T T T A T A A A A T CA A A A T T CCA A T GGC T T T T GC T AC T C T A ACC T T CCC GA CCA CGC T T T T T T CC T T T T T T C T AGGCA T  73389

T GGA A A T A A A A T - T T A A A T A T T T T A - - CA A AGT A - - - - - G T A A A T A A A A A T AGA T - A A AG A A A T TG T GGG T T CCA T CG T C  72624

75.300 75.320 75.340 75.360

T GGA A A T A A A A T - T A A A A T A T T T T A - - T T A A A T A T T T T A A T A A A T A A A A A GAGA T - A A AG A A A T TG T GGG T T CCA T CG T C  71999
T GGA A A A ACA A T - T T CA A T A T T T T A A A T AC A ACA A AG T AG T A A A T A A A A A T AGA T - A A AG A A A T TG T GGG T T CCA T CG T C  72532
T GGA A A T ACA A T - T T A A A T A T T T T A A A T AC A ACA A AG T AG T A A A T A A A A A T AGA T CA A AG A A A T TG T GGG T T CCA T CG T C  72868
T GGA AG T A A A A T A T T T T A A A T A A A A T A T A A A A T A A AG T AG T A A A T A T A AC T AGA T - A A AG A A A T TG T GGG T T CCA T CG T T  73468

T C T A TGG T T A C T T C T T A A AC GG T GAGGT CC T C T C T A T ACA CCGGAGCCCC T T T C T T CA T T T A A T CA A TG T T A T T GGT A AC  72704

75.380 75.400 75.420 75.440

T C T A TGG T T A C T T CG T A A AC GG T GAGGT CC T C T C T A T ACA CCGGAGCCCC T T T C T T CA T T T A A T CA A TG T T A T T GA T A AC  72079
T C T A TGG T T A C T T C T T A A AC GG T GAGGT CC T C T C T A T ACA CCGGAGCCCC T T T C T T CA T T T A A T CA A TG T T A T T GGT A AC  72612
T C T A TGG T T A C T T C T T A A AC GG T GAGGT CC T C T C T A T ACA CCGGAGCCCC T T T C T T CA T T T A A T CA A TG T T A T T GGT A AC  72948
T C T A TGG T T A C T T C T T A A AC GG T GAGGT CC T C T C T A T ACA CCGGAGCCCC T T CC T T CA T T T A A T CA A TGC T A T T GGT A AC  73548

T TG T ACAGT T A CCA C T C T T T GGC T C T ACCC G TGA A T T T T C T AGT A A T AGG T C T T T CA T A A CGAGA T AGA C C T T C T ACAGT  72784

75.460 75.480 75.500 75.520

T TG T ACAGT T A CCA C T C T T T GGC T C T ACCC G TGA A T T T T C T AGT A A T AGG T C T T T CA T A A CGAGA T AGA C C T T C T ACAGT  72159
T TG T ACAGT T A CCA C T C T T T GGC T C T ACCC G TGA A T T T T C T AGT A A T AGG T C T T T CA T A A CGAGA T AGA C C T T C T ACAGT  72692
T TG T ACAGT T A CCA C T C T T T GGC T C T ACCC G TGA A T T T T C T AGT A A T AGG T C T T T CA T A A CA AGA T AGA C C T T C T ACAGT  73028
T TG T ACAGT T A CCA C T T T T T GGC T C T ACCC G TGA A T T T T C T AGT A A T AGG T C T T T CA T A A CGAGA T AGA C T T T A T ACAGT  73628

A ACGGT A T T T A A T T A TGA A A A T T GC T GGGG - T AGC T GACC C T A T T AG T CC GT T C T T GCA A A AG T AGA A A C A T A A T C T T T C  72863

75.540 75.560 75.580 75.600

A ACGGT A T T T A A T T A TGA A A A T T GC T GGGG - T AGC T GACC C T GT T A A T CC GT T C T T GCA A GAG T AGA A A C A T A A T C T T T C  72238
A ACGGT A T T T A A T T A TGA A A A T T GC T GGGG - T AGC T GACC C T C T T AG T CC GT T C T T GCA A GAG T AGA A A C A T A A T C T T T C  72771
A ACGGT A T T T A A T T A TGA A A A T T GC T GGGG - T AGA T GGCC C T C T T AG T CC GT T C T T GCA A GAG T AGA A A C A T A A T C T T T C  73107
A ACGGT A T T T A A T T A TGA AG A T T GGGGGGG G T AG T T GACC C T GT T AG T CC GT T C T T GCA A GAG T AGA A A C A T A A CC T T T C  73708

T GC T T T T T T - - - - - - - AG T A T T T CCCCCC - GC T T A A T GGA T A A A C T A T T T GT T ACCA A CG GGGA A T T C T T T C T CACC T T A  72935

75.620 75.640 75.660 75.680

T GC T T T T T T T T T - A A T AG T A T T T CCCCCC - GC T T A A T GGA T A A A C T A T T T GT T ACCA A CG GGGA A T T C T T T C T CACC T T A  72316
T T CC T T T T T T T T - A A T AG T A T T T CCCCCC - GC T T A A T GGA T A A A C T A T T T GT T ACCA A CG GGGA A T T C T T T C T CACC T T A  72849
T T CC T T T T T T T T - A A T AG T A T T T CCCCCCC GC T T A A T GGA T A A A C T A T T T GT T ACCA A CG GGGA A T T C T T T C T CACC T T A  73186
T T C T T T T T T T T T T A A T AG T A T T T CCCCC - - GC T T A A T GGA T A A - C T A T T T GT T ACCA A CG GGGA A T T C T T T C T CACC T GA  73785

A A T T GCA A A T T GAGG TGA TG GA A T T T GCGC CA A T GGA A A C CA T A A A T T T C A T ACA CA A T A GA A AGA T A T G A T AGA T C T A T  73015

75.700 75.720 75.740 75.760

A A T T GCA A A T T GAGG TGA TG GA A T T T GCGC CA A T GGA A A C CA T A A A T T T C A T ACA CA A T A GA A AGA T A T G A T AGA T C T A T  72396
A A T T GCA A A T T GAGG TGC TG GA A T T T GCAC CA A T GGA A A C CA T A A A T T T C A T ACA CA A T A GA A AGA T A T G A T AGA T C T A T  72929
A A T T GCA A A T T GAGG TGA TG GA A T T T GCAC CA A T GGA A A C CA T A A A T T T C A T ACA CA A T A GA A AGA T A T G A T AGA T C T A T  73266
A A T T GCA A A T T GAGGCGA T T GA A T T T GCGC CA A T GGA A A C CA T A A A T T T C A T ACA CA A T A A A A AGA T A T G A T AGA T C T A T  73865

C T T T T T T AGA T AGT GA A T GC AG T T C T T CCA T T C T A T CCGA T T CA CAGG T A C T GA T CA T T G A T A C TGGA A A - - - - - - - - - -   73085

75.780 75.800 75.820 75.840

C T T T T T T AGA T AGT GA A T GC AG T T C T T T CA T T C T A T CCGA T T CA CAGG T A C T GA T CA T T G A T A C TGGA A A - - - - - - - - - -   72466
C T T T T T T AGA T AGT GA A T GC AG T T C T T T CA T T C T A T CCGA T T CA CAGG T A C T GA T C T T T G A T A C TGGA A A - - - - - - - - - -   72999
C T T T T T T AGA T AGT GA A T GC AG T T C T T CCA T T C T A T CCGA T T CA CAGG T A C T GA T CA T T G A T A C TGGA A A - - - - - - - - - -   73336
C T T T T T T AGA T AGT GA A T GC AG T T C T T CCA T T C T A T CCGA T T CA C TGG T A C T GA T CA T T G A T A C TGGA A A A A T T G T T T TG  73945

T T C T T T T GT T T T GT C T CAGC CCA TGA T T T A A ACGAG T CGC A CA T ACA CCC T T G T A CA T G T T CC T CGGCGC T GAGGGCA T C  73165

75.860 75.880 75.900 75.920

T T C T T T T GT T T T GT T T CAGC CCA TGA T T T A A ACGAG T CGC A CA T ACA CCC T T G T A CA T G T T CC T CGGCGC T GAGGGCAGC  72546
T T C T T T T GT T T T GT C T CAGC CCA TGA T T T A A ACGAG T CGC A CA T ACA CCC T T G T A CA T G T T CC T CGGCGC T GAGGGCA T C  73079
T T C T T T T GT T T T GT C T CAGC CCA TGA T T T A A ACGAG T CGC A CA T ACA CCC T T G T A CA T G T T CC T CGGCGC T GAGGGCA T C  73416
T T A T T T T GT T T T GT C T CAGC T CA TGA T T T A A ACGAG T CGC A CA T ACA CCC T T G T A CA T G T T CC T CGGCGC T GAGGGCA T C  74025

CCCCA AGAGC GGGGGA T T T C GT GACG T T T C T GA T TGGC T G T C T T GGG T T T C T A A T A AG T T G T T T A A T AG T T GGCA TGC TG  73245

75.940 75.960 75.980 76.000

CCCCA AGAGC GGGGGA T T T C GT GACG T T T C T A A T TGGC T G T C T T GGG T T T C T A A T A AG T T G T T T A A T AG T T GGCA TGC TG  72626
CCCCA AGAGC GGGGGA T T T C GT GACG T T T C T GA T TGGC T G T C T T GGG T T T C T A A T A AG T T G T T T A A T AG T T GGCA TGC TG  73159
CCCCA AGAGC GGGGGA T T T C GT GACG T T T C T GA T TGGC T G T C T T GGG T T T C T A A T A AG T T G T T T A A T AG T T GGCA TGC TG  73496
CCCCCAGAGC GGGGGA T T T C GT GACG T T T C T GA T TGGC T G T C T T GGG T T T C T A A T A AG T T G T T T A A T AG T T GGCA TGC TG  74105

A A T T A T ACA T T A TGGGC T GG T T T AGA T CGA T CC T A A CCG T A T GA T T A T GA A T T T C T T C T A T T T A A T AGA T T A A T AGA A T A  73325

76.020 76.040 76.060 76.080

A A T T A T ACA T T A TGGGC T GG T T T AGA T CGA T CC T A A CCG T A T GA T T A T GA A T T T C T T C T A T T T A A T AGA T T A A T AGA A T A  72706
A A T T A T ACA T T A TGGGC T GG T T T AGA T CGA T CC T A A CCG T A T GA T T A T GA A T T T C T T C T A T T T A A T AGA T T A A T AGA A T A  73239
A A T T A T ACA T T A TGGGC T GG T T T AGA T CGA T CC T A A CCG T A T GA T T A T GA A T T T C T T C T A T T T A A T AGA T T A A T AGA A T A  73576
A A T T A T GCA T T A TGGGC T GG T T T AGA T CGA T CC T A A CCGG A T GA T T A T GA A A T T C T T C T A T T T A A T AGA T T A A T AGA A T C  74185

T T A A ACCCC T A AGA AGT A AG A AGA T A A A A T - - - - - - - - - - - - - - - - - - - - - C T T A A A T CG T GCA T T T ACG T GA A A T CAC T  73384

76.100 76.120 76.140 76.160

T T A A ACCCC T A AGA AGT A AG A AGA T A A A A T - - - - - - - - - - - - - - - - - - - - - C T T A A A T CG T GCA T T T GCG T GA A A T CAC T  72765
T T A A ACCCC T A AGA AGT A AG A AGA T A A A A T - - - - - - - - - - - - - - - - - - - - - C T T A A A T CG T GCA T T T GCG T GA A A T CAC T  73298
T T A A ACCCC T A AGA AGT A AG A AGA T A A A A T T A AGA AG T A A GA AGA T A A A A T C T T A A A T CG T GCA T T T GCG T GA A A T CAC T  73656
T T A A ACCC T T A AGC T - T A AG A AGA T A A A A T A - - - - - - - - - - - - - - - - - - - - - T T A A A T CG T GT A T T T GCG T GA A A T CAC T  74243

68



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

G T T A T T T T T T A T CCA ACCGC T A CA AGA T CA ACA A T T CCA T GAGC T TGGGC T T C TG T TGC T GACA T A A A A A CA T CCC T T T C  73464

76.180 76.200 76.220 76.240

G T T A T T T T T T A T CCA ACCGC T A CA AGA T CA ACA A T T CCA T GAGC T TGGGC T T C TG T TGC T GACA T A A A A A CA T CCC T T T C  72845
G T T A T T T T T T A T CCA ACCGC T A CA AGA T CA ACA A T T CCA T GAGC T TGGGC T T C TG T TGC T GACA T A A A A A CA T CCC T T T C  73378
G T T A T T T T T T A T CCA ACCGC T A CA AGA T CA ACA A T T CCA T GAGC T TGGGC T T C TG T TGC T GACA T A A A A A CA T CCC T T T C  73736
C T T A T T T T T T A T CCA ACCGC T A CA A A A T CA ACA A T T CCA T GAGC T TGGGC T T C TG T TGC T GACA T A A A A A CA T CCC T T T C  74323

CA T G T C T T CG GA T A CA A CCC A T A AGGGC T T GCC T GT T C T T T G T A CA T A A A CC T T T G T A AG GA T T T CGCGC AG T T T CAG T A  73544

76.260 76.280 76.300 76.320

CA T G T C T T CG GA T A CA A CCC A T A AGGGC T T GC T T GT T C T T T G T A CA T A A A CC T T T G T A AG GA T T T CGCGC AG T T T CAG T A  72925
CA T G T C T T CG GA T A CA A CCC A T A AGGGC T T GCC T GT T C T T T G T A CA T A A A CC T T T G T A AG GA T T T CGCGC AG T T T CAG T A  73458
CA T G T C T T CG GA T A CA A CCC A T A AGGGC T T GCC T GT T C T T T G T A CA T A A A CC T T T G T A AG GA T T T CGCGC AG T T T CAG T A  73816
CA T G T C T T CG GA T A CA A CCC A T A AGGGC T T GCC T GT T C T T T G T A CA T A A A CCC T T G T A AG GA T T T CGCGC AG T T T CAG T A  74403

G T T C T T CCGC T T CCAGGA T A AC T T C T CCCG T C T G T CCC T C AGA A A A A CCG CCA A T AGG T T GA T GGA T CA T T ACCC TGA TG  73624

76.340 76.360 76.380 76.400

G T T C T T CCGC T T CCAGGA T A AC T T C T CCCG T C T G T CCC T C AGA A A A A CCG CCA A T AGG T T GA T GGA T CA T T ACCC TGA TG  73005
G T T C T T CCGC T T CCAGGA T A A T T T C T CCCG T C T G T CCC T C AGA A A A A CCG CCA A T AGG T T GA T GGA T CA T T ACCC TGA TG  73538
G T T C T T T CGC T T CCAGGA T A AC T T C T CCCG T C T G T CCC T C AGA A A A A CCG CCA A T AGG T T GA T GGA T CA T T ACCC TGA TG  73896
G T T C T T CCGC T T CCAGGA T A A T T T C T CC T G T T T G T CCC T C AGA A A A A CCG CCA A T AGG T T GA T GGA T CA T T ACCC TGA TG  74483

A T A T A T T A T A A CA T A A T A A A AGA T A ACA T A A T A A A AGGT T CC T C T A T C T C GCACGA T T AG GCGGGGGGA A GAGA T A A AGA  73704

76.420 76.440 76.460 76.480

A T A T A T T A T A A CA T A A T A A A AG - - - - - - - - - - - - - - - GT T CC T C T A T C T C GCACGA T T AG GCGGGGGGA A GAGA T A A AGA  73070
A T A T A T T A T A A CA T A A T A A A AG - - - - - - - - - - - - - - - GT T CC T C T A T C T C GCACGA T T AG GCGGGGGGA A GAGA T A A AGA  73603
A T A T A T T A T A A CA T A A A A A A AG - - - - - - - - - - - - - - - GT T CC T C T A T C T C GCACGA T T AG GCGGGGGGA A GAGA T A A AGA  73961
A T A T A T T A T A A CA T A A T A A A AG - - - - - - - - - - - - - - - - - - - - - - - GT T T C GCACGA T T AG GCGGGGGGA A GAGA T A A AGA  74540

A T A AGA A A A A GA T AGA A T TG A A CA A CCG - - - - - T ACAGGC A T T T T T T T CG CA T TGCA T AC GGC T CGACA A T GGA A T T CGC  73779

76.500 76.520 76.540 76.560

A T A AGA A A A A GA T AGA A T TG A A CA A CCG - - - - - T ACAGGC A T T T T T T T CG CA T TGCA T AC GGC T CGACA A T GGA A T T CGC  73145
A T A AGA A A A A GA T AGA A T TG A A CA A CCG - - - - - T ACAGGC A T T T T T T T CG CA T TGCA T AC GGC T CGACA A T GGA A T T CGC  73678
A T A AGA A A A A GA T AGA A T TG A A CA A CCG - - - - - T ACAGGC A T T T T T T T CG CA T TGCA T AC GGC T CGACA A T GGA A T T CGC  74036
A T A AGA A A A A GA T AGA A T TG A A CA A CCGA A CCG T ACAGGC A T T T T T T T CG CA T TGCA T AC GGC T CGACA A T GGA A T T CAC  74620

C T T T T T ACC T T T CA T CA ACG A A AG - - - - - - - - - - - - - AGA A A A T A TGG - - - - - - - - - - - C CCAGA T CGG T CA A T GA T CCA  73835

76.580 76.600 76.620 76.640

C T T T T T ACC T T T CA T CA ACG A A AG - - - - - - - - - - - - - AGA A A A T A TGGGG T C T A T T A T AC CCAGA T CGG T CA A T GA T CCA  73212
C T T T T T ACC T T T CA T CA ACG A A AGT CA T CA ACGA A AGAGA A A A T A TGGGG T C T A T T A T AC CCAGA T CGG T CA A T GA T CCA  73758
C T T T T T CCC T T T CA T CA ACG A A AGT CA T CA ACGA A AGAGA A A A T A TGGGG T C T A T T A T AC CCAGA T CGG T CA A T GA T CCA  74116
C T T T T T ACC T T T T T T CA A AG A A AG - - - - - - - - - - - - - AGA A A A T A TGGGG T C T A T T A T AC CCAGA T CGG T CA A T GA T CCA  74687

A T T ACCACCC T T C T T T T T T T T T - - - - GT AG GAG T T CA A A A A T AC T A T GA T GGCCCCGT T G C T T T A T A T A T T T A T T T CG T T  73911

76.660 76.680 76.700 76.720

A T T ACCACCC T T C T T T T T T T TG - - - - G - AG GAG T T CA A A A A T AC T A T GA T GGCCCCGT T G C T T T A T A T A T T T A T T T CG T T  73287
A T T ACCACCC T T C T T T T T T T T T - - - - GGAG GAG T T CA A A A A T AC T A T GA T GGCCCCGT T G C T T T A T A T A T T T A T T T CG T T  73834
A T T ACCACCC T T C T T T T T T T T T T T T T GGAG GAG T T CA A A A A T AC T A T GA T GGCCCCGT T G C T T T A T A T A T T T A T T T CG T T  74196
A T T ACCACCC T T C T T T T T T T T T - - - - GGAG GAG T T CA A A A A T AC T A T GA T GGCCCCGT T G C T C T C T A T A T T T A T T T CA T T  74763

T GT GAC T CAG CA A T CCCA A A GT T T C T T T G T T T T T T T T T T T CA A A T A A A A A AGA A A A A A T A A T C T T C T T T T T T T T A T T T GC  73991

76.740 76.760 76.780 76.800

T GT GAC T CAG CA A T CCCA A A GT T T C T T T G T T T T T T T T T T - CGA A T A A A A A ACA A A A A A T A A T C T T C T T T T T T T - A T T T GC  73365
T GT GAC T CAG CA A T CCCA A A GT T T C T T T G T T T T T T T T T T - CA A A T A A A A A AGA A A A A A T A A T C T T C T T T T T T T T A T T T GC  73913
T GT GAC T CAG CA A T CCCA A A GT T T C T T T G T T T T T T T T T - - CA A A T A A A A A AGA A A A A A T A A T C T T C T T T T T T T T A T T T GC  74274
T GT GA T T CAG CA A T CCCA A A GT T T C T T T G T T T T T T T T T - - CA A A T CA A A A AGA A A A A A T A A T C T T C T T T T T T G - A T T T T C  74840

G T A C T T T T T C A T A A CA T A A A T A T TG T T A A T A ACC T T CCGG T G TGA A A A A A GT T TG T GA CG C TG T A A T AGG CC T A CA A T AG  74071

76.820 76.840 76.860 76.880

G T A C T T T T T C A T A A CA T A A A T A T TG T T A A T A ACC T T CCGG T G TGA A A A A A GT T TG T GA CG C TG T A A T AGG CC T A CA A T AG  73445
G T A C T T T T T C A T A A CA T A A A T A T TG T T A A T A ACC T T CCGG T G TGA A A A A A GT T TG T GA CG C TG T A A T AGG CC T A CA A T AG  73993
G T A C T T T T T C A T A A CA T A A A T A T TG T T A A T A ACC T T CCGG T G TGA A A A A A GT T TG T GA CG C TG T A A T AGG CC T A CA A T AG  74354
G T A C T T T T T C A T A A CA T A A A T A T TG T T A A T A ACC T T CCGG T G TGA A A A A - GT T TG T GA CG C TG T A A T AGG CC T A CGG T AG  74919

G T A AGA T A A A C T CGGA A T AC CCC T C T T T T A T C T CA T AC T A C T CC T T CGA T ACA T A A T CGA A T A T T T T GA A A A A A A A A A A -   74150

76.900 76.920 76.940 76.960

G T A AGA T A A A C T CGGA A T AC CCC T C T T T T A T C T CA T AC T A C T CC T T CGA T ACA T A A T CGA A T A T T T T GA A A A A A A A A - - -   73522
G T A AGA T A A A C T CGGA A T AC CCC T C T T T T A T C T CA T AC T A C T CC T T CGA T ACA T A A T AGA A T A T T T T GA A A A A A A A A A A A  74073
G T A AGA T A A A C T CGGA A T AC CCC T C T T T T A T C T CA T AC T A C T CC T T CGA T ACA T A A T CGA A T A T T T T GA A A A A A A A A - - -   74431
G T A AGA T A A A C T CGGA A T AC CCCCC T T T T A T C T CA T AC T A C T CC T T CGA T ACA T A AGC T A A T A T T T T GA A A A A A A A A A - C  74998

CA A T CA A A A T T T T CA T A T CG A A T T CGA AG T GCCA TGC T A T T A T T AC T T A A T A T T A A T A A T T CA T A T GGCG A AGGCA T AGT  74230

76.980 77.000 77.020 77.040

CA A T A A A A A T T T T CA T A T CG A A T T CGA AG T GCCA TGC T A T T A T T AC T T A A T A T T A A T A A T T CA T A T GGCG A AGGCA T AGT  73602
CA A T A A A A A T T T GCA T A T CG A A T T CGA AG T GCCA TGC T A T T A T T AC T T A A T A T T A A T A A T T CA T A T GGCG A AGGCA T AGT  74153
CA A T A A A A A T T T T CA T A T CG A A T T CGA AG T GCCA TGC T A T T A T T AC T T A A T A T T A A T A A T T CA T A T GGCG A AGGCA T AGT  74511
CAC T A A CA A T T T T CA T A T CG A A T T CGA AG T GCCA TGC T A T T A T T AC T T A A T A T T A A T A A T T CA T A T GGCG A AGGCA T AGT  75078

C T T C T T T T T T C T C T CA A A T A A A A A A C T CA T T GGCGCCA AG CG TGAGGGA A TGC T AGACG T T TGG T A A T T T C T CCCCCGAC  74310

77.060 77.080 77.100 77.120

C T T C T T T T T T C T C T CA A A T A A A A A A C T CA T T GGCGCCA AG CG TGAGGGA A TGC T AGACG T T TGG T A A T T T C T CC T CCGAC  73682
C T T C T T T T T T C T C T CA A A T A A A A A A C T CA T T GGCGCCA AG CG TGAGGGA A TGC T AGACG T T TGG T A A T T T C T CCCCCGAC  74233
C T T C T T T T T T C T C T CA A A T A A A A A A C T CA T T GGCGCCA AG CG TGAGGGA A TGC T AGACG T T TGG T A A T T T C T CCCCCGAC  74591
C T T C T T T T T T C T C T CA A A T A A A A A A A T CA T T GGCGCCA AG CG TGAGGGA A TGC T A A ACG T T TGG T A A T T T C T CCCCCGAC  75158

CAGGAGA A A A GACCCCA T TG AGGCGGCCA A T CCCA T GCA T A T TG T C T G T A CG T C T GGT CG CACA A A T TGC A T AG T A T CA T  74390

77.140 77.160 77.180 77.200

CAGGAGA A A A GACCCCA T TG AGGCGGCCA A T CCCA T GCA T A T TG T C T G T A CG T C T GGT CG CACA A A T TGC A T CG T A T CA T  73762
CAGGAGA A A A GACCCCA T TG AGGCGGCCA A T CCCA T ACA T A T TG T C T G T A CG T C T GGT CG CACA A A T TGC A T AG T A T CA T  74313
CAGGAGA A A A GACCCCA T TG AGGCGGCCA A T CCCA T GCA T A T TG T C T G T A CG T CGGGT CG CACA A A T TGC A T AG T A T CA T  74671
CAGGAGA A A A GACCCCA T TG AGGCGGCCA A T CCCA T GCA T A T TG T C T G T A CA T C T GGT CG CACA A A T TGC A T AG T A T CA T  75238

A A A T AGC T A T T CCGGGT A T T ACCCA CCCGC CAGGAGAGT T T A T A A ACA A A T A CA A A T CC T T GG T C T CA T T C T C T A T A C T A  74470

77.220 77.240 77.260 77.280

A A A T AGC T A T T CCGGGT A T T ACCCA CCCGC CAGGAGAGT T T A T A A ACA A A T A CA A A T CC T T GG T C T CA T T C T C T A T A C T A  73842
A A A T AGC T A T T CCGGGT A T T ACCCA CCCGC CAGGAGAGT T T A T A A ACA A A T A CA A A T CC T T GG T C T CA T T C T C T A T A C T A  74393
A A A T AGC T A T T CCGGGT A T T ACCCA CCCGC CAGGAGAGT T T A T A A ACA A A T A CA A A T CC T T GG T C T CA T T C T C T A T A C T A  74751
A A A CAGC T A T T CCGGGT A T T ACCCA CCCGC CAGGAGAGT T T A T A A ACA A A T A CA A A T CC T T GG T C T CA T T C T C T A T A C T A  75318
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AGA T A T ACCA T A AGACCA A T A AG T T GA T T C GAGA T C T CGC T A T CA ACCA T T T GGCC T A A A A A A AGT A A T C T T T C T CGA T A  74550

77.300 77.320 77.340 77.360

AGA T A T ACCA T A AGACCA A T A AG T T GA T T C GAGA T C T CGC T A T CA ACCA T T T GGCC T A A A A A A AGT A A T C T T T C T CGA T A  73922
AGA T A T ACCA T A AGACCA A T A AG T T GA T T C GAGA T C T CGC T A T CA ACCA T T T GGCC T A A A A A A AGT A A T C T T T C T CGA T A  74473
AGA T A T ACCA T A AGACCA A T A AG T T GA T T C GAGA T C T CGC T A T CA ACCA T T T GGCC T A A A A A A AGT A A T C T T T C T CGA T A  74831
AGA T A T ACCA T A AGACCA A T A AG T T GA T T C GAGA T C T CGC T A T CA ACCA T T T GGCC T A A A A A A AGT A A T C T T T C T CGA T A  75398

A AG T CGG T T G A T T AGGA T A A A A T A A A A T T G T A T CCC T T CG GAGCCGT ACA GGCACC T T T T GA T GCA T ACG G T T CA ACA A A  74630

77.380 77.400 77.420 77.440

A AG T CGG T T G A T T AGGA T A A A A T CA A A T T G T A T CCC T T CG GAGCCGT ACA GGCACC T T T T GA T GCA T ACG G T T CAGCA A A  74002
A AG T CGG T T G A T T AGGA T A A A A T CA A A T T G T A T CCC T T CG GAGCCGT ACA GGCACC T T T T GA T GCA T ACG G T T CA ACA A A  74553
A AG T CGG T T G A T T AGGA T A A A A T CA A A T T G T A T CCC T T CG GAGCCGT ACA GGCACC T T T T GA T GCA T ACG G T T CA ACA A A  74911
A AG T CGG T T G A T T AGGA T - - - - - CA A A T T G T A T CCC T T CG T AGCCGT ACA GGCACC T T T T GA T GCA T ACG G T T CACCA A A  75473

AC T T GCGA A A A A A A A A - - T C A A T GT G T AGC T CCCAGCCCC C T C T T - - T T T T T CC T AGCGA GC T C T T T C T A T CA A AGGGGC  74706

77.460 77.480 77.500 77.520

AC T T GCGA A A A A A A A A A A T C A A T GT G T AGC T CCCAGCCCC C T C T T - - T T T T T CC T AGCGA GC T C T T T C T A T CA A AGGGGC  74080
AC T T GCGA A A A A A A A A A - T C A A T GT G T AGC T CCCAGCCCC C T C T T - - T T T T T CC T AGCGA GC T C T T T C T A T CA A AGGGGG  74630
AC T T GCGA A A A A A A A A - - T C A A T GT G T AGC T CCCAGCCCC C T C T T - - T T T T T CC T AGCGA GC T C T T T C T A T CA A AGGGGC  74987
AC T T GCGA A A A A A A A A A - T C A A T GT G T AGC T CCCAG T CCC C T T T T C T T T T T T CC T AGCGG G T T C T T T C T A T CGA AGGGGT  75552

T T T T C T T CCA T T T T T CA AGA ACGACGAG T T T GA CCGG T T T T CC T A T A CC T A T A A T A T T C T A A T A T A A A A A A AGCA A T T CA  74786

77.540 77.560 77.580 77.600

T T T T C T T CCA T T T T T CA AGA ACGACGAG T T T GA CCGG T T T T CC T A T A CC T A T A A T A T T CG A A T A T A A A A A A AGCA A T GCA  74160
T T T T C T T CCA T T T T T CA A T A ACGACGAG T T T GA CCGG T T T - CC T A T A CC T A T A A T A T T C T A A T A T A A A A A A AGCA A T T CA  74709
T T T T GT T CCA T T T T T CA A T A ACGACGAG T T T GA CCGG T T T T CC T A T A CC T A T A A T A T T C T A A T A T A A A A A A AGT A A T T CA  75067
T T T T C T T CCA T T T T T CA AGA ACGA T GAG T T T GA CCGG T T T T CC T A T A CC T A T A AGA TGC T A A T C T A A A A A A AGCA A T T CA  75632

C T A A T CGA A C T A AC T T T T CA T T GA T G T A T T T T T T CA T CGA GA T CCA A T CC A A A A A T CA CG A TG T CA T T T T C T TG T T CC TG  74866

77.620 77.640 77.660 77.680

C T A A T CGA A C T A AC T T T T CA T T GA T G T A T T T T T T CA T CGA GA T CCA A T CC A A A A A T CA CG A TG T CA T T T T C T TG T T CC TG  74240
C T A A T CGA A C T A AC T T T T CA T T GA T G T A T T T T T T CA T CGA GA T CCA A T CC A A A A A T CA CG A TG T CA T T T T C T TG T T CC TG  74789
C T A A T CGA A C T A AC T T T T CA T T GA T G T A T T T T T T CA T CGA GA T CCA A T CC A A A A A T CA CG A TG T CA T T T T C T TG T T CC TG  75147
C T A A T CGA A C T CAC T T T T CA T T GA T G T A T T T T T T CA T CGA GA T CCA A T CC A A A A A T CA CG A TG T CA T T T T C T TG T T C T TG  75712

AC T GGGC T T C T T CCA T T T T T T T AGG T T T A T GC T C T A C T CC GAGT A AGGA T C T GCCCGA T T T T T A T T T GCA CA T A T AGGAC  74946

77.700 77.720 77.740 77.760

AC T GGGC T T C T T CCA T T T T T T - AGG T T T A T GC T C T A C T CC GAGT A AGGA T C T GCCCGA T T T T T A T T T GCA CA T A T AGGAC  74319
AC T GGGC T T C T T CCA T T T T T T T AGG T T T A T GC T C T A C T CC GAGT A AGGA T C T GCCCGA T T T T T A T T T G - A CA T A T AGGAC  74868
AC T GGGC T T C T T CCA T T T T T T T AGG T T T A T GC T C T A C T CC GAGT A AGGA T C T GCCCGA T T T T T A T T T G - A CA T A T AGGAC  75226
A A T GGG T T T C T T CCA T T T T T T T AGG T T T A T GC T C T A C T CC GAGT A AGGA T C T GCCCGA T T T T T A T T T GCA CA T A T AGGAC  75792

A A A T GA CCCC - A A T ACCACG T C T C T T T T T T GC T A TGAC T T CG - CCC - - C T T T T T T T T T T T A A T T CA T T T C T T T CA TG T C T  75022

77.780 77.800 77.820 77.840

A A A T GA CCCC - A A T ACCACG T C T C T T T T T T GC T A T T AC T T CG - CCC - - CC T T T T T T T T T T A A T T CA T T T C T T T CA TG T C T  74395
A A A T GA CCCC - A A T ACCACG T C T C T T T T T T GC T A TGAC T T CG T CCC - - C T T T T T T T T T T T A A T T CA T T T C T T T CA TG T C T  74945
A A A T GA CCCC - A A T ACCACG T C T C T T T T T T GC T A TGAC T T CG - CCC - - CC T T T T T T T T T T A A T T CA T T T C T T T CA TG T C T  75302
A A A T GA CCCC CA A T AC T ACG T C T C T T T T T T GC T A TGAC T T T GAC T T T GC T T C T T T T T T T T A A T T CA T T T C T T T CA TG T C T  75872

T CCGCCA A A T T T T CGACA T A T T CA T CA T A T T T A T T A T T CC A T TGA T T A AC AG T T T GAGA T CA - - C T CC T A T T - - - - - - GC  75094

77.860 77.880 77.900 77.920

T CCGCCA A A T C T T CGACA T A T T CA T CA T A T T T A T T A T T CC A T TGA T T A AC AG T T T GAGA T CA - - C T CC T A T T - - - - - - GC  74467
T CCGCCA A A T C T T CGACA T A T T CA T CA T A T T T A T T A T T CC A T TGA T T A AC AG T T T GAGA T CA - - C T CC T A T T - - - - - - GC  75017
T CCGCCA A A T C T T CGACA T A T T CA T CA T AG T T A T T A T T CC A T TGA T T A AC AG T T T GAGA T CA - - C T CC T A T T CC T A T T GC  75380
T CCGC T A A A T A T T CGACA T A T T CA T CA T AC T T A T T A T T CC A T TGA T T A AC AG T T T GAGA T T A T AC T CC T A T T T - - - - - - C  75946

GA A T A A A T T T CGA A A TGGA A T T G T T T A T GA T A T C T A T GA T C T A AG T A A T A A T A A T AGA T A T A T T CCCA A T T GGG T T T T T C  75174

77.940 77.960 77.980 78.000

GA A T A A A T T T CGA A A TGGA A T T G T T T A T GA T A T C T A T GA T C T A AG T A A T A A T A A T AGA T A GA T T CCCA A T T GGG T T T T T C  74547
GA A T A A A T T T CGA A A TGGA A T T G T T T A T GA T A T C T A T GA T C T A AG T A A T A A T A A T AGA T A T A T T CCCA A T T GGG T T T T T C  75097
GA A T A A A T T T CGA A A T AGA A T T G T T T A T GA T A T C T A T GA T C T A AG T A A T A A T A A T AGA T A T A T T CCCA A T T GGG T T T T T C  75460
GA A T A A A T T T CGA A A TGGA A T CG T T T A T GA T A T C T A T GA T C T A AG T A A T A A T T A T AGA T A T C T T CCCA A T T GGG T T T T T C  76026

T A A ACGGAGC C T GGA T A CC T CA T T T T A T T G G T CCAGCCA A GACGACCA T A A A T T T T T T T T A T T GC T A A T A T T A A T C T GGA  75254

78.020 78.040 78.060 78.080

T A A ACAGAGC C T GGA T A CC T CA T T T T A T T G G T CCAGC T A A GACGACCA T A A A T T T T T T T - A T T GC T A A T A T T A A T C T GGA  74626
T A A ACGGAGC C T GGA T A CC T CA T T T T A T T G G T CCAGCCA A GACGACCA T A A A T T T T T T T - A T T GC T A A T A T T A A T C T GGA  75176
T A A ACGGAGC C T GGA T A CC T CA T T T T A T T G G T CCAGCCA A GACGACCA T A A A T T T T T T T - A T T GC T A A T A T T A A T C T GGA  75539
T A A ACGGAGC C T GGA T A CC T CA T T T T A T T G G T CCAGCCA A GACA ACCA T A A A A T T T TG T T A T T AC T A A T A T T A A T C T GGA  76106

T ACC T CCGCA CA A A A TGGA T C T A A T T GCAC T T CA T T GCA C T T CA CGC T AC A A A T T T T T GA T A A T T CA A T C A A T T T T T T T T  75334

78.100 78.120 78.140 78.160

T ACC T CCGCA CA A A A TGGA T C T A A T T GCAC T T CA T T GCA C T T CA CGC T AC A A A T T T T T GA T A A T T CA A T C A A T T T T T T T T  74706
T ACC T CCGCA CA A A A TGGA T C T A A T T GCAC T T CA T T GCA C T T CA CGC T AC A A A T T T T T GA T A A T T CA A T C A A T T T T T T T T  75256
T ACC T CCGCA CA A A A TGGA T C T A A T T GCAC T T CA T T GCA C T T CA CGC T AC A A A T T T T T GA T A A T T CA A T C A A T T T T T T T T  75619
T ACC T CCGCA CA A A A AGGA T C T A A T T GCAC T T CA T T GCA C T T CA CGC T AC A A A T T T T T GA T A A T T CA A T C A A T T T T T T T -   76185

GGGCGA A A T C GAGGC T A T C T CGA T CGGGGG AGAGA A T GGG GA A A T CCCA T ACGACCCA A T AGT T C T GACA AG T CGCA C T A  75414

78.180 78.200 78.220 78.240

GGGCGA A ACC GAGGC T A T C T CGA T CGGGGG AGAGA A T GGG GA A A T CCCA T A T GACCCA A T AGG T C T GACA AG T CGCA C T A  74786
GGGCGA A ACC GAGGC T A T C T CGA T CGGGGG AGAGA A T GGG GA A A T CCCA T ACGACCCA A T AGG T C T GACA AG T CGCA C T A  75336
GGGCGA A ACC GAGGC T A T C T CGA T CGGGGG AGAGA A T GGG GA A A T CCCA T ACGACCCA A T AGG T C T GACA AG T CGCA C T A  75699
GGGCGA A ACC GAGGC T A T C T CGA T CGGGGG AGAGA A T GGG GA A A T CCCA T A T GACCCA A T AGA T C T GACA AG T CGCA C T A  76265

T ACG T CA ACC CA AGA TGCA T T C T T T T C T CC GGGAC T T CGA A A AGG T A C T T T T GGA ACA CC A A T AGGCA T A A A A T GA A AGA  75494

78.260 78.280 78.300 78.320

T ACG T CA ACC CA AGA TGCA T T C T T T T C T CC GGGAC T T CGA A A AGG T A C T T T T GGA ACA CC A A T AGGCA T A A A A T GA A AGA  74866
T ACG T CA ACC CA AGA TGCA T T C T T T T C T CC GGGAC T T CGA A A AGG T A C T T T T GGA ACA CC A A T AGGCA T A A A A T GA A AGA  75416
T ACG T CA ACC CA AGA TGCA T T C T T T T C T CC GGGAC T T CGA A A AGG T A C T T T T GGA ACA CC A A T AGGCA T A A A A T GA A AGA  75779
T ACG T CA ACC CA AGA TGCA T T C T T T T C T CC GGGAC T T CGA A A AGG T A C T T T T GGA ACA CC A A T AGGCA T A A A A T GA A AGA  76345

A A A A A AGA A T T A AG T AC T C T AG T T T AC T T T GA T G TGGA AG CG T A A T A A TG GA C T T C T T G T C T T A A T A A T A T T GGCC T T T A  75574

78.340 78.360 78.380 78.400

A A A A A - GA A T T A AG T AC T C T AG T T T AC T T T GA T G TGGA A A CG T A A T A A TG GA C T T C T T G T C T T A A T A A T A T T GGCC T T T A  74945
A A A A A AGA A T T A AG T AC T C T AG T T T AC T T T GA T G TGGA AG CG T A A T A A TG GA C T T C T T G T C T T A A T A A T A T T GGCC T T T A  75496
A A A A A AGA A T T A AG T AC T C T AG T T T AC T T T GA T G TGGA AG CG T A A T A A TG GA C T T C T T G T C T T A A T A A T A T T GGCC T T T A  75859
A A A A A - GA A T T A AG T AC T C T AG T T CAC T T T GA T G TGGA AG CG T A A T A A TG GGC T T C T T G T C T T A A T A A T A T T GGCC T T T A  76424
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T CA T A T T T T A T ACA T AGA T T GA A T A AGT T C A T A A A A T A A A GGA A A A T T C T T A CGAG T AGG T CC T T T GA A T GA TGGCCA A A  75654

78.420 78.440 78.460 78.480

T CA T A T T T T A T ACA T AGA T T GA A T A AGT T C A T A A A A T A A A GGA A A A T T C T T A CGAG T AGG T CC T T T GA A T GA TGGCCA A A  75025
T CA T A T T T T A T ACA T AGA T T GA A T A AGT T C A T A A A A T A A A GGA A A A T T C T T A CGAG T AGG T CC T T T GA A T GA TGGCCA A A  75576
T CA T A T T T T A T ACA T AGA T T GA A T A AGT T C A T A A A A T A A A GGA A A A T T C T T A CGAG T AGG T CC T T T GA A T GA TGGCCA A A  75939
T CA T A T T T T A T ACA T AGA T T GA A T A AGG T C A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GA A  76458

T GT GGA T GCA T CCGC T CA T A GA A A AGGGA A T CA ACCCCCA T T GCG T A T TG GT AC T T A T CG AGT A T AGA A T AGA T C TGC T T  75734

78.500 78.520 78.540 78.560

T GT GGA T GCA T CCGC T CA T A GA A A AGGGA A T CA ACCCCCA T T GCG T A T TG GT AC T T A T CG AGT A T AGA A T AGA T C TGC T T  75105
T GT GGA T GCA T CCGC T CA T A GA A A AGGGA A T CA ACCCCCA T T GCG T A T TG GT AC T T A T CG AGT A T AGA A T AGA T C TGC T T  75656
T GT GGA T GCA T CCGC T CA T A GA A A AGGGA A T CA ACCCCCA T T GCG T A T TG GT AC T T A T CG AGT A T AGA A T AGA T C TGC T T  76019
T A T GGA T GCA T CCGCCCA T A GA A A AGAGA A T CA ACCCCCA T T GCG T A T TG GT AC T T A T CG AGT A T AGA A T AGA T T TGC T T  76538

C T C T T T T T T C C T ACGA A CCG A A C T C T T CCA T T A T T A C T A A A AGA T A T T AC T A A A AGA A T A GA - - - - - - - - - - - - - - - - - -   75796

78.580 78.600 78.620 78.640

C T C T T T T T T A C T ACGA A CCG A A C T C T T CCA T T A T T A C T A A A AGA T A T T AC T A A A AGA A T A GA - - - - - - - - - - - - - - - - - -   75167
C T C T T T T T T C C T ACGA A CCG A A C T C T T CCA T T A T T A C T A A A AGA T A T T AC T A A A AGA A T A GA - - - - - - - - - - - - - - - - - -   75718
C T C T T T T T T C C T ACGA A CCG A A C T C T T CCA T T A T T A C T A A A AGA T A T T AC T A A A AGA A T A GA - - - - - - - - - - - - - - - - - -   76081
C T C T T T T T T C C T ACGA A CCG A A C T C T T CCA T T A T T A C T A A A AGA T A T T AC T A A A AGA A T A GA T A A A AGA T A T T A C T A A A A  76618

- - - - - - - ACA A A T A T T CA T C C T T T T T T CGA GA T A A T CCA C T GA A A A A A A A A A AGGGGG - T ACA T AGCAGA G T T T T T T T - C  75867

78.660 78.680 78.700 78.720

- - - - - - - ACA A A T A T T - - - - - - - - - - T CGA GC T A A T CCA C T GA A A A A A A A A - - GGGGG - T ACA T AGCAGA G T T T T T T T - C  75226
- - - - - - - ACA A A T A T T CA T C C T T T T T T CGA GA T A A T CCA C T GA A A A A A A A A A AGGGGGG T ACA T AGCAGA G T T T T T T T - C  75790
- - - - - - - ACA A A T A T T CA T C C T T T T T T CGA GA T A A T CCA C T T A A A A A A A A A - - GGGGGG T ACA T AGCAGA G T T T T T T T T C  76152
A A A T AGA ACA A A A A T T CA T C C T T T T T T CGA GA T A A T CCA C T GA A A A A AC - - - - GGAGGA T A T A T AGCAGA G T T T T T T T - T   76693

A A T GCA A T A A AG T T ACA T AG TG T C T A T T T T T TG T T A A T A A AGGGG T AG T C CCA TGGGT T T GCC T TGG T A T CG TG T T CA T A  75947

78.740 78.760 78.780 78.800

A A T GCA A T A A AG T T ACA T AG TG T C T A T T T T T TG T T A A T A A AGGGG T AG T C CCA TGGGT T T GCC T TGG T A T CG TG T T CA T A  75306
A A T GCA A T A A AG T T ACA T AG TG T C T A T T T T T TG T T A A T A A AGGGG T AG T C CCA TGGGT T T GCC T TGG T A T CG TG T T CA T A  75870
A A T GCA A T A A AG T T ACA T AG TG T C T A T T T T T TG T T A A T A A AGGGG T AG T C CCA TGGGT T T GCC T TGG T A T CG TG T T CA T A  76232
A A T GCA A T A A AG T T ACA T AG TG T C T A T T T T T TG T T A A T A A AGGGG T AG T C CCA TGGGT T T ACC T TGG T A T CG TG T T CA T A  76773

CCG T CG T A T T GA A T GA T CCC GG T CG T T T GC T T T C TG T CCA T A T A A TGCA T ACAGC T C T GG T TGC TGG T T G GGCCGGT T CA  76027

78.820 78.840 78.860 78.880

CCG T CG T A T T GA A T GA T CCC GG T CG T T T GC T T T C TG T CCA T A T A A TGCA T ACAGC T C T GG T TGC TGG T T G GGCCGGT T CA  75386
CCG T CG T A T T GA A T GA T CCC GGCCG T T T GC T T T C TG T CCA T A T A A TGCA T ACAGC T C T GG T TGC TGG T T G GGCCGGT T CA  75950
CCG T CG T A T T GA A T GA T CCC GGCCG T T T GC T T T C TG T CCA T A T A A TGCA T ACAGC T C T GG T TGC TGG T T G GGCCGGT T CA  76312
CCG T CG T A T T GA A T GA T CCC GG T CG T T T GC T T T C TG T CCA T A T A A TGCA T ACAGC T C T GG T TGC TGG T T G GGCCGGT T CA  76853

A TGGC T C T A T A T GA A T T AGC AG T T T T TGA T CCC T CCGA T C CCGT T C T T GA T CCA A T GT GG AGA CA AGGCA T G T T CGT CA T  76107

78.900 78.920 78.940 78.960

A TGGC T C T A T A T GA A T T AGC AG T T T T TGA T CCC T CCGA T C CCGT T C T T GA T CCA A T GT GG AGA CA AGGCA T G T T CGT CA T  75466
A TGGC T C T A T A T GA A T T AGC AG T T T T TGA T CCC T CCGA T C CCGT T C T T GA T CCA A T GT GG AGA CA AGGCA T G T T CGT CA T  76030
A TGGC T C T A T A T GA A T T AGC AG T T T T TGA T CCC T CCGA T C CCGT T C T T GA T CCA A T GT GG AGA CA AGGCA T G T T CGT CA T  76392
A TGGC T C T A T A T GA A T T GGC AG T T T T TGA T CCC T CCGACC CCGT T C T T GA T CCA A T GT GG AGA CA AGGCA T G T T CGT CA T  76933

ACCC T T CA T G A C T CG T T T AG GA A T A ACCA A T T CA TGGGGC GG T T GGAG T A T T ACAGGAGG GACGA T A ACG A A T CCGGG T A  76187

78.980 79.000 79.020 79.040

ACCC T T CA T G A C T CG T T T AG GA A T A ACCA A T T CA TGGGGC GG T T GGAG T A T T ACAGGAGG GACGA T A ACG A A T CCGGG T A  75546
ACCC T T CA T G A C T CG T T T AG GA A T A ACCA A T T CA TGGGGC GG T T GGAG T A T T ACAGGAGG GACGA T A ACG A A T CCGGG T A  76110
ACCC T T CA T G A C T CG T T T AG GA A T A ACCA A T T CA TGGGGC GG T T GGAG T A T T ACAGGAGG GACGA T A ACG A A T CCGGG T A  76472
ACCC T T CA T G A C T CG T T T AG GA A T A ACCA A T T CG TGGGGC GG T T GGAG T A T T ACAGGAGG GACGA T A ACG A A T CCGGG T A  77013

T T T GGAG T T A CGA AGGT G T A GCCGGGGCAC A T A T TG T GT T T T C T GGC T TG TGC T T C T T GG CAGC T A T C T G GCA T T GGG TG  76267

79.060 79.080 79.100 79.120

T T T GGAG T T A CGA AGGT G T A GCCGGGGCAC A T A T TG T GT T T T C T GGC T TG TGC T T C T T GG CAGC T A T C T G GCA T T GGG TG  75626
T T T GGAG T T A CGA AGGT G T A GCCGGGGCAC A T A T TG T GT T T T C T GGC T TG TGC T T C T T GG CAGC T A T C T G GCA T T GGG TG  76190
T T T GGAG T T A CGA AGGT G T A GCCGGGGCAC A T A T TG T GT T T T C T GGC T TG TGC T T C T T GG CAGC T A T C T G GCA T T GGG TG  76552
T T T GGAG T T A CGA AGGT G T A GCCGGGGCAC A T A T TG T GT T T T C T GGC T TG TGC T T C T T AG CAGC T A T C T G GCA T T GGG TG  77093

T A T T GGGA T C T AGA A A T A T T TGG TGA TGA A CGT ACAGGA A A ACC T T C T T T GGA T T T ACC T A AGA T C T T T G GA A T T CA T T T  76347

79.140 79.160 79.180 79.200

T A T T GGGA T C T AGA A A T A T T TGG TGA TGA A CGT ACAGGA A A ACC T T C T T T GGA T T T ACC T A AGA T C T T T G GA A T T CA T T T  75706
T A T T GGGA T C T AGA A A T A T T TGG TGA TGA A CGT ACAGGA A A ACC T T C T T T GGA T T T ACC T A AGA T C T T T G GA A T T CA T T T  76270
T A T T GGGA T C T AGA A A T A T T TGG TGA TGA A CGT ACAGGA A A ACC T T C T T T GGA T T T ACC T A AGA T C T T T G GA A T T CA T T T  76632
T A T T GGGA T C T AGA A A T A T T TGG TGA TGA A CGT ACAGGA A A ACC T T C T T T GGA T T T GCC T A AGA T C T T T G GA A T T CA T T T  77173

A T T T C T C T CA GGAG T GGC T T GC T T T GGT T T T GGGGCA T T T CA TG T A A CAG GA T TG T A T GG T CC T GGA A T A T GGG T GT CCG  76427

79.220 79.240 79.260 79.280

A T T T C T C T CA GGAG T GGC T T GC T T T GGT T T T GGGGCA T T T CA TG T A A CAG GA T TG T A T GG T CC T GGA A T A T GGG T GT CCG  75786
A T T T C T C T CA GGAG T GGC T T GC T T T GGT T T T GGGGCA T T T CA TG T A A CAG GA T TG T A T GG T CC T GGA A T A T GGG T GT CCG  76350
A T T T C T C T CA GGAG T GGC T T GC T T T GGT T T T GGGGCA T T T CA TG T A A CAG GA T TG T A T GG T CC T GGA A T A T GGG T GT CCG  76712
A T T T C T C T CA GGAG T GGC T T GC T T T GGT T T T GGGGCA T T T CA TG T A A CAG GA T TG T A T GG T CC T GGA A T A T GGG T GT CCG  77253

ACCCGT A TGG CC T A AC T GGA A AGGT ACA A T C TG T A A A T CC AGCG T GGGGT GT GGA AGG T T T TGA T CC T T T T G T T CCAGGA  76507

79.300 79.320 79.340 79.360

ACCCGT A TGG CC T A AC T GGA A AGGT ACA A T C TG T A A A T CC GGCG T GGGGT GT GGA AGG T T T TGA T CC T T T T G T T CCAGGA  75866
ACCCGT A TGG CC T A AC T GGA A AGGT ACA A T C TG T A A A T CC AGCG T GGGGT GT GGA AGG T T T TGA T CC T T T T G T T CCAGGA  76430
ACCCC T A TGG CC T A AC T GGA A AGGT ACA A T C TG T A A A T CC AGCG T GGGGT GT GGA AGG T T T TGA T CC T T T T G T T CCAGGA  76792
ACCCGT A TGG A C T A AC T GGA A AGGT ACA A T C TG T A A A T CC AGCG T GGGGT GT GGA AGG T T T TGA T CC T T T T G T T CCAGGA  77333

GGA A T AGCC T C T CA T CA T A T TGCAGCAGGG ACA T TGGGCA T A T T AGCAGG C T T A T T CCA T C T T AGT G T CC GCCCACC T CA  76587

79.380 79.400 79.420 79.440

GGA A T AGCC T C T CA T CA T A T TGCAGCAGGG ACA T TGGGCA T A T T AGCAGG C T T A T T CCA T C T T AGT G T CC GCCCACC T CA  75946
GGA A T AGCC T C T CA T CA T A T TGCAGCAGGG ACA T TGGGCA T A T T AGCAGG C T T A T T CCA T C T T AGT G T CC GCCCGCC T CA  76510
GGA A T AGCC T C T CA T CA T A T TGCAGCAGGG ACA T TGGGCA T A T T AGCAGG C T T A T T CCA T C T T AGT G T CC GCCCACC T CA  76872
GGA A T AGCC T C T CA T CA T A T TGCAGCAGG T ACA T T AGGCA T A T T AGCAGG C T T A T T CCA T C T T AGT G T CC GCCCACC T CA  77413

ACG T C T A T A C A A AGGA T T AC GT A TGGGT A A T A T T GA A ACC G T T C T T T CCA GCAGCA T CGC T GC T GT C T T T T T TGCAGC T T  76667

79.460 79.480 79.500 79.520

ACG T C T A T A C A A AGGA T T AC GT A TGGGT A A T A T T GA A ACC G T T C T T T CCA GCAGCA T CGC T GC T GT T T T T T T TGCAGC T T  76026
ACG T C T A T A C A A AGGA T T AC GT A TGGGT A A T A T T GA A ACC G T T C T T T CCA GCAGCA T CGC T GC T GT C T T T T T TGCAGC T T  76590
ACG T C T A T A C A A AGGA T T AC GT A TGGGT A A T A T T GA A ACC G T T C T T T CCA GCAGCA T CGC T GC T GT C T T T T T TGCAGC T T  76952
ACG T C T A T A C A A AGGA T T AC GT A TGGGT A A T A T T GA A ACC G T T C T T T CCA GCAGCA T CGC T GC T GT C T T T T T TGCAGC T T  77493
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T TG T TG T TGC T GGA AC T A TG TGG T A T GG T T CAGCA A C T A C CCCCA T CGA A T T A T T T GG T C CCA CCCG T T A T CA A T GGGA T  76747

79.540 79.560 79.580 79.600

T TG T TG T TGC T GGA AC T A TG TGG T A T GG T T CAGCA A C T A C CCC T A T CGA A T T A T T T GG T C CCA CCCG T T A T CA A T GGGA T  76106
T TG T TG T TGC T GGA AC T A TG TGG T A T GG T T CAGCA A C T A C CCCCA T CGA A T T A T T T GG T C CCA CCCG T T A T CA A T GGGA T  76670
T TG T TG T TGC T GGA AC T A TG TGG T A T GG T T CAGCA A C T A C CCCCA T CGA A T T A T T T GG T C CCA CCCG T T A T CA A T GGGA T  77032
T TG T TG T TGC T GGA AC T A TG TGG T A T GG T T CAGCA A C T A C CCCCA T CGA A T T A T T CGG T C CCA CCCG T T A T CA A T GGGA T  77573

CAGGGA T AC T T T CAGCA AGA A A T A T A T CGA AGAG T T AGT G C T GGAC T AGC CGA A A A T CA A AGT T T A T CAG A AGC T TGG T C  76827

79.620 79.640 79.660 79.680

CAGGGA T AC T T T CAGCA AGA A A T A T A T CGA AGAG T T AGT G C T GGAC T AGC CGA A A A T CA A AGT T T A T CAG A AGC T TGG T C  76186
CAGGGA T AC T T T CAGCA AGA A A T A T A T CGA AGAG T T AGT G C T GGAC T AGC CGA A A A T CA A AGT T T A T CAG A AGC T TGG T C  76750
CAGGGA T AC T T T CAGCA AGA A A T A T A T CGA AGAG T T AGT G C T GGAC T AGC CGA A A A T CA A AGT T T A T CAG A AGC T TGG T C  77112
CAGGGA T AC T T T CAGCA AGA A A T A T A T CGA AGAG T T AGT G C T GGA T T AGC CGA A A A T CA A AGT T T A T CAG A AGC T TGG T C  77653

T A A A A T T CC T GA A A A A T T AG C T T T T T A T GA T T A CA T CGGA A A T A A T CCGG CGA A AGGGGG A T T G T T CAGA GCGGG T T CA A  76907

79.700 79.720 79.740 79.760

T A A A A T T CC T GA A A A A T T AG C T T T T T A T GA T T A CA T CGGA A A T A A T CCGG CGA A AGGGGG A T T G T T CAGA GCGGG T T CA A  76266
T A A A A T T CC T GA A A A A T T AG C T T T T T A T GA T T A CA T CGGA A A T A A T CCGG CGA A AGGGGG A T T G T T CAGA GCGGG T T CA A  76830
T A A A A T T CC T GA A A A A T T AG C T T T T T A T GA T T A CA T CGGA A A T A A T CCGG CGA A AGGGGG A T T G T T CAGA GCGGG T T CA A  77192
T A A A A T T CC T GA A A A A T T AG C T T T T T A T GA T T A T A T CGGA A A T A A T CCGG CGA A AGGGGG A T T A T T CAGA GCGGG T T CA A  77733

T GGA T A ACGG GGA T GGA A T A GC T GT T GGG T GGT T AGGACA CCC T A T C T T T A A AGA T A A AG A AGGGCG TGA A C T T T T T G T A  76987

79.780 79.800 79.820 79.840

T GGA T A ACGG GGA T GGA A T A GC T GT T GGG T GGT T AGGACA CCC T A T C T T T A A AGA T A A AG A AGGGCG TGA A C T T T T T G T A  76346
T GGA T A ACGG GGA T GGA A T A GC T GT T GGG T GGT T AGGACA CCC T A T C T T T A A AGA T A A AG A AGGGCG TGA A C T T T T T G T A  76910
T GGA T A ACGG GGA T GGA A T A GC T GT T GGG T GGT T AGGACA CCC T A T T T T T A A AGA T A A AG A AGGGCG TGA A C T T T T T G T A  77272
T GGA T A ACGG GGA T GGA A T A GC T GT CGGG T GGT T AGGACA CCC T A T C T T T AGAGA T A A AG A AGGGCG TGA A C T T T T T G T A  77813

CGT CGT A TGC C T AC T T T T T T TGA A A CA T T T CCAG T T G T T T T GGT AGA CGG AGA TGGA A T T G T T AGAGCCG A T GT T CC T T T  77067

79.860 79.880 79.900 79.920

CGT CGT A TGC C T AC T T T T T T TGA A A CA T T T CCAG T T G T T T T GGT AGA CGG AGA TGGA A T T G T T AGAGCCG A T GT T CC T T T  76426
CGT CGT A TGC C T AC T T T T T T TGA A A CA T T T CCAG T T G T T T T GGT AGA CGG AGA TGGA A T T G T T AGAGCCG A T GT T CC T T T  76990
CGT CGT A TGC C T AC T T T T T T TGA A A CA T T T CCAG T T G T T T T GGT AGA CGG AGA TGGA A T T G T T AGAGCCG A T GT T CC T T T  77352
CGT CGT A TGC C T AC T T T T T T TGA A A CA T T T CCAG T T G T T T T GGT AGA T GG GGA TGGA A T T G T T AGAGCCG A T GT T CC T T T  77893

T AGA AGGGCA GA A T CGA AGT A T AGT G T CGA ACA AGT AGG T G T A A C TG T TG AG T T C T A T GG T GGCGA AC T G A A TGGAG T GA  77147

79.940 79.960 79.980 80.000

T AGA AGGGCA GA A T CGA AGT A T AGT G T CGA ACA AGT AGG T G T A A C TG T TG AG T T C T A T GG T GGCGA AC T G A A TGGAG T GA  76506
T AGA AGGGCA GA A T CGA AGT A T AGT G T CGA ACA AGT AGG T G T A A C TG T TG AG T T C T A T GG T GGCGA AC T G A A TGGAG T GA  77070
T AGA AGGGCA GA A T CGA AGT A T AGT G T CGA ACA AGT AGG T G T A A C TG T TG AG T T C T C T GG T GGCGA AC T G A A TGGAG T GA  77432
T AGA AGGGCA GA A T CGA AGT A T AGT G T T GA ACA AGT AGG T G T A A C TG T TG AG T T C T A T GG T GGCGA AC T G A A TGGAG T GA  77973

A T T A T AG TGA T CC T GC T AC T GT GA A A A A A T A TGC T AGACG T GC T CA A T TG GG T GA A A T T T T TGA A T T AGA T CGT GC T AC T  77227

80.020 80.040 80.060 80.080

A T T A T AG TGA T CC T GC T AC T GT GA A A A A A T A TGC T AGACG T GC T CA A T TG GG T GA A A T T T T TGA A T T AGA T CGT GC T AC T  76586
A T T A T AG TGA T CC T GC T AC T GT GA A A A A A T A TGC T AGACG T GC T CA A T TG GG T GA A A T T T T TGA A T T AGA T CGT GC T AC T  77150
A T T A T AG TGA T CC T GC T AC T GT GA A A A A A T A TGC T AGACG T GC T CA A T TG GG T GA A A T T T T TGA A T T AGA T CGT GC T AC T  77512
G T T A T AG TGA T CC T G T T AC T GT GA A A A A A T A TGC T CGACG CGC T CA A T TG GG T GA A A T T T T TGA A T T AGA T CGT GC T AC T  78053

T TGA A A T CCG A T GG T GT T T T T CG T AGCAG T CCA AGGGGT T GG T T T AC T T T TGGACACGC T T CG T T T GC T C T GC T T T T C T T  77307

80.100 80.120 80.140 80.160

T TGA A A T CCG A T GG T GT T T T T CG T AGCAG T CCA AGGGGT T GG T T T AC T T T TGGACACGC T T CG T T T GC T C T GC T T T T C T T  76666
T TGA A A T CCG A T GG T GT T T T T CG T AGCAG T CCA AGGGGT T GG T T T AC T T T TGGACACA C T T CG T T T GC T C T GC T T T T C T T  77230
T TGA A A T CCG A T GG T GT T T T T CG T AGCAG T CCA AGGGGT T GG T T T AC T T T TGGACACGC T T CG T T T GC T C T GC T T T T C T T  77592
T TGA A A T CCG A T GG T GT T T T T CG T AGCAG T CCA AGGGGT T GG T T T AC T T T TGGACACGC T T CG T T T GC T C T GC T T T T C T T  78133

T T T CGGACA C A T T T GGCA TG GT GC T AGA AC C T T G T T CAGA GA TG T T T T TG C T GGT A T T GA CCCGGA T T T G GA TGC T CA AG  77387

80.180 80.200 80.220 80.240

T T T CGGACA C A T T T GGCA TG GT GC T AGA AC C T T G T T CAGA GA TG T T T T TG C T GGT A T T GA CCCGGA T T T G GA TGC T CA AG  76746
T T T CGGACA C A T T T GGCA TG GT GC T AGA AC C T T G T T CAGA GA TG T T T T TG C T GGT A T T GA CCCGGA T T T G GA TGC T CA AG  77310
T T T CGGACA C A T T T GGCA TG GT GC T AGA AC C T T G T T CAGA GA TG T T T T TG C T GGT A T T GA CCCGGA T T T G GA TGC T CA AG  77672
C T T CGGACA C A T T T GGCA TG GT GC T AGA AC C T T G T T CAGA GA TG T T T T TG C T GGT A T T GA CCCGGA T T T G GA TGC T CA AG  78213

T GGA A T T TGG AGCA T T CCA A A A AC T T GGAG A T CCA A C T A C A AGA AGA CA A GT AGT C TGA T GCA ACA T TGC T C TGC T A T T T  77467

80.260 80.280 80.300 80.320

T GGA A T T TGG AGCA T T CCA A A A AC T T GGAG A T CCA A C T A C A AGA AGA CA A GGAGT T TGA T GCA CCA T TGC T C TGC T A T T T  76826
T GGA A T T TGG AGCA T T CCA A A A AC T T GGAG A T CCA A C T A C A AGA AGA CA A GT AGT C TGA T GCA ACA T TGC T C TGC T A T T T  77390
T GGA A T T TGG AGCA T T CCA A A A AC T T GGAG A T CCA A C T A C A AGA AGA CA A GT AGT C TGA T GCA ACA T TGC T C TGC T A T T T  77752
T GGA A T T TGG AGCA T T CCA A A A AC T T GGAG A T CCA A C T A C A AGA AGA CA A GT AGT C TGA T GCA ACA T TGC T C TGC T A T GT  78293

T T CGC T T C T C GC T T C T A T - - - - T T T CGG T T T GT GA T T T T A A A T A AGG T AC TGGAGA A A T C T GGA T T T A A A T CGT CGCC T T  77543

80.340 80.360 80.380 80.400

T T CG T T T C T C GC T T C T A T - - - - T T T CGG T T T GT GA T T T T A A A T A AGG T AC TGGAGA A A T C T GGA T T T A A A T CGT CGCC T T  76902
T T CGC T T C T C GC T T C T A T - - - - T T T CGG T T T GT GA T T T T A A A T A AGG T AC TGGAGA A A T C T GGA T T T A A A T CGT CGCC T T  77466
T T CGC T T C T C GC T T C T A T - - - - T T T CGG T T T GT GA T T T T A A A T A AGG T AC TGGAGA A A T C T GGA T T T A A A T CGT CGT C T T  77828
T T CGC T T C T C GC T T T T A T C T AG T T T T GG T T T GT A A T T TGA A A T A AGG T AC TGGCGA A A T C T AGA T T T A A A T CGT CGCCC T  78373

T T T T T - - - - - - T T T - - - - - T T T T T C T T T A A T CCGGGA T A T GG T CCCA AGT A A ACAGGT A T GGA AGC T A T A A T TG T A A ACC  77612

80.420 80.440 80.460 80.480

T T T T T - - - - - - T T T A T T T T T T T T T C T T T A A T CCGGGAGA T GA T T CCA AGT A A ACAGGT A T GGA AGC T A T A A T TG T A A ACC  76976
T T T T TGA T T C T T T T T T T T T T T T T T C T T T A A T CCGGGAGA T GA T C T CA AGT A A ACAGGT A T GGA AGC T A T A A T TG T A A ACC  77546
T T T T TGA T T C T T T T - - - T T T T T T T C T T T A A T CCGGGAGA T GA T CCCA AGT A A ACAGGT A T GGA AGC T A T A A T TG T A A ACC  77905
T T T T TGA T T C - - - - - - - - - T T T T T T T T T A A T CCGGGAGA T GA T CCCA A A T A A ACAGGT A T GA A AGC T A T A A T TG T A A ACC  78444

ACGA T CGA A T T T A T GGA AGC A T T GG T T T A T ACA T T CC T C T T AGT C T CGAC T T T AGGGA T C A T T T T T T T CG C T A T C T T T T T  77692

80.500 80.520 80.540 80.560

ACGA T CGA A T T T A T GGA AGC A T T GG T T T A T ACA T T CC T C T T AGT C T CGAC T T T AGGGA T C A T T T T T T T CG C T A T C T T T T T  77056
ACGA T CGA A T T T A T GGA AGC A T T GG T T T A T ACA T T CC T C T T AGT C T CGAC T T T AGGGA T C A T T T T T T T CG C T A T C T T T T T  77626
ACGA T CGA A T T T A T GGA AGC A T T GG T T T A T ACA T T CC T C T T AGT C T CGAC T T T AGGGA T C A T T T T T T T CG C T A T C T T T T T  77985
ACGA T CGA A T T T A T GGA AGC A T T GG T T T A T ACA T T CC T C T T AGT C T CGAC T C T AGGGA T C A T T T T T T T CG C T A T C T T T T T  78524

T CGAGA ACCG CC T A A AG T T C CA AC T A A A A A A A T GA A A TGA T T T T T CA T T A T A T CA A T T GA AGT A A T GGGC C T CCCA A T A T  77772

80.580 80.600 80.620 80.640

T CGAGA ACCG CC T A A AG T T C CA AC T A A A A A A A T GA A A TGA T T T T T CA T T A T A T CA A T T GA AGT A A T GGGC C T CCCA A T A T  77136
T CGAGA ACCG CC T A A AG T T C CA AC T A A A A A A A T GA A A TGA T T T T T CA T T A T A T CA A T T GA AGT A A T GGGC C T CCCA A T A T  77706
T CGAGA ACCG CC T A A AG T T C CA AC T A A A A A A A T GA A A TGA T T T T T CA T T A T A T CA A T T GA AGT A A T GGGC C T CCCGA T A T  78065
T CGAGA ACCA CC T A A AG T T C CA AC T A A A A A A - T GA A A TGA T T T T CCA T T A T A T CA A T T GA AGT A A T GGGC C T CC T GA T A T  78603
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CGGGAGGCCC A T T A C T T CA A C T AGT CCCCG T GT T CC T CGA A T GGA T C T C T T AG T T G T T GA GAGGGT T GCC CA A A AGCAGT  77852

80.660 80.680 80.700 80.720

CGGGAGGCCC A T T A C T T CA A C T AGT CCCCG T GT T CC T CGA A CGGA T C T C T T AG T T G T T GA GAGGGT T GCC CA A A AGCAGT  77216
CGGGAGGCCC A T T A C T T CA A C T AGT CCCCG T GT T CC T CGA A CGGA T C T C T T AG T T G T T GA GAGGGT T GCC CA A A AGCAGT  77786
T GGGAGGCCC A T T A C T T CA A C T AGT CCCCG T GT T CC T CGA A CGGA T C T C T T AG T T G T T GA GAGGGT T GCC CA A A AGCAGT  78145
T GGGAGGCCC A T T A C T T CA A C T A A T CCCCG T GT T CC T CGA A T GGA T C T C T T AG T T G T T GA GAGGGT T GCC CA A A AGCAGT  78683

A T A T A AGGCG T ACCCCG T A A A A C T T ACA AG T A A ACCAGA T A T AGAGA T GG CGAC T AGGG T T GC T GT T T CC A T T A T T A T A T  77932

80.740 80.760 80.780 80.800

A T A T A AGGCG T ACCCCG T A A A A C T T ACA AG T A A ACCAGA T A T AGAGA T GG CGAC T AGGG T T GC T GT T T CC A T T A T T A T A T  77296
A T A T A AGGCG T ACCCCG T A A A A C T T ACA AG T A A ACCAGA T A T AGAGA T GG CGAC T AGGG T T GC T GT T T CC A T T A T T A T A T  77866
A T A T A AGGCG T ACCCCG T A A A A C T T ACA AG T A A ACCAGA T A T AGAGA T GG CGAC T AGGG T T GC T GT T T CC A T T A T T A T A T  78225
A T A T A AGGCG T ACCCCG T A A A A C T T ACA AG T A A ACCAGA T A T AGAGA T GG CGAC T AGGG T T GC T GT T T CC A T T A T T A T A T  78763

A A T T T CA AGA CCACA ACGGA T C T A T GA T A A GA T CGT T T A T T T ACA ACGGA A T GGT A T A CA A AG T CA ACAG A T C T CA A T GA  78012

80.820 80.840 80.860 80.880

A A T T T CA AGA CCACA ACGGA T C T A T GA T A A GA T CGT T T A T T T ACA ACGGA A T GGT A T A CA A AG T CA ACAG A T C T CA A T GA  77376
A A T T T CA AGA CCACA ACGGA T C T A T GA T A A GA T CGT T T A T T T ACA ACGGA A T GGT A T A CA A AG T CA ACAG A T C T CA A T GA  77946
A A T T T CA AGA CCACA ACGGA T C T A T GA T A A GA T CGT T T A T T T ACA ACGGA A T GGT A T A CA A AG T CA AGAG A T C T CA A T GA  78305
A A T T T CA AGA CCACA A T GGA T C T A T GC T A A A A T CGT T T A T T T ACA ACGGA A T GGT A T A CA A AG T CA ACAG A T C T T A A T GA  78843

A T A CA A A A T A GGA T T T A T GG C T GCA CA A AC AGT T GAGGG T AG T T C T AGA T C T CGT CCA AG ACGA AC T GC T G T AGGGGAC T  78092

80.900 80.920 80.940 80.960

A T A CA A A A T A GGA T T T A T GG C T GCA CA A AC AGT T GAGGG T AG T T C T AGA T C T CGT CCA AG ACGA AC T GC T G T AGGGGAC T  77456
A T A CA A A A T A GGA T T T A T GG C T GCA CA A AC AGT T GAGGG T AG T T C T AGA T C T CGT CCA AG ACGA AC T GC T G T AGGGGAC T  78026
A T A CA A A A T A GGA T T T A T GG C T GCA CA A AC AGT T GAGGG T AG T T C T AGA T C T CGT CCA AG AGGA AC T GC T G T AGGGGAC T  78385
A T A CA A A A T A GGA T T T A T GG C T GCA CA A AC T GT T GAGGG T AG T T C T AGAG C T CGT CCA AG ACA A AC T GC T C T AGGGA A T T  78923

T A T T GA A ACC A T TGA A T T CG GA A T A T GG T A A AG T AGC T CC T GGA T GGGGA AC T AC T CC T T T GA T GGG TG T CGCA A TGGC T  78172

80.980 81.000 81.020 81.040

T A T T GA A ACC A T TGA A T T CG GA A T A T GG T A A AG T AGC T CC GGGA T GGGGA AC T AC T CC T T T GA T GGG TG T CGCA A TGGC T  77536
T A T T GA A ACC A T TGA A T T CG GA A T A T GG T A A AG T AGC T CC T GGA T GGGGA AC T AC T CC T T T GA T GGG TG T CGCA A TGGC T  78106
T A T T GA A ACC A T TGA A T T CG GA A T A T GG T A A AG T AGC T CC T GGA T GGGGA AC T AC T CC T T T GA T GGG TG T CGCA A TGGC T  78465
T A T T GA A ACC G T TGA A T T CG GA A T A T GG T A A AG T CGC T CC T GGA T GGGGA AC T AC T CC T T T GA T GGGGG T CGCA A TGGC T  79003

C T A T T T GCGA T A T T CC T A T C T A T T A T T T T G GAGA T T T A T A A T T C T T CCGT T T T AC T GGAC GGA A T T T CGC T GA A T T AGA T  78252

81.060 81.080 81.100 81.120

C T A T T T GCGA T A T T CC T A T C T A T T A T T T T G GAGA T T T A T A A T T C T T CCGT T T T AC T GGAC GGA A T T T CA C T GA A T T AGA T  77616
C T A T T T G TGA T A T T CC T A T C T A T T A T T T T G GAGA T T T A T A A T T C T T CCGT T T T AC T GGAC GGA A T T T CA C T GA A T T AGA T  78186
C T A T T T G TGA T A T T CC T A T C T A T T A T T T T G GAGA T T T A T A A T T C T T CCGT T T T AC T GGAC GGA A T T T CA C T GA A T T AGA T  78545
C T A T T T GCGA T A T T CC T A T C T A T A A T T T T G GAGA T T T A T A A T T C T T CCGT T T T AC T GGAC GGA A T T T CA C T GA A T T AGA T  79083

T CA CA AGA A C CCC - A A A A T C C T AGC T T T T A A AGA AGCA T T T AGG T C T CGG A T T T T T T T T - - A T T T T AGT T GA T T GGT AGT  78329

81.140 81.160 81.180 81.200

T CA CA AGA A C CCC - A A A A T C C T AGC T T T T A A A T A AGCA T T T AGG T C T CGG A T T T T T T T T T T A T T T T AGT T GA T T GGT AGT  77695
T CA CA AGA A C CCCCA A A A T C C T AGC T T T T A A A T A AGCA T T T AGG T C T CGG A T T T T T T T T T T A T T T T AGT T GA T T GGT AGT  78266
T CA CA AGA A C CCCCA A A A T C C T AGC T T T T A A A T A AGCA T T T AGG T C T CGG A T T T T T T T T T - A T T T T AGT T GA T T GGT AGT  78624
T A A CA AGA A T CCC - A A A A T C C T AGC T GT T A A A T A AGCA T T T AGG T C T CGG A T T T T T - - - - - A T T T T AGT T GA T T GGT AGT  79157

T CGACCGCGA A A T T T T T T TG T T T C T G T A T T T CCGGA A T A T GAGT G TG T GA C T T GT T C T A A T GGA T CC T A T T GA T AGT ACA  78409

81.220 81.240 81.260 81.280

T CGACCGCGA A A T T T T T T TG T T T C T G T A T T T CCGGA A T A T GAGT G TG T A A C T T GT T C T A A T TGA T CC T A T T GA T AGT ACA  77775
T CGACCGCGA A A T T T T T T TG T T T C T G T A T T T CCGGA A T A T GAGT G TG T GA C T T GT T C T A A T TGA T CC T A T T GA T AGT ACA  78346
T CGACCGCGA A A T T T T T T TG T T T C T G T A T T T CCGGA A T A T GAGT G TG T GA C T T GT T C T A A T TGA T CC T A T T GA T AGT ACA  78704
T CGACCGCGA A A T T T T T T TG T T T C T G T A T T T CCGGA A T A T GAGT G TG T GA C T T GT T C T A A T TGA T CC T A T T GA T AGT ACA  79237

GAGA A T GGG T C T GT CGT C T T GA T AGAGA T G G T T T T A CCCC G T CGGA T A T T CA T T CGAG T A T C T GGAGCA C GGA A T A T A T A  78489

81.300 81.320 81.340 81.360

GAGA A T GGG T C T GT CGT C T T GA T AGAGA T G G T T T T A CCCC G T CGGA T A T T CA T T CGAG T A T C T GGAGCA C GGA A T A T A T A  77855
GAGA A T GGG T C T GT CGT C T T GA T AGAGA T G G T T T T A CCCC G T CGGA T A T T CA T T CGAG T A T C T GGAGCA T GGA A T A T A T A  78426
GAGA A T GGG T C T GT CGT C T T GA T AGAGA T G G T T T T A CCCC G T CGGA T A T T CA T T CGAG T A T C T GGAGCA C GGA A T A T A T A  78784
GAGA A T GGG T C T GT CGT C T T GCGAGAGA T G G T T T T A CCCC G T CGGA T A T T CA T CC T AG T A T C T GGAGCA C GGA A T A T A T A  79317

A A A T AGA T CA CGA AG T A T T C GA AC T A TGA T T CA T AC T T A A T A T T CAGACC T CGCGGCCGG A T T CA A ACA A T T T T T CCA A A  78569

81.380 81.400 81.420 81.440

A A A T AGA T CA CGA AG T A T T C GA AC T A TGA T T CA T AC T T A A T A T T CAGACC T CGCGGCCGG A T T CA A ACA A T T T T T CCA A A  77935
A A A T AGA T CA CGACG T A T T C GA AC T A TGA T T CA T AC T T A A T A T T CAGACC T CGCGGCCGG A T T CA A ACA A T T T T T CCA A A  78506
A A A T AGA T CA CGA AG T A T T C GA AC T A TGA T T CA T AC T T A A T A T T CAGACC T CGCGGCCGG A T T CA A ACA A T T T T T CCA A A  78864
A A A T AGA T CA CGA AG T A T T C GA AC T A TGA T T CA T AC T T A A T A T T CAGACC T CGCGGCCGG A T T CA A A A A A T T T T T CCA A A  79397

- - - - GGA A A A AG T T A T A A A T CA T A A A T T GA A A - - - - - - - G A T T T T T C T T C T T T CA A A T T C GCCA T T T CCG C T T T - GA T T T  78637

81.460 81.480 81.500 81.520

- - - - G - A A A A AG T T A T A A A T CA T A A A T T GA A A - - - - - - - G A T T T T T C T T C T T T CA A A T T C GCCA T T T CCG C T T T - GA T T T  78002
- - - - G - A A A A AG T T A T A A A T CA T A A A T T GA A A - - - - - - - G A T T T T T C T T C T T T CA A A T T C T CCA T T T CCG C T T T T GA T T T  78574
- - - - G - A A A A AG T T A T A A A T CA T A A A T T GA A A - - - - - - - G A T T T G T C T T C T T T CA A A T T C GCCA T T T CCG C T T T - GA T T T  78931
CCA A AGA A A A AG T T A T A A A T CA T A A A T T GA A A A T TGA A AG A T T T T T C T T C T T T CA A A T T C CCCA T T T C T G C T T T - GA T T T  79476

T GC T CA CAGG A CA A ACG T T T C T T TGGA T T T T T AG T CA T T A T A T T T A T A T C T A T T C T AC T C G T T GA A T A A A T GA T GA T CCA  78717

81.540 81.560 81.580 81.600

T GC T CA CAGG A CA A ACG T T T C T T TGGA T T T T T AG T CA T T A T A T T T A T A T C T A T T C T AC T C G T T GA A T A A A T GA T GA T CCA  78082
T GC T CA A AGG A CA A ACA T T T C T T TGGA T T T T T AG T CA T T A T A T T T A T A T C T A T T C T AC T C G T T GA A T A A A T GA T GA T CCA  78654
T GC T CA A AGG A CA A ACG T T T C T T TGGA T T T T T AG T CA T T A T A T T T A T A T C T A T T C T AC T C G T T GA A T A A A T GA T GA T CCA  79011
T GC T CA A AGG GCA A ACG T T T C T T TGGA T T T T T AG T CC T T A T A T - - - - G T C T A T T A T AC T C G T T GA A T A A A T GA T GA T ACA  79552

A TGG T T C T T A C T CAGGGA A T C T T TGGAC T T A A T T TGA AGG G T T T G T T GA A T CA T CG TGG - T T C T AG T A T G A A T C T GAGGT  78796

81.620 81.640 81.660 81.680

A TGG T T C T T A C T CAGGGA A T C T T TGGAC T T A A T T TGA AGG G T T T G T T GA A T CA T CG TGG - T T C T AG T A T G A A T C T GAGGT  78161
A TGG T T C T T A C T CAGGGA A T C T T TGGAC T T A A T T TGA AGG G T T T G T T GA A T CA T CG TGG - T T C T AG T A T G A A T C T GAGGT  78733
A TGG T T C T T A C T CAGGGA A T C T T TGGAC T T A A T T TGA AGG G T T T G T T GA A T CA T CG TGGG T T C T AG T A T G A A T C T GAGGT  79091
A TGG T T C T T A C T CAGGGA A T C T T TGGAC T T A A T T TGA AGG T T T T G T T GA A T CA T CG TGG - T T C T AG T A T G A A T C T GAGGT  79631

T T CA A T T GA T T CA T AGGG T C T T A ACA AGA A A A T T CC T A T C A ACA A T A A AG A A A AGA T A A A G T A A AGC TGC A T T A CA T ACA  78876

81.700 81.720 81.740 81.760

T T CA A T T GA T T CA T AGGG T C T T A ACA AGA A A A T T CC T A T C A ACA A T A A AG A A A A A A T A A A G T A A AGC TGC A T T CCA T ACA  78241
T T CA A T T GA T T CA T AGGG T C T T A ACA AGA A A A T T CC T A T C A ACA A T A A AG A A A AGA T A A A G T A A AGC TGC A T T A CA T ACA  78813
T T CA A T T GA T T CA T AGGG T C T T A ACA AGA A A A T T CC T A T C A ACA A T A A AG A A A AGA T A A A G T A A AGC TGC A T T A CA T ACA  79171
T T CA A T T GA T T CA T AGGG T C T T A ACA AGA A A A T T CC T A T C A A T A A T A A AG A A A ACA T A A A G T A A AGC TGC A T T A CA T ACA  79711
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A A T A A A A A T A A CA A A T A A A A A A A A A A ACGA A A T AGG T A A A T AGA AGA T T C A AGAGGCCCG T A A CGA T CA A CA T A A AGACA  78956

81.780 81.800 81.820 81.840

A A T A A A A A T A A CA A A T A A A A A A A A A - - CGA A A T AGG T A A A T AGA AGA T T C A AGAGGCCCG T A A CGA T CA A CA T A A AGACA  78319
A A T A A A A A T A A CA A A T A A A A A A A A A - - CGA A A T AGG T A A A T AGA AGA T T C A AGAGGCCCG T A A CGA T CA A CA T A A AGACA  78891
A A T A A A A A T A A CA A A T A A A A A A A A A - - CGA A A T AGG T A A A T AGA AGA T T C A AGAGGCCCG T A A CGA T CA A CA T A A AGACA  79249
A A T A A A A A T A AGA A A T A A A A A A A A A CA - A A A T T AGG T A A A T AGA AGA T T C A AGAGACC T G T A A CGA T CA A CA T A A AGACA  79790

AGT GAG T CGA C T TGA T T T T T TGGCA T T C T A A T T A T A AGCA CCA AGA A T AG C T T T CGA A T T T TGA T T C T T T CG T A T C T T T A  79036

81.860 81.880 81.900 81.920

AGT GAG T CGA C T TGA T T T T T TGGCA T T C T A A T T A T A AGCA CCA AGA A T AG C T T T CGA A T T T TGA T T C T T T CG T A T C T T T A  78399
AGT GAG T CGA C T TGA T T T T T TGGCA T T C T A A T T A T A AGCA CCA AGA A T AG C T T T CGA A T T T TGA T T C T T T CG T A T C T T T A  78971
AGT GAG T CGA C T TGA T T T T T TGGCA T T C T A A T T A T A AGCA CCA AGA A T AG C T T T CGA A T T T TGA T T C T T T CG T A T C T T T A  79329
AGCGAG T CA A C T TGA T T T T T TGGCA T T C T A A T T A T A AGCA CA A AGA A T AG T T T T C T GA T T T TGA T T C T T T CG T A T C T T T A  79870

GA T A AGA T T G A A T CA A A AGA T T A AGA AG T T T CCA A T T T T C T A T T CCA T AC C T C T T T CA AC CAG T A T T GGG G T GT T TG - - -   79113

81.940 81.960 81.980 82.000

GA T A AGA T T G A A T CA A A AGA T T A AGA AG T T T CCA A T T TGC T A T T CCA T AC C T C T T T CA AC CAG T A T T GGG G T GT T TG T GT  78479
GA T A AGA T T G A A T CA A A AGA T T A AGA AG T T T CCA A T T T T C T A T T CCA T AC C T C T T T CA AC CAG T A T T GGG G T GT T TG - - -   79048
GA T A AGA T T G A A T CA A A AGA T T A AGA AG T T T CCA A T T T T C T A T T CCA T AC C T C T T T CA AC CAG T A T T GGA G T GT T TG - - -   79406
A A T A AGA T T G A A T CA A A AGA T T A AGA A A T T T CCA A T T T T C T A T T CCA T AC C T C T T T CA AC T AG T A T T GGG G T GT T T T T GT  79950

- - - AGCCGT A CGAGA TGA A A T T C T CA T A T A CGG T T C T CAG AGGGGGAG T T CCC - - T TGG T T T A CC T A T C T CA A T A A AG T C  79188

82.020 82.040 82.060 82.080

T TGAGCCGT A CGAGA TGA A A T T C T CA T A T A CGG T T C T CAG AGGGGGAG T T CCC - - T TGG T T T A CC T A T C T CA A T A A AG T C  78557
- - - AGCCGT A CGAGA TGA A A T T C T CA T A T A CGG T T C T CAG AGGGGGAG T T CCC - - T TGG T T T A CC T A T C T CA A T A A AG T C  79123
- - - AGCCGT A CGAGA TGA A A T T C T CA T A T A CGG T T C T CAG AGGGGGAG T T C T C - - T TGG T T T A CC T A T C T CA A T A A AG T C  79481
T TGAGCCGT A CGAGA TGA A A T T C T CA T A T A CGG T T C T CAG AGGGGGAG T C CCCCC T TGG T T T A CC T A T C T CA A T A A AG T C  80030

T ACGA T T GG T T CGA AGA ACG T C T CGA A A T T CAGGCGA T T G CAGA T GA T A T A A C T AG T A A A T ACG T T CC T C C T CA T GT CA A  79268

82.100 82.120 82.140 82.160

T ACGA T T GG T T T GA AGA ACG T C T CGA A A T T CAGGCGA T T G CAGA T GA T A T A A C T AG T A A A T ACG T T CC T C C T CA T GT CA A  78637
T ACGA T T GG T T CGA AGA ACG T C T CGA A A T T CAGGCGA T T G CAGA T GA T A T A A C T AG T A A A T ACG T T CC T C C T CA T GT CA A  79203
T ACGA T T GG T T CGA AGA ACG T C T CGA A A T T CAGGCGA T T G CGGA T GA T A T A A C T AG T A A A T ACG T T CC T C C T CA T GT CA A  79561
T ACGA T T GG T T CGA AGA ACG T C T CGAGA T T CAGGCGA T T G CAGA T GA T A T A A C T AG T A A A T ACG T T CC T C C T CA T GT CA A  80110

CA T A T T T T A T T G T C T AGGAG GA A T T ACA C T T AC T TG T T T T T T AG T ACA AG T AGC T ACAGG G T T T GC T A T G A C T T T T T AC T  79348

82.180 82.200 82.220 82.240

CA T A T T T T A T T G T C T AGGAG GA A T T ACA C T T AC T TG T T T T T T AG T ACA AG T AGC T ACAGG G T T T GC T A T G A C T T T T T AC T  78717
CA T A T T T T A T T G T C T AGGAG GA A T T ACA C T T AC T TG T T T T T T AG T ACA AG T AGC T ACAGG G T T T GC T A T G A C T T T T T AC T  79283
CA T A T T T T A T T G T C T AGGAG GA A T T ACA C T T AC T TG T T T T T T AG T ACA AG T AGC T ACAGG G T T T GC T A T G A C T T T T T AC T  79641
CA T A T T T T A T T G T C T AGGAG GA A T T ACA C T T AC T TG T T T T T T AG T ACA AG T AGC T ACAGG G T T T GC T A T G A C T T T T T AC T  80190

ACCG T CCGA C CG T T AC T GAG GC T T T T GC T T C TG T T CA A T A T A T A A TGACG GA AGC T A A C T T TGG T T GGT T A A T CCGA T CA  79428

82.260 82.280 82.300 82.320

A T CG T CCGA C CG T T AC T GAG GC T T T T GC T T C TG T T CA A T A T A T A A TGACG GA AGC T A A C T T TGG T T GGT T A A T CCGA T CA  78797
ACCG T CCGA C CG T T AC T GAG GC T T T T GC T T C TG T T CA A T A T A T A A TGACG GA AGC T A A C T T TGG T T GGT T A A T CCGA T CA  79363
ACCG T CCGA C CG T T AC T GAG GC T T T T GC T T C TG T T CA A T A T A T A A TGACG GA AGC T A A C T T TGG T T GGT T A A T CCGA T CA  79721
ACCG T CCGA C CG T T AC T GAG GC T T T T AC T T C TG T T CA A T A T A T A A TGACG GA AGC T A A C T T TGG T T GGT T A A T CCGA T CA  80270

G T T CA T CGA T GG T CGGCA AG T A T GA T GG T C C T A A TGA T A A T CC T GCA CGT A T T T CG TG T G T A T C T CACAG G T GG T T T T A A  79508

82.340 82.360 82.380 82.400

G T T CA T CGA T GG T CGGCA AG T A T GA T GG T C C T A A TGA T A A T CC T GCA CGT A T T T CG TG T G T A T C T CACAG G T GG T T T T A A  78877
G T T CA T CGA T GG T CGGCA AG T A T GA T GG T C C T A A TGA T A A T CC T GCA CGT A T T T CG TG T G T A T C T CAC T G G T GG T T T T A A  79443
G T T CA T CGA T GG T CGGCA AG T A T GA T GG T C C T A A TGA T A A T CC T GCA CGT A T T T CG TG T G T A T C T CAC T G G T GG T T T T A A  79801
G T T CA T CGA T GG T CGGCA AG T A T GA T GG T C C T A A TGA T A A T CC T GCA CGT A T T T CG TG T G T A T C T CAC T G G T GG T T T T A A  80350

A A A ACC T CGC GA A T T GA C T T GGG T T ACAGG T GT GGT T C T G GC TG T A T T GA C T GCA T C T T T T GG T GT A ACA GGC T A T T C T T  79588

82.420 82.440 82.460 82.480

A A A ACC T CGC GA A T T GA C T T GGG T T ACAGG T GT GGT T C T G GC TG T A T T GA C T GCA T C T T T T GG T GT A ACA GGC T A T T C T T  78957
A A A ACC T CGC GA A T T GA C T T GGG T T ACAGG T GT GGT T C T G GC TG T A T T GA C T GCA T C T T T T GG T GT A ACA GGC T A T T C T T  79523
A A A ACC T CGC GA A T T GA C T T GGG T T ACAGG T GT GGT T C T G GC TG T A T T GA C T GCA T C T T T T GG T GT A ACA GGC T A T T C T T  79881
A A A ACC T CGC GA A T T GA C T T GGG T T ACAGG T GT GGT T C T G GC TG T A T T GA C T GCA T CC T T T GG T GT A ACA GG T T A T T C T T  80430

T ACC T T GGGA CCA A A T T GGG T A T TGGGCAG T CA A A A T TG T A ACAGGCG T A CCAGA AGC T A T T CCGG T A A T AGGA T CGCC T  79668

82.500 82.520 82.540 82.560

T ACC T T GGGA CCA A A T T GGG T A T TGGGCAG T CA A A A T TG T A ACAGGCG T A CCAGA AGCGA T T CCGG T A A T AGGA T CGCC T  79037
T ACC T T GGGA CCA A A T T GGG T A T TGGGCAG T CA A A A T TG T A ACAGGCG T A CCAGA AGCGA T T CCGG T A A T AGGA T CGCC T  79603
T ACC T T GGGA CCA A A T T GGG T A T TGGGCAG T CA A A A T TG T A ACAGGT G T A CCAGA AGCGA T T CCGG T A A T AGGA T CGCC T  79961
T ACC T T GGGA CCA A A T T GGG T A T TGGGCAG T A A A A A T TG T A ACAGGCG T A CCAGA AGCGA T T CCAG T A A T AGGA T CGCC T  80510

T TGG T AGAG T T A T T ACGCGG A AG TGC T AG T G TGGGA CAG T CCACC T T GAC T CG T T T T T A T AGT T T A CACA C T T T T GT A T T  79748

82.580 82.600 82.620 82.640

T TGG T AGAG T T A T T ACGCGG A AG TGC T AG T G TGGGA CAG T CCACC T T GAC T CG T T T T T A T AGT T T A CACA C T T T T GT A T T  79117
T TGG T AGAG T T A T T GCGCGG A AG TGC T AG T G TGGGA CAG T CCACC T T GAC T CG T T T T T A T AGT T T A CACA C T T T T GT A T T  79683
T TGG T AGAG T T A T T ACGCGG A AG TGC T AG T G TGGGA CAG T CCACC T T GAC T CG T T T T T A T AGT T T A CACA C T T T T GT A T T  80041
T TGG T AGAG T T A T T ACGCGG A AG TGC T AG T G TGGGA CAG T CCAC T T T GAC T CG T T T T T A T AGT T T A CACA C T T T T GT A T T  80590

ACC T C T T C T T A C TGCCG T A T T T A TG T T A A T GCA T T T CC T A A T GA T ACG T A AGCA AGGT A T T T C T GG T CC T T T A T A A A A T C  79828

82.660 82.680 82.700 82.720

ACC T C T T C T T A C TGCCG T A T T T A TG T T A A T GCA T T T CC T A A T GA T ACG T A AGCA AGGT A T T T C T GG T CC T T T A T A A A A T C  79197
ACC T C T T C T T A C TGCCG T A T T T A TG T T A A T GCA T T T CC T A A T GA T ACG T A AGCA AGGT A T T T C T GG T CC T T T A T A A A A T C  79763
ACC T C T T C T T A C TGCCG T A T T T A TG T T A A T GCA T T T CC T A A T GA T ACG T A AGCA AGGT A T T T C T GG T CC T T T A T A A AG T C  80121
ACC T C T T C T T A C TGCCG T A T T T A TG T T A A T GCA T T T CC T A A T GA T ACG T A AGCA AGGT A T T T C T GG T CC T T T A T A A A A T -   80669

A A A A AGA A T C T AGA T CA T AG CGA T T T GT A A T CA A T CC T T T A T C T T A T T GC T T GGGG - AGG A ACA A T A A T A T T T CA T T GC T  79907

82.740 82.760 82.780 82.800

A A A A AGA A T C T AGA T CA T AG CGA T T T GT A A T CA A T CC T T T A T C T T A T T GC T T GGGG - AGG A ACA A T A A T A T T T CA T T GC T  79276
A A A A AGA A T C T AGA T CA T AG CGA T T T GT A A T CA A T CC T T T A T C T T A T T GC T T GGGG - AGG A ACA A T A A T A T T T CA T T GC T  79842
A A A A AGA A T C T AGA T CA T AG CGA T T T GT A A T CA A T CC T T T C T C T T A T T GC T T GGGG - AGG A ACA A T A A T A T T T CA T T GC T  80200
A A A A A A A A T C T AGA T CA T AG CGA T T T GT A A T CA A T CC T T T A T C T T T T T GC T T GGGGGAGG A ACA A T A A T A T T T CA T T GC T  80749

ACA A A T A TGG A T T A T TGACA A AGAC T A AGA CA T G T A T T T G GA A A T T T CCC C T CA A C T CCA T A A T A T T GT A T T A T T T A T T T  79987

82.820 82.840 82.860 82.880

ACA A A T A TGG A T T A T TGACA A AGA A T A AGA CA T G T A T T T G GA A A T T T CCC T T CA A C T - - - - - - - - - - - - - - - A T T T A T T T  79341
ACA A A T A TGG A T T A T TGACA A AGA A T A AGA CA T G T A T T T G GA A A T T T CCC C T CA A C T CCA T A A T A T T GT A T T A T T T A T T T  79922
ACA A A T A TGG A T T A T TGACA A AGA A T A AGA CA T G T A T T T G GA A A T T T CCC C T CA A C T CCA T A A T A T T GT A T T A T T T A T T T  80280
ACA A A T A TGG A T T A T TGCCA A AGA A T A AGA CA T G T A T T T G GA A A T T T CCC C T CA A C T CCA T A A T A T T GT A T T A T T T A T T T  80829
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GACA TGA A T G A A T AG T T GA A GGGA A T T C T C CGA AGAGA A A - T GGA T T A TG GGAGT G TG T G AC T T GA AC T A T T GA T TGGGC  80066

82.900 82.920 82.940 82.960

GACA TGA A T G A A T AG T T GA A GGGA A T T C T C CGA AGAGA A A - T GGA T T A TG GGAGT G TG T G AC T T GA AC T A T T GA T TGGGC  79420
GACA TGA A T G A A T AG T T GA A GGGA A T T C T C CA A AGAGA A A - T GGA T T A TG GGAGT G TG T G AC T T GA AC T A T T GA T TGGGC  80001
GACA TGA A T G A A T AG T T GA A GGGA A T T C T C CA A AGAGA A A - T GGA T T A TG GGAGT G TG T G AC T T GA AC T A T T GA T TGGGC  80359
GACA TGA A T G A A T AG T T GA A GGGA A T T C T C CGA AGAGA A A A T GGA T T A TG GGAGT G TG T G AC T T GA AC T A T T GA T TGGGC  80909

CGT GCAGA A A T A TGCC T T T A T C T GC T ACA T T GGA A T T CA C A A T CA A A T GT GT C T T T GT T T CA A CCGCCGC CCCA T AGAGA  80146

82.980 83.000 83.020 83.040

CGT GCAGA A A T A TGCC T T T A T C T GC T A T A T T GGA A T T CA C A ACCA A A T GT GT C T T T GT T T CA A CCGCCGC CCCA T AGAGA  79500
CGT GCAGA A A T A TGCC T T T A T C T GC T ACA T T GGA A T T CA C A A T CA A A T GT GT C T T T GT T T CA A CCGCCGC CCCA T AGAGA  80081
CGT GCAGA A A T A TGCC T T T A T C T GC T ACA T T GGA A T T CA C A A T CA A A T GT GT C T T T GT T T CA A CCGCCGC CCCA T AGAGA  80439
CA T GCAGA A A T A TGCC T T T A T C T GC T ACA T T GGA A T T CA C A ACCA A A T GT GT C T T T GT T C CA A C TGC TGC CCCA T AGAGA  80989

GGA T AGGC T G G T T CGA T T GA A A AGA A T C T T T T C T A T GA T C AGACCCA AGC A T GCCG TGCA T GA ACAGGC T CCGT A AGA T C  80226

83.060 83.080 83.100 83.120

GGA T AGGC T G G T T CGA T T GA A A AGA A T C T T T T C T A T GA T C AGACCCA AGC A T GCCG TGCA T GA ACAGGC T CCGT A AGA T C  79580
GGA T A AGC T G G T T CGA T T GA A A AGA A T C T T T T C T A T GA T C AGACCCA AGC A T GCCG TGCA T GA ACAGGC T CCGT A AGA T C  80161
GGA T AGGC T G G T T CGA T T GA A A AGA A T C T T T T C T A T GA T C AGACCCA AGC A T GCCG TGCA T GA ACAGGC T CCGT A AGA T C  80519
GGA T AGGC T G G T T CGA T T GA A A AGA A T C T T T T C T A T GA T C AGACCCA A AC A T GC T G TGCA T GA ACAG T C T CCGT A AGA T C  81069

CAG T AGA A T A AG TGA TG T GG CAGA A T CCAG A T T A T C T T T T CGC T A T A T T A C T T CC T T A - - - - - - - - - - - - - - - A T AG T A T  80291

83.140 83.160 83.180 83.200

CAG T AGA A T A AG TGA TG T GG CAGA A T CCAG A T T A T C T T T T CGC T A T A T T A C T T CC T T A - - - - - - - - - - - - - - - A T AG T A T  79645
CAG T AGA A T A AG TGA TG T GG CAGA A T CCA A A T T A T C T T T T CGC T A T A T T A C T T CC T T A - - - - - - - - - - - - - - - A T AG T A T  80226
CAG T AGA A T A AG TGA TG T GG CAGA A T CCA A A T T A T C T T T T CGC T A T A T T A C T T T C T T A T A T A T CAC T T T C T T A A T AG T A T  80599
CAG T AGA A T A AG TGA TG T GG CA T A A T CCAG A T T A TG T T T T CGC T A T A T T A C T T CC T T A - - - - - - - - - - - - - - - A T AG T A T  81134

GGA A A T GCA T T CA T T T C T T T TGCA T CGA T C CGA T T T A TGA T AC T A T CGGA GT GA A ACA AG GGA T C T A A AG A AGAGCAGCG  80371

83.220 83.240 83.260 83.280

GGA A A T GCA T T CA T T T C T T C TGCA T CGA T C CGA T T T A TGA T AC T A T CGGA GT GA A ACA AG GGA T C T A A AG A AGAGCAGCG  79725
GGA A A T GCA T T CA T T T C T T C TGCA T CGA T C CGA T T T AGGA T AC T A T CGGA GT GA A ACA AG GGA T C T A A AG A AGAGCAGCG  80306
GGA A A T GCA T T CA T T T C T T C TGCA T CGA T C CGA T T T A TGA T AC T A T CGGA GT GA A ACA AG GGA T C T A A AG A AGAGCAGCG  80679
CGA A A T GCA T T CA T T T C T T C TGCA T CGA T T CGA T T T A TGA T AC T A T CGGA GT GA A ACA AG GGA T C T A A AG A AGAGCAGCG  81214

GC T AGA C T A T A T T AG T A ACA AG T A A A T CC T T TG T ACGCGA A A A A T A A A A A T T T CAGC T CG A T CCA T T T T T G T T - - - - - - -   80444

83.300 83.320 83.340 83.360

GC T AGA C T A T A T T AG T A ACA AG T A A A T CC T T TG T ACGCGA A A A A T CA A A A T T T CAGC T CG A T CCA T T T T T G T T - - - - - - -   79798
GC T AGA C T A T A T T AG T A ACA AG T A A A T CC T T TG T ACGCA A A A A A T C - - - - - T T CAGC T CG A T CCA T T T T T G T T - - - - - - -   80374
GC T AGA C T A T A T T AG T A ACA AG T A A A T CC T T TG T ACGCGA A A A A T CCA A A T T T CAGC T CG A T CCA T T T T T G T T - - - - - - -   80752
GC T AGA C T A T A T T AG T A ACA A A T A A A T CC T T TG T GCACGA A A A A T A A A A A T T T CAGC T CG A T C T A T T T T T T T T T T GT T GG  81294

A - - - - - - GGG T GA A T CA CAC GGGC T GAGAC GACCCAGA A A GC T C T TGA T C A - - - - - - T GA T CA A T T C TG T A AGCC T A C T T  80512

83.380 83.400 83.420 83.440

A T T G T T AGGG T GA A T CA CA A GGGC T GAGAC GACCCAGA A A GC T C T TGA T C A - - - - - - T GA T CA A T T C TG T A AGCC T A C T T  79872
A - - - - - - GGG T GA A T CA CA A GGGC T GAGAC GACCCAGA A A GC T C T TGA T C A - - - - - - T GA T CA A T T C TG T A AGCC T A C T T  80442
A - - - - - - GGG T GA A T CA CA A GGGC T GAGAC GACCCAGA A A GC T C T TGA T C A - - - - - - T GA T CA A T T C TG T A AGCC T A C T T  80820
GGGA T A AGGG T GA A T CA CA A GGGC T GAGAC GACCCAGA A A GC T C T TGA T C A AGA T CA T GA T CA A T T C TG T A AGCC T A T T T  81374

GGG T A T T GAG CA TG T ACC TG T A - - - - - AGA AC T GA A T T CC T T G - - - - - - - - - - T T ACA AC T T CG T A A A A T GGA A T CCAGT  80577

83.460 83.480 83.500 83.520

GGG T A T T GAG CA TG T ACC TG T A - - - - - AGA AC T GA A T T CC T T G - - - - - - - - - - T T ACA AC T T CG T A A A A T GGA A T CCAGT  79937
GGG T A T T GAG CA TG T ACC TG T A - - - - - AGA AC T GA A T T CC T T G - - - - - - - - - - T T ACA AC T T CG T A A A A T GGA A T CCAGT  80507
GGG T A T T GAG CA TG T ACC TG T A - - - - - AGA AC T GA A T T CC T T G - - - - - - - - - - T T ACA AC T T CG T A A A A T GGA A T CCAGT  80885
GGG T A T T GAG CA TG T ACC TG T A C TG T A AGA AC T GA A T T CC T T GCA A T T GA GAG T T GCA AC T T CG T A A A A T GGA A T CCGGT  81454

A A T T T T ACC T A T AGA A T CA T T CAGA T A T GC G TGGA T A TGA C T A A A T A T AG A T T T T A T A A A A T C T A T A T T T A T T T T T T T T T  80657

83.540 83.560 83.580 83.600

A A T T T T ACC T A T AGA A T CA T T CAGA T A T G T G TGGA T A TGA C T A A A T A T AG A T T T T A T A A A A T C T A T A T T T A T T T T T T T T -   80016
A A T T T T ACC T A T AGA A T CA T T CAGA T A T GC G TGGA T A TGA C T A A A T A T AG A T T T T A T A A A A T C T A T A T T T A T T T T T T T T -   80586
A A T T T T ACC T A T AGA A T CA T T CAGA T A T GC G TGGA T A TGA C T A A A T A T AG A T T T T C T A A A A T C T A T A T T T A T T T T T T T T -   80964
A A T T T T ACC T AGCGA A T T A T T CAGA T A T GC G TGGGT A TGA C T A A A T A T AG A T T T T AGA A A A T C T A T A T T T A T T T T T T T T T  81534

A TG T A T CCG T T T AG T T CGGT T A A T T C T T GC T CGAGCCGGA T GA T GA A A A A T T A T CA TG T C CGG T T C T GT G GGGGGA T GGA  80737

83.620 83.640 83.660 83.680

A TG T A T CCG T T T AG T T CGGT T A A T T C T T GC T CGAGCCGGA T GA T GA A A A A T T A T CA TG T C CGG T T C T GT G GGGGGA T GGA  80096
A TG T A T CCG T T T AG T T CGGT T A A T T C T T GC T CGAGCCGGA T GA T GA A A A A T T A T CA TG T C CGG T T C T GGG GGGGGGT GGA  80666
A TG T A T CCG T T T AG T T CGGT T A A T T C T T GC T CGAGCCGGA T GA T GA A A A A T T A T CA TG T C CGG T T C T GT G GGGGGA T GGA  81044
A TG T A T T CC T T T AG T T CGGT T A A T T C T T GC T CGAGCCGGA T GA T A A A A A A T T A T CA TG T C CGG T T C T TGG GGGGGA T GGA  81614

T CGA T A AGA A T T CA CC T A T C CCA A T A ACA A A A A A ACC TGA C T TGA A T GA T CC T GT A T T A A GAGC T A AGT T GGC T A A AGGT  80817

83.700 83.720 83.740 83.760

T CGA T A AGA A T T CA CC T A T C CCA A T A ACA A A A A A ACC TGA C T TGA A T GA T CC T GT A T T A A GAGC T A AGT T GGC T A A AGGT  80176
T CCA TGAGA A T T CA CC T A T C CCA A T A ACA A A A A A ACC TGA C T TGA A T GA T CC T GT A T T A A GGGC T A AGT T GGC T A A AGGT  80746
T CCA T A AGA A T T CA CC T A T C CCA A T A ACA A A A A A ACC TGA C T TGA A T GA T CC T GT A T T A A GGGC T A AGT T GGC T A A AGGT  81124
T C T A T A AGA A T T CA AC T A T C CCA A T A ACA A A A A A ACC TGA C T TGA A T GA T CC T GT A T T A A GAGC T A AGT T GGC T A A AGGT  81694

A TGGGT CA T A A T T A T T A CGG AGA ACCCGCA T GGCCCA ACG A T C T T T T A T A T A T T T T T CCA G T AG T A A T T C T CGG T AC T A T  80897

83.780 83.800 83.820 83.840

A TGGGT CA T A A T T A T T A CGG AGA ACCCGCA T GGCCCA ACG A T C T T T T A T A T A T T T T T CCA G T AG T A A T T C T CGG T AC T A T  80256
A TGGGT CA T A A T T A T T A CGG AGA ACCCGCA T GGCCCA ACG A T C T T T T A T A T A T T T T T CCA G T AG T A A T T C T CGG T AC T A T  80826
A TGGGT CA T A A T T A T T A CGG AGA ACCCGCA T GGCCCA ACG A T C T T T T A T A T A T T T T T CCA G T AG T A A T T C T CGG T AC T A T  81204
A TGGGT CA T A A T T A T T A CGG AGA ACCCGCG T GGCCCA ACG A T C T T T T A T A T A T T T T T CCG G T AG T A A T T C T CGGGAC T A T  81774

T GCA TG T A A T G T AGGC T T AG CGG T T C T AGA ACCA T CA A T G A T TGG TGA AC CCGCGGA T CC A T T T GCA AC T CC T T T GGA A A  80977

83.860 83.880 83.900 83.920

T GCA TG T A A T G T AGGC T T AG CGG T T C T AGA ACCA T CA A T G A T TGG TGA AC CCGCGGA T CC A T T T GCA AC T CC T T T GGA A A  80336
T GCA TG T A A T G T AGGC T T AG CGG T T C T AGA ACCA T CA A T G A T TGG TGA AC CCGCGGA T CC A T T T GCA AC T CC T T T GGA A A  80906
T GCA TG T A A T G T AGGC T T AG CGG T T C T AGA ACCA T CA A T G A T TGG TGA AC CCGCGGA T CC A T T T GCA AC T CC T T T GGA A A  81284
T GCA TG T A A C G T AGG T T T AG CGG T T C T AGA ACCA T CA A T G A T TGG TGA AC CCGCGGA T CC A T T T GCA AC T CC T T T GGA A A  81854

T A T T ACCCGA A T GG T A T T T C T T T CCCGT A T T T CA A A T AC T T CGT ACAG T A CCCA A T A A AC T GT T GGG TG T T C T T T T A A TG  81057

83.940 83.960 83.980 84.000

T A T T ACCCGA A T GG T A T T T C T T T CCCGT A T T T CA A A T AC T T CGT ACAG T A CCCA A T A A AC T GT T GGG TG T T C T T T T A A TG  80416
T A T T ACCCGA A T GG T A T T T C T T T CCCGT A T T T CA A A T AC T T CGT ACAG T A CCCA A T A A AC T GT T GGG TG T T C T T T T A A TG  80986
T A T T ACCCGA A T GG T A T T T C T T T CCCGT A T T T CA A A T AC T T CGT ACAG T A CCCA A T A A AC T GT T GGG TG T T C T T T T A A TG  81364
T A T T ACCCGA A T GG T A T T T C T T T CCCGT A T T T CA A A T AC T T CGT ACAG T A CCCA A T A AGC T GT T GGG TG T T C T T T T A A TG  81934
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G T T T CAG T A C C T GCGGGA T T A T T A A CAG T A CC T T T T T TGG A A A A T GT T A A T A A A T T CCA A A A T CCA T T T C GCCGCCCAGT  81137

84.020 84.040 84.060 84.080

G T T T CAG T A C C T GCGGGA T T A T T A A CAG T A CC T T T T T TGG A A A A T GT T A A T A A A T T CCA A A A T CCA T T T C GCCGCCCAGT  80496
G T T T CAG T A C C T GCGGGA T T A T T A A CAG T A CC T T T T T TGG A A A A T GT T A A T A A A T T CCA A A A T CCA T T T C GCCGCCCAGT  81066
G T T T CAG T A C C T GCGGGA T T A T T A A CAG T A CC T T T T T TGG A A A A T GT T A A T A A A T T CCA A A A T CCA T T T C GCCGCCCAGT  81444
G T T T CAG T A C C T GCGGGA T T A T T A A CAG T A CC T T T T T TGG A A A A T GT T A A T A A A T T CCA A A A T CCA T T T C GCCGCCCAGT  82014

AGCGACA ACC G T C T T T T T GA T T GGT ACCGC AGT GGCC T T G T GC T T GGG T A T T GGAGCA AC A T T ACC T A T T GA T A A A T CCC  81217

84.100 84.120 84.140 84.160

AGCGACA ACC G T C T T T T T GA T T GGT ACCGC AGT GGC T T T G T GC T T GGG T A T T GGAGCA AC A T T ACC T A T T GA T A A A T CCC  80576
A T CGACA ACC G T C T T T T T GA T T GGT ACCGC AGT G T CC T T G T GC T T GGG T A T T GGAGCA AC A T T ACC T A T T GA T A A A T CCC  81146
AGC T ACA ACC G T C T T T T T GA T T GGT ACCGC AGT GGCC T T G T GC T T GGG T A T T GGAGCA AC A T T ACC T A T T GA T A A A T CCC  81524
AGCA ACA ACC G T C T T T T T GA T T GGT ACCGC AGT GGCC T T G T GC T T GGG T A T T GGAGCA AC A T T ACC T A T T GA T A A A T CCC  82094

T A A C T T T AGG T C T T T T T T A A A T T GA T T CA A T TG T A A A A - T A T CA T GA CGT GT G T A T C T AG GGAG T AG T CG C T T CA A AG T C  81296

84.180 84.200 84.220 84.240

T A A C T T T AGG T C T T T T T T A A A T T GA T T CA A T TG T A A A A - T A T CA T GA CGT GT G T A T C T AG GGAGA A T T CA C T T T GAC T T T  80655
T A A C T T T AGG T C T T T T T T A A A T T GA T T CA A T TG T A A A A - T A T CA T GA CGT GT G T A T C T AG GGAG T AG T CG C T T CA A AG T A  81225
T A A C T T T AGG T C T T T T T T A A A T T GA T T CA A T TG T A A A A - T A T CA T GA CGT GT G T A T C T AG GGAG T AG T CG C T T CA A AG T A  81603
T A A CGT T AGG T C T T T T T T A A A T T GA T T CA A T TG T A A A A A T A T CA T GA CGC GT G T A T C T AG GGAGA A T T CC C T T CA A A A T A  82174

A A AG TGA A T T C T CCC T AGA T AC T T C T A - - - - - - T T CA A T T A A A T T CCGGT CCGA A T A T A T AG - - - - - A T T G T GC T A A AGG  81365

84.260 84.280 84.300 84.320

GA AGCGAC T A C T CCC T AGA T AC T T C T A - - - - - - T T CA A T T A A A T T CCGGT CCGA A T A T A T AG - - - - - A T T G T GC T A A AGG  80724
A A AG TGA A T T C T CCC T AGA T AC T T C T A - - - - - - T T CA A T T A A A T T CCGGT CCGA A T A T A T AG - - - - - A T T G T GC T A A AGG  81294
A A AG TGA A T T C T CCC T AGA T AC T T C T A - - - - - - T T CA A T T A A A T T CCGGT CCGA A T A T A T AG - - - - - A T T G T GC T A A AGG  81672
A A AGGGA A T T CCCCC T AGA T AC T T C T AC T T C T A T T CA A T T GA A T T CCGGT T CGA A T A T A T AGT A T AGA T T G T GCGA A A AG  82254

T GCA A A CCCA T C T CA T T T T T T C T A T T T T T T T T T - - C T A A A GA A T AGA CA A A T T T CAC T A A A T T CA A T TGA T T T A A A A C T T  81443

84.340 84.360 84.380 84.400

T GCA A A CCCA T C T CA T T T T T T C T A T T T T T T T T T T - C T A A A GA A T AGA CA A A T T T CAC T A A A T T CA A T TGA T T T A A A A C T T  80803
T GCA A A CCCA T C T CA T T T T T T C T A T T T T T T T T T T T C T A A A GA A T AGA CA A A T T T CAC T A A A T T CA A T TGA T T T A A A A C T T  81374
T GCA A A CCCA T T T CA T T T T T T C T A T T T T T T T T T - - C T A A A GA A T AGA CA A A T T T CAC T A A A T T CA A T TGA T T T A A A A C T T  81750
T GT A A A CCCA T T T CA T T T T T T C T A T T T T T T T T T - - C T A A A GA A T AGA CA A A T T T CA A T A A A T T CA A T TGA T T T A A A A C T T  82332

A T T T GA T T T T T C T T T T CGGT A - - - - - - A A T CACA A T T GCG A A A T GC T T T T C T A T T T C T T T T C T AGA A T A C CCA T T A T CCG  81517

84.420 84.440 84.460 84.480

A T T T GA T T T T T C T T T T CGGT A - - - - - - A A T CACA A T T GCG A A A T GC T T T T CGA T T T C T T T T C T AGA A T A C CCA T T A T CCG  80877
A T T T GA T T T T T C T T T T CGGT A - - - - - - A A T CACA A T T GCG A A A T GC T T T T C T A T T T C T T T T C T AGA A T A C CCA T T A T CCG  81448
A T T T GA T T T T T C T T T T CGGT A - - - - - - A A T CACA A T T GCG A A A T GC T T T T C T A T T T C T T T T C T AGA A T A C CCA T T AGCCG  81824
A T T T T A T T T T T T T T T T T GGT A T T GG T A A A T CACA A T T GT G A A A T C T T T T T C T A T T T C T T T T C T AGA A T A C CCAC T A T C TG  82412

T T T T ACA T C T T C T A T GCGA A AG T GT T CA A T T T T CA T A AGG T CC T C T T GGC T C T T A T T CA A A AGG T CA A A T A A TG T A T G T A  81597

84.500 84.520 84.540 84.560

T T T T ACA T C T T C T A T GCGA A AG T GT T CA A T T T T CA T A AGG T CC T C T T GGC T C T T A T T T A A A AGG T CA A A T A A TG T A T G T A  80957
T T T T ACA T C T T C T A T GCGA A AG T GT T CA A T T T T CA T A AGG T CC T C T T GGC T C T T A T T CA A A AGG T CA A A T A A TG T A T G T A  81528
T T T T ACA T C T T C T A T GCGA A AG T GT T CA A T T T T CA T A AGG T CC T C T T GGC T C T T A T T CA A A AGG T CA A A T A A TG T A T G T A  81904
T T T T ACA T C T T C T A T GCGA A A A T GT T CA A T G T T CA T A AGG T C T T C T T GAC T C T T A T GCA A A AGG T CA A A T A A TG T A T G T A  82492

T A T T GGAC T T T T TGAGA CA A T T A T AGA T CC T GGGAGACA A T T C T GA T T GG T CA A T A A A A A T AGA T T T T A A T GCGA T T T C T  81677

84.580 84.600 84.620 84.640

T A T T GGAC T T T T TGAGA CA A T T A T AGA T CC T GGGAGACA A T T C T GA T T GG T CA A T A A A A A T AGA T T T T A A T GCGA T T T C T  81037
T A T T GGAC T T T T TGAGA CA A T T A T AGA T CC T GGGAGACA A T T C T GA T T GG T CA A T A A A A A T AGA T T T T A A T GCGA T T T C T  81608
T A T T GGAC T T T T TGAGA CA A T T A T AGA T CC T GGGAGACA A T T C T GA T T GG T CA A T A A A A A T AGA T T T T A A T GCGA T T T C T  81984
T A T T GGAC T T T T TGAGA CA A T T A T AGA T CC T GGGAGACA A T T C T GA T T GG T CA A T A A A A A T AGA T T T CA A T GCGA T T T C T  82572

T T T T T C T T T T T C T T T AG T T T T T T CA A T C T A T CA T GA A A AG T A A A A A A AGG T A A AG T A A CC T TG T A T T GA T T G T T C T C T A A  81757

84.660 84.680 84.700 84.720

T T T T T C T T T T T C T T T AG T T T T T T CA A T C T A T CA T GA A A AG T A A A A A A AGG T A A AG T A A CC T TG T A T T GA T T G T T C T C T A A  81117
T T T T T C T T T T T C T T T AG T T T T T T CA A T C T A T CA T GA A A AG T A A A A A A AGG T A A AG T A A CC T TG T A T T GA T T G T T C T C T A A  81688
T T T T T C T T T T T C T T T TG T T T T T T CA A T C T A T CA T GA A A AG T A A A A A A AGG T A A AG T A A CC T TG T A T T GA T T G T T C T C T A A  82064
T T T T T C T T T - - - - - - AG T T T T T T CA A T C T A T CA T GA A A AG T A A A A A A AGG T A A AG T A A CC T TG T A T T GA T T G T T C T C T A A  82646

A TG T A AG T T T T C T T C TGC TG CC T GT AGA A A GGGA A T A A A T A A A T CA A T CA A A T T CCGGGA GGC T T CA TGA AG TGC T T C T T  81837

84.740 84.760 84.780 84.800

A TGGA AG T T T T C T T C TGC TG CC T GT AGA A A GGGA A T A A A T A A A T CA A T CA A A T T CCGGGA GGC T T CA TGA AG TGC T T C T T  81197
A TGGA AG T T T T C T T C TGC TG CC T GT AGA A A GGGA A T A A A T A A A T CA A T CA A A T T CCGGGA GGC T T CA TGA AG TGC T T C T T  81768
A TGGA AG T T T T C T T C TGC TG CC T GT AGA A A GGGA A T A A A T A A A T CA A T CA A A T T CCGGGA GGC T T CA TGA AG TGC T T C T T  82144
A TGGA AG T T T T C T T C TGC T A CC T GT AGA A A GGGA A T A A A T A A A T CA A T CA A A T T CCGGGA GGC T T CA TGA AG TGC T T C T T  82726

T AGGAG T T A A A C T T CCG T T T GT CCA T A T T T C T AGA A A A AG GA T C T C T T GT T T T T CA T T T C CA T T CCCA T A AGA A T GA A T A  81917

84.820 84.840 84.860 84.880

T AGGAG T T A A A C T T CCG T T T GT CCA T A T T T C T AGA A A A AG GA T C T C T T GT T T T T CA T T T C CA T T CCCA T A AGA A T GA A T A  81277
T AGGAG T T A A A C T T CCG T T T GT CCA T A T T T C T AGA A A A AG GA T C T C T T GT T T T T CA T T T C CA T T CCCA T A AGA A T GA A T A  81848
T AGGAG T T A A A C T T CCG T T T GT CCA T A T T T C T AGA A A A AG GA T C T C T T GT T T T T CA T T T C CA T T CCCA T A AGA A T GA A T A  82224
T AGGAG T T A A A C T T CCG T T T GT CCA T A T T T C T AGA A A T AG GA T C T C T T GT T T T T CA T T T C CA T T CCCA T A AGA A T GA A T A  82806

C T A T GA T T T G CA T T T CGA AC AGGCA T GA A T ACAGCA T C T A T AGGA T A AC T T CCGT C T T GA A AG T T A T T T G GCGT T T T T A T  81997

84.900 84.920 84.940 84.960

C T A T GA T T T G CA T T T CGA AC AGGCA T GA A T ACAGCA T C T A T AGGA T A AC T T CCGT C T T GA A AG T T A T T T G GCGT T T T T A T  81357
C T A T GA T T T G CA T T T CGA AC AGGCA T GA A T ACAGCA T C T A T AGGA T A AC T T CCGT C T T GA A AG T T A T T T G T T GT T T T T A T  81928
C T A T GA T T T G CA T T T CGA AC AGGCA T GA A T ACAGCA T C T A T AGGA T A AC T T CCGT C T T GA A AG T T A T T T G G T GT T T T T A T  82304
C T A T GA T T CG CA T T T CGA AC AGGCA T GA AG ACAGCA T C T A T AGGA T A AC T T CCGT C T T GA A AG T T A T T T G GCGT T T T T A T  82886

A T T A T A T CC T CGA T T CC T C T CGA T T T GT A A T CCA A T ACA C A A A T CA A T TG GT T CCG T T AG GC T AGC T A T A T GC T GCG T A T  82077

84.980 85.000 85.020 85.040

A T T A T A T CC T CGA T T CC T C T CGA T T T GT A A T CCA A T ACA C A A A T CA A T TG GT T CCG T T AG GC T AGC T A T A T GC T GCG T A T  81437
A T T A T A T CC T CGA T T CC T C T CGA T T T GT A A T CCA A T ACA C A A A T CA A T TG GT T CCG T T AG GC T AGC T A T A T GC T G TG T A T  82008
A T T A T A T CC T CGA T T CC T C T CGA T T T GT A A T CCA A T ACA C A A A T CA A T TG GT T CCG T T AG GC T AGC T A T A T GC T G TG T A T  82384
A T T A T A T CC T CGA T T CC T C T CGA T T T GT A A T CCA A T ACA C A A A T CA A T TG GT T CCG T T AG GC T AGC T A T A T GC T G TG T A T  82966

T A T CA A CGA T T T CCACAGA A AG T GG T A AGA GGA T GT C T T G AGCAG T T ACA T A T CCCGGAC C T T T GA CACA A A T A AGCGCG  82157

85.060 85.080 85.100 85.120

T A T CA A CGA T T T CCACAGA A GG T GG T A AGA GGA T GT C T T G AGCAG T T ACA T A T CCCGGAC C T T T GA CACA A A T A AGCGCG  81517
T A T CA A CGA T T T CCACA T A A GG T GG T A AGA GGA T GT C T T G AGCAG T T ACA T A T CCCGGAC C T T T GA CACA A A T A AGCGCG  82088
T A T CA A CGA T T T CCACAGA A GG T GG T A AGA GGA T GT C T T G AGCAG T T ACA T A T CCCGGAC C T T T GA CACA A A T A AGCGCG  82464
T A T CA A CGA T T T T CACAGA A GG T GG T A AGA GGA T GT C T T G AGCAG T T ACA T A T CCCGGAC C T T T GA CACA A A T A AGCGCG  83046
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T T A CGAG T T C CA T A CAGA T T AC T T C T CA A T ACA A T T T C T T T CA A A T T CA T T A A A A T T T CA T GT AC T GA T T C T TGA A T ACC  82237

85.140 85.160 85.180 85.200

T CA CGAG T T C CA T A CAGA T T AC T T C T CA A T ACA A T T T C T T T CA A A T T CA T T A A A A T T T CA T GT AC T GA T T C T TGA A T ACC  81597
T CA CGAG T T C CA T A CAGA T T AC T T C T CA A T ACA A T T T C T T T CA A A T T CA T T A A A A T T T CA T GT AC T GA T T C T TGA A T ACC  82168
T CA CA AG T T C CA T A CAGA T T AC T T C T CA A T ACA A T T T C T T T CA A A T T CA T T A A A A T T T CA T GT AC T GA T T C T TGA A T ACC  82544
T CGCGAG T T C CA T AGAGA T T AC T T C T CA A T ACA A T T T C T T T CA A A T T CA T T A A A A T T T CA T GT AC T GA T T C T TGA A T ACC  83126

T AC T ACGGT A GA A T A T T CA T GT GGGA T T T T C T CAGA T T T T GCGCG TG T A A T A CA T G T T CC T T C T AG T T C T CCA AGCA A AG  82317

85.220 85.240 85.260 85.280

T AC T ACGGT A GA A T A T T CA T GT GGGA T T T T C T CAGA T T T T GCGCG TG T A A T A CA T G T T CC T T C T AG T T C T C T A AGCA A AG  81677
T AC T ACGGT A GA A T A T T CA T GT GGGA T T T T CGCAGA T T T T GCGCG TG T A A T A CA T G T T CC T T C T AG T T C T CCA AGCA A AG  82248
T AC T ACGGT A GA A T A T T CA T GT GGGA T T T T C T CAGA T T T T GCGCG TG T A A T A CA T G T T CC T T C T AG T T C T CCA AGCA A AG  82624
T AC T ACAGT A GA A T A T T CA T GT GGGA T T T T C T CAGA T T T T GCGCG TG T A A T A CA T G T T CC T T CGA T T T C T CCA AGCA A AG  83206

C T C T T CGCA T CGCA A TGCC T A T T GT G T CGG C T T GACC T T T CA T A AGT GGA GA CA A A A T A A AGCG T CCA T A A T A A AGA CGC  82397

85.300 85.320 85.340 85.360

C T C T T CGCA T CGCA A TGCC T A T T GT G T CGG C T T GGCC T T T CA T A AGT GGA GA CA A A A T A A AGCG T CCA T A A T A A AGA CGC  81757
C T C T T CGCA T CGCA A TGCC T A T T GT G T CGG C T T GACC T T T CA T A AGT GGA GA CA A A A T A A AGCG T CCA T A A A T A AGA CGC  82328
C T C T T CGCA T CGCA A TGCC T A T T GT G T CGG C T T GACC T T T CA T A AGT GGA GA CA A A A T A A AGCG T CCA T A A T A A AGA CGC  82704
C T C T T CGCA T CGCGA TGCC T A T T GT G T CAG C T T GACC T T T CA T A AGT GGA GA CAGA A T A A AGCG T CCA T A A T A A AGA CGT  83286

T T A C TG T C T G T T C T T GA T T C A AGACAC T T C CAC T GT AGT G T CCGAGT AGA T A C T T T T A C T T T C T C T CGA A CCA T AGT A A T  82477

85.380 85.400 85.420 85.440

T T A T TG T C T G T T C T T GA T T C A AGACAC T T C CAC T GT AGT G T CCGAGT AGA T A C T T T T A C T T T C T C T CGA A CCA T AGT A A T  81837
T T A C TG T C T G T T C T T GA T T C A AGACAC T T C CAC T GT AGT G T CCGAGT AGA T A C T T T T A C T T T C T C T CGA A CCA T AGT A A T  82408
T T A C TG T C T G T T C T T GA T T C A AGACAC T T C CAC T GT AGT G T CCGAGT AGA T A C T T T T A C T T T C T C T CGA A CCA T AGT A A T  82784
T T A C TG T C T G C T C T T GA T T C A A CACAC T T C CACAGT AGT G T CCGAGT AGA T A C T T T T A C T T T C T C T CGA A CCA T AGT A A T  83366

A T T A T T T GGC AGA T T T T T GA GT CA T T T A T T T C T C T T GA A A T C T C T T CA A T C T T T A T T T C T ACA C T CG T C T T T T T T T AGGG  82557

85.460 85.480 85.500 85.520

A T T A T T T GGC AGA T T T T T GA GT CA T T T A T T T C T C T T GA A A T C T C T T CA A T C T T T A T T T C T ACA C T CG T C T T T T T T T AGGG  81917
A T T A T T T GGC AGA T T T T T GA GT CA T T T A T T T C T C T T GA A A T C T C T T CA A T C T T T A T T T C T ACA C T CG T C T T T T T T T AGGG  82488
A T T A T T T GGC AGA T T T T T GA GT CA T T T A T T T C T C T T GA A A T A T C T T CA A T C T T CA T T T C T ACA C T CG T C T T T T T T T AGGG  82864
A T T A T T T GGC GGA T T TG T A A GT CA T T T A T T T C T C T T GA A A T C T C T T CA A T GT T T A T T T C T ACA CCCG T C T T T T T T T AGGG  83446

GGT C TGCA A C CA T T A TGGGG CA T AGGGG T T ACA T CCCGT A CGA A AC T T A A A AG T A T ACCA C T T C T A CGA A T AGC T CG T A A  82637

85.540 85.560 85.580 85.600

GGT C TGCA A C CA T T A TGGGG CA T AGGGG T T ACA T CCCGT A CGA A AC T T A A A AG T A T ACCA C T T C T A CGA A T AGC T CG T A A  81997
GGT C TGCA A C CA T T A TGGGG CA T AGGGG T T ACA T CCCGT A CGA A AC T T A A A AG T A T ACCA C T T C T A CGA A T AGC T CG T A A  82568
GGT C TGCA A C CA T T A TGGGG CA T AGGGG T T ACA T CCCGT A CGA A AC T T A A A AG T A T ACCA C T T C T A CGA A T AGC T CG T A A  82944
GGT CGA CA A C CA T T A TG T GG CA T AGGGG T T ACA T CCCGT A CGA A A T T T A A A AG T A T ACCA C T T C T A CGA A T AGC T CG T A A  83526

T GC T GCA T C T C T T CCGAGAC CAGGA CCC T T T A T CA T A AC T T C TGC T CG T T GCAGA CC T T G A T C T GC T AC T GC T CGA A T AG  82717

85.620 85.640 85.660 85.680

T GC T GCA T C T C T T CCGAGAC CAGGA CCC T T T A T CA T GAC T T C TGC T CG T T GCA T A CC T T G A T C T GC T AC T GC T CGA A T AG  82077
T GC T GCA T C T C T T CCGAGAC CAGGA CCC T T T A T CA T GAC T T C TGC T CG T T GCA T A CC T T G A T C T GC T AC T GC T CGA A T AG  82648
T GC T GCA T C T C T T CCGAGAC CAGGA CCC T T T A T CA T GAC T T C TGC T CG T T GCA T A CC T T G A T C T GC T AC T GC T CGA A T AG  83024
T GC T GCA T C T C T T CCGAGAC CAGGA CCC T T T A T CA T GAC T T CCGC T CG T T GCA T A CC T T G A T C T GC T AC T GC T CGA A T AG  83606

CA T T T CC TGC T GCGG T T T GA GCAGCA A A AG GCG T CCC T C T T C T T G T A CCC C T GA A T CCAC A AG T ACCGGC CGAGGACCA A  82797

85.700 85.720 85.740 85.760

T A T T T CC TGC T GCGG T T T GA GCAGCA A A AG GGG T CCC T C T T C T T G T A CCC C T GA A T CCAC A AG T ACCGGC CGAGGACCA A  82157
CA T T T CC TGC T GCGG T T T GA GCAGCA A A AG GCG T CCC T C T T C T T G T A CCC C T GA A T CCAC A AG T ACCGGC CGAGGACCA A  82728
CA T T T CC TGC T GCGG T T T GA GCAGCA A A AG GCG T CCC T C T T C T T G T A CCC C T GA A T CCAC A AG T ACCGGC CGAGGACCA A  83104
CA T T T CC TGC T GCGG T T T GA GCAGCA A A AG G TG T ACC T C T T CGT G T A CCC CGGA A T CCAC A AG T ACCGGC T GAGGACCA A  83686

GA A A T T ACCC GACCCCG T AC A T C TG T A A CA G T CACA A T AG T G T T G T T GA A AC T TGC T T GA ACA T GA A T A A CGCCC T T GGG  82877

85.780 85.800 85.820 85.840

GA A A T T ACCC GACCCCG T AC A T C TG T A A CA G T CACA A TGG T G T T G T T GA A AC T TGC T T GA ACA T GA A T A A T GCCC T T GGG  82237
GA A A T T ACCC GACCCCG T AC A T C TG T A A CA G T CACA A TGG T G T T G T T GA A AC T TGC T T GA ACA T GA A T A A CGCCC T T GGG  82808
GA A A T T ACCC GACCCCG T AC A T C TG T A A CA G T CACA A TGG T G T T G T T GA A AC T TGC T T GA ACA T GA A T A A GGCCC T T GGG  83184
GA A A T T ACCC GACC T CG T AC A T C TG T A A CA G T CACA A TGG T G T T G T T GA A AC T TG T T T GA ACA T GA A T A A CGCCC T T GGG  83766

GA T T CGACG T GCAC T T T T AC - - - - - - GT GA ACCA A T CCG T CCAG T CC T AC GT GA A CCA C T T C T T GG T A T A GA T T T TGCCA  82951

85.860 85.880 85.900 85.920

GA T T CGACG T GCAC T T T T AC - - - - - - GT GA ACCA A T CCG T CCAG T CC T AC GT GA A CCA C T T C T T GG T A T A GA T T T TGCCA  82311
GA T T CGACG T GCAC T T T T AC - - - - - - GT GA ACCA A T CCG T CCAG T CC T AC GT GA A CCA C T T C T T GG T A T A GA T T T TGCCA  82882
GA T T CGACG T GCAC T T T T AC - - - - - - GT GA ACCA A T CCG T CCAG T CC T AC GT GA A CCA C T T C T T GG T A T A GA T T T TGCCA  83258
A A T T CGACG T GCAC T T T T AC T T T T A CA T GA ACCA A T CCG T CCAG T CC T AC GT GA A CCA C T T C T T GG T A T A GA T T T TGCCA  83846

T A T T T T A T CA T T T CA T A A A T A T A AG T CAGA GA T A T A T GGA T A T A T CCA T T T CA T C T CA A A ACCGA T C T T T T A T T T TGA T T  83031

85.940 85.960 85.980 86.000

T A T T T T A T CA T T T CA T A A A T A T A AG T CAGA GA T A T A T GGA T A T A T CCA T T T CA T C T CA A A ACCGA T C T T T T A T T T TGA T T  82391
T A T T T T A T CA T T T CA T A A A T A T A AG T CAGA GA T A T A T GGA T A T A T CCA T T T CA T C T CA A A ACCGA T C T T T T A T T T TGA TG  82962
T A T T T T A T CA T T T CA T A A A T A T A AG T CAGA GA T A T A T GGA T A T A T CCA T T T CA T C T CA A A ACCGA T C T T T T A T T T TGA TG  83338
T A T T T T A T CA T T T CG T A A A T A T A AG T CAGC GA T A T A T GGA T A T A T CCA T T T CA T C T CA A A ACCGA T C T T T T A T T T TGA T T  83926

T GT T CA T CGG T T C T T T T A T A GAG T CCA T T T T CGA A AGA T T A T CC T TG T C T T T G T T T A T G T C T CGGA T TGG A ACA A A T T AC  83111

86.020 86.040 86.060 86.080

T GT T CA T CGG T T C T T T T A T A GAG T CCA T T T T CGA A AGA T T A T CC T TG T C T T T G T T T A T G T C T CGGG T TGG A ACA A A T T AC  82471
T GT T CA T CGG T T C T T T T A T A GAG T CCA T T T T CGA A AGA T T A T CC T TG T C T T T G T T T A T G T C T CGGG T TGG A ACA A A T T AC  83042
T GT T CA T CGG T T C T T T T A T A GAG T CCA T T T T CGA A AGA T T A T CC T TG T C T T T G T T T A T G T C T CGGG T TGG A ACA A A T T AC  83418
T GT T CA T CGG T T C T T T T A T A GAGCCCC T T T T CGA A AGA T T A T CC T TG T C T T T G T T T A T G T C T CGGG T T T G A ACA A A T T AC  84006

T A T A A T T CG T CCCC T T C T GC GGA T CAGT CG ACA T T T T T CA CA A A T T T T AC GA ACAGAGGC CC T T A T T T T C A T AG T TG T T A  83191

86.100 86.120 86.140 86.160

T A T A A T T CG T CCCC T T C T GC GGA T CAGT CG ACA T T T T T CA CA A A T T T T AC A A ACAGAGGC CC T T A T T T T C A T AG T TG T T A  82551
T A T A A T T CG T CCCC T T C T GC GGA T CAGT CG ACA T T T T T CA CA A A T T T T AC GA A TGGAGGC CC T T A T T T T C A T AG T TG T T A  83122
T A T A A T T CG T CCCC T T C T GC GGA T CAGT CG ACA T T T T T CA CA A A T T T T AC GA ACGGAGGC CC T T A T T T T C A T AG T TG T T A  83498
T A T A A T GCG T CCCC T CC T AC GGA T CAGT CG ACA T T T T T CA CA A A T T T T AC GA ACCGAGGC CC T T A T T T T C A T AG T TG T T A  84086

T T CC T T A A - C T GA A T T T CGA A T C T A C T T A T T GGA AGA A A A T AGG T T T C T T GA A A T T T T T G A ACCGT GA A T T G T A T CCCCA  83270

86.180 86.200 86.220 86.240

T T CC T T A A - C T GA A T T T CGA A T C T A C T T A T T GGA AGA A A A T AGG T T T C T T GA A A T T T T T G A ACCGT GA A T T G T A T CCC T A  82630
T T CC T T A A A C T GA A T T T CGA A T C T A C T T A T T GGA AGA A A A T GGG T T T C T T GA A A T T T T T G A ACCGCGA A T T G T A T CCCCA  83202
T T CC T T A A - C T GA A T T T CGA A T C T A C T T A T T GGA AGA A A C T AGG T T T C T T GA A A T T T T T G A ACCGCGA A T T G T A T CCCCA  83577
T T CC T T A A - C T GA A T T T CGA A T CGA C T T A T T GGA AGA A A A T A AG T T T C T T GA A A T T T T T G A AC T GT GA A T T G T A T CCCCA  84165
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T GA A AGGA A T G T TGA A A A A T CA T C T A A T CG T T CGA A T CC T T G T T G TGGAG T CGA T A A A T T A T A CGCC T T C CG T T T GA A T C  83350

86.260 86.280 86.300 86.320

T GA A AGGA A T G T TGA A A A A T CA T C T A A T CG T T CGA A T CC T T G T T G TGGAG T CGA T A A A T T A T A CGCC T T C CG T T T GA A T C  82710
T GA A AGGA A T G T TGA A A A A T CA T C T A A T CG T T CGA A T CC T T G T T G TGGAG T CGA T A A A T T A T A CGCCGT C CG T T T GA A T C  83282
T GA A AGGA A T G T TGA A A A A T CA T C T A A T CG T T CGA A T CC T T G T T G TGGAG T CGA T A A A T T A T A CAC T GT C CG T T T GA A T C  83657
CGA A AGGA A T G T TGA A A A A T CA CC T A A T CA T T CGA A T CC T T G T T G TGGAG T CGA T A A A T T A A A CGCC T T C CG T T T GA A T C  84245

A T A ACGAC T T A C T T CA A T T T TGAC T T T A T C T CC T GG T AG T A T A T G T A T A A A A C TG T GT CG GA T CC T T CC T GA A A CA T A AC  83430

86.340 86.360 86.380 86.400

A T A ACGAC T T A C T T CA A T T T TGAC T T T A T C T CC T GG T AG T A T A T G T A T A A A A C TG T GT CG GA T CC T T CC T GA A A CA T A AC  82790
A T A ACGAC T T A C T T CA A T T T TGAC T T T A T C T CG T GG T AG T A T A T G T A T A A A A C TG T GT CG GA T CC T T T C T GA A A CA T A AC  83362
A T A ACGAC T T A C T T CA A T T T TGAC T T T A T C T CC T - - - - - - - - - - - T A T A A A A C TG T GT CG GA T CC T T CC T GA A A CA T A AC  83726
C T A AGGAC T T A C T T CA A T T T TGAC T C T A T C T CC T GG T AG T A T A T G T A T A A A A C TG T GT CG GA T CC T T C T T GA A A CA T A AC  84325

T T A A A A T - - - - - - C T GA C T T CG T T A T C T A A AGGA T C T C T A A A AGA ACCCG GA A - CA T A CC A T T G T T A AG T GA T T CAGA A A  83503

86.420 86.440 86.460 86.480

T T A A A A T - - - - - - C T GA C T T CG T T A T C T A A AGGA T C T C T A A A AGA ACCCG GA A - CA T A CC A T T GGT A AG T GA T T CAGA A A  82863
T T A A A A T - - - - - - C T GA C T T CG T T A T C T A A AGGA T C T C T A A A AGA ACCCG GA A - CA T A CC A T T GGT A AG T GA T T CA T A A A  83435
T T CA A A T - - - - - - C T GA C T T CG T T A T C T A A AGGA T C T C T A A A AGA ACCCG GA A - CA T A CC A T T GGT A AG T GA T T CA T A A A  83799
T T A A A A T T CA A A T C T GA CGT CC T T A T CGA A AGGA T C T - - A A A AGA ACCCG GA AGCA T A CC A T T GGT A A A T GA T T CAG T A A  84403

T T A A ACC T CG C T GA A T CCA T T T T T T T T T T C T T T T T T T T C T T T CA T T CCAG GCA A A CCCCC C T T GA AG T A T CA AC T A A T GT  83583

86.500 86.520 86.540 86.560

T T A A ACC T CG C T GA A T CCA T T T T T T T T T T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   82893
T T A A ACC T CG C T GA A T CCA T T T T T T T T T T C T T T T T T T - C T T T CA T T CCAG GCA A A CCCCC C T T GA AG T A T CA AC T A A T GT  83514
T T A A ACC T T G C T GA A T CCA T T T T T T T T T C T T T T T T T - - C T T T CA T T CCAG GCA A A CCCCC C T T GA AG T A T CA AC T A A T GT  83877
T T A T ACC T CG T T GA A T CCA T T T T T T T C T T T T T T T T - - - CG T T T A T T CCAG GCA A A CCC T C C T T GA AG T A T CA AC T A A T GT  84480

AGGAGGAGCG T T A T T AGACA AC T TGA T T T T T T T T T T T CG T T - - - - - T T T T T T T T T CACA A A T AGGA AGT T CCGGA T A CA A  83658

86.580 86.600 86.620 86.640

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - ACA A A T AGGA AGT T CCGGA T A CA A  82917
AGGAGGAGCG T T A T T AGACA AC T TGA T T T T T T T T T T T T T T T CGT T T T T T T T T T T T CACA A A TGGGA AGT T CCGGA T AGA A  83594
AGGAGGAGCG T T A T T AGACA AC T TGA T T T T T T T T T T T CG T T - - - - - - - T T T T T T T CACA A A T AGGA AGT T CCGGA T AGA A  83950
AGGAGGAGCG A T A T T AGACA AC T TGGC T T T T T T T T T T T T T CG T T T T T T T T - - - - - - - - - - - - - - GA AGG T CCGGA T A CA A  84546

T T CG T A T CGC AGA AGA A T T A CCA T A T A T A A CACA A A AC T T C T CCGCCGA T T C T T T C T AG T CGAGCCGC T C GG T C T GT CA T  83738

86.660 86.680 86.700 86.720

T T CG T A T CGC AGA AGA A T T A CCA T A T A T A A CACA A A AC T T C T CCGCCGA T T C T T T C T AG T CGAGCCGC T C GG T C T GT CA T  82997
T T CG T A T CGC AGA AGA A T T A CCA T A T A T A A CACA A A AC T T C T CCGCCGA T T C T T T C T AG T CGAGCCGC T C GG T C T GT CA T  83674
T T CG T A T CGC AGA AGA A T T A CCA T A T A T A A CACA A A AC T T C T CCGCCGA T T C T T T C T AG T CGAGCCGC T C GG T C T GT CA T  84030
T T CG T A T AGC AGA AGA A T T A CCA T A T A T A A CACA A A AC T T C T CCGCCCAC T C T T T C T AG T CGAGCCGC T C GG T C T GT CA T  84626

T A T ACCCCGA GA AG T AGAGA GA A T T ACA A T CCCCA T CCCG T C T A A A A T T C T AGGA A T T CG T TGA T AG T T A GA A T AGA T T C  83818

86.740 86.760 86.780 86.800

T A T ACCCCGA GA AG T AGAGA GA A T T ACA A T CCCCA T CCCG T C T A A A A T T C T AGGA A T T CG T TGA T AG T T A GA A T AGA T T C  83077
T A T ACCCCGA GA AG T AGAGA GA A T T ACA A T CCCCA T CCCG T C T A A A A T T C T AGGA A T T CG T TGA T AG T T A GA A T AGA T T C  83754
T A T ACCCCGA GA AG T AGAGA GA A T T ACA A T CCCCA T CCCG T C T A A A A T T C T AGGA A T T CG T TGA T AG T T A GA A T AGA T T C  84110
T A T ACCCCGA GA AG T AGAGA GA A T T ACA A T CCCCA T T CCG T C T A A A A T T C T AGGA A T T CG T TGA T AG T T A GA A T AGA T T C  84706

G T A A ACCGGG T CGA C TGA T T CG T T T T A A A T T T A A A A T AGG T C T A T A T GC T CC T T T CC T A T T CC T T CGA T G T CGT AGGG T T  83898

86.820 86.840 86.860 86.880

G T A A ACCGGG T CGA C TGA T T CG T T T T A A A T T T A A A A T AGG T C T A T A T GC T CC T T T CC T A T T CC T T CGA T G T CGT AGGG T T  83157
G T A A ACCGGG T CGA C TGA T T CG T T T T A A A T T T A A A A T AGG T C T A T A T GC T CC T T T CC T A T T CC T T CGA T G T CGT AGGG T T  83834
G T A A ACCGGG T CGA C T A A T T CG T T T T A A A T T T A A A A T AGG T C T A T A T GC T CC T T T T C T A T T CC T T CGA T G T CGT AGGG T T  84190
G T AGACCGGG T CGA C TGA T T CG T T T T A A A T T T A A A A T AGG T C T A T A T ACG CC T T T CC T A T T CC T T CGA T G T CGT AGGG T T  84786

A A A ACCA A A A A A T A T T T G T T GT T T T CCA CA AGT T CCC T T A CG T T T T CGAG A A A ACCC T CC CGT A A A AGT A T T T T A ACA A T  83978

86.900 86.920 86.940 86.960

A A A ACCA A A A A A T A T T T G T T GT T T T CCA CA AGT T CCC T T A CG T T T T CGAG A A A ACCC T C T CGT A A A AGT A T T T T A ACA A T  83237
A A A ACCA A A A A A T A T T T G T T GT T T T CCA CA AGT T CCC T T A CG T T T T CGAG A A A ACCC T C T CGT A A A AGT A T T T T A ACA A T  83914
A A A ACCA A A A A A T A T T T G T T GT T T T CCA CA AGT T CCC T T A CG T T T T CGAG A A A ACCC T C T CGT A A A AGT A T T T T A ACA A T  84270
A A A ACCA A A A A AGA T T T G T T GT T T T CCA CG AGT T T CC T T A CG T T T T C T A T A A A ACCC T C T CGT A A A AGT A T T T T A ACA A T  84866

G T T T T CGGT G A T GT T AG T AG A T GC T A T T CG A AGCGT GCC T T T T C T A T T CA TG T CAGCA T T T CG T A T AGA A G T T A T T A T GT  84058

86.980 87.000 87.020 87.040

G T T T T CGGT G A T GT T AG T AG A T GC T A T T CG A AGCGT GCC T T T T C T A T T CA TG T CAGCA T T T CG T A T AGA A G T T A T T A T GT  83317
G T T T T CGGT G A T GT T AG T AG A T GC T A T T CG A AGCGT GCC T T T T C T A T T CA TG T CAGCA T T T CG T A T AGA A G T T A T T A T GT  83994
G T T T T CGGT G A T GT T AG T AG A T GC T A T T CG A AGCGT GCC T T T T C T A T T CA TG T CAGCA T T T CG T A T AGA A G T T A T T A T GT  84350
G T T T T CGGT G A T C T T AG T AG A T GC T A T T CG A ACCGT ACC T T T T C T A T T CA TG T CAGCA T T T CG T A T AGA A G T T A T T A T GT  84946

CAGCA A T AG T G T CC T T A CCC A T GA T A A A C T A A A A A T T T T G T T GC T T CCGA A T T T T T GA T A T A A T CA ACA T G T T C T T T T T T  84138

87.060 87.080 87.100 87.120

CAGCA A T AG T G T CC T T A CCC A T GA T A A A C T A A A A A T T T T G T T GC T T CCGA A T T T T T GA T A T A A T CA ACA T G T T C T T T T T T  83397
CAGCA A T AG T G T CC T T A CCC A T GA T A A A C T A A A A A T T T T G T T GC T T CCGA A T T T T T GA T A T A A T CA ACA T G T T C T T T T T T  84074
CAGCA A T AG T G T CC T T A CCC A T GA T A A A C T A A A A A T T T T G T T GC T T CCGA A T T T T T GA T A T A A T CA ACA T G T T C T T T T T T  84430
CAGCA A T AG T G T CC T T A CCC A T A A T A A A T T A A A A A T T T T G T T GT T T CCGA A T T T T - GA T A T A A T CA ACA T G T T C T T T T T T  85025

T T T - - AGGA A A A T T A T T A A A AG T A T A T A CA T GAGACA T A C T C T A C T A A A T T T A T A T T T A T C T C T T T T A T T T A A A T AC T A T  84216

87.140 87.160 87.180 87.200

T T T - - A T GA A A A T T A T T A A A AG T A T A T A CA T GAGACA T A C T C T A C T A A A T T T A T A T T T A T C T CGAG T A T T T A A A T AC T A T  83475
T T T T T A T GA A A A T T A T T A A A AG T A T A T A CA T GAGACA T A C T C T A C T A A A T T T A T A T T T A T CGC T T T T A T T T A A A T AC T A T  84154
T T T T - A T GA A A A T T A T T A A A AG T A T A T A CA T GAGACA T A C T C T A C T A A A T TGA T A T T T A T CCC T T T T A T T T A A A T AC T A T  84509
T T T T - A T GA A A A T T A T T A A A AG T A T A T A CA T GAGACA T A C T C T A C T AGA T T T A T A T T T A T C T A T T T T A T T T A A A T AC T A T  85104

CAC T A T A T CG CGGT T T CA T C T CA T C T T A T A A T A C T T CAGG T GC T A A T GA A AC T A T T T T AG T A A A A T T T A A C T GT C T CA A T  84296

87.220 87.240 87.260 87.280

CAC T A T A T T G T GGT T T CA T C T CA T C T T A T A A T A C T T CAGG T GC T A AGGA A AC T A T T T T AG T A A A A T T T A A C T GT C T CA A T  83555
CAC T A T A T CG CGGT T T CA T C T CA T C T T A T A A T A C T T CAGG T GC T A A T GA A AC T A T T T T AG T A A A A T T T A A C T GT C T CA A T  84234
CAC T A T A T CG CGGT T T CA T C T CA T C T T A T A A T A C T T CAGG T GC T A A T GA A AC T A T T T T AG T A A A A T T T A A C T GT C T CA A T  84589
CAC T A T A T CG CGGT T T CA T C T CA T C T T A T A AGA C T T CAGG T GC T A A T GA A AC T A T T T T AG T A A A A T T T A A C T GT C T CA A T  85184

T CCCGGGCGA T CGCACCA A A A A C T CGAG T T CC T T T T GGA T T T CC T T C T TG A T CA A T GA CA AC T GCAGCA T T G T CA T CA T A  84376

87.300 87.320 87.340 87.360

T CCCGGGCGA T CGCACCA A A A A C T CGAG T T CC T T T T GGA T T T CC T T C T TG A T CA A T GA CA AC T GCAGCA T T G T CA T CA T A  83635
T CCCGGGCGA T CGCACCA A A A A C T CGAG T T CC T T T T GGA T T T CC T T C T TG A T CA A T GA CA AC T GCAGCA T T G T CA T CA T A  84314
T CCCGGGCGA T CGCACCA A A A A C T CGAG T T CC T T T T GGA T T T CC T T C T TG A T CA A T GA CA AC T GCAGCA T T G T CA T CA T A  84669
T CCCGGGCGA T CGCACCA A A A A C T CGAG T T CC T T T T GGA T T T CC T T C T TG A T CA A T GA CA AC T GCAGCA T T G T CA T CA T A  85264
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T CG T A T T A T C A T ACCGT T GT CA CGT T TGAG T T C T T T ACA A G T ACG T A CA A T T ACAGC T C T GA T CAC T T C T GA T C T T T C T A  84456

87.380 87.400 87.420 87.440

T CG T A T T A T C A T ACCGT T GT CA CGT T TGAG T T C T T T ACA A G T ACG T A CA A T T ACAGC T C T GA T CAC T T C T GA T C T T T C T A  83715
T CG T A T T A T C A T ACCGT T GT CA CGT T TGAG T TG T T T ACA A G T ACG T A CA A T T ACAGC T C T GA T CAC T T C T GA T C T T T C T A  84394
T CG T A T T A T C A T ACCGT T GT CA CGT T TGAG T TG T T T ACA A G T ACG T A CA A T T ACAGC T C T GA T CAC T T C T GA T C T T T C T A  84749
T CG T A T T A T C A T ACCGT T GT CA CGT T TGAG T T C T T T ACA A G T ACG T A CA A T T ACAGC T C T GA T CAC T T C T GA T C T T T C T A  85344

GAGGCG T A T T T GGT AC T GC T T CC T T GA T CA CAGCA A CA A T A A TG T CA CCA A T A TGAGCA T A T CGGCGA T T A C TGGC T CC T  84536

87.460 87.480 87.500 87.520

GAGGCG T A T T T GGT AC T GC T T CC T T GA T CA CAGCA A CA A T A A TG T CA CCA A T A TGAGCA T A T CGGCGA T T A C TGGC T CC T  83795
GAGGCG T A T T T GGT AC T GC T T CC T T GA T CA CAGCA A CA A T A A TG T CA CCA A T A TGAGCA T A T CGGCGA T T A C TGGC T CC T  84474
GAGGCG T A T T T GGT AC T GC T T CC T T GA T CA CAGCA A CA A T A A TG T CA CCA A T A TGAGCA T A T CGGCGA T T A C TGGC T CC T  84829
GAGGCG T A T T T GGT AC T GC T T CC T T GA T CA CAGCA A CA A T A ACG T CA CCA A T A TGAGCA T A T CG T CGA T T A C TGGC T CC T  85424

A TGA T T CGA A T ACA CA T CA A T T C T CGGGCC CCGC T A T TG T C T GC T ACA T T CA A A T GGG T T T GAGGT T GA A T CA T A T CA T T  84616

87.540 87.560 87.580 87.600

A TGA T T CGA A T ACA CA T CA A T T C T CGGGCC CCGC T A T TG T C T GC T ACA T T CA A A T GGG T T T GAGGT T GA A T CA T A T CA T T  83875
A TGA T T CGA A T ACA CA T CA A T T C T CGGGCC CCGC T A T TG T C T GC T ACA T T CA A A T GGG T T T GAGGT T GA A T CA T A T CA T T  84554
A TGA T T CGA A T ACA CA T CA A T T C T CGGGCC CCGC T A T TG T C T GC T ACA T T CA A A T GGG T T T GAGGT T GA A T CA T A T CA T T  84909
A TGA T T CGA A T ACA CA T CA A T T C T T GGGCC CCGC T A T TG T C T GC T ACA T T CA A A T GGG T T T GAGGT T GA A T CA T A T CA T T  85504

T T T T GA A T C T G T T T T T T T A A TG T T T GA T G T A A AG T A A AGC A A AGGACGA A GT A A A A A A A A A A A A A A A - GA A A AC - - - - - -   84689

87.620 87.640 87.660 87.680

T T T T GA A T C T G T T T T T T T A A TG T T T GA T G T A A AG T A A AGC A A AGA ACGA A GT A A A A A A A A A A A A A A A - GA A A ACC TGCA A  83954
T T T T GA A T C T G T T T T T T T A A TG T T T GA T G T A A AG T A A AGC A A AGGACGA A GT CA A A A A A A A A A A A A A - GA A A ACC TGCA A  84633
T T T T GA A T C T T T T T T T T T A A TG T T T GA T G T A A AG T A A AGC A A AGGACGA A GT CA A A A A A A A A A A A A - - GA A A ACC TGCA A  84987
T T T T GA A T C T G T T T T T T T A A TG T T T A A T G T A A AG T A A A A C A A AGGACGA A GT CA A A A A A A A A A A A A A AGA A A ACC TGCA A  85584

- - G T T T T T T T T A T - - CCA AG A T T T C T T T CC T T T GGT T C T A CA T T CC T A T C CAGA A A T A A T GA A T TGAGT T C T T A T AGGCA  84765

87.700 87.720 87.740 87.760

T TG T T T T T T T T A T - - CCA AG A T T T C T T T T C T T T GGT T C T A CA T T CC T A T C CAGA A A T A A T GA A T TGAGT T C T T A T AGGCA  84032
T TG T T T T T T T T A T - - CCA AG A T T T C T T T CC T T T GGT T C T A CA T T CC T A T C CAGA A A T A A T GA A T TGAGT T C T T A T AGGCA  84711
T TG T T T T T T T T A T - - CCA AG A T T T C T T T CC T T T GGT T C T A CA T T CC T A T C CAGA A A T A A T GA A T TGAGT T C T T A T AGGCA  85065
T TGG T T T T T T T A T A T CCA AG A T T T C T T T CC T T T GGT T C T A CC T T CC T A T C CAGA A A T A A T GA A T TGAGT T T T T A T AGGCA  85664

T T T T GGACGC CGC T A T T GA A A T AGCC T T T C GAGC T A T A T T T T CGGC T AC T CCAC T CA T T T CA T A A AG T A T T C T A CCGGGT  84845

87.780 87.800 87.820 87.840

T T T T GGACGC CGC T A T T GA A A T AGCC T T T C GAGC T A T A T T T T CGGC T AC T CCAC T CA T T T CA T A A AG T A T T C T A CCGGGT  84112
T T T T GGACGC CGC T A T T GA A A T AGCC T T T C GAGC T A T A T T T T CGGC T AC T CCAC T CA T T T CA T A A AG T A T T C T A CCGGGT  84791
T T T T GGACGC CGC T A T T GA A A T AGCC T T T C GAGC T A T A T T T T CGGC T AC T CCAC T CA T T T CA T A A AG T A T T C T A CCGGGT  85145
T T T T GGACGC CGC T A T T GA A AGAGCC T T T C GAGC T A T A T T T T CGGC T AC T CCAC T CA T T T CA T A A AG T A T T C T A CCGGGT  85744

T T A ACGACAG C T ACCCA A T A T T CGGGGGA T CC T T T CCCCG A CCCCA T ACG GG T T T CCG T G GGT C T T AC T G T A ACAGG T T T  84925

87.860 87.880 87.900 87.920

T T A ACGACAG C T ACCCA A T A T T CGGGGGA T CC T T T CCCCG A CCCCA T ACG GG T T T CCG T G GGT C T T AC T G T A ACAGG T T T  84192
T T A ACGACAG C T ACCCA A T A T T CGGGGGA T CC T T T CCCCG A CCCCA T ACG GG T T T CCG T G GGT C T T AC T G T A AC T GG T T T  84871
T T A ACGACAG C T ACCCA A T A T T CGGGGGA T CC T T T CCCCG A CCCCA T ACG GG T T T CCG T G GGT C T T AC T G T A ACAGG T T T  85225
T T A ACGACAG C T ACCCA A T A T T CGGGGGA T CC T T T CCCCG A CCCCA T ACG GG T T T CCG T G GGT C T T AC T G T A A T T GG T T T  85824

G T C T GGA A A T A T ACG T A CCC A T A T T T T T CC ACCACGACG T A CA T T T CG TG T CA T T GC T CG GCGCCC T GC T T CGA T T T G T C  85005

87.940 87.960 87.980 88.000

G T C T GGA A A T A T ACG T A T CC A T A T T T T T CC ACCACGACG T A CA T T T CG TG T CA T T GC T CG GCGCCC T GC T T CGA T T T G T C  84272
G T C T GGA A A T A T ACG T A CCC A T A T T T T T CC ACCACGACG T A CA T T T CG TG T CA T T GC T CG GCGCCC T GC T T CGA T T T G T C  84951
G T C T GGA A A T A T ACG T A CCC A T A T T T T T CC ACCACGACG T A CA T T T CG TG T CA T T GC T CG GCGCCC T GC T T CGA T T T G T C  85305
G T C T GGA A A T A T ACG T A T CC A T A T T T T T CC ACCACGACG T A CA T T T CG TG T CA T T GC T CG GCG T CC T GC T T CGA T T T G T C  85904

T AGA TG T GA T CCA AGCGGGT T CA AG T GC T T GA AGAGCA T A T C T A CCGA A A CA A A T A TGA T T ACC T CGA T A AGA T A T T CC T  85085

88.020 88.040 88.060 88.080

T AGA TG T GA T CCA AGCGGGT T CA AG T GC T T GA AGAGCA T A T C T A CCGA A A CA A A T A TGA T T ACC T CGA T A AGA T A T T CC T  84352
T AGA T T T GA T CCA AGCGGGT T CA AG T GC T T GA AGAGCA T A T C T A CCGA A A CA A A T A TGA T T ACC T CGA T A AGA T A T T CC T  85031
T AGA TG T GA T CCA AGCGGGT T CA AG T GC T T GA AGAGCA T A T C T A CCGA A A CA A A T A TGA T T AC T T CGA T A AGA T A T T CC T  85385
T AGA TG T GA T CCA AGCGGGT T CA AG T GC T T GA AGAGCA T A T C T A CCA A A A CA A A T A TGA T T ACC T CGA T A AGA T A T T CC T  85984

T T CA T T C T T C C T C T A TG T TG T T T ACGA A A T C T T G T T CGT T T GGGG T T A T A GT T GA T GG T T C T T T C T CA A T T CCA T C T C T A  85165

88.100 88.120 88.140 88.160

T T CA T T C T T C C T C T A TG T TG T T T ACGA A A T C T T G T T C T T T T GGGG T T A T A GT T GA T GG T T C T T T C T CA A T T CCA T C T C T A  84432
T T CA T T C T T C C T C T A TG T TG T T T ACGA A A T C T T G T T C T T T T GGGG T T A T A GT T GA T GG T T C T T T C T CA A T T CCA T C T C T A  85111
T T CA T T C T T C C T C T A TG T TG T T T AC T A A A T C T T G T T C T T T T GGGG T T A T A GT T GA T GG T T C T T T C T CA A T T CCA T C T C T A  85465
T T CA T T C T T C C T C T A TG T TG T T T ACGA A A T C T T G T T C T T T T GGGG T T A T A GT T GA T GG T T C T T T C T CA A T T CCA T C T C T A  86064

C T A CAGA AC T GGACA TGAGA GT T T C T T C T C A T CCAGC T CC T CGCGA A T GA A A CGA C T A A A A A AGA T T T T A T CA AGA T A T A  85245

88.180 88.200 88.220 88.240

C T A CAGA AC T GGACA TGAGA GT T T C T T C T C A T CCAGC T CC T CGCGA A T GA A A CGA C T A A A A A AGA T T T T A T CA AGA T A T A  84512
C T A CAGA AC T GGACA TGAGA GT T T C T T C T C A T CCAGC T CC T CGCGA A T GA A A CGA C TGA A A A AGA T T T T A T CA AGA T A T A  85191
C T CCAGA AC T GGACA TGAGA GT T T C T T C T C A T CCAGC T CC T CGCGA A T GA A A CGA C TGA A A A AGA T T T T A T CA AGA T A T A  85545
C T A CAGA AC T GGACA TGAGA GT T T C T T C T C A T CCAGC T CC T CGCGA A T GA A A CGA C T A A A A A AGA T T T T A T CA AGA T A T A  86144

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   85245

88.260 88.280 88.300 88.320

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   84512
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   85191
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   85545
CA T A T AGA T G GA T T T A A T GA A T A A T A T A C T GA AGCA T AGG A T T C T T T GA A A T T T T A T C T A A T T A A T CGA T T CGA A A T T TG  86224

- - - - - - - - - - - - - - - - - - - T A A T T A ACCA T G T A T A T T C T A T T T A T AGA T A A T C T CA A T G T CGT T T T T T T T T T - - - - A T A A  85302

88.340 88.360 88.380 88.400

- - - - - - - - - - - - - - - - - - - T A A T T A ACCA T G T A T A T T C T A T T T A T AGA T A A T C T CA A T G T CGT T T T T T T T - - - - - - A T A A  84567
- - - - - - - - - - - - - - - - - - - T A A T T A ACCA T G T A T A T T C T A T T T A T AGA T A A T C T CA A T G T CGT T T T T T T T T T T T T T A T A A  85252
- - - - - - - - - - - - - - - - - - - T A A T T A ACCA T G T A T A T T C T A T T T A T CGA T A A T C T CA A T G T CGT T T T T T T T T T T - - - A T A A  85603
T A T A T CG TG T T T AGA T A T A T A A T T A A A A T G G T A T A T T C T A T T T A T A A A T A A T C T T A A T G T CGT T T T T T T - - - - - - - A T A A  86297

CGT T A T A ACA A A T CC T T T T T T T - - - - T T CC T T T T ACCAGA T CGGA T CGA T CA A A A T T T A T CA A T CCA A T A A A A T A A A AC T  85378

88.420 88.440 88.460 88.480

CGT T A T A ACA A A T C - - T T T T T T - - - - T T CC T T T T ACCAGA T CGGA T CGA T CA A A A T T T A T CA A T CCA A T A A A A T A A A AC T  84641
CGT T A T A AGA A A T C - - - T T T T T - - - - T T CC T T T T ACCAGA T CGGA T CGA T CA A A A T T T A T CA A T CCA A T A A A A T A A A AC T  85325
CGT T A T A ACA A A T C - - T T T T T T - - - - T T CC T T T T ACCAGA T CGGA T CGA T CA A A A T T T A T CA A T CCA A T A A A A T A A A AC T  85677
CGT T C T A ACA A A T C T T T A T T T T G T T T T C T C T T T T ACCA T A T CGGA T CGA T T A A AG T T T A T CA A T CCA A T A A A A T CA A A T T  86377
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T T CGCGGGCG A A T A T T T AC T C T T T CA A T A T C T A T T T CAG T T G T AGGG T T A GT CCA T GA CC T C T CCA A A A A A A AGA A T AGG  85458

88.500 88.520 88.540 88.560

T T CGCGGGCG A A T A T T T AC T C T T T CA A T A T T T A T T T CAG T T G T AGGG T T A GT C T A T GA CC T C T CCA A A A A A A - GA A T AGG  84720
T T CGCGGGCG A A T A T TGAC T C T T T CA A T A T C T A T T T CAG T T G T AGGG T T A GT CCA T GA CC T C T CCA A A A A A A - GA A T AGG  85404
T T CGCGGGCG A A T A T TGAC T C T T T CA A T A T C T A T T T CAG T T G T AGGG T T A GT CCA T GA T C T C T CCCA A A A A A - GA A T AGG  85756
G T CGCGGGCG A A T A T T T AC T C T T T CA A T A T C T AG T T CAG T T G T AGGG T T A GT CCA T GA CC T C T CCGA A A A A A AGA A T AGG  86457

T T CC TGG T T C G T T CCGCCA T CCCACCCA A T GA A T CA T T A A GA T T CA T T T C A T T T T CA A T A GA A T C T T C T G T A T T CACGGG  85538

88.580 88.600 88.620 88.640

T CCC TGG T T C G T T CCGCCA T CCCACCCA AC GA A T CA T T A A GA T T CA T T T C A T T T T CA A T A GA A T C T T C T G T A T T CACGGG  84800
T CCC TGG T T C G T T CCGCCA T CCCACCCA A T GA A T CA T T A A GA T T CA T T T C A T T T T CA A T A GA A T C T T C T G T A T T CACGGG  85484
T CCC TGG T T C G T T CCGCCA T CCCACCCA A T GA A T CA T T A A GA T T CA T T T C A T T T T CA A T A GA A T C T T C T G T A T T CACGGG  85836
T C T C TGG TGC G T T T CGCCA T CCCACCCA A T GA A T CA T T A A GA T T CA T T T - - - - - T CA A T A GA A T C T T CGG T A T T CA T GGG  86532

T T CCA T CGT T CCCA T TGC T T C T CGA T T A A T GGT T AGG T C T GA A T T C T CCA ACGGAG T C T T T A A T GA A A T T T T T T C T T A AG  85618

88.660 88.680 88.700 88.720

T T CCA T CGT T CCCA T TGC T T C T CGA T T A A T GGT T AGG T C T GA A T T C T CCA ACGGAG T C T T T A A T GA A A T T T T T T C T T A AG  84880
T T CCA T CGT T CCCA T TGC T T C T CGA T T A A T GGT T AGG T C T GA A T T C T CCA ACGGAG T C T T T A A T GA A A T T T T T T C T T A AG  85564
T T CCA T CGT T CCCA T TGC T T C T CGA T T A A T GGT T AGG T C T GA A T T C T CCA ACGGAG T C T T T A A T GA A A T T T T T T C T T A AG  85916
T T CCA T CGT T CCCA T TGC T T CGCGA T T A A T GGT T AGG T C T GA A T T C T CCA ACGGAG T CC T T A A T GA A A T T T T T T C T T A AG  86612

T CA A T T T T C T CAGT T T T T A T TGGC T ACAGG C T C T TGA T T T T T T T G T T A T T CA T C T A A T T A T GGA TGA A T C A T T A T TGA TG  85698

88.740 88.760 88.780 88.800

T CA A T T T T C T CAGT T T T T A T TGGC T ACAGG C T C T TGA T T T T T T T T T T A T T CA T C T A A T T A T AGA TGA A T C A T T A T TGA TG  84960
T CA A T T T T C T CAGT T T T T A T TGGC T ACAGG C T C T TGA T T T T T T T G T T A T T CA T C T A A T T A T GGA TGA A T C A T T A T TGA TG  85644
T CA A T T T T C T CAGT T T T T A T TGGC T ACAGG C T C T TGA T T T T T T T G T T A T T CA T C T A A T T A T GGA TGA A T C A T T A T TGA TG  85996
T CA A T T T T C T CAGT T T T T A T TGGC T ACAGG C T C T TGA T T T T T T T G T T A T T CA T C T A A T T A T GGA TGA A T C A T T AG TGA TG  86692

C T T T A T T ACA C T GT T T T T T A T T AGA T GA T T CAGAGA CC T T A CA T A T T GGA A T CC T A T A T C A T T GA T C T T T CC T T GC T C T C  85778

88.820 88.840 88.860 88.880

C T T T A T T ACA C T GT T T T T T A T T AGA T GA C T CAGAGA CC T T A CA T A T T GGA A T CC T A T A T C A T T GA T C T T T CC T T GC T C T C  85040
C T T T C T T ACA C T GT T T T T T A T T AGA T GA C T CGGAGA CC T T A CA T A T T GGA A T CC T A T A T C A T T GA T C T T T CC T T GC T C T C  85724
C T T T C T T ACA C T GT T T T T T A T T AGA T GA C T CGGAGA CC T T A CA T A T T GGA A T CC T A T A T C A T T GA T C T T T CC T T GC T C T C  86076
C T T T A T T ACA C T GT T T T T T T TGAGA T A A C T CAGAGA CC T T A CA T A T T GGA A T CC T A T A T C A T T GA T A T T T T C T T T C T C T C  86772

T T T C T C T CA T CC T T CCA T T T A T CCGCA T AC T T T T TGA T T T CGC T T CA CA A C T T AGA AC T T CACA AC T CA T A A T CAGA T TG  85858

88.900 88.920 88.940 88.960

T T T C T C T CA T CC T T CCA T T T A T CCGCA T AC T T T T TGA T T T CGC T T CA CA A C T T AGA AC T T CACA AC T CA T A A T CAGA T TG  85120
T T T C T C T CA T CC T T CCA T T T A T CCGCA T AC T T T T CGA T T T CGC T T CA CA A C T T AGA AC T T CACA AC T CA T A A T CAGA T TG  85804
T T T C T C T CA T CC T T CCA T T T A T CCGCA T AC T T T T CGA T T T CGC T T CA CA A C T T CGA AC T T CACA AC T CA T A A T CAGA T TG  86156
T T T C T C T CA T CC T T CCA T T T A T CCGCA T AC T T T T CGA T T T CG T T T CA CA A C T T A A A AC T T CACA AC T CA T A A T CAGA T TG  86852

G T T T T T T T T T - G T T T A T GCA A A A A A AGA T T T CAG T T GC T A CA A T GA T A TG ACCA A T A T AG T A T A T - - - - - - - - - - - - - - -   85922

88.980 89.000 89.020 89.040

G T T T T T T T T - - G T T T A T GCA A A A A A AGA T T T CAG T T GC T A CA A T GA T A TG ACCA A T A T AG T A T A T - - - - - - - - - - - - - - -   85183
G T T T T T T T - - - G T T T A T GCA A A A A A AGA T T T CAG T T GC T A CA A T GA T A TG ACCA A T A T AG T A T A T A T - - - - - - - - - - - - -   85868
G T T T T T T T T T T G T T T A T GCA A A A A A AGA T T T CAG T T GC T A CA A T GA T A TG ACCA A T A T AG T A T A T - - - - - - - - - - - - - - -   86221
G T T T T T T T T - - G T T T A T GCA A A A A A AGA T T T CAG T T GC T A CA A T GA T A TG ACCA A T A T A T T A T A T C T TGA C T GG T T C T T T  86930

C T T GAC T GG T T C T T T GGA T C CAGA T A A T GC GA AGCA A TGA G T TGG T T A T T AG T GC T C T AG T T A T T AG T T C A T AC T ACAGG  86002

89.060 89.080 89.100 89.120

C T T GAC T GG T T C T T T GGA T C CAGA T A A T GC GA AGCA A TGA G T TGG T T A T T AG T GC T C T AG T T A T T AG T T G A T AC T ACAGG  85263
C T T GAC T GG T T C T T T GGA T C CAGA T A A T GC GA AGCA A TGA G T TGG T T A T T AG T GC T C T AG T T A T T AG T T C A T ACCAGAGG  85948
C T T GAC T GG T T C T T T GGA T C CAGA T A A T GC GA AGCA A TGA G T TGG T T A T T AG T GC T C T AG T T A T T AG T T C A T AC T A T AGG  86301
C T T GAC T GG T T C T T T GGA T C CAGA T A A T GC GA AGCA A T AG G T TGG T T A T T A A T GC T C T AG T T A T T AG T T C A T AC T ACAGT  87010

C TGG T CCA T T T T T T T GA A T C C T AGCC - - C T A A A A A A A A - C CA ACGAG T CA CA CAC T A AGC A T AGCA A T T A T A T A A A A T GA  86079

89.140 89.160 89.180 89.200

C TGG T CCA T T T T T T T GA A T T C T AGCC - - C T A A A A A A A A A C CA ACGAG T CA CA CAC T A AGC A T AGCA A T T A T A T A A A A T GA  85341
C TGG T CCA T T T T T T T GA A T C C T AGCC - - C T A A A A A A A A - C CA ACGAG T CA CA CAC T A AGC A T AGCA A T T A T A T A A A A T GA  86025
C TGG T CCA T T T T T T T GA A T C C T AGCC - - C T A A A A A A A A - C CA ACGAG T CA CA CAC T A AGC A T AGCA A T T A T A T A A A A T GA  86378
CCGA T CCA T T T T T T T GA A T C C T AGT CGT C T T A A A A A A A A C CA ACGAG T CG CA CAC T A AGC A T T GCA A T T A T AGA A A A T GA  87090

T CA A T CGA A T T T T T A T T CA A CCC T A T AGA A T TGCGGA A T T T A T A A T T T T T GT T T T GA T T G A ACA T A A A A A GA - - - - - - GT   86153

89.220 89.240 89.260 89.280

T CA A T CGA A T T T T T A T T CA A CCC T A T AGA A T TGCGGA A T T T C T A A T T T T T GT T T T GA T T G A ACA T A A A A A GA A A A AGAGT  85421
T CA A T CGA A T T T T T A T T CA A CCC T A T AGA A T TGCGGA A T T T C T A A T T T T T GT T T T GA T T G A ACA T A A A A A GA - - - - - - GT   86099
T CA A T CGA A T T T T T A T T CA A CCC T A T AGA A T TGCGGA A T T T C T A A T T T T T GT T T T GA T T G A ACA T A A A A A GA - - - - - - GT   86452
T CA A T CGA T T T T T T A T T CAG CCC T A T AGA A T TGCAGA A T T T A T CA T T T C T GT T T T GA T T G A ACA T A A A AG GA - - - - - - GT   87164

T TG T T C T T T T T T GT T C T A T T T CCA T CA A T G GGT AGA C TG T A A AGAC T T T A CA AGT C T T A T T T T T C T T CG T C T ACA A A T A T  86233

89.300 89.320 89.340 89.360

T TG T T C T T T T T T GT T C T A T T T CCA T CA A T G GGT AGA C TG T A A AGAC T CGT A A AGT C T T A T T T T T C T T CG T C T ACA A A T A T  85501
T TG T T C T T T T T T GT T C T A T T T CCA T CA A T G GGT AGA C TG T A A AGAC T CGT A A AGT C T T A T T T T T C T T CG T C T ACA A A T A T  86179
T TG T T C T T T T T T GT T C T A T T T CCA T CA A T G GGT AGA C TG T A A A A AC T CGT A A AGT C T T A T T T T T C T T CG T C T ACA A A T A T  86532
T TG T T - T T T T T T GT T C T A T T T CCA T T A A T G GGT AGA C TG T A A AGAC T CGT ACAGT C T T A T T TG T C T T CG T C T ACA A A T A T  87243

CCA A A T T T T T A T T CC T A A T A CCCCG T A T A T AGT T CGA AC T G T A T AGGA AC A A T A A T CA A T T T T AGC T CCA A T GG T T T G T A  86313

89.380 89.400 89.420 89.440

CCA A A T T T T G A T T CC T A A T A CCCCG T A T A T AGT T CGA AC T G T A T AGGA AC A A T A A T CA A T T T T AGC T CCA A T GG T T T G T A  85581
CCA A A T T T T G A T T CC T A A T A CCCCG T A T A T AGT T CGA AC T G T A T AGGA AC A A T A A T CA A T T T T AGC T CCA A T GG T T T G T A  86259
CCA A A T T T T G A T T CC T A A T A CCCCG T A T A T AGT T CGA AC T G T A T AGGA AC A A T A A T CA A T T T T AGC T CCA A T GG T T T G T A  86612
CCA A A T T T T G A T T CC T A A T A C T CCG T A T A T AGT T CGA ACG G T A T A AGA AC A A T A A T CA A T T T T AGC T CCA A T GG T T T G T A  87323

GAGGA A CCC T A CC T T C T C TG A T CCA T T CGA CGCG TGCA A T T T C T T T T CCG T CA A T ACGCC C TGCA A T T T G T AC T T GA A T T  86393

89.460 89.480 89.500 89.520

GAGGA A CCC T A CC T T C T C TG A T CCA T T CGA CGCG TGCA A T T T C T T T T CCG T CA A T ACGCC C TGCA A T T T G T AC T T GA A T T  85661
GAGGA A CCC T A CC T T C T C TG A T CCA T T CGA CGCG TGCA A T T T C T T T T CCG T CA A T ACGCC C TGCA A T T T G T AC T T GA A T T  86339
GAGGA A CCC T A CC T T C T C TG A T CCA T T CGA CGCG TGCA A T T T C T T T T CCG T CA A T ACGCC C TGCA A T T T G T AC T T GA A T T  86692
GAGGA A T CC T A CC T T C T C TG A T CCA T T CGA CGCG TGCA A T T T C T T T T CCG T CA A T ACGCC C TGCA A T T T G T AC T T GA A T T  87403

CC T T T T G T A T CCGCC TG T T C AG T T A A T T CA A T AGC T T T T T T CA T T GC T T T GCGA A A AGA A AC T C T A T T T T T T A A T TG T CC  86473

89.540 89.560 89.580 89.600

CC T T T T G T A T C T GCC TG T T C AG T T A A T T CA A T AG T T T T T T T CA T T GC T T T GCGA A A AGA A AC T C T A T T T T T T A A T TG T CC  85741
CC T T T T GGA T C T GCC TG T T C AG T T A A T T CA A T AGC T T T T T T T A T T GC T T T GCGA A A AGA A AC T C T A T T T T T T A A T TG T CC  86419
CC T T T T G T A T CCGCC TG T T C AG T T A A T T CA A T AGC T T T T T T CA T T GC T T T GCGA A A AGA A AC T C T A T T T T T T A A T TG T CC  86772
CC T T T T G T A T C T GCC TG T T C AG T T A A T T CA A T AGC T T T T T T CA T T GC T T T GCGA A A AGA A AC T C T A T T T T T T A A T TG T CC  87483
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GGC T A T A A A T T C TGCA AGA A T A T T AGGG T G T CCA T A AGGA T T TGCA A T T C T T G T A A T AGC A A T A T T T AG T T T T CGGT T CA  86553

89.620 89.640 89.660 89.680

GGC T A T A A A T T C TGCA AGA A T A T T AGGG T G T CCA T A AGGA T T TGCA A T T C T T G T A A T AGC A A T A T T T AG T T T T CGGT T CA  85821
GGC T A T A A A T T C TGCA AGA A T A T T AGGG T G T CCA T A AGGA T T TGCA A T T C T T G T A A T AGC A A T A T T T AG T T T T CGGT T CA  86499
GGC T A T A A A T T C TGCA AGA A T A T T AGGG T G T CCA T A AGGA T T TGCA A T T C T T G T A A T AGC A A T A T T T AG T T T T CGGT T CA  86852
GGC T A T A A A T T CGGCA AGA A T A T T AGGG T G T CCA T A AGGA T T TGCA A T T C T T C T A A T AGC A A T G T T T AG T T T T CGGT T CA  87563

CACA A T T A AG T T C T T T T T GT ACA T T CA T C T G T A A T T C T T C GA T T CGT CGC GG T C T A T T T T C TG T T A A T A A T T T T GGGA A T  86633

89.700 89.720 89.740 89.760

CACA A T T A AG T T C T T T T T GT ACA T T CA T C T G T A A T T C T T C GA T T CGT CGC GG T C T A T T T T C T A T T A A T A A T T T T GGGA A T  85901
CACA A T T A AG T T C T T T T T GT ACA T T CA T C T G T A A T T C T T C GAGT CGT CGA GG T C T A T T T T C T A T T A A T A A T T T T GGGA A T  86579
CACA A T T A AG T T C T T T T T GT ACA T T CA T C T G T A A T T C T T C GA T T CGT CGC GA T C T A T T T T C T A T T A A A A A T T T T GGGA A T  86932
CACA A T T A AG T T C T T T T T GT ACA T T CA T C T G T A A T T C T T C GA T T CGT T GT GA T C T A T T T T C T A T T A A T A A T T T T GGGA A T  87643

CC T A T A T AGA T T A T GAC T TG A A T T AGGT CA A T T C T T T T T T GA A T C T C T A T C T G TGCA A T T CCC T CA ACA C CAGAGGA T A T  86713

89.780 89.800 89.820 89.840

CC T A T A T AGA T T A T GAC T TG A A T T AGGT CA A T T C T T T T T T GA A T C T C T A T C T G TGCA A T T CCC T CA ACA C CGGAGGA T A T  85981
CC T A T A T AGA T T A T GAC T TG A A T T AGGT CA A T T C T T T T T T GA A T C T C T A T C T G TGCA A T T CCC T CA ACA C CGGAGGA T A T  86659
CC T A T A T AGA T T A T GAC T TG A A T T AGGT CA A T T C T T T T T T GA A T C T C T A T C T G TGCA A T T CCC T CA ACA C CGGAGGA T A T  87012
CC T A T A T AGA T T A T GAC T TG A A T T AGA T CA A T T C T T T T T T GA A T C T C T A T C T G TGCA A T T CCC T CA ACA C CAGA A T A T A T  87723

T CGCA T AGT T T T T T G T A CA T A A T T C T T A A T ACAG T T T CG T A T T T T T T GA T C T T C T T GT AG ACC T T CAGA A T A AG T T T T TG  86793

89.860 89.880 89.900 89.920

T CGCA T AGT T T T T T G T A CA T A A T T C T T A A T AC T G T T T CG T A T T T T T T GA T C T T C T T GT AG ACC T T CAGA A T A AG T T T T TG  86061
T CGCA T AGT T T T T T G T A CA T A A T T C T T A A T ACAG T T T CG T A T T T T T T GA T C T T C T T GT AG ACC T T CAGA A T A AG T T T T TG  86739
T TGCA T AGT T T T T T G T A CA T A A T T C T T A A T ACAG T T T CG T A T T T T T T GA T C T T C T T GT AG ACC T T CAGA A T A AG T T T T TG  87092
T CGCA T A T T C T T T T G T A CA T A A T T C T T A A T ACAG T T T CG T A T T T T T T GA T C T T C T T GT AG ACC T T CGGA A T A A T T T T T TG  87803

G T T G TGCA A A CCA A AGAGA A TGA TGA T T T T G TG T TG T ACC A AGT CGGA A A CCA AG T GGA T T T A T T T T T T G T CCCA T A A T C  86873

89.940 89.960 89.980 90.000

G T T G TGCA A A CCA A AGAGA A TGA TGA T T T T G TG T TG T ACC A AGT CGGA A A CCA AG T GGA T T T A T T T T T T G T CCCA T A A T C  86141
G T T G TGCA A A CCA A AGAGA A TGA TGAC T T T G TG T TG T ACC A AGT CGGA A A CCA AG T GGA T T T A T T T T T T G A CCCA T A A T C  86819
G T T G TGCA A A CCA A AGAGA A TGA TGAC T T T G TG T TG T ACC A AGT CGGA A A CCA AG T GGA T T T A T T T T T T G CCCCA T A A T C  87172
G T T G TGCA A A CCA A AGAGA A TGA TGAC T T T G TG T TG T ACC A AGT CGGA A A CCA AG T GGA T T T A T T T T T T G T CCCA T A C T C  87883

CCCCAC T G - - - C - - - TG T A T GT A T CACA AC A TG T CAGA T T T G TG T T C T T A T T T T T A T T T A T CA A T CC TGG T T T T T T T GAG  86947

90.020 90.040 90.060 90.080

CCCCAC T G - - - C - - - TG T A T GT A T CACGAC A TG T CAGA T T T G TG T T C T T A T T T T T A T T T A T CA A T CC TGG T T T T T T T GAG  86215
CCCCACAGT T CC - - - T CCA T A T A T CACA CC A T - - - - - - T T T T TG T T C T T A T T T TGC T T T C T T A A T T T TGG T T G - - - - - - -   86883
CCCCACAGC T CCA T C T CCA T A T A T CACA CC A T - - - - - - T T T T TG T T C T T A T T T TGC T T T C T GA A T T C TGG T T T - - - - - - -   87239
CCCCAC T GC - - - - - - TG T A T GT A T CACGAC A TG T CAGA T T T G TG T T C T T A T T T T T A T T T A T CA A T CCA A A T T T T T T T GA A  87957

CAC T TGAGA T AG T C T GA A T A T T CA T A T T CA GC T A AGGA T A T A T C T C T T A A ACCA A T AG T T A T A T GA CA AG T GGG T C T T T T  87027

90.100 90.120 90.140 90.160

CACG TGAGA T AG T C T GA A T A T T CA T A T T CA T C T A AGGA T A T A T C T T T T A A ACCA A T AG T T A T A T GA CA AG T GGG T C T T T T  86295
- - - - - GCGA T AG T C T T CA T A T T CA T A T T T A GGT A TGGA T A T A T C T C T T A A ACCA A T AG T T A T A T GA CA AG T GGG T C T T T T  86958
- - - - - GCGA T AG T C T GCA T A T T CA T A T T T A GGT A TGGA T A T A T C T C T T A A ACCA A T AG T T A T A T GA CA AG T GGG T C T T T T  87314
T ACG TGAGA T AG T C T GA A T A T T CA T A T T CA GC T A AGGA T A T A T C T T T T A A ACCA A T AG T T A T A T GA CA AG T GGG T C T T T T  88037

T A T CAGA T A A C T CCGCCC T C GAGC T CGAGG T T T T A A T C T T T T CGCAGCAG T A CCC T CA T T T AC T T CGGC T T T A A T A A T GA  87107

90.180 90.200 90.220 90.240

T A T T AGA T A A C T CCGCCC T C GAGC T CGGGG T T T T A A T C T T T T CGCA A CAG T A CCC T CA T T T AC T T CGGC T T T A A T A A T GA  86375
T A T CAGA T A A C T CCGCCC T C GAGC T CGCGG T T T T A A T C T T T T GGCAGCAG T A CCC T CA T T T AC T T CGGC T T T A A T A A T GA  87038
T A T CAGA T A A C T CCGCCC T C GAGC T CGCGG T T T T A A T C T T T T GGCAGCAG T A T CC T CA T T T AC T T CGGC T T T A A T A A T GA  87394
T A T CAGA T A A C T CCGCCC T C GAGC T CGAGG T T T T A A T C T T T T GGCAGCAG T A CCC T CG T T T AC T T CGGC T T T A A T A A T A A  88117

A T A A AC T TGC T T CG T TGA A A C T CAGA T T G T GA A T ACCA T T T GC T GC T GCA GA A T A A ACCA A T T T A A A A A T GGGA T A A CA T  87187

90.260 90.280 90.300 90.320

C T A A AC T TGC T T CG T TGA A A CCCAGA T T G T GA A T ACCA T T T GC T GC T GCA GA A T A A ACCA A T T T A A A A A T GGGA T A A CA T  86455
A T A A AC T TGC T T TG T TGA A A T CCAGA T T G T GA A T ACCA T T T GC T GC T GCA GA A T A A ACCA A T T T CA A A A T GGGA T A A CA T  87118
A T A A AC T TGC T T CG T TGA A A CCCAGA T T T T GA A T ACCA T T T GC T GC T GCA GA A T A A ACCA A T T T CA A A A T GGGA T A A CA T  87474
C T A AGC T TGC T T CG T TGA A A CCCAGA T T G T GA A T ACCGT T T GC T GC T GCA GA A T A A ACCA A T T T A A A A A T GGGA T A A CA T  88197

GC T CGA T A AG GCA T GAG T T C T AG T A T CA T A AGGG T T T CC T CG T A AGA ACG T CCACGA A T C T GA T CA A T T A CCC T T CGGGC  87267

90.340 90.360 90.380 90.400

GC T CGA T A AG GCA T GAG T T C T AG T A T CA T A AGGG T T T CC T CG T A AGA ACG T CCACGA A T C T GA T CA A T T A CCC T T CGGGC  86535
GC T CGA T A AG GCA T GAG T T C T AG T A T CA T A AGGG T T T CC T CG T A AGA ACG T CCACGA A T C T GA T CA A T T A CCC T T CGGGC  87198
GC T CGA T A AG GCA T GAG T T C T AG T A T CA T A AGGG T T T CC T CG T A AGA ACG T CCACGA A T C T GA T CA A T T A CCC T T CGGGC  87554
GC T CGA T A AG GCA T GAG T T C T AG T A T CA T A AGGG T T T CC T CG T A AGA ACG T CCACGA A T C T GA T CA A T T A CCC T T CGGGC  88277

T T T G TGAGCA GACA T ACA T A T A T GT T GA CC T A A AGCA T A T A C T T C T A CC T T C T T C T T T A T T A T C T T CA T C A T A AGGT T CA  87347

90.420 90.440 90.460 90.480

T T T G TGAGCA GACA T ACA T A T A T GT T GA CC T A A AGCA T A T A C T T C T A C T T T C T T C T T T A T T A T C T T T A T C A T A AGGT T CA  86615
T T T G TGAGCA GACA T ACA T A T A T GT T GA CC T A A AGCA T A T A C T T C T A CCG TG T T C T C T A T T A T CC T T GT C A T A AGGT T CA  87278
T T T G TGAGCA GACA T ACA T A T A T GT T GA CC T A A AGCA T A T A C T T C T A CCG TG T T C T C T A T T A T C T T T GT C A T A AGGT T CA  87634
T T T G TGAGCA GACA T ACA T A T A T GT T GA CC T A A AGCA T A T A C T T C T A CC T T C T T C T T T A T T A T C T T T A T C A T A AGGT T CA  88357

CC T C T CACCA A T GA A T C T A T A T T CA C T T T A T T A ACGA T T A A CGA CGGGA T C T A T T A T CA T T T T T TGCA T G T CCA CGGA A A  87427

90.500 90.520 90.540 90.560

CC T C T CACCA A T GA A T C T A T A T T CA C T T T A T T A ACGA T T A A CGA CGGGA T C T A T T A T CA T T T T T TGCA T G T CCA CGGA A A  86695
CC T C T CACCA A T GA A T C T A T A T T CA C T T T A T T A ACGA T T A A CGA CGGGA T C T A T T A T CA T T T T T TGCA T G T CCA CGGA A A  87358
CC T C T CACCA A T GA A T C T A T A T T CA C T T T A T T A ACGA T T A A CGA CGGGA T C T A T T A T CA T T T T T TGCA T G T CCA CGGA A A  87714
CC T C T CACCA A T GA A T C T A T A T T CA C T T T A T T A ACGA T T A A CGA CGGGA T C T A T T A T CA T T T T T TGCA T G T CCA CGGA A A  88437

T T T A T AG TGG GCGCA A A T T C T CCCA A T T T A T GT CC T ACCA T ACGA T C T GT T A T A T A A A T A GGCA A A T GT T CCC T T CCA T T  87507

90.580 90.600 90.620 90.640

T T T A T AG TGG GCGCA A A T T C T CCCA A T T T A T GT CC T ACCA T ACGA T C T GT T A T A T A A A T A GGCA A A T GT T CCC T T CCA T T  86775
T T T A T AG TGG GCGCA A A T T C T CCCA A T T T A T GT CC T ACCA T ACGA T C T GT T A T A T A A A T A GGCA A A T GC T CCC T T CCA T T  87438
T T T A T AG TGG GCGCA A A T T C T CCCA A T T T A T GT CC T ACCA T ACGA T C T GT T A T A T A A A T A GGA A A A T GT T CCC T T CCA T T  87794
T T T A T AG TGG GCGCA A A T T C T CCCA A T T T A T GT CC T ACCA T ACGA T C T GT T A T A T A A A T A GGCA A A T GT T CC T T T CCA T T  88517

A TGGA T AGCA A T AG T A T GGC CGACCA T T G T GGG T A T A A T G G T AGA TGCCC GGGACCA AG T T A T T A T T A T T T C T T T T T CCG  87587

90.660 90.680 90.700 90.720

A TGGA T AGCA A T AG T A T GGC CGACCA T T G T GGG T A T A A T G G T AGA TGCCC GGGACCA AG T T A T T A T T A T T T C T T T T T CCG  86855
A TGGA T AGCA A T AG T A T GGC CGACCA T T G T GGG T A T A A T G G T AGA TGCCC GGGACCA AG T T A T T A T T A T T T C T T T T T CCG  87518
A TGGA T AGCA A T AG T A T GGC CGACCA T T G T GGG T A T A A T G G T AGA TGCCC GGGACCA AG T T A T T A T T A T T T C T T T T T CCG  87874
A TGGA T AGCA A T AG T A T GGC CGACCA T T G T GGG T A T A A T G G T AGA TGCCC GGGACCA AG T T A T T A T T A T T T C T T T T T CCG  88597
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C T T T TG T A T T A AGC T T A T CG A T T T T T C T T A A T A A A T GA T T CGC T ACA A A A GGA T T T T T T T T T AG TGA ACG T G T CACAG T T  87667

90.740 90.760 90.780 90.800

C T T T TG T A T T A AGC T T A T CG A T T T T T C T T A A T A A A T GA T T CGC T ACA A A A GGA T T T T T T T T T AG TGA ACG T G T CACAG T T  86935
C T T T TG T A T T A AGC T T A T CG A T T T T T C T T A A T A A A T GA T T CGC T ACA A A A GGA T T T T T T T T T AG TGA ACG T G T CACAG T T  87598
C T T T TG T A T T A AGC T T A T CG A T T T T T C T T A A T A A AGGA T T CGC T ACA A A A GGA T T T T T T T T T AG TGA ACG T G T CACAG T T  87954
C T T T TG T A T T A AGC T T A T CG A T T T T T C T T A A T A A A T GA T T CGC T ACA A A A GGA T T T T T T T T T AG TGA ACG T G T CACAG T T  88677

A A T T A A C T CC T A T T T T T T T C T T T TG T A A A T T GT A A A A ACG A AGA A AGA A A T T C T A T T T T C T C T CC T A T T T A C T A CGGCGG  87747

90.820 90.840 90.860 90.880

A A T T A A C T CC T A T T T T T T T C T T T TG T A A A T T GT A A A A ACG A AGA A AGA A A T T C T A T T T T C T C T CC T A T T T A C T A CGGCGA  87015
A A T T A A C T CC T A T T T T T T T C T T T TG T A A A T T GT A A A A ACG A AGA A AGA A A T T C T A T T T T C T C T CC T A T T T A C T A CGGCGG  87678
A A T T A A C T CC T A T T T T T T T C T T T TG T A A A T T GT A A A A ACG A AGA A AGA A A T T C T A T T T T C T C T CC T A T T T A C T A CGGCGG  88034
GA T T A A C T CC T A T T T T T T T C T T T TG T A A A T T GT A A A A ACG A AGA A AGA A A T T CGA T T T T C T C T CC T A T T T A C T A CGGCGG  88757

CGA AGA A T CA A A T T C T CAC T A T A T T T A T T C C T T T T T C T A C T T C T T C T T CC A AG TGCAGGA T A A CCCCA AG GGGT T GCGGG  87827

90.900 90.920 90.940 90.960

CGA AGA A T CA A A T T A T CAC T A T A T T T A T T C C T T T T T C T A C T T C T T C T T CC A AG TGCAGGA T A A CCCCA AG GGGT T GCGGG  87095
CGA AGA A T CA A A T T A T CAC T A T A T T T A T T C C T T T T T C T A C T T C T T C T T CC A AG TGCAGGA T A A CCCCA AG GGGT T GCGGG  87758
CGA AGA A T CA A A T T A T CAC T A T A T T T A T T C C T T T T T C T A C T T C T T C T T CC A AG TGCAGGA T A A CCCCA AG GGGT T GCGGG  88114
CGA AGA A T CA A A T T A T CAC T A T A T T T A T T C C T T T T T C T A C T T C T T C T T CC A AGGGCAGGA T A A CCCCA AG GGGT T GCGGG  88837

T C T T T T T C T A CCA A T TGGAG CCC T T CC T T C ACCACCCCCA T GGGGGT GGT C T ACAGGG T T CA T A AC T AC T CC T C T T A C T A  87907

90.980 91.000 91.020 91.040

T C T T T T T C T A CCA A T TGGAG CCC T T CC T T C ACCACCCCCA T GGGGGT GGT C T ACAGGG T T CA T A AC T AC T CC T C T T A C T A  87175
T C T T T T T C T A CCA A T TGGAG CCC T T CC T T C ACCACCCCCA T GGGGGT GGT C T ACAGGG T T CA T A AC T AC T CC T C T T A C T A  87838
T C T T T T T C T A CCA A T TGGAG CCC T T CC T T C ACCACCCCCA T GGGGGT GGT C T ACAGGG T T CA T A AC T AC T CC T C T T A C T A  88194
T C T T T T T C T A CCA A T TGGAG CCC T T CC T T C ACCACCCCCA T GGGGGT GGT C T ACAGGG T T CA T A AC T AC T CC T C T T A C T A  88917

CAGGACGC T T A CC T AGCCA A CA T T T AGA T C CGGC T C T ACC CA A A C T T T T C TGG T T CACCC CA A CA T T CCC CAC T T GT CCG  87987

91.060 91.080 91.100 91.120

CAGGACGC T T A CC T AGCCA A CA T T T AGA T C CGGC T C T ACC CA A A C T T T T C TGG T T CACCC CA A CA T T CCC CAC T T GT CCG  87255
CAGGACGC T T A CC T AGCCA A CA T T T AGA T C CGGC T C T ACC CA A A C T T T T C TGG T T CACCC CA A CA T T CCC CAC T T GT CCG  87918
CAGGACGC T T A CC T AGCCA A CA T T T AGA T C CGGC T C T ACC CA A A C T T T T C TGG T T CACCC CA A CA T T CCC CAC T T GT CCG  88274
T AGGACGC T T A CC T AGCCA A CA T T T AGA T C CGGC T C T ACC CA A A C T T T T C TGG T T CACCC CA A CA T T CCC CAC T T GT CCG  88997

AC T G T T GC T G AGCAG T T T T T GGA T A T CA A A CGGACC T CCC CAGA AGG T A A T T T T A A TG T G GCCGA T T T CC CC T C T T T T GC  88067

91.140 91.160 91.180 91.200

AC T G T T GC T G AGCAG T T T T T GGA T A T CA A A CGGACC T CCC CAGA AGG T A A T T T T A A TG T G GCCGA T T T CC CC T C T T T T GC  87335
AC T G T T GC T G AGCAG T T T T T GGA T A T CA A A CGGACC T CCC CAGA AGG T A A T T T T A A TG T G GCCGA T T T CC CC T C T T T T GC  87998
AC T G T T GC T G AGCAG T T T T T GGA T A T CA A A CGGACC T CCC CAGA AGG T A A T T T T A A TG T G GCCGA T T T CC CC T C T T T T GC  88354
AC T G T T GC T G AGCAG T T T T T GGA T A T CA A A CGGACC T CCC CAGA AGG T A A T T T T A A TG T G GCCGA T T T CC CC T C T T T T GC  89077

A A T CAG T T T C GC T A CAGCAC CCGC T GC T C T AGC T A A T TG T CCACCC T T T C CA AGT G TGA T T T C T A T G T T A T G T A T GGCCG  88147

91.220 91.240 91.260 91.280

A A T CAG T T T C GC T A CAGCAC CCGC T GC T C T AGC T A A T TG T CCACCC T T T C CA AGT G TGA T T T C T A T G T T A T G T A T GGCCG  87415
A A T CAG T T T C GC T A CAGCAC CCGC T GC T C T AGC T A A T TG T CCACCC T T T C CA AGT G TGA T T T C T A T G T T A T G T A T GGCCG  88078
A A T CAG T T T C GC T A CAGCAC CCGC T GC T C T AGC T A A T TG T CCACCC T T T C CA AGT G TGA T T T C T A T G T T A T G T A T GGCCG  88434
A A T CAG T T T C GC T A CAGCAC CCGC T GC T C T AGC T A A T TG T CCACCC T T T C CA AGT G TGA T T T C T A T G T T A T G T A T GGCCG  89157

T GCC T A AGGG CA T A T CGG T T GA AGT AGA T T CGT C T T T T T G A T CA A T CA A A ACCCC T T CCC A A A C TG T ACA AGC T T C T T CC  88227

91.300 91.320 91.340 91.360

T GCC T A AGGG CA T A T CGG T T GA AGT AGA T T CGT C T T T T T G A T CA A T CA A A ACCCC T T CCC A A A C TG T ACA AGC T T C T T CC  87495
T GCC T A AGGG CA T A T CGG T T GA AGT AGA T T CGT C T T T T T G A T CA A T CA A A ACCCC T T CCC A A A C TG T ACA AGC T T C T T CC  88158
T GCC T A AGGG CA T A T CGG T T GA AGT AGA T T CGT C T T T T T G A T CA A T CA A A ACCCC T T CCC A A A C TG T ACA AGC T T C T T CC  88514
T GCC T A AGGG CA T A T CGG T T GA AGT AGA T T CGT C T T T T T G A T CA A T CA A A ACCCC T T CCC A A A C TG T ACA AGC T T C T T CC  89237

A A AGCA T ACG GC T T T C T GGA TG T AGA TGA T GA T A T C T A T A CAGA T GGA T C T T A T A T A T A T CA T A T A A T - - - - - - - - - - - -   88295

91.380 91.400 91.420 91.440

A A AGCA T ACG GC T T T C T GGA TG T AGA TGA T GA T A T C T A T A CAGA T GGA T C T T A T A T A T A T CA T A T A A T - - - - - - - - - - - -   87563
A A AGCA T ACG GC T T T C T GGA TG T AGA TGA T GA T A T C T A T A CAGA T GGA T C T T A T A T A T A T CA T A T A A T A T A T A T CA T A T A  88238
A A AGCA T ACG GC T T T C T GGA TG T AGA TGA T GA T A T C T A T A CAGA T GGA T C T T A T A T A T A T CA T A T A A T A T A T A T CA T A T A  88594
A A AGCA T ACG GC T T T C T GGA TG T AGA TGA T GA T A T C T A T A CAGA T GGA T C T T A T A T A T A T CA T A T A A T - - - - - - - - - - - -   89305

- - GA AG T ACC A CA T GAG T GG A T A T A T AGGA A T CCA A A T C T GCCGA A T CAC T CA TG T T A T G A T C T T C T ACA T CC T AGG T C T  88373

91.460 91.480 91.500 91.520

- - GA AG T ACC A CA T GAG T GG A T A T A T AGGA A T CCA A A T C T GCCGA A T CAC T CA TG T T A T G A T C T T C T ACA T CC T AGG T T T  87641
A TGA AG T ACC A CA T GAG T GG A T A T A T AGGA A T CCA A A T C T GCCGA A T CAC T CA TG T T A T G A T C T T C T ACA T CC T AGG T C T  88318
A TGA AG T ACC A CA T GAG T GG A T A T A T AGGA A T CCA A A T C T GCCGA A T CAC T CA TG T T A T G A T C T T C T ACA T CC T AGG T C T  88674
- - GA AG T ACC A CA T GAG T GG A T A T A T AGGA A T CCA A A T C T GCCGA A T CAC T CA TG T T A T G A T C T T C T ACA T CC T AGG T T T  89383

T CCCGT T CCG T CA T C TGGC T T A T GT T C T T C A TG T AGCA T T CAGA CCGA A T GA C T C T A T GA A A T T ACG T CG A T AC T T CCAC  88453

91.540 91.560 91.580 91.600

T CCCGT T CCG T CA T C TGGC T T A T GT T C T T C A TG T AGCA T T CAGA CCGA A T GA C T C T A T GA A A T T ACG T CG A T AC T T CCAC  87721
T CCCGT T CCG T CA T C TGGC T T A T GT T C T T C A TG T AGCA T T CAGA CCGA A T GA C T C T A T GA A A T T ACG T CG A T AC T T CCAC  88398
T CCCGT T CCG T CA T C TGGC T T A T GT T C T T C A TG T AGCA T T CAGA CCGA A T GA C T C T A T GA A A T T ACG T CG A T AC T T CCAC  88754
T CCCGT T CCG T CA T C TGGC T T C T GT T C T T C A TG T AGCA T T CAGA CCGA A T GA C T C T A T GA A A T T ACG T CG A T AC T T CCAC  89463

A T A T T A T GGG T A ACG T AGGA GA CA T C T C T A T T T T T CCCCG GGA A A T C T T T C T A A T T ACCA - - - - - - C TGC T T AGC T T T CA  88527

91.620 91.640 91.660 91.680

A T A T T A T GGG T A ACG T AGGA GA CA T C T C T A T T T T T CCCCG GGA A A T C T T T C T A A T T ACCA T T A CCA C TGC T T AGC T T T CA  87801
A T A T T A T GGG T A ACG T AGGA GA CA T C T C T A T T T T T CCCCG GGA A A T C T T T C T A A T T ACCA T T A CCA C TGC T T AGC T T T CA  88478
A T A T T A T GGG T A ACG T AGGA GA CA T C T C T A T T T T T CCCCG GGA A A T C T T T C T A A T T ACCA T T A CCA C TGC T T AGC T T T CA  88834
A T A T T A T GGG T A ACG T AGGA GA CA T C T C T A T T T T T CCCCG GGA A A T C T T T C T A A T T ACCA T T A CCA C TGC T T AGC T T T CA  89543

A T T CGCC T C T GACCA T CA A A T CA A A T GT GA A T A ACCCGT C C T CC T C T C T T TGA A A CA AGG GGCGC T T C T G G T T C T GT CGG  88607

91.700 91.720 91.740 91.760

A T T CGCC T C T GACCA T CA A A T CA A A T GT GA A T A ACCCGT C C T CC T C T C T T TGA A A CA AGG GGCGC T T C T G G T T C T GT CGG  87881
A T T CGCC T C T GACCA T CA A A T CA A A T GT GA A T A ACCCGT C C T CC T C T C T T TGA A A CA AGG GGCGC T T C T G G T T C T GT CGG  88558
A T T CGCC T C T GACCA T CA A A T CA A A T GT GA A T A ACCCGT C C T CC T C T C T T TGA A A CA AGG GGCGC T T C T G G T T C T GT CGG  88914
A T T CGCC T C T GACCA T CA A A T CA A A T GT GA A T A ACCCGT C C T CC T C T C T T TGA A A CA AGG GGCGC T T C T G G T T C T GT CGG  89623

T GC T TGA A A C A A T T T TG T C T T C T CCA T A T T AC T A T A T C T C T AGAG T CA A T A A T T T T A T A T GAGGA A C T A C T GA A C T CA A T  88687

91.780 91.800 91.820 91.840

T GC T TGA A A C A A T T T TG T C T T C T CCA T A T T AC T A T A T C T C T AGAG T CA A T A A T T T T A T A T GAGGA A C T A C T GA A C T CA A T  87961
T GC T TGA A A C A A T T T TG T C T T C T CCA T A T T AC T A T A T C T C T AGAG T CA A T A A T T T T A T A T GAGGA A C T A C T GA A C T CA A T  88638
T GC T TGA A A C A A T T T TG T C T T C T CCA T A T T AC T A T A T C T C T AGAG T CA A T A A T T T T A T A T GAGGA A C T A C T GA A C T CA A T  88994
T GC T TGA A A C A A T T T TG T C T T C T CCA T A T T AC T A T A T C T C T AGAG T CA A T A A T T T T A T A T GAGGA A C T A C T GA A C T CA A T  89703
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CAC T TGC TGC CG T T AC T C T T CAG T T T T C T G T TGAGG T C T A T CC T G T AGAG GT AC T CA A A T T GGA T CAGT G A T CGA T T T C T  88767

91.860 91.880 91.900 91.920

CAC T TGC TGC CG T T AC T C T T CAG T T T T C T G T TGAGG T C T A T CC T G T AGAG GT AC T CA A A T T GGA T CAGT G A T CGA T T T C T  88041
CAC T TGC TGC CG T T AC T C T T CAG T T T T C T G T TGAGG T C T A T CC T G T AGAG GT AC T CA A A T T GGA T CAGT G A T CGA T T T C T  88718
CAC T TGC TGC CG T T AC T C T T CAG T T T T C T G T TGAGG T C T A T CC T G T AGAG GT AC T CA A A T T GGA T CAGT G A T CGA T T T C T  89074
CAC T TGC TGC CG T T AC T C T T CAG T T T T C T G T TGAGG T C T A T CC T G T AGAG GT AC T CA A A T T GGA T CAGT G A T CGA T T T C T  89783

AGG T T T CGT C G T A A ACC T A A T T GGT T AC T T CCA A T T ACG T A A A T CA A T AG T T CA A ACCGC AC T CA A AGG T AGGGCA T T T C  88847

91.940 91.960 91.980 92.000

AGG T T T CGT C G T A A ACC T A A T T GGT T AC T T CCA A T T ACG T A A A T CA A T AG T T CA A ACCGC AC T CA A AGG T AGGGCA T T T C  88121
AGG T T T CGT C G T A A ACC T A A T T GGT T AC T T CCA A T T ACG T A A A T CA A T AG T T CA A ACCGC AC T CA A AGG T AGGGCA T T T C  88798
AGG T T T CGT C G T A A ACC T A A T T GGT T AC T T CCA A T T ACG T A A A T CA A T AG T T CA A ACCGC AC T CA A AGG T AGGGCA T T T C  89154
AGG T T T CGT C G T A A ACC T A A T T GGT T AC T T CCA A T T ACG T A A A T CA A T AG T T CA A ACCGC AC T CA A AGG T AGGGCA T T T C  89863

CCA T T T T T A T AGGA ACC T C T GT ACCAGA A A CA A T GG T A T C T CCA A T T A T A GCCCC T C T GG GA T G T A A A A T A T A T C T C T T C  88927

92.020 92.040 92.060 92.080

CCA T T T T T A T AGGA AC T T C T GT ACCAGA A A CA A T GG T A T C T CCA A T T A T A GCCCC T C T GG GA T G T A A A A T A T A T C T C T T C  88201
CCA T T T T T A T AGGA AC T T C T GT ACCAGA A A CA A T GG T A T C T CCA A T T A T A GCCCC T C T GG GA T G T A A A A T A T A T C T C T T C  88878
CCA T T T T T A T AGGA AC T T C T GT ACCAGA A A CA A T GG T A T C T CCA A T T A T A GCCCC T C T GG GA T G T A A A A T A T A T C T C T T C  89234
CCA T T T T T A T AGGA AC T T C T GT ACCAGA A A CA A T GG T A T C T CCA A T T A T A GCCCC T C T GG GA T G T A A A A T A T A T C T C T T C  89943

T CA CCA T CCC CA T AG TG T A T GAGACA A A T G T A T GCA T T T C GA T T AGGG T C GT A T T C T A T G G T T ACGA T T C T ACCA T A T A T  89007

92.100 92.120 92.140 92.160

T CA CCA T CCC CA T AG TG T A T GAGACA A A T G T A T GCA T T T C GA T T AGGG T C GT A T T C T A T G G T T ACGA T T C T ACCA T A T A T  88281
T CA CCA T CCC CA T AG TG T A T GAGACA A A T G T A T GCA T T T C GA T T AGGG T C GT A T T C T A T G G T T ACGA T T C T ACCA T A T A T  88958
T CA CCA T CCC CA T AG TG T A T GAGACA A A T G T A T GCA T T T C GA T T AGGG T C GT A T T C T A T G G T T ACGA T T C T ACCA T A T A T  89314
T CA CCA T CCC CA T AG TG T A T GAGACA A A T G T A T GCA T T T C GA T T AGGG T C GT A T T C T A T G G T T ACGA T T C T ACCA T A T A T  90023

G T C T T T T T CA T T CCG T CGA A A A T CGA T T T T ACGG T A T AGA CGC T T A T GAC C T CCCCC T C T A TGCCC T GCG G T A A T GA T T C  89087

92.180 92.200 92.220 92.240

G T C T T T T T CA T T CCG T CGA A A A T CGA T T T T ACGG T A T AGA CGC T T A T GAC C T CCCCC T C T A TGCCC T GCG G T A A T GA T T C  88361
G T C T T T T T CA T T CCG T CGA A A A T CGA T T T T ACGG T A T AGA CGC T T A T GAC C T CCCCC T C T A TGCCC T GCG G T A A T GA T T C  89038
G T C T T T T T CA T T CCG T CGA A A A T CGA T T T T ACGG T A T AGA CGC T T A T GAC C T CCCCC T C T A TGCCC T GCG G T A A T GA T T C  89394
G T C T T T T T CA T T CCG T CGA A A A T CGA T T T T ACGG T A T AGA CGC T T A T GAC C T CCCCC T C T A TGCCC T GCG G T A A T GA T T C  90103

C T C T GGCA T T A CGA CC T T T A CCACA ACGA T GC T G T CCA T A GA T CA A A T T A T T T CG T GGA T T GGA T T T CA C T T GA C TG T C T  89167

92.260 92.280 92.300 92.320

C T C T GGCA T T A CGA CC T T T A CCACA ACGA T GC T G T CCA T A GA T CA A A T T A T T T CG T GGA T T GGA T T T CA C T T GA C TG T C T  88441
C T C T GGCA T T A CGA CC T T T A CCACA ACGA T GC T G T CCA T A GA T CA A A T T A T T T CG T GGA T T GGA T T T CA C T T GA C TG T C T  89118
C T C T GGCA T T A CGA CC T T T A CCACA ACGA T GC T G T CCA T A GA T CA A A T T A T T T CG T GGA T T GGA T T T CA C T T GA C TG T C T  89474
C T C T GGCA T T A CGA CC T T T A CCACA ACGA T GC T G T CCA T A GA T CA A A T T A T T T CG T GGA T T GGA T T T CA C T T GA C TG T C T  90183

ACGGC T CCA T T GCG T GT GC T CGGGG T AGA A G T T T TG T A T A A A TG T A T CGC CA T GC T A T T A AGT A T T T TGA T T T A AGT T C T  89247

92.340 92.360 92.380 92.400

ACGGC T CCA T T GCG T GT GC T CGGGG T AGA A G T T T TG T A T A A A TG T A T CGC CA T GC T A T T A AGT A T T T TGA T T T A AGT T C T  88521
ACGGC T CCA T T GCG T GT GC T CGGGG T AGA A G T T T TG T A T A A A TG T A T CGC CA T GC T A T T A AGT A T T T TGA T T T A AGT T C T  89198
ACGGC T CCA T T GCG T GT GC T CGGGG T AGA A G T T T TG T A T A A A TG T A T CGT CA T GC T A T T A AGT A T T T TGA T T T A AGT T C T  89554
ACGGC T CCA T T GCG T GT GC T CGGGG T AGA A G T T T TG T A T A A A TG T A T CGC CA T GC T A T T A AGT A T T T TGA T T T A AGT T C T  90263

T T T C T T T C T A AGAGG TGGA A T AGA A T A A CC CGG T TGA AGC G T A A T GA T CA T A CGT C TG T A A TGCA T T GT A T G T CCCA T A A  89327

92.420 92.440 92.460 92.480

T T T C T T T C T A AGAGG TGGA A T AGA A T A A CC CGG T TGA AGC G T A A T GA T CA T A CGT C TG T A A TGCA T T GT A T G T CCCA T A A  88601
T T T C T T T C T A AGAGG TGGA A T AGA A T A A CC CGG T TGA AGC G T A A T GA T CA T A CGT C TG T A A TGCA T T GT A T G T CCCA T A A  89278
T T T C T T T C T A AGAGG TGGA A T AGA A T A A CC CGG T TGA AGC G T A A T GA T CA T A CGT C TG T A A TGCA T T GT A T G T CCCA T A A  89634
T T T C T T T C T A AGAGG TGGA A T AGA A T A A CC CGG T TGA AGC G T A A T GA T CA T A CGT C TG T A A TGCGT T GT A T G T CCCA T A A  90343

T AGG T CCCA T T C T T C T A CCC T T T CCGGGGA G T T GA T GAC T A T T CA T AGC T A T T ACC T T GA CACCA A AGA A GAGT T CGACC  89407

92.500 92.520 92.540 92.560

T AGG T CCCA T T C T T C T A CCC T T T CCGGGGA G T T GA T GAC T A T T CA T AGC T A T T ACC T T GA CACCA A AGA A GAGT T CGACC  88681
T AGG T CCCA T T C T T C T A CCC T T T CCGGGGA G T T GA T GAC T A T T CA T AGC T A T T ACC T T GA CACCA A AGA A GAGT T CGACC  89358
T AGG T CCCA T T C T T C T A CCC T T T CCGGGGA G T T GA T GAC T A T T CA T AGC T A T T ACC T T GA CACCA A AGA A GAGT T CGACC  89714
T AGG T CCCA T T C T T C T A CCC T T T CGGGGGA G T T GA T GAC T A T T CA T AGC T A T T ACC T T GA CACCA A AGA A GAGT T CGACC  90423

CA A T T C T T T A T T T C T GT CC T AG T TGA T CC T GA T T CGACA T T AGA AGT A T A T T GA T T T T T C CCCA A T A ACC GA A T AC T T T T  89487

92.580 92.600 92.620 92.640

CA A T T C T T T A T T T C T GT CC T AG T TGA T CC T GA T T CGACA T T AGA AGT A T A T T GA T T T T T C CCCA A T A ACC GA A T AC T T T T  88761
CA A T T C T T T A T T T C T GT CC T AG T TGA T CC T GA T T CGACA T T AGA AGT A T A T T GA T T T T T C CCCA A T A ACC GA A T AC T T T T  89438
CA A T T C T T T A T T T C T GT CC T AG T TGA T CC T GA T T CGACA T T AGA AGT A T A T T GA T T T T T C CCCA A T A ACC GA A T AC T T T T  89794
CA A T GC T T T A T T T C T GT CC T AG T TGA T CC T GA T T CGACA T T AGA AGT A T A T T GA T T T T T C CCCA A T A ACC GA A T AC T T T T  90503

G T C T GT A A A T A C TGCA T A T T TGA T T CCA T C CA T A A A T CGA T T T T C T T CCC T A T GAG T T CG AGT C T CA A T A AGA A T GC T AG  89567

92.660 92.680 92.700 92.720

G T C T GT A A A T A C TGCA T A T T TGA T T CCA T C CA T A A A T CGA T T T T C T T CCC T A T GAG T T CG AGT C T CA A T A AGA A T GC T AG  88841
G T C T GT A A A T A C TGCA T A T T TGA T T CCA T C CA T A A A T CGA T T T T C T T CCC T A T GAG T T CG AGT C T CA A T A AGA A T GC T AG  89518
G T C T GT A A A T A C TGCA T A T T TGA T T CCA T C CA T A A A T CGA T T T T C T T CCC T A T GAG T T CG AGT C T CA A T A AGA A T GC T AG  89874
G T C T GT A A A T A C TGCA T A T T TGA T T CCA T C CA T A A A T CGA T T T T C T T CCC T A T GAG T T CG AGT C T CA A T A AGA A T GC T AG  90583

T T C T T A C TG T T CA T A TG T T A TGA T A T GA A T A T A CCA CACC A A T T CGT T A T GT A T AGA T GA T GAGA T T CCA T T GA T ACAGA  89647

92.740 92.760 92.780 92.800

T T C T T A C TG T T CA T A TG T T A TGA T A T GA A T A T A CCA CACC A A T T CGT T A T GT A T AGA T GA T GAGA T T CCA T T GA T ACAGA  88921
T T C T T A C TG T T CA T A TG T T A TGA T A T GA A T A T A CCA CACC A A T T CGT T A T GT A T AGA T GA T GAGA T T CCA T T GA T ACAGA  89598
T T C T T A C TG T T CA T A TG T T A TGA T A T GA A T A T A CCA CACC A A T T CGT T A T GT A T AGA T GA T GAGA T T CCA T T GA T ACAGA  89954
T T C T T A C TG T T CA T A TG T T A TGA T A T GA A T A T A C T A CACC A A T T CGT T A T GT A T AGA T GA T GA A A T T CCA T T GA T ACAGA  90663

GCCA A T T CCA A T AGAC T T A T TGGAGGGT CC CA T T GGCGT G CA T CCAG T AG GA A T T GA A CC T ACGA A T T CG CCA A T T A T GA  89727

92.820 92.840 92.860 92.880

GCCA A T T CCA A T AGAC T T A T TGGAGGGT CC CA T T GGCGT G CA T CCAG T AG GA A T T GA A CC T ACGA A T T CG CCA A T T A T GA  89001
GCCA A T T CCA A T AGAC T T A T TGGAGGGT CC CA T T GGCGT G CA T CCAG T AG GA A T T GA A CC T ACGA A T T CG CCA A T T A T GA  89678
GCCA A T T CCA A T AGAC T T A T TGGAGGGT CC CA T T GGCGT G CA T CCAG T AG GA A T T GA A CC T ACGA A T T CG CCA A T T A T GA  90034
GCCA A T T CCA A T AGAC T T A T TGGAGGGT CC CA T T GGCGT G CA T CCAG T AG GA A T T GA A CC T ACGA A T T CG CCA A T T A T GA  90743

G T T GGGCGC T T T A A CCA T T C AGCCA T GGA T GC T T AGCGGG GA T CC T CG T A CA T GG T GA A T A ACCA A A T T C CA A T T GA A A T  89807

92.900 92.920 92.940 92.960

G T T GGGCGC T T T A A CCA T T C AGCCA T GGA T GC T T AGCGGG GA T CC T CG T A CA T GG T GA A T A ACCA A A T T C CA A T T GA A A T  89081
G T T GGGCGC T T T A A CCA T T C AGCCA T GGA T GC T T AGCGGG GA T CC T CG T A CA T GG T GA A T A ACCA A A T T C CA A T T GA A A T  89758
G T T GGGCGC T T T A A CCA T T C AGCCA T GGA T GC T T AGCGGG GA T CC T CG T A CA T GG T GA A T A ACCA A A T T C CA A T T GA A A T  90114
G T T GGGCGC T T T A A CCA T T C AGCCA T GGA T GC T T AGCGGG GA T CC T CG T A CA T GG T GA A T A ACCA A A T T C CA A T T GA A A T  90823
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GA A A T C T T T A GGA T A A A T CA A T GCA A T T T A GGAGGA A T CA A T GA A AGGAC A T CA A T T CA A A T CC TGGC T T T T CGA A T T GA  89887

92.980 93.000 93.020 93.040

GA A A T C T T T A GGA T A A A T CA A T GCA A T T T A GGAGGA A T CA A T GA A AGGAC A T CA A T T CA A A T CC TGGC T T T T CGA A T T GA  89161
GA A A T C T T T A GGA T A A A T CA A T GCA A T T T A GGAGGA A T CA A T GA A AGGAC A T CA A T T CA A A T CC TGGC T T T T CGA A T T GA  89838
GA A A T C T T T A GGA T A A A T CA A T GCA A T T T A GGAGGA A T CA A T GA A AGGAC A T CA A T T CA A A T CC TGGC T T T T CGA A T T GA  90194
GA A A T C T T T A GGA T A A A T CA A T GCA A T T T A GGAGGA A T CA A T GA ACGGAC A T CA A T T CA A A T T C TGGA T T T T CGA A T T GA  90903

GAGAGA T A T T GAGAGAGA T C A AGA A T T C T C AC T A T T T C T T AGA T T CA T GG ACCCA A T T CA A T T CAG T GGG A T C T T T CA T T  89967

93.060 93.080 93.100 93.120

GAGAGA T A T T GAGAGAGA T C A AGA A T T C T C AC T A T T T C T T AGA T T CA T GG ACCCA A T T CA A T T CAG T GGG A T C T T T CA T T  89241
GAGAGA T A T T GAGAGAGA T C A AGA A T T C T C AC T A T T T C T T AGA T T CA T GG ACCCA A T T CA A T T CAG T GGG A T C T T T CA T T  89918
GAGAGA T A T T GAGAGAGA T C A AGA A T T C T C AC T A T T T C T T AGA T T CA T GG ACCCA A T T CA A T T CAG T GGG A T C T T T CA T T  90274
GAGAGA T A T T GAGAGAGA T C A AGA A T T C T G AC T A T T T C T T AGA T T CA T GG ACCCA A T T CA A T T CAG T GGG A T C T T T CA T T  90983

CACA T T T T T T T CCA CCA AGA ACG T T T T A T A A A A C T C T TGG A CCCACGA A T T T GGAG T A T C C T A C T T T CA C GCA A T T CACA  90047

93.140 93.160 93.180 93.200

CACA T T T T T T T CCA CCA AGA ACG T T T T A T A A A A C T C T TGG A CCCACGA A T T T GGAG T A T C C T A C T T T CA C GCA A T T CACA  89321
CACA T T T T T T T CCA CCA AGA ACG T T T T A T A A A A C T C T TGG A CCCACGA A T T T GGAG T A T C C T A C T T T CA C GCA A T T CACA  89998
CACA T T T T T T T CCA CCA AGA ACG T T T T A T A A A A C T C T TGG A CCCACGA A T T T GGAG T A T C C T A C T T T CA C GCA A T T CACA  90354
CACA T T T T T T T CCA CCA AGA ACG T T T T A T A A A A C T C T TGG A CCCACGA A T T T GGAG T A T C C T A C T T T CA C GCA A T T CACA  91063

GGG T T CA ACA AGCA A T CGA T A T T T CACGA T CA AGGG T GT A G T AC T A T T TG T AG T AGCGA T CC T T A T A T A T CG T A T T A ACA  90127

93.220 93.240 93.260 93.280

GGG T T CA ACA AGCA A T CGA T A T T T CACGA T CA AGGG T GT A G T AC T A T T TG T AG T AGCGA T CC T T A T A T A T CG T A T T A ACA  89401
GGG T T CA ACA AGCA A T CGA T A T T T CACGA T CA AGGG T GT A G T AC T A T T TG T AG T AGCGA T CC T T A T A T A T CG T A T T A ACA  90078
GGG T T CA ACA AGCA A T CGA T A T T T CACGA T CA AGGG T GT A G T AC T A T T TG T AG T AGCGA T CC T T A T A T A T CG T A T T A ACA  90434
GGG T T CA ACA AGCA A T CGA T A T T T CACGA T CA AGGG T GT A G T AC T A T T TG T AG T AGCGA T CC T T A T A T A T CG T A T T A ACA  91143

A T CGA A A T A T GG T CGA A AGA A A A A A T C T C T A T T T GA CAGG GC T T C T T CC T A T ACC T A T GA A T T CCA T TGG A CCCAGA A A T  90207

93.300 93.320 93.340 93.360

A T CGA A A T A T GG T CGA A AGA A A A A A T C T C T A T T T GA CAGG GC T T C T T CC T A T ACC T A T GA A T T CCA T TGG A CCCAGA A A T  89481
A T CGA A A T A T GG T CGA A AGA A A A A A T C T C T A T T T GA CAGG GC T T C T T CC T A T ACC T A T GA A T T CCA T TGG A CCCAGA A A T  90158
A T CGA A A T A T GG T CGA A AGA A A A A A T C T C T A T T T GA CAGG GC T T C T T CC T A T ACC T A T GA A T T CCA T TGG A CCCAGA A A T  90514
A T CGA A A T A T GG T CGA A AGA A A A A A T C T C T A T T T GA CAGG GC T T C T T CC T A T ACC T A T GA A T T CCA T TGG A CCCAGA A A T  91223

GA T ACA T TGG A AGA A T C T T T TGGGT C T T CC A A T A T CA A T A GG T T GA T T GT T T CGC T CC T G T A T C T T CCA A A AGGA A A A A A  90287

93.380 93.400 93.420 93.440

GA T ACA T TGG A AGA A T C T T T TGGGT C T T CC A A T A T CA A T A GG T T GA T T GT T T CGC T CC T G T A T C T T CCA A A AGT A A A A A A  89561
GA T ACA T TGG A AGA A T C T T T TGGGT C T T CC A A T A T CA A T A GG T T GA T T GT T T CGC T CC T G T A T C T T CCA A A AGGA A A A A A  90238
GA T ACA T TGG A AGA A T C T T T TGGGT C T T CC A A T A T CA A T A GG T T GA T T GT T T CGC T CC T G T A T C T T CCA A A AGGA A A A A A  90594
GA T ACA T TGG A AGA A T C T T T TGGGT C T T C T A A T A T CA A T A GG T T GA T T GT T T CGC T CC T G T A T C T T CCA A A AGGA A A A A A  91303

GA T C T C T GAG AGC T T T T T CC TGGA T CCGA A AGAGAG T AC T T GGG T T C T CC CA A T A AC T A A A A AG TG T A T C A T GCC TGA A T  90367

93.460 93.480 93.500 93.520

GA T C T C T GAG AGC T T T T T CC TGGA T CCGA A AGAGAG T AC T T GGG T T C T CC CA A T A AC T A A A A AG TG T A T C A T GCC TGA A T  89641
GA T C T C T GAG AGC T T T T T CC TGGA T CCGA A AGAGAG T AC T T GGG T T C T CC CA A T A AC T A A A A AG TG T A T C A T GCC TGA A T  90318
GA T C T C T GAG AGC T T T T T CC TGGA T CCGA A AGAGAG T AC T T GGG T T C T CC CA A T A AC T A A A A AG TG T A T C A T GCC TGA A T  90674
GA T C T C T GAG AGC T T T T T CC TGGA T CCGA A AGAGAG T AC T T GGG T T C T CC CA A T A AC T A A A A AG TG T A T C A T GCC TGA A T  91383

C T A AC T GGGG T T CGCGG T GG TGGAGGA A C T GGC T CGGA A A A A AGAGGGA T T C T AG T TG T A AGA T A T C T A A T GA A ACCG T C  90447

93.540 93.560 93.580 93.600

C T A AC T GGGG T T CGCGG T GG TGGAGGA A C T GGC T CGGA A A A A AGAGGGA T T C T AG T TG T A AGA T A T C T A A T GA A ACCG T C  89721
C T A AC T GGGG T T CGCGG T GG TGGAGGA A C T GGC T CGGA A A A A AGAGGGA T T C T AG T TG T A AGA T A T C T A A T GA A ACCG T C  90398
C T A AC T GGGG T T CGCGG T GG TGGAGGA A C T GGC T CGGA A A A A AGAGGGA T T C T AG T TG T A AGA T A T C T A A T GA A ACCG T C  90754
C T A AC T GGGG T T CGCGG T GG TGGAGGA A C T GGC T CGGA A A A A AGAGGGGT T C T AG T TG T A AGA T A T C T A A T GA A ACCA T C  91463

GC T GGA A T T G AGA T C T CA T T CA A AGAGA A A GA T A T CA A A T A T C T GGAG T T T C T T T T TG T A T A T T A T A TGG A T GA T CCGA T  90527

93.620 93.640 93.660 93.680

GC T GGA A T T G AGA T C T CA T T CA A AGAGA A A GA T A T CA A A T A T C T GGAG T T T C T T T T TG T A T A T T A T A TGG A T GA T CCGA T  89801
GC T GGA A T T G AGA T C T CA T T CA A AGAGA A A GA T A T CA A A T A T C T GGAG T T T C T T T T TG T A T A T T A T A TGG A T GA T CCGA T  90478
GC T GGA A T T G AGA T C T CA T T CA A AGAGA A A GA T A T CA A A T A T C T GGAG T T T C T T T T TG T A T A T T A T A TGG A T GA T CCGA T  90834
GC T GGA A T T G AGA T C T CA T T CA A AGAGA A A GA T A T CA A A T A T C T GGAG T T T C T T T T TG T A T A T T A T A TGG A T GA T CCGAC  91543

CCGCA AGGA C CA TGA T T GGG A A T TG T T T GA T CG T C T T T C T CCGAG T A AGA GGCGA A ACA T A A T CA A C T T G A A T T CGGGAC  90607

93.700 93.720 93.740 93.760

CCGCA AGGA C CA TGA T T GGG A A T TG T T T GA T CG T C T T T C T CCGAG T A AGA GGCGA A ACA T A A T CA A C T T G A A T T CGGGAC  89881
CCGCA AGGA C CA TGA T T GGG A A T TG T T T GA T CG T C T T T C T CCGAG T A AGA GGCGA A ACA T A A T CA A C T T G A A T T CGGGAC  90558
CCGCA AGGA C CA TGA T T GGG A A T TG T T T GA T CG T C T T T C T CCGAG T A AGA GGCGA A ACA T A A T CA A C T T G A A T T CGGGAC  90914
CCGCA AGGA C CA TGA T T GGG A A T TG T T T GA T CG T C T T T C T CCGAG T A AGA GGCGA A ACA T A A T CA A C T T G A A T T CGGGAC  91623

A T C T A T T CGA A A T C T T AG TG A A AGA C TGGA T T T G T T A T C T CA TG T T T GC T T T T CG T GA A A A A A T ACCA A T T GA AG TGGAG  90687

93.780 93.800 93.820 93.840

A T C T A T T CGA A A T C T T AG TG A A AGA C TGGA T T T G T T A T C T CA TG T T T GC T T T T CG T GA A A A A A T ACCA A T T GA AG TGGAG  89961
A T C T A T T CGA A A T C T T AG TG A A AGA C TGGA T T T G T T A T C T CA TG T T T GC T T T T CG T GA A A A A A T ACCA A T T GA AG TGGAG  90638
A T C T A T T CGA A A T C T T AG TG A A AGA C TGGA T T T G T T A T C T CA TG T T T GC T T T T CG T GA A A A A A T ACCA A T T GA AG TGGAG  90994
A T C T A T T CGA A A T C T T AG TG A A AGA C TGGA T T T G T T A T C T CA TG T T T GC T T T T CG T GA A A A A A T ACCA A T T GA AG TGGAG  91703

GGT T T T T T CA A ACA ACA AGG AGC TGGGT CA AC T A T T CA A T CA A A T GA T A T TGAGCG T T T T T CCCA T C T C T T C T T GAGA A A  90767

93.860 93.880 93.900 93.920

GGT T T T T T CA A ACA ACA AGG AGC TGGGT CA AC T A T T CA A T CA A A T GA T A T TGAGCG T T T T T CCCA T C T C T T C T T GAGA A A  90041
GGT T T T T T CA A ACA ACA AGG AGC TGGGT CA AC T A T T CA A T CA A A T GA T A T TGAGCG T T T T T CCCA T C T C T T C T T GAGA A A  90718
GGT T T T T T CA A ACA ACA AGG AGC TGGGT CA AC T A T T CA A T CA A A T GA T A T TGAGCG T T T T T CCCA T C T C T T C T T GAGA A A  91074
GGT T T C T T CA A ACA ACA AGG AGC TGGGT CA AC T A T T CA A T CA A A T GA T A T TGAGCG T T T T T CCCA T C T C T T C T T GAGA A A  91783

CA AG TGGGC T A T T T C T T T GC A A A A T T GT GC T CA A T T T CA T A T GT GGCA A T T CCGCCA AGA T C T C T T CGT T AG T T GGGGGA  90847

93.940 93.960 93.980 94.000

CA AG TGGGC T A T T T C T T T GC A A A A T T GT GC T CA A T T T CA T A T GT GGCA A T T CCGCCA AGA T C T C T T CGT T AG T T GGGGGA  90121
CA AG TGGGC T A T T T C T T T GC A A A A T T GT GC T CA A T T T CA T A T GT GGCA A T T CCGCCAGGA T C T C T T CGT T AG T T GGGGGA  90798
CA AG TGGGC T A T T T C T T T GC A A A A T T GT GC T CA A T T T CA T A T GT GGCA A T T CCGCCA AGA T C T C T T CGT T AG T T GGGGGA  91154
CA AG TGGGC T A T T T C T T T GC A A A A T T GT GC T CA A T T T CA T A T GT GGCA A T T CCGA CA AGA T C T C T T CGT T AG T T GGGGGA  91863

AGA A T CCGCA CGA A T CGGA T T T T T T GAGGA ACA T A T CGAG AGAGA A T T GG A T T TGG T T AG ACA A TG T GT G G T TGG T A A AC  90927

94.020 94.040 94.060 94.080

AGA A T CCGCA CGA A T CGGA T T T T T T GAGGA ACA T A T CGAG AGAGA A T T GG A T T TGG T T AG ACA A TG T GT G G T TGG T A A AC  90201
AGA A T CCGCA CGA A T CGGA T T T T T T GAGGA ACA T A T CGAG AGAGA A T T GG A T T TGG T T AG ACA A TG T GT G G T TGG T A A AC  90878
AGA A T CCGCA CGA A T CGGA T T T T T T GAGGA ACA T A T CGAG AGAGA A T T GG A T T TGG T T AG ACA A TG T GT G G T TGG T A A AC  91234
AGA A T CCGCA CGA A T CGGA T T T T T T GAGGA ACA T A T CGAG AGAGA A T T GG A T T TGG T T AG ACA A TG T GT G G T TGG T A A AC  91943
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A AGGA T CGA T T T T T T AGCA A GG T ACGGA A T G T A T CG T CA A A T A T T CA A T A TGA T T CCA CA AGA T C T AGT T T CGT T CA AGT  91007

94.100 94.120 94.140 94.160

A AGGA T CGA T T T T T T AGCA A GG T ACGGA A T G T A T CG T CA A A T A T T CA A T A TGA T T CCA CA AGA T C T AGT T T CGT T CA AGT  90281
A AGGA T CGA T T T T T T AGCA A GG T ACGGA A T G T A T CG T CA A A T A T T CA A T A TGA T T CCA CA AGA T C T AGT T T CGT T CA AGT  90958
A AGGA T CGA T T T T T T AGCA A GG T ACGGA A T G T A T CG T CA A A T A T T CA A T A TGA T T CCA CA AGA T C T AGT T T CGT T CA AGT  91314
A AGGA T CGA T T T T T T AGCA A GG T ACGGA A T GGA T CG T CA A A T A T T CA A T A TGA T T CCA CA AGA T C T AGT T T CGT T CA AGT  92023

A ACGGA T T C T AGCCA A T T GA A AGGA T C T T C T GA T CA A T CC AGAGA T CA T T T CGA T T CCA T T AG T A A T GAG GA T T CGGA A T  91087

94.180 94.200 94.220 94.240

A ACGGA T T C T AGCCA A T T GA A AGGA T C T T C T GA T CA A T CC AGAGA T CA T T T CGA T T CCA T T AG T A A T GAG GA T T CGGA A T  90361
A ACGGA T T C T AGCCA A T T GA A AGGA T C T T C T GA T CA A T CC AGAGA T CA T T T CGA T T CCA T T AG T A A T GAG GA T T CGGA A T  91038
A ACGGA T T C T AGCCA A T T GA A AGGA T C T T C T GA T CA A T CC AGAGA T CA T T T CGA T T CCA T T AG T A A T GAG GA T T CGGA A T  91394
A ACGGA T T C T AGCCA A T T GA A AGGA T C T T C T GA T CA A T CC AGAGA T CC T T T CGA T T CCA T T AG T A A T GAG GA T T CGGA A T  92103

A T CACA CA T T GA T CA A T CA A AGAGAGA T T C A ACA AC T A A A AGA A AGA T CG A T T C T T TGGG A T CC T T CC T T T C T T CA A ACG  91167

94.260 94.280 94.300 94.320

A T CACA CA T T GA T CA A T CA A AGAGAGA T T C A ACA AC T A A A AGA A AGA T CG A T T C T T TGGG A T CC T T CC T T T C T T CA A ACA  90441
A T CACA CA T T GA T CA A T CA A AGAGAGA T T C A ACA AC T A A A AGA A AGA T CG A T T C T T TGGG A T CC T T CC T T T C T T CA A ACG  91118
A T CCCA CA T T GA T CA A T CA A AGAGAGA T T C ACCA AC T A A A AGA A AGA T CG A T T C T T TGGG A T CC T T CC T T T C T T CA A ACG  91474
A T CACA CA T T GA T CA A T CA A AGAGAGA T T C A ACA AC T A A A AGA A AGA T CG A T T C T T TGGG A T CC T T CC T T T C T T CA A ACG  92183

GA A CGA ACAG AGA T AGA A T C AGACCGA T T C CC T A A A AGCC T T T C T GGA T A T T CC T CA A T G T CCCGGC T A T T CACGGA ACG  91247

94.340 94.360 94.380 94.400

GA A CGA ACAG AGA T AGA A T C AGA T CGA T T C CC T A A A AGCC T T T C T GGA T A T T CC T CA A T G T CCCGGC T A T T CACGGA ACG  90521
GA A CGA ACAG AGA T AGA A T C AGACCGA T T C CC T A A A AGCC T T T C T GGA T A T T CC T CA A T G T CCCGGC T A T T CACGGA ACG  91198
GA A CGA ACAG AGA T AGA A T C AGACCGA T T C CC T A A A AGCC T T T C T GGA T A T T CC T CA A T G T CCCGGC T A T T CACGGA ACG  91554
GA A CGA ACAG AGA T AGA A T C AGACCGA T T C CC T A A A AGCC T T T C T GGA T A T T CC T CA A T G T CCCGGC T A T T CACGGA ACG  92263

T GA A AGGCAG A T GA A T A AGC A T C TGC T T CC GGA AGA A A T C GA AGA A T T T C T T GGGA A T CC T ACA AGA T CC A T T CG T T C T T  91327

94.420 94.440 94.460 94.480

T GA A AGGCAG A T GA A T A AGC A T C TGC T T CC GGA AGA A A T C GA AGA A T T T C T T GGGA A T CC T ACA AGA T CC A T T CG T T C T T  90601
T GA A AGGCAG A T GA A T A AGC A T C TGC T T CC GA A AGA A A T C GA AGA A T T T C T T GGGA A T CC T ACA AGA T CC A T T CG T T C T T  91278
T GA A AGGCAG A T GA A T A AGC A T C TGC T T CC GA A AGA A A T C GA AGA A T T T C T T GGGA A T CC T ACA AGA T CC A T T CG T T C T T  91634
T GA A AGGCAG A T GA A T A AGC A T C TGC T T CC GGA AGA A A T C GA AGA A T T T C T T GGGA A T CC T ACA AGA T CC A T T CG T T C T T  92343

T T T T C T C TGA CAGA T GG T CA GA AC T T CA T C T GGG T T CGA A T CC T AC T GAG AGG T CCAC T A GAGA T CAGA A A T TG T TGA AG  91407

94.500 94.520 94.540 94.560

T T T T C T C TGA CAGA T GG T CA GA AC T T CA T C T GGG T T CGA A T CC T AC T GAG AGG T CCAC T A GAGA T CAGA A A T TG T TGA AG  90681
T T T T C T C TGA CAGA T GG T CA GA AC T T CA T C T GGG T T CGA A T CC T AC T GAG AGG T CCAC T A GAGA T CAGA A A T TG T TGA AG  91358
T T T T C T C TGA CAGA T GG T CA GA AC T T CA T C T GGG T T CGA A T CC T AC T GAG AGG T CCAC T A GAGA T CAGA A A T TG T TGA AG  91714
T T T T C T C TGA CAGA T GG T CA GA AC T T T A T C T GGG T T CGA A T CC T AC T GAG AGG T CCAC T A GAGA T CAGA A A T TG T TGA AG  92423

A A AGA AGAGG A T GT T T C T T T TG T CCC T T CC AGGCGA T CGG A A A A T A A AGA A A T AG T T A A T A T A T T CA AGA T A A T T ACG T A  91487

94.580 94.600 94.620 94.640

A A AGA AGAGG A T GT T T C T T T TG T CCC T T CC AGGCGA T CGG A A A A T A A AGA A A T AG T T A A T A T A T T CA AGA T A A T T ACG T A  90761
A A AGA AGAGG A T GT T T C T T T TG T CCC T T CC AGGCGA T CGG A A A A T A A AGA A A T AG T T A A T A T A T T CA AGA T A A T T ACG T A  91438
A A AGA AGAGG A T GT T T C T T T TG T CCC T T CC AGGCGA T CGG A A A A T A A AGA A A T AG T T A A T A T A T T CA AGA T A A T T ACG T A  91794
A A AGA AGAGG A T GT T T C T T T TG T CCC T T CC AGA CGA T CGG A A A A T A A AGA A A T AG T T A A T A T A T T CA AGA T A A T T ACG T A  92503

T T T ACA A A A T A CCG T C T CA A T T CA T CC T A T T T CA T CAGA T CCGGGA T G TG A T A TGG T T CC GA AGGA T GA A C T GGA T A T GG  91567

94.660 94.680 94.700 94.720

T T T ACA A A A T A CCG T C T CA A T T CA T CC T A T T T CA T CAGA T CCGGGA T G TG A T A TGG T T CC GA AGGA T GA A C T GGA T A T GG  90841
T T T ACA A A A T A CCG T C T CA A T T CA T CC T A T T T CA T CAGA T CCGGGA T G TG A T A TGG T T CC GA AGGA T GA A C T GGA T A T GG  91518
T T T ACA A A A T A CCG T C T CA A T T CA T CC T A T T T CA T CAGA T CCGGGA T G TG A T A TGG T T CC GA AGGA T GA A C T GGA T A T GG  91874
T T T ACA A A A T A CCG T C T CA A T T CA T CC T A T T T CA T CAGA T CCGGGA T G TG A T A TGG T T CC GA AGGA T GA A C T GGA T A T GG  92583

ACAG T T CCA A T A AGA T T T CA T T C T T A A A CA A A A A T CCA T T T T T T GA T T T A T T T CA T C T A T T CCA TGACCG GA ACAGGGGG  91647

94.740 94.760 94.780 94.800

ACAG T T CCA A T A AGA T T T CA T T C T T A A A CA A A A A T CCA T T T T T T GA T T T A T T T CA T C T A T T CCA TGACCG GA ACAGGGGG  90921
ACAG T T CCA A T A AGA T T T CA T T C T T A A A CA A A A A T CCA T T T T T T GA T T T A T T T CA T C T A T T CCA TGACCG GA ACAGGGGG  91598
ACAG T T CCA A T A AGA T T T CA T T C T T A A A CA A A A A T CCA T T T T T T GA T T T A T T T CA T C T A T T CCA TGACCG GA ACAGGGGG  91954
ACAG T T CCA A T A AGA T T T CA T T C T T A A A CA A A A A T CCA T T T T T T GA T T T A T T T CA T C T A T T CCA TGACCG GA ACAGGGGG  92663

GGA T ACACG T T ACA CCA CGA T T T TGA A T CA GA AGAGAGA T T T CA AGA A A T GGCAGA T C T A T T CAC T C T A T CA A T A ACCGA  91727

94.820 94.840 94.860 94.880

GGA T ACACG T T ACA CCA CGA T T T TGA A T CA GA AGAGAGA T T T CA AGA A A T GGCAGA T C T A T T CAC T C T A T CA A T A ACCGA  91001
GGA T ACACG T T ACA CCA CGA T T T TGA A T CA GA AGAGAGA T T T CA AGA A A T GGCAGA T C T A T T CAC T C T A T CA A T A ACCGA  91678
GGA T ACACG T T ACA CCA CGA T T T TGA A T CA GA AGAGAGA T T T CA AGA A A T GGCAGA T C T A T T CAC T C T A T CA A T A ACCGA  92034
GGA T ACACG T T ACA CCA CGA T T T TGA A T CA GA AGAGAGA T T T CA AGA A A T GGCAGA T C T A T T CAC T C T A T CA A T A ACCGA  92743

GCCGGA T C T G G T GT A T CA T A AGGGA T T T GC C T T T T C T A T T GA T T CC T ACG GA T TGGA T CA A A A ACA A T T C T T GA A TGAGG  91807

94.900 94.920 94.940 94.960

GCCGGA T C T G G T GT A T CA T A AGGGA T T T GC C T T T T C T A T T GA T T CC T ACG GA T TGGA T CA A A A ACA A T T C T T GA A TGAGG  91081
GCCGGA T C T G G T GT A T CA T A AGGGA T T T GC C T T T T C T A T T GA T T CC T ACG GA T TGGA T CA A A A ACA A T T C T T GA A TGAGG  91758
GCCGGA T C T G G T GT A T CA T A AGGGA T T T GC C T T T T C T A T T GA T T CC T ACG GA T TGGA T CA A A A ACA A T T C T T GA A TGAGG  92114
GCCGGA T C T G G T GT A T CA T A AGGGA T T T GC C T T T T C T A T T GA T T CC T ACG GA T TGGA T CA A A A ACA A T T C T T GA A TGAGG  92823

T A T T CA AC T C CAGGA A T GA A T CGA A A A AGA A A T C T T T A T T GG T T C T A CC T CC T A T T T T T T A TGA AGAGA A T GA A T C T T T T  91887

94.980 95.000 95.020 95.040

T A T T CA AC T C CAGGA A T GA A T CGA A A A AGA A A T C T T T A T T GG T T C T A CC T CC T A T T T T T T A TGA AGAGA A T GA A T C T T T T  91161
T A T T CA AC T C CAGGA A T GA A T CGA A A A AGA A A T C T T T A T T GG T T C T A CC T CC T A T T T T T T A TGA AGAGA A T GA A T C T T T T  91838
T A T T CA AC T C CAGGA A T GA A T CGA A A A AGA A A T C T T T A T T GG T T C T A CC T CC T A T T T T T T A TGA AGAGA A T GA A T C T T T T  92194
T A T T CA AC T C CAGGA A T GA A T CGA A A A AGA A A T C T T T A T T GG T T C T A CC T CC T A T T T T T T A TGA AGAGA A T GA A T T T T T T  92903

T A T CGA AGGA T CAGA A A A A A A T GGG T CCGG A T C T CC T GCG GGA A T GA T T T GGA AGA T CCA A A A CCA A A A A GAGT GGT A T T  91967

95.060 95.080 95.100 95.120

T A T CGA AGGA T CAGA A A A A A A T GGG T CCGG A T C T CC T GCG GGA A T GA T T T GGA AGA T CCA A A A CCA A A A A GAGT GGT A T T  91241
T A T CGA AGGA T CAGA A A A A A A T GGG T CCGG A T C T CC T GCG GGA A T GA T T T GGA AGA T CCA A A A CCA A A A A GAGT GGT A T T  91918
T A T CGA AGGA T CAGA A A A A A A T GGG T CCGG A T C T CC T GCG GGA A T GA T T T GGA AGA T CCA A A A CCA A A A A GAGT GGT A T T  92274
T A T CGA AGGA T CAGA A A A A A A T GGG T CCGG A T C T CC T GCG GGA A T GA T T T GGA AGA T CCA A A A CCA A A A A T AGT GGT A T T  92983

T GC T AGCA A C A ACA T A A T GG AGGCAG T CA A T CA A T A T AGA T T GA T CCGA A A T T GGA T T CA A A T CCA A T A T AGCA CC T A TG  92047

95.140 95.160 95.180 95.200

T GC T AGCA A C A ACA T A A T GG AGGCAG T CA A T CA A T A T AGA T T GA T CCGA A A T T GGA T T CA A A T CCA A T A T AG T A CC T A TG  91321
T GC T AGCA A C A ACA T A A T GG AGGCAG T CA A T CA A T A T AGA T T GA T CCGA A A T T GGA T T CA A A T CCA A T A T AGCA CC T A TG  91998
T GC T AGCA A C A ACA T A A T GG AGGCAG T CA A T CA A T A T AGA T T GA T CCGA A A T T GGA T T CA A A T CCA A T A T AGCA CC T A TG  92354
T GC T AGCA A C A ACA T A A T GG AGGCAG T CA A GCA A T A T AGA T T GA T CCGA A A T CGGA T T CA A A T CCA A T A T GGCA CC T A TG  93063
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GGT ACA T A AG A A A T G T A T TG A A T CGA T T C T T T T T A A T GA A T AGA T CCGA T CGCA A C T T CG A A T A TGGA A T T CACAGGGA T  92127

95.220 95.240 95.260 95.280

GGT ACA T A AG A A A T G T A T TG A A T CGA T T C T T T T T A A T GA A T AGA T CCGA T CGCA A C T T CG A A T A TGGA A T T CACAGGGA T  91401
GGT ACA T A AG A A A T G T A T TG A A T CGA T T C T T T T T A A T GA A T AGA T CCGA T CGCA A C T T CG A A T A TGGA A T T CACAGGGA T  92078
GGT ACA T A AG A A A T G T A T TG A A T CGA T T C T T T T T A A T GA A T AGA T CCGA T CGCA A C T T CG A A T A TGGA A T T CACAGGGA T  92434
GGT ACA T A AG A A A T G T A T TG A A T CGA T T C T T T T T A A T GA A T AGA T CCGA T CGCA A C T T CG A A T A TGGA A T T CACAGGGA T  93143

CA A A T AGGA A A T GA T AC T C T GA A T CA T AGA AC T A T A A TGA A A T A T ACGA T CA ACCA ACA T T T A T CGA A T T T GA A A A AGAG  92207

95.300 95.320 95.340 95.360

CA A A T AGGA A A T GA T AC T C T GA A T CA T AGA AC T A T A A TGA A A T A T ACGA T CA ACCA ACA T T T A T CGA A T T T GA A A A AGAG  91481
CA A A T AGGA A A T GA T AC T C T GA A T CA T AGA AC T A T A A TGA A A T A T ACGA T CA ACCA ACA T T T A T CGA A T T T GA A A A AGAG  92158
CA A A T AGGA A A T GA T AC T C T GA A T CA T AGA AC T A T A A TGA A A T A T ACGA T CA ACCA ACA T T T A T CGA A T T T GA A A A AGAG  92514
CA A A T AGGA A A T GA T AC T C T GA A T CA T AGA AC T A T A A TGA A A T A T ACGA T CA ACCA ACA T T T A T CGA A T T T GA A A A AGAG  93223

T CAGA AGA A A T GGT T CGA T C C T C T T A T T T T GA T T T C T CGA A CCGAGAGA T T CA TGA A T CG GGA T CC T A A T GCA T A T AGA T  92287

95.380 95.400 95.420 95.440

T CAGA AGA A A T GGT T CGA T C C T C T T A T T T T GA T T T C T CGA A CCGAGAGA T T CA TGA A T CG GGA T CC T A A T GCA T A T AGA T  91561
T CAGA AGA A A T GGT T CGA T C C T C T T A T T T T GA T T T C T CGA A CCGAGAGA T T CA TGA A T CG GGA T CC T A A T GCA T A T AGA T  92238
T CAGA AGA A A T GGT T CGA T C C T C T T A T T T T GA T T T C T CGA A CCGAGAGA T T CA TGA A T CG GGA T CC T A A T GCA T A T AGA T  92594
T CAGA AGA A A T GGT T CGA T C C T C T T A T T T T T A T T T C T CGA A CCGAGAGA T T CA TGA A T CG GGA T CC T A A T GCA T A T AGA T  93303

ACA A A T GGT C CA A T GGGAGC A AGA A T T T CC AGGAGCA T T T GGA A CA T T T C GT T T C T GAGC AGA AGAGCCG T T T T CA AG T A  92367

95.460 95.480 95.500 95.520

ACA A A T GGT C CA A T GGGAGC A AGA A T T T CC AGGAGCA T T T GGA A CA T T T C GT T T C T GAGC AGA AGAGCCG T T T T CA AG T A  91641
ACA A A T GGT C CA A T GGGAGC A AGA A T T T CC AGGAGCA T T T GGA A CA T T T C GT T T C T GAGC AGA AGAGCCG T T T T CA AG T A  92318
ACA A A T GGT C CA A T GGGAGC A AGA A T T T CC AGGAGCA T T T GGA A CA T T T C GT T T C T GAGC AGA AGAGCCG T T T T CA AG T A  92674
ACA A A T GGT C CA A T GGGAGC A AGA A T T T CC AGGAGCA T T T GGA A CA T T T C GT T T C T GAGC AGA AGAGCCG T T T T CA AG T A  93383

G TG T T CGA T C GA T T ACG T A T T A A T CA A T A T T CGA T T GA T T GG T C T GAGGT T A T CGACA A A A A AGA T T TG T C T A AG T CAC T  92447

95.540 95.560 95.580 95.600

G TG T T CGA T C GA T T ACG T A T T A A T CA A T A T T CGA T T GA T T GG T C T GAGGT T A T CGACA A A A A AGA T T TG T C T A AG T CAC T  91721
G TG T T CGA T C GA T T ACG T A T T A A T CA A T A T T CGA T T GA T T GG T C T GAGGT T A T CGACA A A A A AGA T T TG T C T A AG T CAC T  92398
G TG T T CGA T C GA T T ACG T A T T A A T CA A T A T T CGA T T GA T T GG T C T GAGGT T A T CGACA A A A A AGA T T TG T C T A AG T CAC T  92754
G TG T T CGA T C GA T T ACG T A T T A A T CA A T A T T CGA T T GA T T GG T C T GAGGT T A T CGACA A A A A AGA T T TG T C T A AG T CAC T  93463

T CG T T T C T T T T T GT CCA AGT TGC T T T T C T T T T T G T C T A A C T CAC T T CC - - - - - - T T T T T T C T T T GT GAG T T T CGGGA A T A  92521

95.620 95.640 95.660 95.680

T CG T T T C T T T T T GT CCA AGT TGC T T T T C T T T T T G T C T A A C T CAC T T CC - - - - - - T T T T T T C T T T GT GAG T T T CGGGA A T A  91795
T CG T T T C T T T T T GT CCA AGT TGC T T T T C T T T T T G T C T A A C T CAC T T CCAC T T CC T T T T T T C T T T GT GAG T T T CGGGA A T A  92478
T CG T T T C T T T T T GT CCA AGT TGC T T T T C T T T T T G T C T A A C T CAC T T CC - - - - - - T T T T T T C T T T GT GAG T T T CGGGA A T A  92828
T CG T T T C T T T T T GT CCA AGT TGC T T T T C T T T T T G T C T A A C T CAC T T CC - - - - - - T T T T T T C T T T GT GAG T T T CGGGA A T A  93537

T CCCCA T T CA T AGG T C T GAG A T CCA CA T C T A TGA A T T GA A AGGT CCGA A T GA T CA AC T C T GCA A T CAGT T G T T AGA A T CA  92601

95.700 95.720 95.740 95.760

T CCCCA T T CA T AGG T C T GAG A T CCA CA T C T A TGA A T T GA A AGGT CCGA A T GA T CA AC T C T GCA A T CAGT T G T T AGA A T CA  91875
T CCCCA T T CA T AGG T C T GAG A T CCA CA T C T A TGA A T T GA A AGGT CCGA A T GA T CA AC T C T GCA A T CAGT T G T T AGA A T CA  92558
T CCCCA T T CA T AGG T C T GAG A T CCA CA T C T A TGA A T T GA A AGGT CCGA A T GA T CA AC T C T GCA A T CAGT T G T T AGA A T CA  92908
T CCCCA T T CA T AGG T C T GAG A T CCA CA T C T A TGA A T T GA A AGGT CCGA A T GA T CA AC T C T GCA A T CAGT T G T T AGA A T CA  93617

A T AGGT C T T C A A A T CGT T CA T T T GA A A A A A T TGA A A CCC T T C T T A T T GGA TGA T CA T A A T AC T T CCCA A A A A T CGA A A T T  92681

95.780 95.800 95.820 95.840

A T AGGT C T T C A A A T CGT T CA T T T GA A A A A A T TGA A A CCC T T C T T A T T GGA TGA T CA T A A T AC T T CCCA A A A A T CGA A A T T  91955
A T AGGT C T T C A A A T CGT T CA T T T GA A A A A A T TGA A A CCC T T C T T A T T GGA TGA T CA T A A T AC T T CCCA A A A A T CGA A A T T  92638
A T AGGT C T T C A A A T CGT T CA T T T GA A A A A A T TGA A A CCC T T C T T A T T GGA TGA T CA T A A T AC T T CCCA A A A A T CGA A A T T  92988
A T AGGT C T T C A A A T CGT T CA T T T GA A A A A A T TGA A A CCC T T C T T A T T GGA TGA T CA T A A T AC T T CCCA A A A A T CGA A A T T  93697

C T T GA T CA A T GGAGGA AGA A T A T CA CCA T T T T T G T T CA A T A AGA T ACCA A AG T GGA TGA T T GA C T CA T T C CA T A C T AGA A  92761

95.860 95.880 95.900 95.920

C T T GA T CA A T GGAGGA AGA A T A T CA CCA T T T T T G T T CA A T A AGA T ACCA A AG T GGA TGA T T GA C T CA T T C CA T A C T AGA A  92035
C T T GA T CA A T GGAGGA AGA A T A T CA CCA T T T T T G T T CA A T A AGA T ACCA A AG T GGA TGA T T GA C T CA T T C CA T A C T AGA A  92718
C T T GA T CA A T GGAGGA AGA A T A T CA CCA T T T T T G T T CA A T A AGA T ACCA A AG T GGA TGA T T GA C T CA T T C CA T A C T AGA A  93068
C T T GA T CA A T GGAGGA AGA A T A T CA CCA T T T T T G T T CA A T A AGA T ACCA A AG T GGA TGA T T GA C T CA T T C CA T A C T AGA A  93777

A T A A T CGCAG GA A A T C T T T T GA T A A CACGG A T T CC T A T T T C T CA A TGA T A T CCCA CGA T C A AGACA A T T G GC TGA A T CC T  92841

95.940 95.960 95.980 96.000

A T A A T CGCAG GA A A T C T T T T GA T A A CACGG A T T CC T A T T T C T CA A TGA T A T CCCA CGA T C A AGACA A T T G GC TGA A T CC T  92115
A T A A T CGCAG GA A A T C T T T T GA T A A CACGG A T T CC T A T T T C T CA A TGA T A T CCCA CGA T C A AGACA A T T G GC TGA A T CC T  92798
A T A A T CGCAG GA A A T C T T T T GA T A A CACGG A T T CC T A T T T C T CA A TGA T A T CCCA CGA T C A AGACA A T T G GC TGA A T CC T  93148
A T A A T CGCAG GA A A T C T T T T GA T A A CACGG A T T CC T A T T T C T CA A TGA T A T CCCA CGA T C A AGACA A T T G GC TGA A T CC T  93857

G TGA A A CCA T T T CA T AGA AG T T CA T T GA T A T C T T C T T T T T A T A A AGCA A A T CGAC T T CGA T T C T TGA A T A A T CCACA T CG  92921

96.020 96.040 96.060 96.080

G TGA A A CCA T T T CA T AGA AG T T CA T T GA T A T C T T C T T T T T A T A A AGCA A A T CGAC T T CGA T T C T TGA A T A A T CCACA T CG  92195
G TGA A A CCA T T T CA T AGA AG T T CA T T GA T A T C T T C T T T T T A T A A AGCA A A T CGAC T T CGA T T C T TGA A T A A T CCACA T CG  92878
G TGA A A CCA T T T CA T AGA AG T T CA T T GA T A T C T T C T T T T T A T A A AGCA A A T CGAC T T CGA T T C T TGA A T A A T CCACA T CG  93228
G TGA A A CCA T T T CA T AGA AG T T CA T T GA T A T C T T C T T T T T A T A A AGCA A A T CGAC T T CGA T T C T TGA A T A A T CCACA T CG  93937

C T T CCGC T T C T A T T G T A ACA A A AGA T T CCC T T T T T A T GT G GA A A AGGCCC GT A T CA A T A A T T A T GA T T T T A CGT A TGGAC  93001

96.100 96.120 96.140 96.160

C T T CCGC T T C T A T T G T A ACA A A AGA T T CCC T T T T T A T GT G GA A A AGGCCC GT A T CA A T A A T T A T GA T T T T A CGT A TGGAC  92275
C T T CCGC T T C T A T T G T A ACA A A AGA T T CCC T T T T T A T GT G GA A A AGGCCC GT A T CA A T A A T T A T GA T T T T A CGT A TGGAC  92958
C T T CCGC T T C T A T T G T A ACA A A AGA T T CCC T T T T T A T GT G GA A A AGGCCC GT A T CA A T A A T T A T GA T T T T A CGT A TGGAC  93308
C T T CCGC T T C T A T T G T A ACA A AGGA T T CCC T T T T T A T GT G GA A A AGGCCC GT A T CA AGA A T T A T GA T T T T A CGT A TGGAC  94017

A A T T CC T CA A T A T C T TG T T C A T T CGCA A CA A A A T A T T T T C T T TG T GCGGC GG T A A A A A A A A ACA TGC T T T T T TGGAGAGA  93081

96.180 96.200 96.220 96.240

A A T T CC T CA A T A T C T TG T T C A T T CGCA A CA A A A T A T T T T C T T TG T GCGGC GG T A A A A A A A A ACA TGC T T T T T TGGAGAGA  92355
A A T T CC T CA A T A T C T TG T T C A T T CGCA A CA A A A T A T T T T C T T TG T GCGGC GG T A A A A A A A A ACA TGC T T T T T TGGAGAGA  93038
A A T T CC T CA A T A T C T TG T T C A T T CGCA A CA A A A T A T T T T C T T TG T GCGGC GG T A A A A A A A A ACA TGC T T T T T TGGAGAGA  93388
A A T T CC T CA A T A T C T TG T T C A T T CGCA A CA A A A T A T T T T C T T TG T GCGGC GG T A A A A A A A A ACA TGC T T T T T TGGAGAGA  94097

GA T AC T A T T T CACCA A T CGA GT CACAGG T A T C T A ACA T A T T CA T ACC T A A CGA T T T T CCA CA A AGT GGT G A CGA A AGG T A  93161

96.260 96.280 96.300 96.320

GA T AC T A T T T CACCA A T CGA GT CACAGG T A T C T A ACA T A T T CA T ACC T A A CGA T T T T CCA CA A AGT GGT G A CGA A AGG T A  92435
GA T AC T A T T T CACCA A T CGA GT CACAGG T A T C T A ACA T A T T CA T ACC T A A CGA T T T T CCA CA A AGT GGT G A CGA A AGG T A  93118
GA T AC T A T T T CACCA A T CGA GT CACAGG T A T C T A ACA T A T T CA T ACC T A A CGA T T T T CCA CA A AGT GGT G A CGA A AGG T A  93468
GA T AC T A T T T CACCA A T CGA GT CACAGG T A T C T A ACA T A T T CA T ACC T A A CGA T T T T CCA CA A AGT GGT G A CGA A AGG T A  94177
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T A A C T T G T A C A A A T C T T T CC C T T T T CCA A T T CGA T CCGA T C T A T T AG T T C GT AGAGC T A T T T A C T CGA T C GCAGCCA T T T  93241

96.340 96.360 96.380 96.400

T A A C T T G T A C A A A T C T T T CC C T T T T CCA A T T CGA T CCGA T C T A T T AG T T C GT AGAGC T A T T T A C T CGA T C GCAGCCA T T T  92515
T A A C T T G T A C A A A T C T T T CC C T T T T CCA A T T CGA T CCGA T C T A T T AG T T C GT AGAGC T A T T T A C T CGA T C GCAGCCA T T T  93198
T A A C T T G T A C A A A T C T T T CC C T T T T CCA A T T CGA T CCGA T C T A T T AG T T C GT AGAGC T A T T T A C T CGA T C GCAGCCA T T T  93548
T A A C T T A T A C A A A T C T T T CC C T T T T CCA A T T CGA T CCGA T C T A T T AG T T C GT AGAGC T A T T T A C T CGA T C GCAGCCA T T T  94257

C TGGA A CACC T C T A ACAGAG GGACA A A T AG T CA A T T T TGA A AGA AC T T A T TG T CA ACC T C T T T CAGA T A T GA A T C T A T C T  93321

96.420 96.440 96.460 96.480

C TGGA A CACC T C T A ACAGAG GGACA A A T AG T CA A T T T TGA A AGA AC T T A T TG T CA ACC T C T T T CAGA T A T GA A T C T A T C T  92595
C TGGA A CACC T C T A ACAGAG GGACA A A T AG T CA A T T T TGA A AGA AC T T A T TG T CA ACC T C T T T CAGA T A T GA A T C T A T C T  93278
C TGGA A CACC T C T A ACAGAG GGACA A A T AG T CA A T T T TGA A AGA AC T T A T TG T CA ACC T C T T T CAGA T A T GA A T CCA T C T  93628
C TGGA A CACC T C T A AGAGAG GGACA A A T AG T CA A T T T TGA A A A A AC T T A T TG T CA ACC T C T T T CAGA T A T GA A T C T A T C T  94337

GA T T CAGA AG AGA AGA A C T T GCA T CAGT A T C T CA A T T T CA A T T CA A A CA T GGG T T T GA T T CACAC T CCA T G T T C T GAGA A  93401

96.500 96.520 96.540 96.560

GA T T CAGA AG AGA AGA A C T T GCA T CAGT A T C T CA A T T T CA A T T CA A A CA T GGG T T T GA T T CACAC T CCA T G T T C T GAGA A  92675
GA T T CAGA AG AGA AGA A C T T GCA T CAGT A T C T CA A T T T CA A T T CA A A CA T GGG T T T GA T T CACAC T CCA T G T T C T GAGA A  93358
GA T T CAGA AG AGA AGA A C T T GCA T CAGT A T C T CA A T T T CA A T T CA A A CA T GGG T T T GA T T CACAC T CCA T G T T C T GAGA A  93708
GA T T CAGA AG AGA AGA A C T T GCA T CAGT A T C T CA A T T T CA A T T CA A A CA T GGG T T T GA T T CACAC T CCA T G T T C T GAGA A  94417

A T A T T T ACCA T CCGA A A AGA GGA A A A A A CG GAG T C T T TG T C T A A AGA A A T GCG T T GAGA A AGGGCAGA T G T A T AGA A CC T  93481

96.580 96.600 96.620 96.640

A T A T T T ACCA T CCGA A A AGA GGA A A A A A CG GAG T C T T TG T C T A A AGA A A T GCG T T GAGA A AGGGCAGA T G T A T AGA A CC T  92755
A T A T T T ACCA T CCGA A A AGA GGA A A A A A CG GAG T C T T TG T C T A A AGA A A T GCG T T GAGA A AGGGCAGA T G T A T AGA A CC T  93438
A T A T T T ACCA T CCGA A A AGA GGA A A A A A CG GAG T C T T TG T C T A A AGA A A T GCG T T GAGA A AGGGCAGA T G T A T AGA A CC T  93788
A T A T T T ACCA T CCGA A A AGA GGA A A A A A CG GAG T C T T TG T C T A A AGA A A T GCG T T GAGA A A AGGCAGA T G T A T AGA A CC T  94497

T T CA ACGAGA CAGT GC T T T T T CA AC T C T C T CA A A A T GGA A T C T A T T CCA A ACA T A T A T GC CA T GGT T CC T T AC T T CGACA  93561

96.660 96.680 96.700 96.720

T T CA ACGAGA C - - - - - - T T T T CA AC T C T C T CA A A A T GGA A T C T A T T CCA A ACA T A T A T GC CA T GGT T CC T T AC T T CGACA  92829
T T CA ACGAGA CAGT GC T T T T T CA AC T C T C T CA A A A T GGA A T C T A T T CCA A ACA T A T A T GC CA T GGT T CC T T AC T T CGACA  93518
T T CA ACGAGA CAGT GC T T T T T CA AC T C T C T CA A A A T GGA A T C T A T T CCA A ACA T A T A T GC CA T GGT T CC T T AC T T CGACA  93868
T T CA ACGAGA CAGT GC T T T T T CA AC T C T C T CA A A A T GGA A T C T A T T CCA A ACA T A T A T GC CA T GGT T CC T T AC T T CGACA  94577

GGG T ACA A A T A T C T A A A T T T GA T A T T T T T A GA T AC T T T T T CAGA CC T A T T GCCGG T AC T A AGT - - - - - - A GCAG T CA A A A  93635

96.740 96.760 96.780 96.800

GGG T ACA A A T A T C T A A A T T T GA T A T T T T T A GA T AC T T T T T CAGA CC T A T T GCCGG T AC T A AGT - - - - - - A GCAG T CA A A A  92903
GGG T ACA A A T A T C T A A A T T T GA T A T T T T T A GA T AC T T T T T CAGA CC T A T T GCCGG T AC T A AGT - - - - - - A GCAG T CA A A A  93592
GGG T ACA A A T A T C T A A A T T T GA T A T T T T T A GA T AC T T T T T CAGA CC T A T T GCCGG T AC T A AGT - - - - - - A GCAG T CA A A A  93942
GGG T ACA A A T A T C T A A A T T T GA T A T T T T T A GA T AC T T T T T CAGA CC T A T T GCCGG T AC T A AGT C T A AGT A GCAG T CA CA A  94657

A T T T GT A T CC A T T T T T CA TG A T A T T A TGCA T GGA T CAGA T A T A T CA T GGC GA A T T C T T CA GA A A A A A TGG T G T C T T CCAC  93715

96.820 96.840 96.860 96.880

A T T T GT A T CC A T T T T T CA TG A T A T T A TGCA T GGA T CAGA T A T A T CA T GGC GA A T T C T T CA GA A A A A A TGG T G T C T T CCAC  92983
A T T T GT A T CC A T T T T T CA TG A T A T T A TGCA T GGA T CAGA T A T A T CA T GGC GA A T T C T T CA GA A A A A A TGG T G T C T T CCAC  93672
A T T T GT A T CC A T T T T T CA TG A T A T T A TGCA T GGA T CAGA T A T A T CA T GGC GA A T T C T T CA GA A A A A A TGG T G T C T T CCAC  94022
A T T T GT A T CC A T T T T T CA TG A T A T T A TGCA T GGA T CA - - - - - - - - - T GGC A A A T T C T T CA GA A A A A A TGG T G T C T T CCAC  94728

A A T GG - - - A A T C TGA T A AGT GAGA T T T CGA G T A AGT G T T T A CA T A A T C T T C T T C T G T CCG A AGA A A T GA T T CA T CGA A A T  93792

96.900 96.920 96.940 96.960

A A T GG - - - A A T C TGA T A AGT GAGA T T T CGA G T A AGT G T T T A CA T A A T C T T C T T C T G T CCG A AGA A A T GA T T CA T CGA A A T  93060
A A T GG - - - A A T C TGA T A AGT GAGA T T T CGA G T A AGT G T T T A CA T A A T C T T C T T C T G T CCG A AGA A A T GA T T CA T CGA A A T  93749
A A T GG - - - A A T C TGA T A AGT GAGA T T T CGA G T A AGT G T T T A CA T A A T C T T C T T C T G T CCG A AGA A A T GA T T CA T CGA A A T  94099
A A T GGT GGA A T C TGA T A AGT GAGA T T T CGA G T A AGT G T T T A CA T A A T C T T C T T C T G T CCG A AGA A A T GA T T CA T CGA A A T  94808

A A T GAG T CA C CA T T GA T A T C GA CACA T C T G AGA T CGCCA A A T GT T CGGGA GT T CC T C T A T T CA A T CC T T T T CC T T C T T C T  93872

96.980 97.000 97.020 97.040

A A T GAG T CA C CA T T GA T A T C GA CACA T C T G AGA T CGCCA A A T GT T CGGGA GT T CC T C T A T T CA A T CC T T T T CC T T C T T C T  93140
A A T GAG T CA C CA T T GA T A T C GA CACA T C T G AGA T CGCCA A A T GT T CGGGA GT T CC T C T A T T CA A T CC T T T T CC T T C T T C T  93829
A A T GAG T CA C CA T T GA T A T C GA CACA T C T G AGA T CGCCA A A T GT T CGGGA GT T CC T C T A T T CA A T CC T T T T CC T T C T T C T  94179
A A T GAG T CA C CA T T GA T A T C GA CACA T C T G AGA T CGCCA A A T GT T CGGGA GT T CC T C T A T T CA A T CCGT T T CC T T C T T C T  94888

T GT T GC T GGA T A T C T CG T T C GT ACA CA T C T T C T C T T T GT T T CCCGAGCC T A T AGT GAG T T ACAGACAGAG T T CGA A A AGG  93952

97.060 97.080 97.100 97.120

T GT T GC T GGA T A T C T CG T T C GT ACA CA T C T T C T C T T T GT T T CCCGAGCC T A T AGT GAG T T ACAGACAGAG T T CGA A A AGG  93220
T GT T GC T GGA T A T C T CG T T C GT ACA CA T C T T C T C T T T GT T T CCCGAGCC T A T AGT GAG T T ACAGACAGAG T T CGA A A AGG  93909
T GT T GC T GGA T A T C T CG T T C GT ACA CA T C T T C T C T T T GT T T CCCGAGCC T A T AGT GAG T T ACAGACAGAG T T CGA A A AGG  94259
T GT T GC T GGA T A T C T CG T T T GT ACA CA T C T T C T C T T T GT T T CCCGAGCC T A T AGT GAG T T ACAGACAGAG T T CGA A A AGG  94968

T CA A A T C T T T GA TGA T T CCA T CA T A CA T GA T TGAGT T GCG A A A A C T T C TG GA T AGG T A T C CCA CA T CCGA A C TGA A T T C T  94032

97.140 97.160 97.180 97.200

T CA A A T C T T T GA TGA T T CCA T CA T A CA T GA T TGAGT T GCG A A A A C T T C TG GA T AGG T A T C CCA CA T CCGA A C TGA A T T C T  93300
T CA A A T C T T T GA TGA T T CCA T CA T A CA T GA T TGAGT T GCG A A A A C T T C TG GA T AGG T A T C CCA CA T CCGA A C TGA A T T C T  93989
T CA A A T C T T T GA TGA T T CCA T CA T A CA T GA T TGAGT T GCG A A A A C T T C TG GA T AGG T A T C CCA CA T CCGA A C TGA A T T C T  94339
T CA A A T C T T T GA TGA T T CCA T CA T A CA T GA T TGAGT T GCG A A A A C T T C TG GA T AGG T A T C CCA CA T C TGA A C TGA A T T C T  95048

T T C T GG T T A A AGA A T C T C T T T C T AG T TGC T C TGGA A CA A T T AGGAGA T T C T C T AGA AGA A A T A CGGGGT T CCGC T T T T GG  94112

97.220 97.240 97.260 97.280

T T C T GG T T A A AGA A T C T C T T T C T AG T TGC T C TGGA A CA A T T AGGAGA T T C T C T AGA AGA A A T A CGGGGT T C T GC T T T T GG  93380
T T C T GG T T A A AGA A T C T C T T T C T AG T TGC T C TGGA A CA A T T AGGAGA T T C T C T AGA AGA A A T A CGGGGT T C T GC T T T T GG  94069
T T C T GG T T A A AGA A T C T C T T T C T AG T TGC T C TGGA A CA A T T AGGAGA T T C T C T AGA AGA A A T A CGGGGT T C T GC T T T T GG  94419
T T C T GG T T A A AGA A T C T C T T T C T AG T TGC T C TGGA A CA A T T AGGAGA T T C T C T AGA AGA A A T A CGGGGT T C T GC T T T T GG  95128

CGGCA A CA T G C T A T GGGG TG GT GGT CCCGC GGA T GGGGT T A A A T CA A T AC GT T C T A AGAC GA A AGA T T T G A A T A T CA A T C  94192

97.300 97.320 97.340 97.360

CGGCA A CA T G C T A T GGGG TG GT GGT CCCGC GGA T GGGGT T A A A T CA A T AC GT T C T A AGAC GA A AGA T T T G A A T A T CA A T C  93460
CGGCA A CA T G C T A T GGGG TG GT GGT CCCGC GGA T GGGGT T A A A T CA A T AC GT T C T A AGAC GA A AGA T T T G A A T A T CA A T C  94149
CGGCA A CA T G C T A T GGGG TG GT GGT CCCGC GGA T GGGGT T A A A T CA A T AC GT T C T A AGAC GA A AGA T T T G A A T A T CA A T C  94499
CGGCA A CA T G C T A T GGGG TG GT GGT CCCGC GGA T GGGGT T A A A T CA A T AC A T T C T A AGAC GA A AGA T T T G A A T A T CA A T C  95208

T CA T CGA T A T CA T CGA T C T C A T A AG T A T CA T ACCA A A T CC CA T CA A T CGA A T CAC T T T T T CGAGA A A T A C GAGA CA T C T A  94272

97.380 97.400 97.420 97.440

T CA T CGA T A T CA T CGA T C T C A T A AG T A T CA T ACCA A A T CC CA T CA A T CGA A T CAC T T T T T CGAGA A A T A C GAGA CA T C T A  93540
T CA T CGA T A T CA T CGA T C T C A T A AG T A T CA T ACCA A A T CC CA T CA A T CGA A T CAC T T T T T CGAGA A A T A C GAGA CA T C T A  94229
T CA T CGA T A T CA T CGA T C T C A T A AG T A T CA T ACCA A A T CC CA T CA A T CGA A T CAC T T T T T CGAGA A A T A C GAGA CA T C T A  94579
T CA T CGA T - - - - - - - - - C T C A T A AG T A T CA T ACCA A A T CC CA T CA A T CGA A T CAC T T T T T CCAGA A A T A C GAGA CA T C T A  95279
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AGT CA T ACA A G T A A AGAGA T C T A T T CA T T G A T A AGA A A A A GA A A A A AGGG GA ACGG TGA T T GGA T T GA T G A T A A A A T AGA  94352

97.460 97.480 97.500 97.520

AGT CA T ACA A G T A A AGAGA T C T A T T CA T T G A T A AGA A A A A GA A A A A AGGG GA ACGG TGA T T GGA T T GA T G A T A A A A T AGA  93620
AGT CA T ACA A G T A A AGAGA T C T A T T CA T T G A T A AGA A A A A GA A A A A AGGG GA ACGG TGA T T GGA T T GA T G A T A A A A T AGA  94309
AGT CA T ACA A G T A A AGAGA T C T A T T CA T T G A T A AGA A A A A GA A A A A AGGG GA ACGG TGA T T GGA T T GA T G A T A A A A T AGA  94659
AGT CA T ACA A G T A A AGAGA T C T A T T CA T T G A T A AGA A A A A GA A A A A AGGG GA ACGG TGA T T GGA T T GA T G A T A A A A T AGA  95359

A T CC TGGGT C GCGA ACAG TG A T T GGA T T GA T GA T A A AGA A AGAGA A T T C T TGG T T CAG T T C T CCACC T T A A CGA CAGA A A  94432

97.540 97.560 97.580 97.600

A T CC TGGGT C GCGA ACAG TG A T T GGA T T GA T GA T A A AGA A AGAGA A T T C T TGG T T CAG T T C T CCACC T T A A CGA CAGA A A  93700
A T CC TGGGT C GCGA ACAG TG A T T GGA T T GA T GA T A A AGA A AGAGA A T T C T TGG T T CAG T T C T CCACC T T A A CGA CAGA A A  94389
A T CC TGGGT C GCGA ACAG TG A T T GGA T T GA T GA T A A AGA A AGAGA A T T C T TGG T T CAG T T C T CCACC T T A A CGA CAGA A A  94739
A T CC TGGGT C GCGA ACAG TG A T T GGA T T GA T GA T A A AGA A AGAGA A T T C T TGG T T CAG T T T T CCACC T T A A CGA CAGA A A  95439

A A AGGA T TGA T CA A A T T C T A T T GAG T C T GA C T CA T AG TGA T CA T T T A T CA A AGA A T GA C T C TGG T T A T CA A A TGA T T GA A  94512

97.620 97.640 97.660 97.680

A A AGGA T TGA T CA A A T T C T A T T GAG T C T GA C T CA T AG TGA T CC T T T A T CA A AGA A T GA C T C TGG T T A T CA A A TGA T T GA A  93780
A A AGGA T TGA T CA A A T T C T A T T GAG T C T GA C T CA T AG TGA T CA T T T A T CA A AGA A T GA C T C TGG T T A T CA A A TGA T T GA A  94469
A A AGGA T TGA T CA A A T T C T A T T GAG T C T GA C T CA T AG TGA T CA T T T A T CA A AGA A T GA C T C TGG T T A T CA A A TGA T T GA A  94819
A A AGGA T TGA T CA A A T T C T A T T GAG T C T GA C T CA T AG TGA T CA T T T A T CA A AGA A T GA C T C TGG T T A T CA A A TGA T T GA A  95519

CA A CCGGGA A CA A T T T A C T T ACGA T AC T T A G T T GACA T T C A T A A A A AGCA T T T A A T GA A T T A T GAG T T CA A T ACA T CC TG  94592

97.700 97.720 97.740 97.760

CA A CCGGGA A CA A T T T A C T T ACGA T AC T T A G T T GACA T T C A T A A A A AGCA T T T A A T GA A T T A T GAG T T CA A T ACA T CC TG  93860
CA A CCGGGA A CA A T T T A C T T ACGA T AC T T A G T T GACA T T C A T A A A A AGCA T T T A A T GA A T T A T GAG T T CA A T ACA T CC TG  94549
CA A CCGGGA A CA A T T T A C T T ACGA T AC T T A G T T GACA T T C A T A A A A AGCA T T T A A T GA A T T A T GAG T T CA A T ACA T CC TG  94899
CA A CCGGGA A CA A T T T A C T T ACGA T AC T T A G T T GACA T T C A T A A A A AGCA T T T A A T GA A T T A T GAG T T CA A T ACA T CC TG  95599

T T T AGCAGA A AGACGGA T A T T CC T T GC T CA T T A T CAGACA A T CA C T T A T T CA CA A AC T T C G TG T GGGGC T A A T AG T T T T C  94672

97.780 97.800 97.820 97.840

T T T AGCAGA A AGACGGA T A T T CC T T GC T CA T T A T CAGACA A T CA C T T A T T CA CA A AC T T C G TG T GGGGC T A A T AG T T T T C  93940
T T T AGCAGA A AGACGGA T A T T CC T T GC T CA T T A T CAGACA A T CA C T T A T T CA CA A AC T T C G TG T GGGGC T A A T AG T T T T C  94629
T T T AGCAGA A AGACGGA T A T T CC T T GC T CA T T A T CAGACA A T CA C T T A T T CA CA A AC T T C G TG T GGGGC T A A T AG T T T T C  94979
T T T AGCAGA A AGACGGA T A T T CC T T GC T CA T T A T CAGACA A T CA C T T A T T CA CA A AC T T C G TG T GGGGC T A A T AG T T T T C  95679

A T T T CCCA T C T CA T GGA A A A CCC T T T T CGC T CCGCC T AGC CC T A T CCCCC T C T AGGGG T A T T T T AG T GA T AGGT T C T A T A  94752

97.860 97.880 97.900 97.920

A T T T CCCA T C T CA T GGA A A A CCC T T T T CGC T CCGCC T AGC CC T A T CCCCC T C T AGGGG T A T T T T AG T GA T AGGT T C T A T A  94020
A T T T CCCA T C T CA T GGA A A A CCC T T T T CGC T CCGCC T AGC CC T A T CCCCC T C T AGGGG T A T T T T AG T GA T AGGT T C T A T A  94709
A T T T CCCA T C T CA T GGA A A A CCC T T T T CGC T CCGCC T AGC CC T A T CCCCC T C T AGGGG T A T T T T AG T GA T AGGT T C T A T A  95059
A T T T CCCA T C T CA T GGA A A A CCC T T T T CGC T CCGCC T AGC CC T A T CCCCC T C T AGGGG T A T T T T AG T GA T AGGT T C T A T A  95759

GGA ACCGGA C GC T CC T A T T T GG T CA A A T AC C T AGCGACA A A C T CC T A T GT T CC T T T CA T T ACAG T A T T T C T GA A CA AG T T  94832

97.940 97.960 97.980 98.000

GGA ACCGGA C GC T CC T A T T T GG T CA A A T AC C T AGCGACA A A C T CC T A T GT T CC T T T CA T T ACAG T A T T T C T GA A CA AG T T  94100
GGA ACCGGA C GC T CC T A T T T GG T CA A A T AC C T AGCGACA A A C T CC T A T GT T CC T T T CA T T ACAG T A T T T C T GA A CA AG T T  94789
GGA ACCGGA C GC T CC T A T T T GG T CA A A T AC C T AGCGACA A A C T CC T A T GT T CC T T T CA T T ACAG T A T T T C T GA A CA AG T T  95139
GGA ACCGGA C GC T CC T A T T T GG T CA A A T AC C T AGCGACA A A C T CC T A T GT T CC T T T CA T T ACAG T A T T T C T GA A CA AG T T  95839

CC T GGA T A A C A AGCC T A A AG GT T T T C T T A T T GA T GA T A T - - - CGA T A T TG A T GA T AGT GA CGA T A T T GA T GC T AG TGACG  94909

98.020 98.040 98.060 98.080

CC T GGA T A A C A AGCC T A A AG GT T T T C T T A T T GA T GA T A T - - - CGA T A T TG A T GA T AGT GA CGA T A T T GA T GC T AG TGACG  94177
CC T GGA T A A C A AGCC T A A AG GT T T T C T T A T T GA T GA T A T - - - CGA T A T TG A T GC T AGT GA CGA T A T T GA T GC T AG TGA TG  94866
CC T GGA T A A C A AGCC T A A AG GT T T T C T T A T T GA T GA T A T - - - CGA T A T TG A T GA T AGT GA CGA T A T T GA T GC T AG TGA TG  95216
CC T GGA T A A C A AGCC T A A AG GT T T T A T T A T T GA T GA T AG T GACGA T A T TG A T GC T AGT A A CGA T A T T GA T GC T AG TGACG  95919

A T A T TGA TGC T AGT GACGA T A T T GA T GC T A G TGACGA T A T CGA T CGT GAC C T T GA T ACGG AGC T GGAGC T T C T A AC T A TG  94989

98.100 98.120 98.140 98.160

A T A T - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGA T CGT GAC C T T GA T ACGG AGC T GGAGC T T C T A AC T A TG  94221
A T A T TGA TGC T AGT GACGA T A T T GA T GC T A G TGACGA T A T CGA T CGT GAC C T T GA T ACGG AGC T GGAGC T T C T A AC T A TG  94946
A T A T TGA TGC T AGT GACGA T A T T GA T GC T A G TGACGA T A T CGA T CGT GAC C T T GA T ACGG AGC T GGAGC T T C T A AC T A TG  95296
A T AG - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CGA T CGT GAC C T T GA T ACGG AGC T - - - - - - T C T A AC T A TG  95957

A TGA A T GCGC T A AC T A T CGA T A T GA T GT CG GA A A T AGGCC GA T T T T A T A T CA CCC T TGA A T T CGA A T T AG CA A A AGCA A T  95069

98.180 98.200 98.220 98.240

A TGA A T GCGC T A AC T A T CGA T A T GA T GT CG GA A A T AGGCC GA T T T T A T A T CA CCC T TGA A T T CGA A T T AG CA A A AGCA A T  94301
A TGA A T GCGC T A AC T A T CGA T A T GA T GT CG GA A A T AGGCC GA T T T T A T A T CA CCC T TGA A T T CGA A T T AG CA A A AGCA A T  95026
A TGA A T GCGC T A AC T A T CGA T A T GA T GT CG GA A A T AGGCC GA T T T T A T A T CA CCC T TGA A T T CGA A T T AG CA A A AGCA A T  95376
A TGA A T GCGC T A AC T A T CGA T A T GA T GT CG GA A A T AGGCC GA T T T T A T A T CA CCC T TGA A T T CGA A T T AG CA A A AGCA A T  96037

G T C T CC T TGC A T A A T A T GGA T T CCA A ACA T T CA T GA T C T G GA TG T GA A TG AG T CGA A T T A C T T A T CCC T C GG T C T A T T AG  95149

98.260 98.280 98.300 98.320

G T C T CC T TGC A T A A T A T GGA T T CCA A ACA T T CA T GA T C T G GA TG T GA A TG AG T CGA A T T A C T T A T CCC T C GG T C T A T T AG  94381
G T C T CC T TGC A T A A T A T GGA T T CCA A ACA T T CA T GA T C T G GA TG T GA A TG AG T CGA A T T A C T T A T CCC T C GG T C T A T T AG  95106
G T C T CC T TGC A T A A T A T GGA T T CCA A ACA T T CA T GA T C T G GA TG T GA A TG AG T CGA A T T A C T T A T CCC T C GG T C T A T T AG  95456
G T C T CC T TGC A T A A T A T GGA T T CCA A ACA T T CA T GA T C T G GAGG T GA A TG AG T CGA A T T A C T T A T CCC T C GG T C T A T T AG  96117

T GA AC T A T C T C T CCAGGGA T TG T GA A AGA T G T T CCA C T AG A A A T A T T C T T GT T A T T GC T T CGA C T CA T A T T CCCCA A A A A  95229

98.340 98.360 98.380 98.400

T GA AC T A T C T C T CCAGGGA T TG T GA A AGA T G T T CCA C T AG A A A T A T T C T T GT T A T T GC T T CGA C T CA T A T T CCCCA A A A A  94461
T GA AC T A T C T C T CCAGGGA T TG T GA A AGA T G T T CCA C T AG A A A T A T T C T T GT T A T T GC T T CGA C T CA T A T T CCCCA A A A A  95186
T GA AC T A T C T C T CCAGGGA T TG T GA A AGA T G T T CCA C T AG A A A T A T T C T T GT T A T T GC T T CGA C T CA T A T T CCCCA A A A A  95536
T GA AC T A T C T C T CCAGGGA T TG T GA A AGA T G T T CCA C T AG A A A T A T T C T T GT T A T T GC T T CGA C T CA T A T T CCCCA A A A A  96197

G TGGA T CCCG C T C T A A T AGC CCCGA A T A A A T T A A A T ACA T GCA T T A AGA T ACGA AGGC T T C T T A T T CCA C A ACA ACGA A A  95309

98.420 98.440 98.460 98.480

G TGGA T CCCG C T C T A A T AGC CCCGA A T A A A T T A A A T ACA T GCA T T A AGA T ACGA AGGC T T C T T A T T CCA C A ACA ACGA A A  94541
G TGGA T CCCG C T C T A A T AGC CCCGA A T A A A T T A A A T ACA T GCA T T A AGA T ACGA AGGC T T C T T A T T CCA C A ACA ACGA A A  95266
G TGGA T CCCG C T C T A A T AGC CCCGA A T A A A T T A A A T ACA T GCA T T A AGA T ACGA AGGC T T C T T A T T CCA C A ACA ACGA A A  95616
G TGGA T CCCG C T C T A A T AGC CCCGA A T A A A T T A A A T ACA T GCA T T A AGA T ACGA AGGC T T C T T A T T CCA C A ACA ACGA A A  96277

GCA C T T T T T C A C T C T T T CA T A T AC T AGGGG A T T T CA C T T G GA A A AGA A A A TG T T CCA T AC T A A T GGA T T C GGGT CCA T A A  95389

98.500 98.520 98.540 98.560

GCA C T T T T T C A C T C T T T CA T A T AC T AGGGG A T T T CA C T T G GA A A AGA A A A TG T T CCA T AC T A A T GGA T T C GGGT CCA T A A  94621
GCA C T T T T T C A C T C T T T CA T A T AC T AGGGG A T T T CA C T T G GA A A AGA A A A TG T T CCA T AC T A A T GGA T T C GGGT CCA T A A  95346
GCA C T T T T T C A C T C T T T CA T A T AC T AGGGG A T T T CA C T T G GA A A AGA A A A TG T T CCA T AC T A A T GGA T T C GGGT CCA T A A  95696
GCA C T T T T T C A C T C T T T CA T A T AC T AGGGG A T T T CA C T T G GA A A AGA A A A TG T T CCA T AC T A A T GGA T T C GGGT CCA T A A  96357
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CCA T GGG T T C CA A T GCA CGA GA T C T T GT AG CAC T T A CCA A T GAGGCCC T A T CGA T T AG T A T T A CACAGA A GA A A T CA A T T  95469

98.580 98.600 98.620 98.640

CCA T GGG T T C CA A T GCA CGA GA T C T T GT AG CAC T T A CCA A T GAGGCCC T A T CGA T T AG T A T T A CACAGA A GA A A T CA A T T  94701
CCA T GGG T T C CA A T GCA CGA GA T C T T GT AG CAC T T A CCA A T GAGGCCC T A T CGA T T AG T A T T A CACAGA A GA A A T CA A T T  95426
CCA T GGG T T C CA A T GCA CGA GA T C T T GT AG CAC T T A CCA A T GAGGCCC T A T CGA T T AG T A T T A CACAGA A GA A A T CA A T T  95776
CCA T GGG T T C CA A T GCA CGA GA T C T T GT AG CAC T T A CCA A T GAGGCCC T A T CGA T T AG T A T T A CACAGA A GA A A T CA A T T  96437

A T AGACAC T A A T ACA A T T AG A T C TGC T C T T CA T AGA CA A A C T TGGGA T T T GCGA T CCCAG G T A AGA T CGG T T CAGGA T CA  95549

98.660 98.680 98.700 98.720

A T AGACAC T A A T ACA A T T AG A T C TGC T C T T CA T AGA CA A A C T TGGGA T T T GCGA T CCCAG G T A AGA T CGG T T CAGGA T CA  94781
A T AGACAC T A A T ACA A T T AG A T C TGC T C T T CA T AGA CA A A C T TGGGA T T T GCGA T CCCAG G T A AGA T CGG T T CAGGA T CA  95506
A T AGACAC T A A T ACA A T T AG A T C TGC T C T T CA T AGA CA A A C T TGGGA T T T GCGA T CCCAG G T A AGA T CGG T T CAGGA T CA  95856
A T AGACAC T A A T ACA A T T AG A T C TGC T C T T CA T A A A CA A A C T TGGGA T T T GCGA T CCCAG G T A AGA T CGG T T CAGGA T CA  96517

T GGGA T CC T T T T C T A T CAGA T AGGA AGGGC T GT T GCACA A A A TG T AC T T C T A AGT A A T T G CCCCA T AGA T CC T A T A T C T A  95629

98.740 98.760 98.780 98.800

T GGGA T CC T T T T C T A T CAGA T AGGA AGGGC T GT T GCACA A A A TG T AC T T C T A AGT A A T T G CCCCA T AGA T CC T A T A T C T A  94861
T GGGA T CC T T T T C T A T CAGA T AGGA AGGGC T GT T GCACA A A A TG T AC T T C T A AGT A A T T G CCCCA T AGA T CC T A T A T C T A  95586
T GGGA T CC T T T T C T A T CAGA T AGGA AGGGC T GT T GCACA A A A TG T AC T T C T A AGT A A T T G CCCCA T AGA T CC T A T A T C T A  95936
T GGGA T CC T T T T C T A T CAGA T AGGA AGGGC T GT T GCACA A A A TG T AC T TG T A AGT A A T T G CC T CA T AGA T CC T A T A T C T A  96597

T C T A T A T GA A GA AGA A A T CA TG T A A CGA AG GGGA T T C T T A T T TG T ACA A A TGG T A C T T CG A AC T TGGA A C GAGCA TGA AG  95709

98.820 98.840 98.860 98.880

T C T A T A T GA A GA AGA A A T CA TG T A A CGA AG GGGA T T C T T A T T TG T ACA A A TGG T A C T T CG A AC T TGGA A C GAGCA TGA AG  94941
T C T A T A T GA A GA AGA A A T CA TG T A A CGA AG GGGA T T C T T A T T TG T ACA A A TGG T A C T T CG A AC T TGGA A C GAGCA TGA AG  95666
T C T A T A T GA A GA AGA A A T CA TG T A A CGA AG GGGA T T C T T A T T TG T ACA A A TGG T A C T T CG A AC T TGGA A C GAGCA TGA AG  96016
T C T A T A T GA A GA AGA A A T CA TG T A A CGA AG GGGA T T C T T A T T TG T ACA A A TGG T A C T T CG A AC T TGGA A C GAGCA TGA AG  96677

A A A T T A ACGA T AC T T C T T T A T C T T T T GAG T T GT T C T GCCG GA T CGGT CGC T CA AGACC T T T GG T C T C T A C CCGGACCCGA  95789

98.900 98.920 98.940 98.960

A A A T T A ACGA T AC T T C T T T A T C T T T T GAG T T GT T C T GCCG GA T CGGT CGC T CA AGACC T T T GG T C T C T A C CCGGACCCGA  95021
A A A T T A ACGA T AC T T C T T T A T C T T T T GAG T T GT T C T GCCG GA T CGGT CGC T CA AGACC T T T GG T C T C T A C CCGGACCCGA  95746
A A A T T A ACGA T AC T T C T T T A T C T T T T GAG T T GT T C T GCCG GA T CGGT CGC T CA AGACC T T T GG T C T C T A C CCGGACCCGA  96096
A A A T T A ACGA T AC T T C T T T A T C T T T T GAG T T GT T C T GCCG GA T CGGT CGC T CA AGACC T T T GG T C T C T A C CCGGACCCGA  96757

T GA A A A A A A C GGGA T CA C T T C T T C T GGA C T CGT T GAGA A T GA T T C TGA T C T AG T CCA T GG CC T A T T AGA A G T AGA AGGCG  95869

98.980 99.000 99.020 99.040

T GA A A A A A A C GGGA T CA C T T C T T C T GGA C T CGT T GAGA A T GA T T C TGA T C T AG T CCA T GG CC T A T T AGA A G T AGA AGGCG  95101
T GA A A A A A A C GGGA T CA C T T C T T C T GGA C T CGT T GAGA A T GA T T C TGA T C T AG T CCA T GG CC T A T T AGA A G T AGA AGGCG  95826
T GA A A A A A A C GGGA T CA C T T C T T C T GGA C T CGT T GAGA A T GA T T C TGA T C T AG T CCA T GG CC T A T T AGA A G T AGA AGGCG  96176
T GA A A A A A A C GGGA T CA C T T C T T C T AGA C T CGT T GAGA A T GA T T C TGA T C T AG T CCA T GG CC T A T T AGA A G T AGA AGG TG  96837

C T C T GG T GGG A T CC T CA CGG ACAGA A A A AG A T T GCAG T CG G T T T GA T A A T GA T CGAGT GA CA T T GC T T C T T CGGCCCGA A  95949

99.060 99.080 99.100 99.120

C T C T GG T GGG A T CC T CA CGG ACAGA A A A AG A T T GCAG T CG G T T T GA T A A T GA T CGAGT GA CA T T GC T T C T T CGGCCCGA A  95181
C T C T GG T GGG A T CC T CA CGG ACAGA A AGAG A T T GCAG T CG G T T T GA T A A T GA T CGAGT GA CA T T GC T T C T T CGGCCCGA A  95906
C T C T GG T GGG A T CC T CA CGG ACAGA A AGAG A T T GCAG T CG G T T T GA T A A T GA T CGAGT GA CA T T GC T T C T T CGGCCCGA A  96256
C T C T GG T GGG A T CC T CA CGG ACAGA A A A AG A T T GCAG T CG G T T T GA T A A T GA T CGAGT GA CA T T GC T T C T T CGGCCCGA A  96917

CCA AGGA A T C CC T T AGA T A T GA T GCA A A A T GGA T C T T GT T C T A T CGT T GA T CAGAGA T T T C T C T A T GA A A A A T A CGA A T C  96029

99.140 99.160 99.180 99.200

CCA AGGA A T C CC T T AGA T A T GA T GCA A A A T GGA T C T T GT T C T A T CGT T GA T CAGAGA T T T C T C T A T GA A A A A T A CGA A T C  95261
CCA AGGA A T C CC T T AGA T A T GA T GCA A A A T GGA T C T T GT T C T A T CGT T GA T CAGAGGT T T C T C T A T GA A A A A T A CGA A T C  95986
CCA AGGA A T C CC T T AGA T A T GA T GCA A A A T GGA T C T T GT T C T A T CGT T GA T CAGAGA T T T C T C T A T GA A A A A T A CGA A T C  96336
GCA AGGA A T C CC T T AGA T A T GA T GCA A A A T GGA T C T T GT T C T A T CGT T GA T CAGAGA T T T C T C T A T GA A A A A T A CGA A T C  96997

GGAG T T T GA A GA AGGGGA AG GAG - - - - - - T CC T CGA CCCG CA ACAGA T AG AGGAGGA T T T A T T CA A T CA C A T AG T C T GGG  96103

99.220 99.240 99.260 99.280

GGAG T T T GA A GA AGGGGA AG GAGA AGGAG T CC T CGA CCCG CA ACAGA T AG AGGAGGA T T T A T T CA A T CA C A T AG T C T GGG  95341
GGAG T T T GA A GA AGGGGA AG GAGA AGGAG T CC T CGA CCCG CA ACAGA T AG AGGAGGA T T T A T T CA A T CA C A T AG T C T GGG  96066
GGAG T T T GA A GA AGGGGA AG GAGA AGGAG T CC T CGA CCCG CA ACAGA T AG AGGAGGA T T T A T T CA A T CA C A T AG T C T GGG  96416
GGAG T T T GA A GA AGGGGA AG GAGA AGGAG T CC T CGA CCCG CA ACAGA T AG AGGAGGA T T T A T T CA A T CA C A T AG T C T GGG  97077

C T CC T AGA A T A T GGCGCCCC TGGGGC T T T C T A T T TGA T T G T A T CGA A AGG CCCA A T GA A T T GGGA T T T CC C T A T CGGGCC  96183

99.300 99.320 99.340 99.360

C T CC T AGA A T A T GGCGCCCC TGGGGC T T T C T A T T TGA T T G T A T CGA A AGG CCCA A T GA A T T GGGA T T T CC C T A T CGGGCC  95421
C T CC T AGA A T A T GGCGCCCC TGGGGC T T T C T A T T TGA T T G T A T CGA A AGG CCCA A T GA A T T GGGA T T T CC C T A T CGGGCC  96146
C T CC T AGA A T A T GGCGCCCC TGGGGC T T T C T A T T TGA T T G T A T CGA A AGG CCCA A T GA A T T GGGA T T T CC C T A T CGGGCC  96496
C T CC T AGA A T A T GGCGCCCC TGGGGC T T T C T A T T TGA T T G T A T CGA A AGG CCCCA T GA A T T GGGA T T T CC C T A T CGGGCC  97157

GGG T CA T T T C GGGGCA AGCG GA T CA T T T A T GA T GA A A AGG A T GAGC T T CA AGAGA A TGA T T CGGAG T T C T T GCAGAG T AG  96263

99.380 99.400 99.420 99.440

GGG T CA T T T C GGGGCA AGCG GA T CA T T T A T GA T GA A A AGG A T GAGC T T CA AGAGA A TGA T T CGGAG T T C T T GCAGAG T AG  95501
GGG T CA T T T C GGGGCA AGCG GA T CA T T T A T GA T GA A A AGG A T GAGC T T CA AGAGA A TGA T T CGGAG T T C T T GCAGAG T AG  96226
GGG T CA T T T C GGGGCA AGCG GA T CA T T T A T GA T GA A A AGG A T GAGC T T CA AGAGA A TGA T T CGGAG T T C T T GCAGAG T AG  96576
GGG T CA T T T C GGGGCA AGCG GA T CA T T T A T GA T GA A A AGG A T GAGC T T CA AGAGA A TGA T T CGGAG T T C T T GCAGAG T AG  97237

AGCCA T GCAG T ACCAGA CAC GAGA T AGA T C T T CCA A AGA A CA AGGC T T T T T T CGA A T A AG CCA A T T CA T T T GGGACCC TG  96343

99.460 99.480 99.500 99.520

AGCCA T GCAG T ACCAGA CAC GAGA T AGA T C T T CCA A AGA A CA AGGC T T T T T T CGA A T A AG CCA A T T CA T T T GGGACCC TG  95581
AGCCA T GCAG T ACCAGA CAC GAGA T AGA T C T T CCA A AGA A CA AGGC T T T T T T CGA A T A AG CCA A T T CA T T T GGGACCC TG  96306
AGCCA T GCAG T ACCAGA CAC GAGA T AGA T C T T CCA A AGA A CA AGGC T T T T T T CGA A T A AG CCA A T T CA T T T GGGACCC TG  96656
A ACCA T GCAG T ACCAGA CAC GAGA T AGA T T T T CCA A AGA A CA AGGC T T T T T T CGA A T A AG CCA A T T CA T T T GGGACCC TG  97317

CGGA T CCAC T C T T T T T CC T A T T CA A CGA T C AGCCCC T TG T C T C T G T C T T T T CACA T CGAG A A T T C T T TGC AGA T GA AGAG  96423

99.540 99.560 99.580 99.600

CGGA T CCAC T C T T T T T CC T A T T CA A CGA T C AGCCCC T TG T C T C T G T C T T T T CACA T CGAG A A T T C T T TGC AGA T GA AGAG  95661
CGGA T CCAC T C T T T T T CC T A T T CA A CGA T C AGCCCC T TG T C T C T G T C T T T T CACA T CGAG A A T T C T T TGC AGA T GA AGAG  96386
CGGA T CCAC T C T T T T T CC T A T T CA A CGA T C AGCCCC T TG T C T C T G T C T T T T CACA T CGAG A A T T C T T TGC AGA T GA AGAG  96736
CGGA T CCAC T C T T T T T CC T A T T CA A AGA T C AGCCCC T TG T C T C T G TG T T T T CACA T CGAG A A T T C T T TGC AGA T GA AGAG  97397

A TG T CA A AGG GGC T T C T T AC T T CCCA ACCA GA T CC T CC T A CA T C T A T A T C T A A ACGC T GG T T T A T CA AGA A T ACGCA AGA  96503

99.620 99.640 99.660 99.680

A TG T CA A AGG GGC T T C T T AC T T CCCA ACCA GA T CC T CC T A CA T C T A T A T C T A A ACGC T GG T T T A T CA AGA A T ACGCA AGA  95741
A TG T CA A AGG GGC T T C T T AC T T CCCA ACCA GA T CC T CC T A CA T C T A T A T C T A A ACGC T GG T T T A T CA AGA A T ACGCA AGA  96466
A TG T CA A AGG GGC T T C T T AC T T CCCA ACCA GA T CC T CC T A CA T C T A T A T C T A A ACGC T GG T T T A T CA AGA A T ACGCA AGA  96816
A TG T CA A AGG GGC T T C T T AC T T CCCA ACCA GA T CGT CC T A CA T C T A T A T C T A A ACGC T GG T T T A T CA AGA A T ACGCA AGA  97477
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A A AGCA C T T C GA A T T GT T GA T T CA T CGCCG GAGA TGGC T T AGA A CCA A T A GT T CA T T A T C T A A T GGA T T T T T CCG T T C T A  96583

99.700 99.720 99.740 99.760

A A AGCA C T T C GA A T T GT T GA T T CA T CGCCG GAGA TGGC T T AGA A CCA A T A GT T CA T T A T C T A A T GGA T T T T T CCG T T C T A  95821
A A AGCA C T T C GA A T T GT T GA T T CA T CGCCG GAGA TGGC T T AGA A CCA A T A GT T CA T T A T C T A A T GGA T T T T T CCG T T C T A  96546
A A AGCA C T T C GA A T T GT T GA T T CA T CGCCG GAGA TGGC T T AGA A CCA A T A GT T CA T T A T C T A A T GGA T T T T T CCG T T C T A  96896
A A AGCA C T T C GA A T T GT T GA T T CA T CGCCA GAGA TGGC T T AGA A CCA A T A GT T CA T T A T C T A A T GGA T T T T T CCG T T C T A  97557

A T A C T CCA T C CGAGAGT T A T CAG T A T T T A T CA A A T C T GT T CC T A T C T A AC GGA ACGC T A T T GGA T CA A A T GACA A AGACA  96663

99.780 99.800 99.820 99.840

A T A C T CCA T C CGAGAGT T A T CAG T A T T T A T CA A A T C T GT T CC T A T C T A AC GGA ACGC T A T T GGA T CA A A T GACA A AGACA  95901
A T A C T CCA T C CGAGAGT T A T CAG T A T T T A T CA A A T C T GT T CC T A T C T A AC GGA ACGC T A T T GGA T CA A A T GACA A AGACA  96626
A T A C T CCA T C CGAGAGT T A T CAG T A T T T A T CA A A T C T GT T CC T A T C T A AC GGA ACGC T A T T GGA T CA A A T GACA A AGACA  96976
A T A C T CCA T C CGAGAGT T A T CAG T A T T T A T CA A A T C T GT T CC T A T C T A AC GGAGCGC T A T T GGA T CA A A T GACA A AGACA  97637

T TG T TGAGA A A A AGA TGGC T T T T CCCGGA T GA A A TGA A A A T T GA A T T CA T GT A ACAGGAG A A AGGT T T CC CA T T AC T T AG  96743

99.860 99.880 99.900 99.920

T TG T TGAGA A A A AGA TGGC T T T T CCCGGA T GA A A TGA A A A T T GA A T T CA T GT A ACAGGAG A A AGGT T T CC CA T T AC T T AG  95981
T TG T TGAGA A A A AGA TGGC T T T T CCCGGA T GA A A TGA A A A T T GA A T T CA T GT A ACAGGAG A A AGGT T T CC CA T T AC T T AG  96706
T TG T TGAGA A A A AGA TGGC T T T T CCCGGA T GA A A TGA A A A T GGA A T T CA T GT A ACAGGAG A A AGGT T T CC CA T T AC T T AG  97056
T TG T TGAGA A A A AGA TGGC T T T T CCCGGA T GA A A TGA A A A T T GA A T T CA T GT A AGAGGAG A A AGGT T T CC CA T T AC T T AG  97717

CCGGA A AGA T A T GT GGCCA T GA A A T AGGGA T T A AGT GGA A CAGA A T T GAC TGGGT GGT AG AGT CGT GGA A A CACC TG T T T  96823

99.940 99.960 99.980 100.000

CCGGA A AGA T A T GT GGCCA T GA A A T AGGGA T T A AGT GGA A CAGA A T T GAC TGGGT GGT AG AGT CGT GGA A A CACC TG T T T  96061
CCGGA A AGA T A T GT GGCCA T GA A A T AGGGA T T A AGT GGA A CAGA A T T GAC TGGGT GGT AG AGT CGT GGA A A CACC T C T T T  96786
CCGGA A AGA T A T GT GGCCA T GA A A T AGGGA T T A AGT GGA A CAGA A T T GAC TGGGT GGT AG AGT CGT GGA A A CACC TG T T T  97136
CCGGA A AGA T A T GT GGCCA T GA A A T AGGGA T T A AGT GGA A CAGA A T T GAC TGGGT GGT AG AGT CGT GGA A A CACC TG T T T  97797

C T T CCA T A T T T T GGACC T T A GC T CCA TGGA ACA A T A T GC T A C TGC TGA A A CA T AGA AGA A T TGA - - - - - - - - - T CA A A AC  96894

100.020 100.040 100.060 100.080

C T T CCA T A T T T T GGACC T T A GC T CCA TGGA ACA A T A T GC T A C TGC TGA A A CA T AGA AGA A T TGA - - - - - - - - - T CA A A AC  96132
C T T CCA T A T T T T GGACC T T A GC T CCA TGGA ACA A T A T GC T A C TGC TGA A A CA T AGA AGA A T TGA - - - - - - - - - T CA A A AC  96857
C T T CCA T A T T T T GGACC T T A GC T CCA TGGA ACA A T A T GC T A C TGC TGA A A CA T AGA AGA A T TGA - - - - - - - - - T CA A A AC  97207
C T T C - - - - T T T T GGACC T T A GC T CCA TGGA ACA A T A T GC T A C TGC TGA A A CA T AGA AGA A T TGA A A T C T T AGA T CA A A AC  97873

AC T A TG T A T G GA TGG T A T GA AC T GC T T A A A CA AGA A T T C T T GA A CAGCGA ACCGCCAGAG C T A T T A C T A A C T ACA T CA A A  96974

100.100 100.120 100.140 100.160

AC T A TG T A T G GA TGG T A T GA AC T GC T T A A A CA AGA A T T C T T GA A CAGCGA ACCGCCAGAG C T A T T A C T A A C T ACA T CA A A  96212
AC T A TG T A T G GA TGG T A T GA AC T GC T T A A A CA AGA A T T C T T GA A CAGCGA ACCGCCAGAG C T A T T A C T A A C T ACA T CA A A  96937
AC T A TG T A T G GA TGG T A T GA AC T GC T T A A A CA AGA A T T C T T GA A CAGCGA ACCGCCAGAG C T A T T A C T A A C T ACA T CA A A  97287
AC T A TG - - - - GA TGG T A T GA AC T GC T T A A A CA AGA A T T C T T GA A CAGCGA ACCACCAGAG C T A T T A C T A A C T ACA T CA A A  97949

A A A T T T CCA T T A A T GA A AGA T A A AGA TG T A A A T C T A T TGG A A A A T CA A A A A T ACGCA T G T CGGA TGA A A T GG T T G T T GC T  97054

100.180 100.200 100.220 100.240

A A A T T T CCA T T A A T GA A AGA T A A AGA TG T A A A T C T A T TGG A A A A T CA A A A A T ACGCA T G T CGGA TGA A A T GG T T G T T GC T  96292
A A A T T T CCA T T A A T GA A AGA T A A AGA TG T A A A T C T A T TGG A A A A T CA A A A A T ACGCA T G T CGGA TGA A A T GG T T G T T GC T  97017
A A A T T T CCA T T A A T GA A AGA T A A AGA TG T A A A T C T A T TGG A A A A T CA A A A A T ACGCA T G T CGGA TGA A A T GG T T G T T GC T  97367
A A A T T T CCA T T A A T GA A AGA T A A AGA TG T A A A T C T A T TGG A A A A T CA A A A A T ACGCA T G T CGGA TGA A A T GA T T G T T GC T  98029

A T C T GC T CCA A T A A CGA A T C A T T GG T T T A A C TGA A T A AC T A A A T A A A A T A GA T AGACCC T T C T C T T CGT C T CAGG T CGA T  97134

100.260 100.280 100.300 100.320

A T C T GC T CCA A T A A CGA A T C A T T GG T T T A A C TGA A T A AC T A A A T A A A A T A GA T AGACCC T T C T C T T CGT C T CAGG T CGA T  96372
A T C T GC T CCA A T A A CGA A T C A T T GG T T T A A C TGA A T A AC T A A A T A A A A T A GA T AGACCC T T C T C T T CGT C T CAGG T CGA T  97097
A T C T GC T CCA A T A A CGA A T C A T T GG T T T A A C TGA A T A AC T A A A T A A A A T A GA T AGACCC T T C T C T T CGT C T CAGG T CGA T  97447
A T C T GC T CCA A T A A CGA A T C A T T GG T T T A A C TGA A T A AC T A A A T A A A A T A GA T AGACCC T T C T C T T CGT C T CAGG T CGA T  98109

GGA T C T T C T C A A T T GGA AGA T CCCC T A T A T GGA T A A T ACA CA T T CCAG T T GA CCGAGCC T A A T T CGA A T T C T T T T GT T CC  97214

100.340 100.360 100.380 100.400

GGA T C T T C T C A A T T GGA AGA T CCCC T A T A T GGA T A A T ACA CA T T CCAG T T GA CCGAGCC T A A T T CGA A T T C T T T T GT T CC  96452
GGA T C T T C T C A A T T GGA AGA T CCCC T A T A T GGA T A A T ACA CA T T CCAG T T GA CCGAGCC T A A T T CGA A T T C T T T T GT T CC  97177
GGA T C T T C T C A A T T GGA AGA T CCCC T A T A T GGA T A A T ACA CA T T CCAG T T GA CCGAGCC T A A T T CGA A T T C T T T T GT T CC  97527
GGA T C T T C T C A A T T GGA AGA T CCCC T A T A T GGA T A A T ACA CA T T CCAG T T GA CCGAGCC T A A T T CGA A T T C T T T T GT T CC  98189

GA AGGA A AGA T A T CCA T GGG GCGGT T CGCC C T A T T CA - - - - - - - - CGACC A AGA AGA AGA AGT AC T GGA T T C T C T T T CGG  97286

100.420 100.440 100.460 100.480

GA AGGA A AGA T A T CCA T GGG GCGGT T CGCC C T A T T CAGA T A T T CACGACC A AGA AGA AGA AGT AC T GGA T T C T T T T T CGG  96532
GA AGGA A AGA T A T CCA T GGG GCGGT T CGCC C T A T T CAGA T A T T CACGACC A AGA AGA AGA AGT AC T GGA T T C T C T T T CGG  97257
GA AGGA A AGA T A T CCA T GGG GCGGT T CGCC C T A T T CAGA T A T T CACGACC A AGA AGA AGA AGT AC T GGA T T C T C T T T CGG  97607
GA AGGA A AGA T A T CCA T GGG GCGGT T CGCC C T A T T CAGA T A T T CACGACC A AGA AGA AGA AGT AC T GGA T T C T C T T T CGG  98269

A T AGGT CC T G A A AGGAGA AG GA AGGC TGGA A TGCCA ACAG GCGT C T A T T A T T GA A T T CAC CCGACCCGA T AG T A CCA A T T  97366

100.500 100.520 100.540 100.560

A T AGGT CC T G A A AGGAGA AG GA AGGC TGGA A TGCCA ACAG GCGT C T A T T A T - - - - - - - - - - - - - - - - - - - AG T A CCA A T T  96593
A T AGGT CC T G A A AGGAGA AG GA AGGC TGGA A TGCCA ACAG GCGT C T A T T A T T GA A T T CAC CCGACCCGA T AG T A CCA A T T  97337
A T AGGT CC T G A A AGGAGA AG GA AGGC TGGA A TGCCA ACAG GCGT C T A T T A T T GA A T T CAC CCGACCCGA T AG T A CCA A T T  97687
A T AGGT CC T G A A AGGAGA AG GA AGGC TGGA A TGCCA ACAG GCGT C T A T T A TGGA A T T CAC CCGACCCGA T AG T A CCA A T T  98349

T TGGGA ACG T CCAG T GCCA A AG T CA C TGA A CGGG T A AGT C GCCA A T CCC T A A A ACGGA C T A TG T A A T GT A C T T T A T C T GC  97446

100.580 100.600 100.620 100.640

T TGGGA ACG T CCAG T GCCA A AG T CA C TGA A CGGG T A AGT C GCCA A T CCC T A A A ACGGA C T A TG T A A T GT A C T T T A T C T GC  96673
T TGGGA ACG T CCAG T GCCA A AG T CA C TGA A CGGG T A AGT C GCCA A T CCC T A A A ACGGA C T A TG T A A T GT A C T T T A T C T GC  97417
T TGGGA ACG T CCAG T GCCA A AG T CA C TGA A CGGG T A AGT C GCCA A T CCC T A A A ACGGA C T A TG T A A T GT A C T T T A T C T GC  97767
T TGGGA ACG T CCAG T GCCA A AG T CA C TGA A CGGG T A AGT C GCCA A T CCC T A A A ACGGA C T A TG T A A T GT A C T T T A T C T GC  98429

T GGG T T ACAG GCGGGCA T T T T A CCAGAGG T T T A T A T T GT A T CA A T C T ACC C T T GT G TGA T T CC T GT T GA A GCA T A T A C T C  97526

100.660 100.680 100.700 100.720

T GGG T T ACAG GCGGGCA T T T T A CCAGAGG T T T A T A T T GT A T CA A T C T ACC C T T GT G TGA T T CC T GT T GA A GCA T A T A C T C  96753
T GGG T T ACAG GCGGGCA T T T T A CCAGAGG T T T A T A T T GT A T CA A T C T ACC C T T GT G TGA T T CC T GT T GA A GCA T A T A C T C  97497
T GGG T T ACAG GCGGGCA T T T T A CCAGAGG T T T A T A T T GT A T CA A T C T ACC C T T GT G TGA T T CC T GT T GA A GCA T A T A C T C  97847
T GGG T T ACAG GCGGGCA T T T T A CCAGAGG T T T A T A T T GT A T CA A T C T ACC C T T GT G TGA T T CC T GT T GA A GCA T A T A C T C  98509

GGGGGG T GGG T GCAGGGCGG ACGA T T T CA A AGCGGA C T CC CCA T T CA T T A GA T AGAGA AG A T CA ACA AGA T T T CG TGA T C  97606

100.740 100.760 100.780 100.800

GGGGGG T GGG T GCAGGGCGG ACGA T T T CA A AGCGGA C T CC CCA T T CA T T A GA T AGAGA AG A T CA ACA AGA T T T CG TGA T C  96833
GGGGGG T GGG T GCAGGGCGG ACGA T T T CA A AGCGGA C T CC CCA T T CA T T A GA T AGAGA AG A T CA ACA AGA T T T CG TGA T C  97577
GGGGGG T GGG T GCAGGGCGG ACGA T T T CA A AGCGGA C T CC CCA T T CA T T A GA T AGAGA AG A T CA ACA AGA T T T CG TGA T C  97927
GGGGGG T GGG T GCAGGGCGG ACGA T T T CA A AGCGGCC T CC CCA T T CA T T A GA T AGAGA AG A T CA ACA AGA T T T CG TGA T C  98589
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CGC T GCCGA A C T T A T T CCA A T T CCA AGA T C T CGGA T CGA A T CGA T A T A T C A A T A T CGA T T CGA T CCGAGA T C T C T T A T TG  97686

100.820 100.840 100.860 100.880

CGC T GCCGA A C T T A T T CCA A T T CCA AGA T C T CGGA T CGA A T CGA T A T T GA T A T A T CGA T T CGA T CCGAGA T C T C T T A T TG  96913
CGC T GCCGA A C T T A T T CCA A T T CCA AGA T C T CGGA T CGA A T CGA T A T A T C A A T A T CGA T T CGA T CCGAGA T C T C T T C T TG  97657
CGC T GCCGA A C T T A T T CCA A T T CCA AGA T C T CGGA T CGA A T CGA T A T T GA T A T A T CGA T T CGA T CCGAGA T C T C T T C T TG  98007
CGC T GCCGA A C T T A T T CCA A T T CCA AGA T C T CGGA T CGA A T CGG T A T A T C A A T A T CGA T T CGA T CCGAGA T C T C T T A T TG  98669

A A T T GC T CA T T CA A T GAGCA T T C T CA A T A T T A T GCC T TGA AGAGGAC T CG A A CC T CCA CG C T C T T T AGCA CGAGA T T T TG  97766

100.900 100.920 100.940 100.960

A A T T GC T CA T T CA A T GAGCA T T C T CA A T A T T A T GCC T TGA AGAGGAC T CG A A CC T CCA CG C T C T T T AGCA CGAGA T T T TG  96993
A A T T GC T CA T T CA A T GAGCA T T C T CA A T A T T A T GCC T TGA AGAGGAC T CG A A CC T CCA CG C T C T T T AGCA CGAGA T T T TG  97737
A A T T GC T CA T T CA A T GAGCA T T C T CA A T A T T A T GCC T TGA AGAGGAC T CG A A CC T CCA CG C T C T T T AGCA CGAGA T T T TG  98087
A A T T GC T A A T T CA A T GAGCA T T C T CA A T A T T A T GCC T TGA AGAGGAC T CG A A CC T CCA CG C T C T T T AGCA CGAGA T T T TG  98749

AGT C T CGCG T G T C T ACCA T T T CACCACCA A GGCA T C T TGA A AGT GA A T CG T A T T CCA T GA AGA T GA T A T C T A T C T AG T GT  97846

100.980 101.000 101.020 101.040

AGT C T CGCG T G T C T ACCA T T T CACCACCA A GGCA T C T TGA A AGT GA A T CG T A T T CCA T GA AGA T GA T A T C T A T C T AG T GT  97073
AGT C T CGCG T G T C T ACCA T T T CACCACCA A GGCA T C T TGA A AGT GA A T CG T A T T CCA T GA AGA T GA T A T C T A T C T AG T GT  97817
AGT C T CGCG T G T C T ACCA T T T CACCACCA A GGCA T C T TGA A AGT GA A T CG T A T T CCA T GA AGA T GA T A T C T A T C T AG T GT  98167
AGT C T CGCG T G T C T ACCA T T T CACCACCA A GGCA T C T TGA A AGT GA A T CG T A T T CCA T GA AGA T GA T A T C T A T C T AG T GT  98829

GA T G T A T GGA A T A T A TGACA AGGGT GGAG T G T T GGAG T A T T T C T AGT GA T CGG T CA TG T C A T A T AGGCCC CA A T CGGACA  97926

101.060 101.080 101.100 101.120

GA T G T A T GGA A T A T A TGACA AGGGT GGAG T G T T GGAG T A T T T C T AGT GA T CGG T CA TG T C A T A T AGGCCC CA A T CGGACA  97153
GA T G T A T GGA A T A T A TGACA AGGGT GGAG T G T T GGAG T A T T T C T AGT GA T CGG T CA TG T C A T A T AGGCCC CA A T CGGACA  97897
GA T G T A T GGA A T A T A TGACA AGGGT GGAG T G T T GGAG T A T T T C T AGT GA T CGG T CA TG T C A T A T AGGCCC CA A T CGGACA  98247
GA T G T A T AGA A T A T A TGACA A AGGT GGAG T G T T GGAG T A T T T C T AGT GA T CGG T CA TG T C A T A T AGGCCC CA A T CGGACA  98909

T CCA A T T GC T T CGA T T T GA A T T A T CCGGAG GA T GCC T T A T C T A T T A T C T A T A T T A A T A T T A T A T CA A A A A GA TGGACA A T  98006

101.140 101.160 101.180 101.200

T CCA A T T GC T T CGA T T T GA A T T A T CCGGAG GA T GCC T T A T C T A T - - - - - - - A T T A A T A T T A T A T CA A A A A GA TGGACA A T  97226
T CCA A T T GC T T CGA T T T GA A T T A T CCGGAG GA T GCC T T A T C T A T - - - - - - - A T T A A T A T T A T A T CA A A A A GA TGGACA A T  97970
T CCA A T T GC T T CGA T T T GA A T T A T CCGGAG GA T GCC T T A T C T A T - - - - - - - A T T A A T A T T A T A T CA A A A A GA TGGACA A T  98320
T CCA A T T GC T T CGA T T T GA A T T A T CCGGAG GA T GCC T T A T A T A T - - - - - A T A T T A A T A T T A T A T CA A A A A GA TGGACA A T  98984

CA A ACC T A T T T C T CGA T T CA A T AGA AGCCC A A AGAGG TGA A T AGGGT CCC A A A T A ACGAG AGA T A T G T A A A A AGCAGG T C  98086

101.220 101.240 101.260 101.280

CA A ACC T A T T T C T CGA T T CA A T AGA AGCCC A A AGAGG TGA A T AGGGT CCC A A A T A ACGAG AGA T A T G T A A A A AGCAGG T C  97306
CA A ACC T A T T T C T CGA T T CA A T AGA AGCCC A A AGAGG TGA A T AGGGT CCC A A A T A ACGAG AGA T A T G T A A A A AGCAGG T C  98050
CA A ACC T A T T T C T CGA T T CA A T AGA AGCCC A A AGAGG TGA A T AGGGT CCC A A A T A ACGAG AGA T A T G T A A A A AGCAGG T C  98400
CA A ACC T A T T T C T CGA T T CA A T AGA AGCCC A A AGAGG TGA A T AGGGT CCC A A A T A ACGAG AGA T A T G T A A A A AGCAGG T C  99064

CGA T T A CGCC T A T T CC T A A T CC T A A A TGGA A TG T A A CGA C G T AGGGA T CC A T A TG T A A AC A T AG T A T C T A T T T AGA T ACG  98166

101.300 101.320 101.340 101.360

CGA T T A CGCC T A T T CC T A A T CC T A A A TGGA A TG T A A CGA C G T AGGGA T CC A T A TG T A A AC A T AG T A T C T A T T T AGA T ACG  97386
CGA T T A CGCC T A T T CC T A A T CC T A A A TGGA A TG T A A CGA C G T AGGGA T CC A T A TG T A A AC A T AG T A T C T A T T T AGA T ACG  98130
CGA T T A CGCC T A T T CC T A A T CC T A A A TGGA A TG T A A CGA C G T AGGGA T CC A T A TG T A A AC A T AG T A T C T A T T T AGA T ACG  98480
CGA T T A CGCC T A T T CC T A A T T C T A A A TGGA A TGGA A CGA C G T AGGGA T CC A T A TGGA A AC A T AG T A T C T A T T T AGA T ACG  99144

C T CGA A T GA C CCC T T C T CA T A A T GAGA A T G T A T A T A ACCC T A T T CCGG T C TGG T CCGG T A T GGA A T GA A C T T A T A A T CA T  98246

101.380 101.400 101.420 101.440

C T CGA A T GA C CCC T T C T CA T A A T GAGA A T G T A T A T A ACCC T A T T CCGG T C TGG T CCGG T A T GGA A T GA A C T T A T A A T CA T  97466
C T CGA A T GA C CCC T T C T CA T A A T GAGA A T G T A T A T A ACCC T A T T CCGG T C TGG T CCGG T A T GGA A T GA A C T T A T A A T CA T  98210
C T CGA A T GA C CCC T T C T CA T A A T GAGA A T G T A T A T A ACCC T A T T CCGG T C TGG T CCGG T A T GGA A T GA A C T T A T A A T CA T  98560
C T CGA A T GA C CCC T T C T CA T A A T GAGA A T G T A T A T A ACCC T A T T CCGG T C TGG T CCGG T A T GGA A T GA A C T T A T A A T CA T  99224

GGA A T CGAC T CGA T CA T CAG A T T A T AGA T T A T A AGT T CA T A ACCC T AGCC CA T T CCCA T T T TG T T CGGA A CAGA T C T AC T  98326

101.460 101.480 101.500 101.520

GGA A T CGAC T CGA T CA T CAG A T T A T AGA T T A T A AGT T CA T A ACCC T AGCC CA T T CCCA T T T TG T T CGGA A CAGA T C T AC T  97546
GGA A T CGAC T CGA T CA T CAG A T T A T AGA T T A T A AGT T CA T A ACCC T AGCC CA T T CCCA T T T TG T T CGGA A CAGA T C T AC T  98290
GGA A T CGAC T CGA T CA T CAG A T T A T AGA T T A T A AGT T CA T A ACCC T AGCC CA T T CCCA T T T TG T T CGGA A CAGA T C T AC T  98640
GGA A T CGAC T CGA T CAGCAG A T T A T AGA T T A T A AGT T CA T A ACCC T AGCC CA T T CCCA T T T TG T T CGGA A CAGA T C T AC T  99304

A A T T C T T TGA T T CCAGT T AG T A AGAGGGA T C T T GA A C T A A GA A A T AGA T T C T AGA AGC T A AC T AGA AGC T A A A A A AGGGT  98406

101.540 101.560 101.580 101.600

A A T T C T T TGA T T CCAGT T AG T A AGAGGGA T C T T GA A C T A A GA A A T AGA T T C T AGA AGC T A AC T AGA AGC T A A A A A AGGGT  97626
A A T T C T T TGA T T CCAGT T AG T A AGAGGGA T C T T GA A C T A A GA A A T AGA T T C T AGA AGC T A AC T AGA AGC T A A A A A AGGGT  98370
A A T T C T T TGA T T CCAGT T AG T A AGAGGGA T C T T GA A C T A A GA A A T AGA T T C T AGA AGC T A AC T AGA AGC T A A A A A AGGGT  98720
A A T T C T T TGA T T CCAGT T AG T A AGAGGGA T C T T GA A C T A A GA A A T AGA T T C T AGA AGC T A AC T AGA AGC T A A A A A AGGGT  99384

A T CC TGAGCA A T TGCA A T A A T CGGG T T CA T T GA T A T T CC T GG T A T AG T AG A T GC T A T CAC ACA T ACA A T C A T AC T CA A T T  98486

101.620 101.640 101.660 101.680

A T CC TGAGCA A T TGCA A T A A T CGGG T T CA T T GA T A T T CC T GG T A T AG T AG A T GC T A T CAC ACA T ACA A T C A T AC T CA A T T  97706
A T CC TGAGCA A T TGCA A T A A T CGGG T T CA T T GA T A T T CC T GG T A T AG T AG A T GC T A T CAC ACA T ACA A T C A T AC T CA A T T  98450
A T CC TGAGCA A T TGCA A T A A T CGGG T T CA T T GA T A T T CC T GG T A T AG T AG A T GC T A T CAC ACA T AGA A T C A T AC T CA A T T  98800
A T CC TGAGCA A T TGCA A T A A T CGGG T T CA T T GA T A T T CC T GG T A T AG T AG A T GC T A T CAC ACA T ACA A T C A T AC T CA A T T  99464

CGA T GGA A T T G T T T GA T C T T A A AGGGGA T C C T C T A T A A T T T CGCACG T GA GGGGT T A T T T C T T GC T T T CG T CCAG T CA T T  98566

101.700 101.720 101.740 101.760

CGA T GGA A T T G T T T GA T C T T A A AGGGGA T C C T C T A T A A T T T CGCACG T GA GGGGT T A T T T C T T GC T T T CG T CCAG T CA T T  97786
CGA T GGA A T T G T T T GA T C T T A A AGGGGA T C C T C T A T A A T T T CGCACG T GA GGGGT T A T T T C T T GC T T T CG T CCAG T CA T T  98530
CGA T GGA A T T G T T T GA T C T T A A AGGGGA T C C T C T A T A A T T T CGCACG T GA GGGGT T A T T T C T T GC T T T CG T CCAG T CA T T  98880
CGA T GGA A T T G T T T GA T C T T A A AGGGGA T C C T C T A T A A T T T CGCACG T GA GGGGT T A T T T C T T GC T T T CG T CCAG T CA T T  99544

A A T A AC T TGA T T A T T T T T AG A T A A T AGT AG A T AGA A ACA A CGC T CGT A AG GAG T CC T A T T GA A ACCA AGA A A T A T AGGCC  98646

101.780 101.800 101.820 101.840

A A T A AC T TGA T T A T T T T T AG A T A A T AGT AG A T AGA A ACA A CGC T CGT A AG GAG T CC T A T T GA A ACCA AGA A A T A T AGGCC  97866
A A T A AC T TGA T T A T T T T T AG A T A A T AGT AG A T AGA A ACA A CGC T CGT A AG GAG T CC T A T T GA A ACCA AGA A A T A T AGGCC  98610
A A T A AC T TGA T T A T T T T T AG A T A A T AGT AG A T AGA A ACA A CGC T CGT A AG GAG T CC T A T T GA A ACCA AGA A A T A T AGGCC  98960
A A T A AC T TGA T T A T T T T T AG A T A A T AGT AG A T AGA A ACA A CGC T CGT A AG GAG T CC T A T T GA A ACCA AGA A A T A T AGGCC  99624

T GCC TGCCA T CCACACCAGA A T A A A T AGAG T T T T CCGA A A A A ACC TGC T A GT GGAGGA AG ACC T CC T AGG GA T A AGAGAC  98726

101.860 101.880 101.900 101.920

T GCC TGCCA T CCACACCAGA A T A A A T GGAG T T T T CCGA A A A A ACC TGC T A GT GGAGGA AG ACC T CC T AGG GA T A AGAGAC  97946
T GCC TGCCA T CCACACCAGA A T A A A T GGAG T T T T CCGA A A A A ACC TGC T A GT GGAGGA AG ACC T CC T AGG GA T A AGAGAC  98690
T GCC TGCCA T CCACACCAGA A T A A A T GGAG T T T T CCGA A A A A ACC TGC T A GT GGAGGA AG ACC T CC T AGG GA T A AGAGAC  99040
T GCC TGCCA T CCACACCAGA A T A A A T GGAG T T T T CCGA A A A A ACC TGC T A GT GGAGGA AG ACC T CC T AGG GA T A AGAGAC  99704
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A T AGAGC T A A AGAGAGAGCC A A A A A AGGA T C T T T TG T GT A T A A T CC T GCA T A A T C T CGA A T GT T A T CAG T T CCGG T A CGT  98806

101.940 101.960 101.980 102.000

A T AGAGC T A A AGAGAGAGCC A A A A A AGGA T C T T T TG T GT A T A A T CC T GCA T A A T C T CGA A T GT T A T CAG T T CCGG T A CGT  98026
A T AGAGC T A A AGAGAGAGCC A A A A A AGGA T C T T T TG T GT A T A A T CC T GCA T A A T C T CGA A T GT T A T CAG T T CCGG T A CGT  98770
A T AGAGC T A A AGAGAGAGCC A A A A A AGGA T C T T T TG T GT A T A A T CC T GCA T A A T C T CGA A T GT T A T CAG T T CCGG T A CGT  99120
A T AGAGC T A A AGAGAGAGCC A A A A A AGGA T C T T T TG T GT A T A A T CC T GCA T A A T C T CGA A T GT T A T CAG T T CCGG T A CGT  99784

AGA CCA A A T A A T ACA A T GCA AGCA A A AG T T CC T AGA T T CA T GGAGA T A T A GA ACAGCA T A T A AG T T A T CA T GC T CGCA T A  98886

102.020 102.040 102.060 102.080

AGA CCA A A T A A T ACA A T GCA AGCA A A AG T T CC T AGA T T CA T GGAGA T A T A GA ACAGCA T A T A AG T T A T CA T GC T CGCA T A  98106
AGA CCA A A T A A T ACA A T GCA AGCA A A AG T T CC T AGA T T CA T GGAGA T A T A GA ACAGCA T A T A AG T T A T CA T GC T CGCA T A  98850
AGA CCA A A T A A T ACA A T GCA AGCA A A AG T T CC T AGA T T CA T GGAGA T A T A GA ACAGCA T A T A AG T T A T CA T GC T CGCA T A  99200
AGA CCA A A T A A T ACA A T GCA AGCA A A AG T T CC T AGA T T CA T GGAGA T A T A GA ACAGCA T A T A AG T T A T CA T GC T CGCA T A  99864

T CCACCA T T T GAGT C T CCA A CA A T T A T T CC A A T A A T T ACA T A T CCGA T T T GA CC T A TGGA CGA A T A T GCA AGCA T ACG T T  98966

102.100 102.120 102.140 102.160

T CCACCA T T T GAGT C T CCA A CA A T T A T T CC A A T A A T T ACA T A T CCGA T T T GA CC T A TGGA CGA A T A T GCA AGCA T ACG T T  98186
T CCACCA T T T GAGT C T CCA A CA A T T A T T CC A A T A A T T ACA T A T CCGA T T T GA CC T A TGGA CGA A T A T GCA AGCA T ACG T T  98930
T CCACCA T T T GAGT C T CCA A CA A T T A T T CC A A T A A T T ACA T A T CCGA T T T GA CC T A TGGA CGA A T A T GCA AGCA T ACG T T  99280
T CCACCA T T T GAGT C T CCA A CA A T T A T T CC A A T A A T T ACA T A T CCGA T T T GA CC T A TGGA CGA A T A T GCA AGCA T ACG T T  99944

T CA T GC T TG T T T GAG T A A T A GCA A T GAGA T T CCCCA A T A T CA TGC T A AGA A T AGC T AGGA T T T CCAGA AG A AGA T GCCA T  99046

102.180 102.200 102.220 102.240

T CA T GC T TG T T T GAG T A A T A GCA A T GAGA T T CCCCA A T A T CA TGC T A AGA A T AGC T AGGA T T T CCAGA AG A AGA T GCCA T  98266
T CA T GC T TG T T T GAG T A A T A GCA A T GAGA T T CCCCA A T A T CA TGC T A AGA A T AGC T AGGA T T T CCAGA AG A AGA T GCCA T  99010
T CA T GC T TG T T T GAG T A A T A GCA A T GAGA T T CCCCA A T A T CA TGC T A AGA A T AGC T AGGA T T T CCAGA AG A AGA T GCCA T  99360
T CA T GC T TG T T T GAG T A A T A GCA A T GAGA T T CCCCA A T A T CA TGC T A AGA A T AGC T AGGA T T T CCAGA AG A AGA T GCCA T  100024

T CG T T T GA T G AGA A A T A A A A AGGA A T A T CG A A A A T T CGAG T GGC T GA AGC TGA AGCAGC T AC T T T CGA AG T A ACAGA A AG  99126

102.260 102.280 102.300 102.320

T CG T T T GA T G AGA A A T A A A A AGGA A T A T CG A A A A T T CGAG T GGC T GA AGC TGA AGCAGC T AC T T T CGA AG T A ACAGA A AG  98346
T CG T T T GA T G AGA A A T A A A A AGGA A T A T CG A A A A T T CGAG T GGC T GA AGC TGA AGCAGC T AC T T T CGA AG T A ACAGA A AG  99090
T CG T T T GA T G AGA A A T A A A A AGGA A T A T CG A A A A T T CGAG T GGC T GA AGC TGA AGCAGC T AC T T T CGA AG T A ACAGA A AG  99440
T CA T T T GA T G AGA A A T A A A A AGGA A T A T CG A A A A T T CGAG T GGC T GA AGC TGA AGCAGC T AC T T T CGA AG T A ACAGA A AG  100104

A A A AGCA ACG A C TGGAG T GG GAGAG T CAGA G T CGA A A AGA GGA T T CC T CA C T T C T T T C T C T CA T T CA A A A CCGT GCA T GA  99206

102.340 102.360 102.380 102.400

A A A AGCA ACG A C TGGAG T GG GAGAG T CAGA G T CGA A A AGA GGA T T CC T CA C T T C T T T C T C T CA T T CA A A A CCGT GCA T GA  98426
A A A AGCA ACG A C TGGAG T GG GAGAG T CAGA G T CGA A A AGA GGA T T CC T CA C T T C T T T C T C T CA T T CA A A A CCGT GCA T GA  99170
A A A AGCA ACG A C TGGAG T GG GAGAG T CAGA G T CGA A A AGA GGA T T CC T CA C T T C T T T C T C T CA T T CA A A A CCGT GCA T GA  99520
A A A AGCA ACG A C TGGAG T GG GAGAG T CAGA G T CGA A A AGA GGA T T CC T CA C T T C T T T C T C T CA T T CA A A A CCGT GCA T GA  100184

GAC T T T CA T C T CGCACGGC T CC T A AG TGA T A A A AGT A A AG A AGA AC T CA T C T T C T T T C T T T T T T GA T T A C C T T CC T CGCG  99286

102.420 102.440 102.460 102.480

GAC T T T CA T C T CGCACGGC T CC T A AG TGA T A A A AGT A A AG A AGA AC T CA T C T T C T T T T T T T T T T GA T T A C C T T CC T CGCG  98506
GAC T T T CA T C T CGCACGGC T CC T A AG TGA T A A A AGT A A AG A AGA AC T CA T C T T C T T T C T T T T T T GA T T A C C T T CC T CGCG  99250
GAC T T T CA T C T CGCACGGC T CC T A AG TGA T A A A AGT A A AG A AGA AC T CA T C T T C T T T C T T T T T T GA T T A C C T T CC T CGCG  99600
GAC T T T CA T C T CGCACGGC T CC T A AG TGA T A A A AGT A A AG A AGA AC T CA T C T T C T T T C T T T T T T GA T T A C C T T CC T CGCG  100264

T A T G T A T A AG A T CGA A T CCA T T CGA T T T C T A A A A AGGA T T A C T A A T CC T T A A C T T T T CGA GGA A T CC T T C A T CAG TGG T T  99366

102.500 102.520 102.540 102.560

T A T G T A T A AG A T CGA A T CCA T T CGA T T T C T A A A A AGGA T T A C T A A T CC T T A A C T T T T CGA GGA A T CC T T C A T CAG TGG T T  98586
T A T G T A T A AG A T CGA A T CCA T T CGA T T T C T A A A A AGGA T T A C T A A T CC T T A A C T T T T CGA GGA A T CC T T C A T CAG TGG T T  99330
T A T G T A T A AG A T CGA A T CCA T T CGA T T T C T A A A A AGGA T T A C T A A T CC T T A A C T T T T CGA GGA A T CC T T C A T CAG TGG T T  99680
T A T G T A T A AG A T CGA A T CCA T T CGA T T T CG A A A A AGGA T T A C T A A T CC T T A A C T T T T CGA GGA A T CC T T C A T CAG TGG T T  100344

G TGA A T GAC T GA T T T T T C T C A A T C T T T T CG ACC T TGG T T C CG T AGGAGCA AG T CAGA A AG A T T GAGA A A T AGA A CCA T C T  99446

102.580 102.600 102.620 102.640

G TGA A T GAC T GA T T T T T C T C A A T C T T T T CG ACC T TGG T T C CG T AGGAGCA AG T CAGA A AG A T T GAGA A A T AGA A CCA T C T  98666
G TGA A T GAC T GA T T T T T C T C A A T C T T T T CG ACC T T AG T T C CG T AGGAGCA AG T CAGA A AG A T T GAGA A A T AGA A CCA T C T  99410
G TGA A T GAC T GA T T T T T C T C A A T C T T T T CG ACC T T AG T T C CG T AGGAGCA AG T CAGA A AG A T T GAGA A A T AGA A CCA T C T  99760
G TGA A T GAC T GA T T T T T C T C A A T C T T T T CG ACC T TGG T T C CG T AGGAGCA AG T CAGA A AG A T T GAGA A A T AGA A CCA T C T  100424

GA T T TGA T T C G T T C T CA A T A GCCA T GAGA T GA T CA T C T T A GGGT GA T CC T T T T GT CGA CG GA T GC T CC T A T T ACAC T CGT  99526

102.660 102.680 102.700 102.720

GA T T TGA T T C G T T C T CA A T A GCCA T GAGA T GA T CA T C T T A GGGT GA T CC T T T T GT CGA CG GA T GC T CC T A T T ACAC T CGT  98746
GA T T TGA T T C G T T C T CA A T A GCCA T GAGA T GA T CA T C T T A GGGT GA T CC T T T T GT CGA CG GA T GC T CC T A T T ACAC T CGT  99490
GA T T TGA T T C G T T C T CA A T A GCCA T GAGA T GA T CA T C T T A GGGT GA T CC T T T T GT CGA CG GA T GC T CC T A T T ACAC T CGT  99840
GA T T TGA T T C G T T C T CA A T A GCCA T GAGA T GA T CA T C T T A GGGT GA T CC T T T T GT CGA CG GA T GC T CC T A T T ACAC T CGT  100504

AGT C T C T GA A GGA T GAGA A T CA ACCC TG T A GCA T C T ACA T CGAGA A T T CA AG T A T T GT A T ACG T CA T T AG T CCGA T CC T T  99606

102.740 102.760 102.780 102.800

AGT C T C T GA A GGA T GAGA A T CA ACCC TG T A GCA T C T ACA T CGAGA A T T CA AG T A T T GT A T ACG T CA T T AG T CCGA T CC T T  98826
AGT C T C T GA A GGA T GAGA A T CA ACCC TG T A GCA T C T ACA T CGAGA A T T CA AG T A T T GT A T ACG T CA T T AG T CCGA T CC T T  99570
AGT C T C T GA A GGA T GAGA A T CA ACCC TG T A GCA T C T ACA T CGAGA A T T CA AG T A T T GT A T ACG T CA T T AG T CCGA T CC T T  99920
AGT C T C T GA A GGA T GAGA A T A A AC T C TG T A GCA T C T ACA T CGAGA A T T CA AG T A T T GT A T ACG T CA T T AG T CCGA T CC T T  100584

T GT AGGA AC T A CCCG T A A T A ACGA A C T T GC A A A A TGGA T C T G T T T A T CA T A A AGAGA T T C G T T G T T CC T G A CCC T GC T TG  99686

102.820 102.840 102.860 102.880

T GT AGGA AC T A CCCG T A A T A ACGA A C T T GC A A A A TGGA T C T G T T T A T CA T A A AGAGA T T C G T T G T T CC T G A CCC T GC T TG  98906
T GT AGGA AC T A CCCG T A A T A ACGA A C T T GC A A A A TGGA T C T G T T T A T CA T A A AGAGA T T C G T T G T T CC T G A CCC T GC T TG  99650
T GT AGGA AC T A CCCG T A A T A ACGA A C T T GC A A A A TGGA T C T G T T T A T CA T A A AGAGA T T C G T T G T T CC T G A CCC T GC T TG  100000
T GT AGGA AC T A CCCG T A A T A ACGA A C T T GC A A A A TGGA T C T G T T T A T CA T A A AGAGA T T C G T T G T T CC T G A CCC T GC T TG  100664

ACC T T A A T T G T T A T T TGA AC A AG T A A A AG T T A T G T C T TGG T CC T AGT GGG GA T AGCA T T T C T C T T C T GCA T G T CCA T GGA  99766

102.900 102.920 102.940 102.960

ACC T T A A T T G T T A T T TGA AC A AG T A A A AG T T A T G T C T TGG T CCGAGT GGG GA T AGCA T T T C T C T T C T GCA T G T CCA T GGA  98986
ACC T T A A T T G T T A T T TGA AC A AG T A A A AG T T A T G T C T TGG T CCGAGT GGG GA T AGCA T T T C T C T T C T GCA T G T CCA T GGA  99730
ACC T T A A T T G T T A T T TGA AC A AG T A A A AG T T A T G T C T TGG T CCGAGT GGG GA T AGCA T T T C T C T T C T GCA T G T CCA T GGA  100080
ACC T T A A T T G T T A T T TGA AC A AG T A A A AG T T A T G T C T TGG T CCGAGT GGG GA T AGCA T T T C T C T T C T GCA T G T CCA T GGA  100744

G T T T TGA A A A A T CCA A A CA T C T CAGAGA T A GA T AGAGAGG T AGGA A T T T A T CGA A CGA AC CGCAC T CC T T CG T A T ACG T C  99846

102.980 103.000 103.020 103.040

G T T T TGA A A A A T CCA A A CA T C T CAGAGA T A GA T AGAGAGG T AGGA A T T T A T CGA A CGA AC CGCAC T CC T T CG T A T ACG T C  99066
G T T T TGA A A A A T CCA A A CA T C T CCGAGA T A GA T AGAGAGG T AGGA A T T T A T CGA A CGA AC CGCAC T CC T T CG T A T ACG T C  99810
G T T T TGA A A A A T CCA A A CA T C T CCGAGA T A GA T AGAGAGG T AGGA A T T T A T CGA A CGA AC CGCAC T CC T T CG T A T ACG T C  100160
G T T T TGA A A A A T CCA A A CA T C T CAGAGA T A GA T AGAGAGG T AGGA A T T T A T CGA A CGA AC CGCAC T CC T T CG T A T ACG T C  100824
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AGGAGT CCA T T GA T GAGA AG GGGC T GGGGA A AGC T T GA A C CCA A T T CC T A CGG TGA TGA A T A T A AGCGCA A T TGA A A T T C  99926

103.060 103.080 103.100 103.120

AGGAGT CCA T T GA T GAGA AG GGGC T GGGGA A AGC T T GA A C CCA A T T CC T A CGG TGA TGA A T A T A AGCGCA A T TGA A A T T C  99146
AGGAGT CCA T T GA T GAGA AG GGGC T GGGGA A AGC T T GA A C CCA A T T CC T A CGG TGA TGA A T A T A AGCGCA A T TGA A A T T C  99890
AGGAGT CCA T T GA T GAGA AG GGGC T GGGGA A AGC T T GA A C CCA A T T CC T A CGG TGA TGA A T A T A AGCGCA A T TGA A A T T C  100240
AGGAGT CCA T T GA T GAGA AG GGGC T GGGGA A AGC T T GA A C CCA A T T CC T A CAG TGA TGA A T A T A AGCGCA A T TGA A A T T C  100904

C TGGGGAGT T A T ACA T T T GT GT A T T GA T A A GACCA T T CA C T A T T T C T T GA AGC T CGA T C T CGCCCCCGGA T GA A CCA T A T  100006

103.140 103.160 103.180 103.200

C TGGGGAGT T A T ACA T T T GT GT A T T GA T A A GACCA T T CA C T A T T T C T T GA AGC T CGA T C T CGCCCCCGGA T GA A CCA T A T  99226
C TGGGGAGT T A T ACA T T T GT GT A T T GA T A A GACCA T T CA C T A T T T C T T GA AGC T CGA T C T CGCCCCCGGA T GA A CCA T A T  99970
C TGGGGAGT T A T ACA T T T GT GT A T T GA T A A GACCA T T CA C T A T T T C T T GA AGC T CGA T C T CGCCCCCGGA T GA A CCA T A T  100320
C TGGGGAGT T A T ACA T T T GT GT A T T GA T A A GACCA T T CA C T A T T T C T T GA AGC T CGA T C T CGCCCCCGGA T GA A CCA T A T  100984

AGCCA AGAGA A ACCA TGA AC CAGA A T AGA A GAGC T T GCCC CACCCA T GAG T A A A T A T T T C A T AG T AGCC T CA T T AGA CCG  100086

103.220 103.240 103.260 103.280

AGCCA AGAGA A ACCA TGA AC CAGA A T AGA A GAGC T T GCCC CACCCA T GAG T A A A T A T T T C A T AG T AGCC T CA T T AGA CCG  99306
AGCCA AGAGA A ACCA TGA AC CAGA A T AGA A GAGC T T GCCC CACCCA T GAG T A A A T A T T T C A T AG T AGCC T CA T T AGA CCG  100050
AGCCA AGAGA A ACCA TGA AC CAGA A T AGA A GAGC T T GCCC CACCCA T GAG T A A A T A T T T C A T AG T AGCC T CA T T AGA CCG  100400
AGCCA AGAGA A ACCA TGA AC CAGA A T AGA A GAGC T T GCCC CACCCA T GAG T A A A T A T T T C A T AG T AGCC T CA T T AGA CCG  101064

T ACG T C T T T C T T GG T A T A T C CAGA T A A T AG G T AGGAGCA T A A AC T GA A AC A T T C T GGAGC T ACA A AGA T A G T T A T T A A A T  100166

103.300 103.320 103.340 103.360

T ACG T C T T T C T T GG T A T A T C CAGA T A A T AG G T AGGAGCA T A A AC T GA A AC A T T C T GGAGC T ACA A AGA T A G T T A T T A A A T  99386
T ACG T C T T T C T T GG T A T A T C CAGA T A A T AG G T AGGAGCA T A A AC T GA A AC A T T C T GGAGC T ACA A AGA T A G T T A T T A A A T  100130
T ACG T C T T T C T T GG T A T A T C CAGA T A A T AG G T AGGAGCA T A A AC T GA A AC A T T C T GGAGC T ACA A AGA T A G T T A T T A A A T  100480
T ACG T C T T T C T T GG T A T A T C CAGA T A A T AG G T AGGAGCA T A A AC T GA A AC A T T C T GGAGC T ACA A AGA T A G T T A T T A A A T  101144

CGT T AGCACC GCA T A A A A AC A T T CC T CC T A GAG T AGC TG T T A A T ACGA A T A A CAGA A A C T C TG T T A T AGC CA T T T C T G T A  100246

103.380 103.400 103.420 103.440

CGT T AGCACC GCA T A A A A AC A T T CC T CC T A GAG T AGC TG T T A A T ACGA A T A A CAGA A A C T C TG T T A T AGC CA T T T C T G T A  99466
CGT T AGCACC GCA T A A A A AC A T T CC T CC T A GAG T AGC TG T T A A T ACGA A T A A CAGA A A C T C TG T T A T AGC CA T T T C T G T A  100210
CGT T AGCACC GCA T A A A A AC A T T CC T CC T A GAG T AGC TG T T A A T ACGA A T A A CAGA A A C T C TG T T A T AGC CA T T T C T G T A  100560
CGT T AGCACC GCA T A A A A AC A T T CC T CC T A GAG T AGC TG T T A A T ACGA A T A AGAGA A A C T C TG T T A T AGC CA T T T C T G T A  101224

CA T T CA A TG T A C T CCACGGA T AGAGGA A T A CA T AGAG T T G A ACA T AG T A A A A T A AGA A A T T GA A AGA T T T CG T T GA A A T T  100326

103.460 103.480 103.500 103.520

CA T T CA A TG T A C T CCACGGA T AGAGGA A T A CA T AGAG T T G A ACA T AG T A A A A T A AGA A A T T GA A AGA T T T CG T T GA A A T T  99546
CA T T CA A TG T A C T CCACGGA T AGAGGA A T A CA T AGAG T T G A ACA CAG T A A A A T A AGA A A T T GA A AGA T T T CG T T GA A A T T  100290
CA T T CA A TG T A C T CCACGGA T AGAGGA A T A CA T AGAG T T G A ACA CAG T A A A A T A AGA A A T T GA A AGA T T T CG T T GA A A T T  100640
CA T T CA A TG T A C T CCACGGA T AGAGGA A T A CA T AGAG T T G A ACA T AG T A A A A T A AGA A A T T GA A AGA T T T CG T T GA A A T T  101304

G T T CGT T TGG A A A T T T CCCG A A A AGC T A A T CA T AGG T T C T T C T C T CCA T C GGA ACA A T AG GGCCGT T A T G C T CA T T A C T A  100406

103.540 103.560 103.580 103.600

G T T CGT T TGG A A A T T T CCCG A A A AGC T A A T CA T AGG T T C T T C T C T CCA T C GGA ACA A T AG GGCCGT T A T G C T CA T T A C T A  99626
G T T CGT T TGG A A A T T T CCCG A A A AGC T A A T CA T AGG T T C T T C T C T CCA T C GGA ACA A T AG GGCCGT T A T G C T CA T T A C T A  100370
G T T CGT T TGG A A A T T T CCCG A A A AGC T A A T CA T AGG T T C T T C T C T CCA T C GGA ACA A T AG GGCCGT T A T G C T CA T T A C T A  100720
G T T CGT T TGG A A A T T T CCCG A A A AGC T A A T CA T AGG T T C T T C T C T CCA T C GGA ACA A T AG GGCCGT T A T G C T CA T T A C T A  101384

A AC T TG T TGA AGAGA TGA A A T A T A A CCA AG G T A T A T C T T T T T GA T CAGAG GT T GA A T CGA T CA T CAGA AG A AGA A T T AGG  100486

103.620 103.640 103.660 103.680

A AC T TG T TGA AGAGA TGA A A T A T A A CCA AG G T A T A T C T T T T T GA T CAGAG GT T GA A T CGA T CA T CAGA AG A AGA A T T AGG  99706
A AC T TG T TGA AGAGA TGA A A T A T A A CCA AG G T A T A T C T T T T T GA T CAGAG GT T GA A T CGA T CA T CAGA AG A AGA A T T AGG  100450
A AC T TG T TGA AGAGA TGA A A T A T A A CCA AG G T A T A T C T T T T T GA T CAGAG GT T GA A T CGA T CA T CAGA AG A AGA A T T AGG  100800
A AC T TG T TGA AGAGA TGA A A T A T A A CCA AG G T A T A T C T T T T T GA T CAGAG GT T GA A T CGA T CA T CAGA AG A AGA A T T AGG  101464

CCA A A A A T T A GGA T ACA T T C TGGGA A A A T A A A A C T T CCA T CGA AGAGA AG CA A A T GA A AG GC T T T CA T A A A A A T T C T CGT  100566

103.700 103.720 103.740 103.760

CCA A A A A T T A GGA T ACA T T C TGGGA A A A T A A A A C T T CCA T CGA AGAGA AG CA A A T GA A AG GC T T T CA T A A A A A T T C T CGT  99786
CCA A A A A T T A GGA T ACA T T C TGGGA A A A T A A A A C T T CCA T CGA AGAGA AG CA A A T GA A AG GC T T T CA T A A A A A T T C T CGT  100530
CCA A A A A T T A GGA T ACA T T C TGGGA A A A T A A A A C T T CCA T CGA AGAGA AG CA A A T GA A AG GC T T T CA T A A A A A T T C T CGT  100880
CCA A A A A T T A GGA T ACA T T C TGGGA A A A T A A A A C T T CCA T CGA AGAGA AG CA A A T GA A AG GC T T T CA T A A A A A T T C T CGT  101544

AGA A T CGAGA A T GA AGT T T T CA T T C T GT AC A TGCCAGA T C A T GA A T T AGT A A C TGCA T AC A A T C T CCA A A A A A A - T CCCA  100645

103.780 103.800 103.820 103.840

AGA A T CGAGA A T GA AGT T T T CA T T C T GT AC A TGCCAGA T C A T GA A T T AGT A A C TGCA T AC A A T C T CCA A A A A A A - T CCCA  99865
AGA A T CGAGA A T GA AGT T T T CA T T C T GT AC A TGCCAGA T C A T GA A T T AGT A A C TGCA T AC A A T C T CCA A A A A A A - T CCCA  100609
AGA A T CGAGA A T GA AGT T T T CA T T C T GT AC A TGCCAGA T C A T GA A T T AGT A A C TGCA T AC A A T C T CCA A A A A A A - T CCCA  100959
AGA A T CGAGA A T GA AGT T T T CA T T C T GT AC A TGCCAGA T C AGGA A T T AGT A A C TGCA T AC A A T C T CCA A A A A A A A T CCCA  101624

A T T G T T T CGA A C T T T C T A T T T T T GGA A T GG A A T A T T T ACG GA A T CCCCA T GA A T AGGA T C A A A CC T T A T T CCA T GGT A T T  100725

103.860 103.880 103.900 103.920

A T T G T T T CGA A C T T T C T A T T T T T GGA A T GG A A T A T T T ACG GA A T CCCCA T GA A T AGGA T C A A A CC T T A T T CCA T GGT A T T  99945
A T T G T T T CGA A C T T T C T A T T T T T GGA A T GG A A T A T T T ACG GA A T CCCCA T GA A T AGGA T C A A A CC T T A T T CCA T GGT A T T  100689
A T T G T T T CGA A C T T T C T A T T T T T GGA A T GG A A T A T T T ACG GA A T CCCCA T GA A T AGGA T C A A A CC T T A T T CCA T GGT A T T  101039
A T T G T T T CGA A C T T T C T A T T T T T GGA A T GG A A T A T T T ACG GA A T CCCCA T GA A T AGGA T C A A A CC T T A T T CCA T GGT A T T  101704

T ACA TGAGA T T CC T C T T T C T T A T T C T T A AG CA AG T CCCCG AGAGGGC T T A GT T GA T CCA T GA T T T A T GT T T CA T C T T T CG  100805

103.940 103.960 103.980 104.000

T ACA TGAGA T T CC T C T T T C T T A T T C T T A AG CA AG T CCCCG AGAGGGC T T A GT T GA T CCA T GA T T T A T GT T T CA T C T T T CG  100025
T ACA TGAGA T T CC T C T T T C T T A T T C T T A AG CA AG T CCCCG AGAGGGC T T A GT T GA T CCA T GA T T T A T GT T T CA T C T T T CG  100769
T ACA TGAGA T T CC T C T T T C T T A T T C T T A AG CA AG T CCCCG AGAGGGC T T A GT T GA T CCA T GA T T T A T GT T T CA T C T T T CG  101119
T ACA TGAGA T T CC T C T T T C T T A T T C T T A AG CA AG T CCCCG AGAGGGC T T A GT T GA T CCA T GA T T T A T GT T T CA T C T T T CG  101784

T T T CC T T T T C G T T T G T T T CG AGA A A T A T A T CGA T CA A T T C CGAC T C T T T C T T T T T C T A T T GA T T C T T T T C CGC T CGAGA T  100885

104.020 104.040 104.060 104.080

T T T CC T T T T C G T T T G T T T CG AGA A A T A T A T CGA T CA A T T C CGAC T C T T T C T T T T T C T A T T GA T T C T T T T C CGC T CGAGA T  100105
T T T CC T T T T C G T T T G T T T CG AGA A A T A T A T CGA T CA A T T C CGAC T C T T T C T T T T T C T A T T GA T T C T T T T C CGC T CGAGA T  100849
T T T CC T T T T C G T T T G T T T CG AGA A A T A T A T CGA T CA A T T C CGAC T C T T T C T T T T T C T A T T GA T T C T T T T C CGC T CGAGA T  101199
T T T CC T T T T C G T T T G T T T CG AGA A A T A T A T CGA T CA A T T C CGAC T C T T T C T T T T T C T A T T GA T T C T T T T C CGC T CGAGA T  101864

G T A T GGA T CC A CGGA T C T A T GT G T C T A T A T AGA CCC T GT T A T GGA T T A AC GA A A A T GT GC A A A AGC T C T A T T TGCC T C TG  100965

104.100 104.120 104.140 104.160

G T A T GGA T CC A CGGA T C T A T GT G T C T A T A T AGA CCC T GT T A T GGA T T A AC GA A A A T GT GC A A A AGC T C T A T T TGCC T C TG  100185
G T A T GGA T CC A CGGA T C T A T GT G T C T A T A T AGA CCC T GT T A T GGA T T A AC GA A A A T GT GC A A A AGC T C T A T T TGCC T C TG  100929
G T A T GGA T CC A CGGA T C T A T GT G T C T A T A T AGA CCC T GT T A T GGA T T A AC GA A A A T GT GC A A A AGC T C T A T T TGCC T C TG  101279
G T A T GGA T CC A CGGA T C T A T - - - - - - - - A T AGA CCC T GT T A T GGA T T A AC GA A A A T GT GC A A A AGC T C T A T T TGCC T C TG  101936
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CCA T T C T A T G AG T C T C T T CC T T T T T GCG T A T GGCA T CGCC A C T CCC T T TG GCAGCA T CCA C T A A T T CGGA A C T T A A T T TG  101045

104.180 104.200 104.220 104.240

CCA T T C T A T G AG T C T C T T CC T T T T T GCG T A T GGCA T CGCC A C T CCC T T TG GCAGCA T CCA C T A A T T CGGA A C T T A A T T TG  100265
CCA T T C T A T G AG T C T C T T CC T T T T T GCG T A T GGCA T CGCC A C T CCC T T TG GCAGCA T CCA C T A A T T CGGA A C T T A A T T TG  101009
CCA T T C T A T G AG T C T C T T CC T T T T T GCG T A T GGCA T CGCC A C T CCC T T TG GCAGCA T CCA C T A A T T CGGA A C T T A A T T TG  101359
CCA T T C T A T G AG T C T C T T CC T T T T T GCG T A T GGCA T CGCC A C T CCC T T TG GCAGCA T CCA C T A A T T CGGA A C T T A A T T TG  102016

A A AGCCA T A T T T CGACCCGG ACG T T T T CGG GA T GCCCC T A A T A A CCA ACG A A CGGCA AG T GC T T T T CC T T G T GCGGA T CC  101125

104.260 104.280 104.300 104.320

A A AGCCA T A T T T CGACCCGG ACG T T T T CGG GA T GCCCC T A A T A A CCA ACG A A CGGCA AG T GC T T T T CC T T G T GCGGA T CC  100345
A A AGCCA T A T T T CGACCCGG ACG T T T T CGG GA T GCCCC T A A T A A CCA ACG A A CGGCA AG T GC T T T T CC T T G T GCGGA T CC  101089
A A AGCCA T A T T T CGACCCGG ACG T T T T CGG GA T GCCCC T A A T A A CCA ACG A A CGGCA AG T GC T T T T CC T T G T GCGGA T CC  101439
A A AGCCA T A T T T CGACCCGG ACG T T T T CGG GA T GCCCC T A A T A A CCA ACG A A CGGCA AG T GC T T T T CC T T G T GCGGA T CC  102096

T A T T T CA A T G GGA A C T T GA T GAG T CGA T CC GCC T ACACG T C T TGC T T T T A C T GC T A T A T C GGGAGT T AC T CCACG T A T TG  101205

104.340 104.360 104.380 104.400

T A T T T CA A T G GGA A C T T GA T GAG T CGA T CC GCC T ACACG T C T TGC T T T T A C T GC T A T A T C GGGAGT T AC T CCACG T A T TG  100425
T A T T T CA A T G GGA A C T T GA T GAG T CGA T CC GCC T ACACG T C T TGC T T T T A C T GC T A T A T C GGGAGT T AC T CCACG T A T TG  101169
T A T T T CA A T G GGA A C T T GA T GAG T CGA T CC GCC T ACACG T C T TGC T T T T A C T GC T A T A T C GGGAGT T AC T CCACG T A T TG  101519
T A T T T CA A T G GGA A C T T GA T GAG T CGA T CC GCC T ACACG T C T TGC T T T T A C T GC T A T A T C GGGAGT T AC T CCACG T A T TG  102176

C T T GACG T A A A ACAGA T AGT GGA T T T T T T T C TG T C T T T T G T T GA A T C T T T T T CA AGGC T C GA T AGA T A A T T T GA T A AGCC  101285

104.420 104.440 104.460 104.480

C T T GACG T A A A ACAGA T AGT GGA T T T T T T T C TG T C T T T T G T T GA A T C T T T T T CA AGGC T C GA T AGA T A A T T T GA T A AGCC  100505
C T T GACG T A A A ACAGA T AGT GGA T T T T T T T C TG T C T T T T G T T GA A T C T T T T T CA AGGC T C GA T AGA T A A T T T GA T A AGCC  101249
C T T GACG T A A A ACAGA T AGT GGA T T T T T T T C TG T C T T T T G T T GA A T C T T T T T CA AGGC T C GA T AGA T A A T T T GA T A AGCC  101599
C T T GACG T A A A ACAGA T AGT GGA T T T T T T T C TG T C T T T T G T T GA A T C T T T T T CA AGGC T C GA T AGA T A A T T T GA T A AGCC  102256

A A T GA T T T T T T T CCG TG T T T CAGA A T ACGG T T A ACCA ACA T G T T A AC T A A T CGA T T ACGA T A A A T T GGA T CGGA C T T T GC  101365

104.500 104.520 104.540 104.560

A A T GA T T T T T T T CCG TG T T T CAGA A T ACGG T T A ACCA ACA T G T T A AC T A A T CGA T T ACGA T A A A T T GGA T CGGA C T T T GC  100585
A A T GA T T T T T T T CCG TG T T T CAGA A T ACGG T T A ACCA ACA T G T T A AC T A A T CGA T T ACGA T A A A T T GGA T CGGA C T T T GC  101329
A A T GA T T T T T T T CCG TG T T T CAGA A T ACGG T T A ACCA ACA T G T T A AC T A A T CGA T T ACGA T A A A T T GGA T CGGA C T T T GC  101679
A A T GA T T T T T T T CCG TG T T T CAGA A T ACGG T T A ACCA ACA T G T T A AC T A A T CGA T T ACGA T A A A T T GGA T CGGA C T T T GC  102336

AGT T T T T T C T T C TG T AG T AC C T CGA CGT GA CA T GAGCGCG A A AGGAG T T C A AGA A T CCG T T T T C T T T T T A T A AGGGC T A A  101445

104.580 104.600 104.620 104.640

AGT T T T T T C T T C TG T AG T AC C T CGA CGT GA CA T GAGCGCG A A AGGAG T T C A AGA A T CCG T T T T C T T T T T A T A AGGGC T A A  100665
AGT T T T T T C T T C TG T AG T AC C T CGA CGT GA CA T GAGCGCG A A AGGAG T T C A AGA A T CCG T T T T C T T T T T A T A AGGGC T A A  101409
AGT T T T T T C T T C TG T AG T AC C T CGA CGT GA CA T GAGCGCG A A AGGAG T T C A AGA A T CCG T T T T C T T T T T A T A AGGGC T A A  101759
AGT T T T T T C T T C TG T AG T AC C T CGA CGT GA CA T GAGCGCG A A AGGGG T T C A AGA A T CCG T T T T C T T T T T A T A AGGGC T A A  102416

A A T CA T T T A T T T TGGC T T T T TGACCCCA T A T TG T AGGGT G GA T C T CGA A A GA T A T GA A AG A T C T CCC T CC A AGCCGT ACA  101525

104.660 104.680 104.700 104.720

A A T CA T T T A T T T TGGC T T T T TGACCCCA T A T TG T AGGGT G GA T C T CGA A A GA T A T GA A AG A T C T CCC T CC A AGCCGT ACA  100745
A A T CA T T T A T T T TGGC T T T T TGACCCCA T A T TG T AGGGT G GA T C T CGA A A GA T A T GA A AG A T C T CCC T CC A AGCCGT ACA  101489
A A T CA T T T A T T T TGGC T T T T TGACCCCA T A T TG T AGGGT G GA T C T CGA A A GA T A T GA A AG A T C T CCC T CC A AGCCGT ACA  101839
A A T CA T T T A T T T TGGC T T T T TGACCCCA T A T TG T AGGGT C GA T C T CGA A A GA T A T GA A AG A T C T CCC T CC A AGCCGT ACA  102496

T ACGAC T T T C A T CGA A T ACG GC T T T CCA CA GA A T T C T A T A T G T A T C T A TG AGA T CGAG T A T GGA A T T C T G T T T A C T CAC T  101605

104.740 104.760 104.780 104.800

T ACGAC T T T C A T CGA A T ACG GC T T T CCA CA GA A T T C T A T A T G T A T C T A TG AGA T CGAG T A T GGA A T T C T G T T T A C T CAC T  100825
T ACGAC T T T C A T CGA A T ACG GC T T T CCA CA GA A T T C T A T A T G T A T C T A TG AGA T CGAG T A T GGA A T T C T G T T T A C T CAC T  101569
T ACGAC T T T C A T CGA A T ACG GC T T T CCA CA GA A T T C T A T A T G T A T C T A TG AGA T CGAG T A T GGA A T T C T G T T T A C T CAC T  101919
T ACGAC T T T C A T CGA A T ACG GC T T T CCA CA GA A T T C T A T A T G T A T C T A TG AGA T CGAG T A T GGA A T T C T G T T T A C T CAC T  102576

T T A A A T T GAG T A T CCGT T T C CCCCCC - - T T T CC T GC T AGG A T TGGA A A T C C T G T A T T T T A CA T A T CCA T A CGA T T GAG T C  101683

104.820 104.840 104.860 104.880

T T A A A T T GAG T A T CCGT T T C CCCCCC - - T T T CC T GC T AGG A T TGGA A A T C C T G T A T T T T A CA T A T CCA T A CGA T T GAG T C  100903
T T A A A T T GAG T A T CCGT T T C CC T CCC - - T T T CC T GC T AGG A T TGGA A A T C C T G T A T T T T A CA T A T CCA T A CGA T T GAG T C  101647
T T A A A T T GAG T A T CCGT T T C CCCCCC - - T T T CC T GC T AGG A T TGGA A A T C C T G T A T T T T A CA T A T CCA T A CGA T T GAG T C  101997
T A A A A T T GAG T A T CCGT T T C CCCCCCCC T T T CC T GC T AGG A T TGGA A A T C C T G T A T T T T A CA T A T CCA T A CGA T T GAG T C  102656

C T T GGG T T T C CGA A A T AG TG T A A A A AGA AG T GC T T CGA A T CA T T GC T A T T TGACCCGGAC C TG T T C T A A A A A AG T CGAGG  101763

104.900 104.920 104.940 104.960

C T T GGG T T T C CGA A A T AG TG T A A A A AGA AG T GC T T CGA A T CA T T GC T A T T TGACCCGGAC C TG T T C T A A A A A AG T CGAGG  100983
C T T GGG T T T C CGA A A T AG TG T A A A A AGA AG T GC T T CGA A T CA T T GC T A T T TGACCCGGAC C TG T T C T A A A A A AG T CGAGG  101727
C T T GGG T T T C CGA A A T AG TG T A A A A AGA AG T GC T T CGA A T CA T T GC T A T T TGACCCGGAC C TG T T C T A A A A A AG T CGAGG  102077
C T T GGG T T T C CGA A A T AG TG T A A A A AGA AG T GC T T CGA A T CA T T GC T A T T TGACCCGGAC C TG T T C T A A A A A AG T CGAGG  102736

CA T T T CGA A T T G T T T GT T GA CA CGGACA A A G T CAGGGA A A A CC T C T A A A A T T A T T T CA A T A T T GGA CC T T GGACA T A T A A  101843

104.980 105.000 105.020 105.040

CA T T T CGA A T T G T T T GT T GA CA CGGACA A A G T CAGGGA A A A CC T C T A A A A T T A T T T CA A T A T T GGA CC T T GGACA T A T A A  101063
CA T T T CGA A T T G T T T GT T GA CA CGGACA A A G T CAGGGA A A A CC T C T A A A A T T A T T T CA A T A T T GGA CC T T GGACA T A T A A  101807
CA T T T CGA A T T G T T T GT T GA CA CGGACA A A G T CAGGGA A A A CC T C T A A A A T T A T T T CA A T A T T GGA CC T T GGACA T A T A A  102157
CA T T T CGA A T T G T T T GT T GA CA CGGACA A A G T CAGGGA A A A CC T C T A A A A T T A T T T CA A T A T T GGA CC T T GGACA T A T A A  102816

T AG T T CCGA A T CGA A T C T C T T T AGA A AGA A GA T C T T T TG T C T CA T GG T AG CC T GC T CCAG T CCCC T T ACG A A AC T T T CGT  101923

105.060 105.080 105.100 105.120

T AG T T CCGA A T CGA A T C T C T T T AGA A AGA A GA T C T T T TG T C T CA T GG T AG CC T GC T CCAG T CCCC T T ACG A A AC T T T CGT  101143
T AG T T CCGA A T CGA A T C T C T T T AGA A AGA A GA T C T T T TG T C T CA T GG T AG CC T GC T CCAG T CCCC T T ACG A A AC T T T CGT  101887
T AG T T CCGA A T CGA A T C T C T T T AGA A AGA A GA T C T T T TG T C T CA T GG T AG CC T GC T CCAG T CCCC T T ACG A A AC T T T CGT  102237
T AG T T CCGA A T CGA A T C T C T T T AGA A AGA A GA T C T T T TG T C T CA T GG T AG CC T GC T CCAG T CCCC T T ACG A A AC T T T CGT  102896

T A T T GGG T T A GCCA T ACAC T T CACA T GT T T C T AGCGA T T C A CA T GGCA T C A T CA A A TGA T ACA AGT C T T G GA T A AGA A T C  102003

105.140 105.160 105.180 105.200

T A T T GGG T T A GCCA T ACAC T T CACA T GT T T C T AGCGA T T C A CA T GGCA T C A T CA A A TGA T ACA AGT C T T G GA T A AGA A T C  101223
T A T T GGG T T A GCCA T ACAC T T CACA T GT T T C T AGCGA T T C A CA T GGCA T C A T CA A A TGA T ACA AGT C T T G GA T A AGA A T C  101967
T A T T GGG T T A GCCA T ACAC T T CACA T GT T T C T AGCGA T T C A CA T GGCA T C A T CA A A TGA T ACA AGT C T T G GA T A AGA A T C  102317
T A T T GGG T T A GCCA T ACAC T T CACA T GT T T C T AGCGA T T C A CA T GGCA T C A T CA A A TGA T ACA AGT C T T G GA T A AGA A T C  102976

T ACA ACGCA C T AGA ACGCCC T T G T T GACGA T CC T T T AC T C CGACAGCA T C T AGGG T T CC T CGA ACA A TG T GA T A T C T CAC  102083

105.220 105.240 105.260 105.280

T ACA ACGCA C T AGA ACGCCC T T G T T GACGA T CC T T T AC T C CGACAGCA T C T AGGG T T CC T CGA ACA A TG T GA T A T C T CAC  101303
T ACA ACGCA C T AGA ACGCCC T T G T T GACGA T CC T T T AC T C CGACAGCA T C T AGGG T T CC T CGA ACA A TG T GA T A T C T CAC  102047
T ACA ACGCA C T AGA ACGCCC T T G T T GACGA T CC T T T AC T C CGACAGCA T C T AGGG T T CC T CGA ACA A TG T GA T A T C T CAC  102397
T ACA ACGCA C T AGA ACGCCC T T G T T GACGA T CC T T T AC T C CGACGGCA T C T AGGG T T CC T CGA ACA A TG T GA T A T C T CAC  103056
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ACCGGG T A A A T CC T T A A CCC T CCCCCC T C T T AC T A AGAC T A CAGA A T G T T C T T GT GA A T T A TGGCCA A T A CC TGG T A T A T  102163

105.300 105.320 105.340 105.360

ACCGGG T A A A T CC T T A A CCC T CCCCCC T C T T AC T A AGAC T A CAGA A T G T T C T T GT GA A T T A TGGCCA A T A CCAGG T A T A T  101383
ACCGGG T A A A T CC T T A A CCC T CCCCCC T C T T AC T A AGAC T A CAGA A T G T T C T T GT GA A T T A TGGCCA A T A CCAGG T A T A T  102127
ACCGGG T A A A T CC T T A A CCC T CCCCCC T C T T AC T A AGAC T A CAGA A T G T T C T T GT GA A T T A TGGCCA A T A CCAGG T A T A T  102477
ACCGGG T A A A T CC T T A A CCC T CCCCCC T C T T AC T A AGAC T A CAGA A T G T T C T T GT GA A T T A TGGCCA A T A CCAGG T A T A T  103136

A AGCAG T GA T T T CA A ACCCA GAGGT T A A T C G T A C T C T GGC A AC T T T A CGT A AGGCAGAG T T TGG T T T T T T GGGGG TGA T A  102243

105.380 105.400 105.420 105.440

A AGCAG T GA T T T CA A ACCCA GAGGT T A A T C G T A C T C T GGC A AC T T T A CGT A AGGCAGAG T T TGG T T T T T T GGGGG TGA T A  101463
A AGCAG T GA T T T CA A ACCCA GAGGT T A A T C G T A C T C T GGC A AC T T T A CGT A AGGCAGAG T T TGG T T T T T T GGGGG TGA T A  102207
A AGCAG T GA T T T CA A ACCCA GAGGT T A A T C G T A C T C T GGC A AC T T T A CGT A AGGCAGAG T T TGG T T T T T T GGGGG TGA T A  102557
A AGCAG T GA T T T CA A ACCCA GAGGT T A A T C G T A C T C T GGC A AC T T T A CGT A AGGCAGAG T T TGG T T T T T T GGGGG TGA T A  103216

G TGGA A A AG T T GACAGA T A A GT CACCC T T A C TGCCA C T C T A CAGA ACCGT ACA TGAGA T T T T CACC T CA T A CGGC T CC T C  102323

105.460 105.480 105.500 105.520

G TGGA A A AG T T GACAGA T A A GT CACCC T T A C TGCCA C T C T A CAGA ACCGT ACA TGAGA T T T T CACC T CA T A CGGC T CC T C  101543
G TGGA A A AG T T GACAGA T A A GT CACCC T T A C TGCCA C T C T A CAGA ACCGT ACA TGAGA T T T T CACC T CA T A CGGC T CC T C  102287
G TGGA A A AG T T GACAGA T A A GT CACCC T T A C TGCCA C T C T A CAGA ACCGT ACA TGAGA T T T T CACC T CA T A CGGC T CC T C  102637
G TGGA A A AG T T GACAGA T A A GT CACCC T T A C TGCCA C T C T A CAGA ACCGT ACA TGAGA T T T T CACC T CA T A CGGC T CC T C  103296

G T T CA A T T C T T T CGA AG T CA T T GGG T CC T T T T CC T CG T T C GA T A A T C T CC T CCC T T C T T C CAC T CCG T CC CCGAGAG T A A  102403

105.540 105.560 105.580 105.600

G T T CA A T T C T T T CGA AG T CA T T GGG T CC T T T T CC T CG T T C GA T A A T C T CC T CCC T T C T T C CAC T CCG T CC CCA AGAG T A A  101623
G T T CA A T T C T T T CGA AG T CA T T GGG T CC T T T T CC T CG T T C GA T A A T C T CC T CCC T T C T T C CAC T CCG T CC CCA AGAG T A A  102367
G T T CA A T T C T T T CGA AG T CA T T GGG T CC T T T T CC T CG T T C GA T A A T C T CC T CCC T T C T T C CAC T CCG T CC CCA AGAG T A A  102717
G T T CA A T T C T T T CGA AG T CA T T GGG T CC T T T T CC T CG T T C GA T A A T C T CC T CCC T T C T T C CAC T CCG T CC CCA AGAG T A A  103376

C T AGGA CCA A T T CAG T CACG T T T T CA TG T T CCA A T T GA A C A C T T T CCA T T T T T GA T T A T T C T CA A AGGAG A AGA T T A T T C  102483

105.620 105.640 105.660 105.680

C T AGGA CCA A T T CAG T CACG T T T T CA TG T T CCA A T T GA A C A C T T T CCA T T T T T GA T T A T T C T CA A AGGAG A AGA T T A T T C  101703
C T AGGA CCA A T T CAG T CACG T T T T CA TG T T CCA A T T GA A C A C T T T CCA T T T T T GA T T A T T C T CA A AGGAG A AGA T T A T T C  102447
C T AGGA CCA A T T CAG T CACG T T T T CA TG T T CCA A T T GA A C A C T T T CCA T T T T T GA T T A T T C T CA A AGGAG A AGA T T A T T C  102797
C T AGGA CCA A T T CAG T CACG T T T T CC TG T T CCA A T T GA A C A C T T T CCA T T T T T GA T T A T T C T CA A AGGAG A AGA T T A T T C  103456

T T T T T A CCA A A CA T C TGCGG A T CCA A T CAC ACGC T C T T A T A A T A AGA ACA AGAGA T C T T T C T CGA T CA A T CCC T T TGCCC  102563

105.700 105.720 105.740 105.760

T T T T T A CCA A A CA T C TGCGG A T CCA A T CAC ACGC T C T T A T A A T A AGA ACA AGAGA T C T T T C T CGA T CA A T CCC T T TGCCC  101783
T T T T T A CCA A A CA T C TGCGG A T CCA A T CAC ACGC T C T T A T A A T A AGA ACA AGAGA T C T T T C T CGA T CA A T CCC T T TGCCC  102527
T T T T T A CCA A A CA T C TGCGG A T CCA A T CAC ACGC T C T T A T A A T A AGA ACA AGAGA T C T T T C T CGA T CA A T CCC T T TGCCC  102877
T T T T T A CCA A A CA T C TGCGA A T CCA A T CAC ACGA T C T T A T A A T A AGA ACA AGAGA T C T T T C T CGA T CA A T CCC T T TGCCC  103536

C T CA T T T T T C GAGA A T CAGA A AGA T CC T T T T CA AGT T TGA A T T T G T T CA T T T GGA A T C T G GGT T C T T C T A C T T CA T T T T T  102643

105.780 105.800 105.820 105.840

C T CA T T T T T C GAGA A T CAGA A AGA T CC T T T T CA AGT T TGA A T T T G T T CA T T T GGA A T C T G GGT T C T T C T A C T T CA T T T T T  101863
C T CA T T T T T C GAGA A T CAGA A AGA T CC T T T T CA AGT T TGA A T T T G T T CA T T T GGA A T C T G GGT T C T T C T A C T T CA T T T T T  102607
C T CA T T T T T C GAGA A T CAGA A AGA T CC T T T T CA AGT T TGA A T T T G T T CA T T T GGA A T C T G GGT T C T T C T A C T T CA T T T T T  102957
C T CA T T C T T C GAGA A T CAGA A AGA T CC T T T T CA AGT T TGA A T T T G T T CA T T T GGA A T C T G GGT T C T T C T A C T T CA T T T T T  103616

A T T T AC T T A T T T C T T T A T T A T T T T T T T T T C T T T T T T T A T T T C T T T T T - - - - - - - - T T T T T T - - A T T T T A T T CCC T T CCA T  102713

105.860 105.880 105.900 105.920

A T T T AC T T A T T T C T T T A T T A T T T T T T T T CC C T C T C T T T T C T T T T T T T A T T T C T T T T T T T T T - - A T T T T A T T CCC T T CCA T  101941
A T T T AC T T A T T T C T T T A T T A T T T T T T T T CC C T C T C T T T T C T T T T T T T A T T T C T T T T T T T T T T T A T T T T A T T CCC T T CCA T  102687
A T T T AC T T A T T T C T T T A T T A T T T T T T T T CC C T C T C T T T T C T T T T T T T A T T T C T T T T T T T T T T T A T T T GA T T C T C T T CCA T  103037
A T T T AC T T A T T T C T T T A T T A T T T T T T T T T C C T C T C T T T T C T T T T T TGA T T T C T T T T T T T T T T T A T T T T A T T CCC T T CCA T  103696

CA T T CC T T A A G T CCCA T AGG T T T GA T CC T A T AGA A T C TGA T CCA T T T T C T CA T TGAGCGA AGGG T A CGA A A T A A A T CGGA  102793

105.940 105.960 105.980 106.000

CA T T CC T T A A G T CCCA T AGG T T T GA T CC T A T AGA A T C TGA T CCA T T T T C T CA T TGAGCGA AGGG T A CGA A A T A A A T CGGA  102021
CA T T CC T T A A G T CCCA T AGG T T T GA T CC T A T AGA A T C TGA T CCA T T T T C T CA T TGAGCGA AGGG T A CGA A A T A A A T CGGA  102767
CA T T CC T T A A G T CCCA T AGG T T T GA T CC T A T AGA A T C TGA T CCA T T T T C T CA T TGAGCGA AGGG T A CGA A A T A A A T CGGA  103117
CA T T CC T T A A G T CCCA T AGG T T T GA T CC T A T AGA A T C TGA T CCA T T T T C T CA T TGAGCGA AGGG T A CGA A A T A A A T CGGA  103776

T TGA T T T T T C GA T CA A A AGT AC T A T G TGA A A T C T T CGGT T T T T CC T C T T T C T C T A T CCC T A T CCCA T AGG T ACAGCA T T T  102873

106.020 106.040 106.060 106.080

T TGA T T T T T C GA T CA A A AGT AC T A T G TGA A A T C T T CGGT T T T T CC T C T T T C T C T A T CCC T A T CCCA T AGG T ACAGCA T T T  102101
T TGA T T T T T C GA T CA A A AGT AC T A T G TGA A A T C T T CGGT T T T T CC T C T T T C T C T A T CCC T A T CCCA T GGG T ACAGCA T T T  102847
T TGA T T T T T C GA T CA A A AGT AC T A T G TGA A A T C T T CGGT T T T T CC T C T T T C T C T A T CCC T A T CCCA T AGG T ACAGCA T T T  103197
T TGA T T T T T C GA T CA A A AGT AC T A T G TGA A A T C T T CGGT T T T T CC T C T T T C T C T A T CCC T A T CCCA T GGG T ACAGCA T T T  103856

GA A T CA A T AG AGA A CC T T T T C T T C T G T A T C T AGA TGA A T C GA T A T T A T T C CA T T CCA A T T CC T T CCCGA T A CC T CCCA AG  102953

106.100 106.120 106.140 106.160

GA A T CA A T AG AGA A CC T T T T C T T C T G T A T C T AGA TGA A T C GA T A T T A T T C CA T T CCA A T T CC T T CCCGA T A CC T CCCA AG  102181
GA A T CA A T AG AGA A CC T T T T C T T C T G T A T C T AGA TGA A T C GA T A T T C T T C CA T T CCA A T T CC T T CCCGA T A CC T CCCA AG  102927
GA A T CA A T AG AGA A CC T T T T C T T C T G T A T C T AGA TGA A T C GA T A T T C T T C CA T T CCA A T T CC T T CCCGA T A CC T CCCA AG  103277
GA A T CA A T AG AGA A CC T T T T C T T C T G T A T C T A T A TGA A T C GA T A T T A T T A CA T T CCA A T T CC T T CCCGA T A CC T CCCA AG  103936

GA A A A T CCCG A A T T GGA T CC CA A A T T GA CG GGT T AG T GT G AGC T T A T CCA TGCGG T T A T G CAC T C T T CGA A T GGGA A T CC  103033

106.180 106.200 106.220 106.240

GA A A A T CCCG A A T T GGA T CC CA A A T T GA CG GGT T AG T GT G AGC T T A T CCA TGCGG T T A T G CAC T C T T CGA A T GGGA A T CC  102261
GA A A A T CCCG A A T T GGA T CC CA A A T T GA CG GGT T AG T GT G AGC T T A T CCA TGCGG T T A T G CAC T C T T CGA A T GGGA A T CC  103007
GA A A A T CCCG A A T T GGA T CC CA A A T T GA CG GGT T AG T GT G AGC T T A T CCA TGCGG T T A T G CAC T C T T CGA A T GGGA A T CC  103357
GA A A A T CCCG A A T T GGA T CC CA A A T T GA CG GGT T AG T GT G AGC T T A T CCA TGCGG T T A T G CAC T C T T CGA A T GGGA A T CC  104016

A T T T T C T GA A AGA T CC T GGC T T T CG T GC T T T GG T GGG T C T CCGAGA T CC T T T CGA CGA CC T A T G T T G TG T T GA AGGGA T A  103113

106.260 106.280 106.300 106.320

A T T T T C T GA A AGA T CC T GGC T T T CG T GC T T T GG T GGG T C T CCGAGA T CC T T T CGA CGA CC T A T G T T G TG T T GA AGGGA T A  102341
A T T T T C T GA A AGA T CC T GGC T T T CG T GC T T T GG T GGG T C T CCGAGA T CC T T T CGA CGA CC T A T G T T G TG T T GA AGGGA T A  103087
A T T T T C T GA A AGA T CC T GGC T T T CG T GC T T T GG T GGG T C T CCGAGA T CC T T T CGA CGA CC T A T G T T G TG T T GA AGGGA T A  103437
A T T T T C T GA A AGA T CC T GGC T T T CG T GC T T T GG T GGG T C T CCGAGA T CC T T T CGA CGA CC T A T G T T G TG T T GA AGGGA T A  104096

T C T A T A T GA T CCGA T CGA T T GCG T A A AGCC CGCGGT AGCA A CGGA ACCGG GGA A AG T A T A CA T A AG T A T A CAGA A A AGAC  103193

106.340 106.360 106.380 106.400

T C T A T A T GA T CCGA T CGA T T GCG T A A AGCC CGCGGT AGCA A CGGA ACCGG GGA A AG T A T A CA T A AG T A T A CAGA A A AGAC  102421
T C T A T A T GA T CCGA T CGA T T GCG T A A AGCC CGCGGT AGCA A CGGA ACCGG GGA A AG T A T A CA T A AG T A T A CAGA A A AGAC  103167
T C T A T A T GA T CCGA T CGA T T GCG T A A AGCC CGCGGT AGCA A CGGA ACCGG GGA A AG T A T A CA T A AG T A T A CAGA A A AGAC  103517
T C T A T A T GA T CCGA T CGA T T GCG T A A A A CC CGCGGT AGCA AGGGA ACCGG GGA A AG T A T A CA T A AG T A T A CAGA A A AGAC  104176
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AGT T C T T T T C T A T T A - - - - - - - - - - - - - - T A T T AGT A T T T T C T A T T C T A T T AG T A T T AGA T T AG T A T T AG T T AG T GA T CC  103259

106.420 106.440 106.460 106.480

AGT T C T T T T C T A T T A - - - - - - - - - - - - - - T A T T AGT A T T T T C T A T T C T A T T AG T A T T AGA T T AG T A T T AG T T AG T GA T CC  102487
AGT T C T T T T C T A T T A - - - - - - - - - - - - - - T A T T AGT A T T T T C T A T T C T A T T AG T A T T AGA T T AG T A T T AG T T AG T GA T CC  103233
AGT T C T T T T C T A T T A - - - - - - - - - - - - - - T A T T AGT A T T T T C T A T T C T A T T AG T A T T AGA T T AG T A T T AG T T AG T GA T CC  103583
GGT T C T T T T C T A T T AGA T T A GT A T T T T T A T A T T AGT A T T T T C T A T T C T A T T AG T A T T AGA T T AG T A T T AG T T AG T GA T CC  104256

CGGC T CAGT G AG T CC T T T C T T CCGT GA T T A AC T G T T GGCA CCAG T CC T AC A T T T T G T C T C T GT GGA CCGA GGAGA A AGGG  103339

106.500 106.520 106.540 106.560

CGGC T CAGT G AG T CC T T T C T T CCGT GA T T A AC T G T T GGCA CCAG T CC T AC A T T T T G T C T C T GT GGA CCGA GGAGA A AGGG  102567
CGGC T CAGT G AG T CC T T T C T T CCGT GA T T A AC T G T T GGCA CCAG T CC T AC A T T T T G T C T C T GT GGA CCGA GGAGA A AGGG  103313
CGGC T CAGT G AG T CC T T T C T T CCGT GA T T A AC T G T T GGCA CCAG T CC T AC A T T T T G T C T C T GT GGA CCGA GGAGA A AGGG  103663
CGGC T CAGT G AG T CC T T T C T T CCGT GA T T A AC T G T T GGCA CCAG T CC T AC A T T T T G T C T C T GT GGA CCGA GGAGA A AGGG  104336

GGC T CGGCGG GA AGAGGA T T GT ACCA TGAG AGA AGCA AGG AGGT CA A CC T C T T T CA A A T A T ACA ACA TG T A T T C T GGCA A  103419

106.580 106.600 106.620 106.640

GGC T CGGCGG GA AGAGGA T T GT ACCA TGAG AGA - - - - - - G AGGT CA A CC T C T T T CA A A T A T ACA ACA TG T A T T C T GGCA A  102641
GGC T CGGCGG GA AGAGGA T T GT ACCA TGAG AGA AGCA AGG AGGT CA A CC T C T T T CA A A T A T ACA ACA TG T A T T C T GGCA A  103393
GGC T CGGCGG GA AGAGGA T T GT ACCA TGAG AGA AGCA AGG AGGT CA A CC T C T T T CA A A T A T ACA ACA TG T A T T C T GGCA A  103743
GGC T CGG - GG GA AGAGGA T T GT ACCA TGAG AGA AGCA AGG AGGT CA A CC T C T T T CA A A T A T ACA ACA TGG A T T C T GGCA A  104415

T GCA A T G T AG T T GGAC T T T C A T C T T GA T CC GA A T GA A T CA T C T T T T CCAC GGAGGCA A A T C T T T GCC TGC T AGGCA AGAG  103499

106.660 106.680 106.700 106.720

T GCA A T G T AG T T GGAC T T T C A T C T T GA T CC GA A T GA A T CA T C T T T T CCAC GGAGGCA A A T C T T T GCC TGC T AGGCA AGAG  102721
T GCA A T G T AG T T GGAC T T T C A T C T T GA T CC GA A T GA A T CA T C T T T T CCAC GGAGGCA A A T C T T T GCC TGC T AGGCA AGAG  103473
T GCA A T G T AG T T GGAC T T T C A T C T T GA T CC GA A T GA A T CA T C T T T T CCAC GGAGGCA A A T C T T T GCC TGC T AGGCA AGAG  103823
T GCA A T G T AG T T GGAC T T T C A T C T T GA T CC GA A T GA A T CA T C T T T T CCAC GGAGGCA A A T C T T T GCC TGC T AGGCA AGAG  104495

GA T AGCA AG T T A A A A A T T C T GT T T CGGT AG GACA TG T A T T T C T A T T A C T A TGA A A T T CAG A A A T - - - - - - - - - - - - - - - -   103563

106.740 106.760 106.780 106.800

GA T AGCA AG T T A A A A A T T C T GT T T CGGT AG GACA TG T A T T T C T A T T A C T A TGA A A T T CAG A A A T - - - - - - - - - - - - - - - -   102785
GA T AGCA AG T T A A A A A T T C T GT T T CGGT AG GACA TG T A T T T C T A T T A C T A TGA A A T T CAG A A A T - - - - - - - - - - - - - - - -   103537
GA T AGCA AG T T CA A A A T T C T GT T T CGGT AG GACA TG T A T T T C T A T T A C T A TGA A A T T CAG A A A T - - - - - - - - - - - - - - - -   103887
GA T AGCA AG T T A A A A A T T C T GT T T CGGT AG GACA TG T A T T T C T A T T CC T A TGA A A T T CA T A A A T T A T T CC T A TGA A A T T C  104575

- - - - - - GA AG T AGT T A A T CG T T T TG T CA A T T T T T CGGGG T C T T A A AGGGG CG T GGA A AGA CA T A AGA AC T C T TGA A T GGA  103637

106.820 106.840 106.860 106.880

- - - - - - GA AG T AGT T A A T CG T T T TG T CA A T T T T T CGGGG T C T T A A AGGGG CG T GGA A AGA CA T A AGA AC T C T TGA A T GGA  102859
- - - - - - GA AG T AGT T A A T CG T T T TG T CA A T T T T T CGGGG T T T T A A AGGGG CG T GGA A AGA CA T A AGA AC T C T TGA A T GGA  103611
- - - - - - GA AG T AGT T A A T CG T T T TG T CA A T T T T T CGGGG - - - - - - - - - - - CG T GGA A AGA CA T A AGA AC T C T TGA A T GGA  103950
A T A A A T GA AG T AGT T A A T CG T T T TG T CA A T T T T T CGGGG T C T T A A AGGGG CG T GGA A AGA CA T A AGA AC T C T TGA A T GGA  104655

A A T GGA A A AG AGA T G T A AC T CCAGT T CC T T T GGA A A T GG T A AGA T C T T TG GCGCA AGA AG A AGGGG T TGA T CCG T A T CA T  103717

106.900 106.920 106.940 106.960

A A T GGA A A AG AGA T G T A AC T CCAGT T CC T T T GGA A A T GG T A AGA T C T T TG GCGCA AGA AG A AGGGG T TGA T CCG T A T CA T  102939
A A T GGA A A AG AGA T G T A AC T CCAGT T CC T T T GGA A A T GG T A AGA T C T T TG GCGCA AGA AG A AGGGG T TGA T CCG T A T CA T  103691
A A T GGA A A AG AGA T G T A AC T CCAGT T CC T T T GGA A A T GG T A AGA T C T T TG GCGCA AGA AG A AGGGG T TGA T CCG T A T CA T  104030
A A T GGA A A AG AGA T GGA AC T CCAGT T CC T T CGGA A A T GG T A A A A T C T T TG GCGCA AGA AG A AGGGG T TGA T CCG T A T CA T  104735

C T T GAC T TGG T T C T GA T T T C T C T A T T T T T T T A AGA A T ACC GC T T C T CC T A CCCGT A T CGA A T AGA A C T T C T T CA T GGA A A  103797

106.980 107.000 107.020 107.040

C T T GAC T TGG T T C T GA T T T C T C T A T T T T T T T A AGA A T ACC GC T T C T CC T A CCCGT A T CGA A T AGA A C T T C T T CA T GGA A A  103019
C T T GAC T TGG T T C T GA T T T C T C T A T T T T T T T A AGA A T ACC GC T T C T CC T A CCCGT A T CGA A T AGA A C T T C T T CA T GGA A A  103771
C T T GAC T TGG T T C T GA T T T C T C T A T T T T T T T A AGA A T ACC GC T T C T CC T A CCCGT A T CGA A T AGA A C T T C T T CA T GGA A A  104110
C T T GAC T TGG T T C T GA T T T C T C T A T T C T T T T A AGA A T ACC GC T T C T CC T A CCCGT A T CGA A T AGA A C T T C T T CA T GGA A A  104815

A - - CC T GC T T GA T T T AGA T C GGGAGA A T CG T ACGGT T T T A T GA A AGA A AG CA T GT GC T AC GGT T CGA A T C CG T AG T CA A T  103875

107.060 107.080 107.100 107.120

A - - CC T GC T T GA T T T AGA T C GGGAGA A T CG T ACGGT T T T A T GA A AG - - - - CA T GT GC T AC GGT T CGA A T C CG T AG T CA A T  103093
A - - CC T GC T T GA T T T AGA T C GGGAGA A T CG T ACGGT T T T A T GA A AG - - - - CA T GT GC T AC GGT T CGA A T C CG T AG T CA A T  103845
A - - CC T GC T T GA T T T AGA T C GGGAGA A T CG T ACGGT T T T A T GA A AG - - - - CA T GT GC T AC GGT T CGA A T C CG T AG T CA A T  104184
A A A CC T GC T T GA T T T AGA T C GGGAGA A T CG T ACGGT T TGA T GA A AG - - - - CA T GT GC T AC GGT T CGA A T C CG T AG T CA A T  104891

CC T A T T T C T A GGAGCAG T TG ACA A T T GA A T CCA A T T T T T C CCA T T A A T T T CG T A T CCG T A A T AG TGCGA A AGGA AGGCCC  103955

107.140 107.160 107.180 107.200

CC T A T T T C T A GGAGCAG T TG ACA A T T GA A T CCA A T T T T T C CCA T T A A T T T CG T A T CCG T A A T AG TGCGA A AGGA AGGCCC  103173
CC T A T T T C T A GGAGCAG T TG ACA A T T GA A T CCA A T T T T T C CCA T T A A T T T CG T A T CCG T A A T AG TGCGA A AGGA AGGCCC  103925
CC T A T T T C T A GGAGCAG T TG ACA A T T GA A T CCA A T T T T T C CCA T T A A T T T CG T A T CCG T A A T AG TGCGA A AGGA AGGCCC  104264
CC T A T T T C T A GGAGCAG T TG ACA A T GGA A T CCA A T T T T T C CCA T T A A T T T CG T A T CCG T A A T AG TGCGA A AGGA AGGCCC  104971

GGC T CCA AG T T G T T CA AGA A T AG TGGCG T T GAG T T T C T CG A CCC T T T GCC T T AGGA T T AG T CAGC T C T A T T T C T T GG T GG  104035

107.220 107.240 107.260 107.280

GGC T CCA AG T T G T T CA AGA A T AG TGGCG T T GAG T T T C T CG A CCC T T T GCC T T AGGA T T AG T CAGC T C T A T T T C T T GG T GG  103253
GGC T CCA AG T T G T T CA AGA A T AG TGGCG T T GAG T T T C T CG A CCC T T T GCC T T AGGA T T AG T CAGC T C T A T T T C T T GG T GG  104005
GGC T CCA AG T T G T T CA AGA A T AG TGGCG T T GAG T T T C T CG A CCC T T T GCC T T AGGA T T AG T CAGC T C T A T T T C T T GG T GG  104344
GGC T CCA AG T T G T T CA AGA A T AG TGGCG T T GAG T T T C T CG A CCC T T T GCC T T AGGA T T AG T CAGC T C T A T T T C T T GG T GG  105051

AGGCAGGGA A GGGA T A T A AC T CAGCGGT AG AGT G T CACC T T GACG TGG TG GA AGT CA T CA G T T CGAGCC T GA T T A T CCC T  104115

107.300 107.320 107.340 107.360

AGGCAGGGA A GGGA T A T A AC T CAGCGGT AG AGT G T CACC T T GACG TGG TG GA AGT CA T CA G T T CGAGCC T GA T T A T CCC T  103333
AGGCAGGGA A GGGA T A T A AC T CAGCGGT AG AGT G T CACC T T GACGGGG TG GA AGT CA T CA G T T CGAGCC T GA T T A T CCC T  104085
AGGCGGGGA A GGGA T A T A AC T CAGCGGT AG AGT G T CACC T T GACGGGG TG GA AGT CA T CA G T T CGAGCC T GA T T A T CCC T  104424
GGGCAGGGA A GGGA T A T A AC T CAGCGGT AG AGT G T CACC T T GACG TGG TG GA AGT CA T CA G T T CGAGCC T GA T T A T CCC T  105131

A A A CCCA A T A T GAG T TG T GA GT T T T T C T A T T T T GAC T TGC CCCCCCGCCG TGA T CGA A T A AGA A TGGGA A T GGA T A AGAG  104195

107.380 107.400 107.420 107.440

A A A CCCA A T A T GAG T TG T GA GT T T T T C T A T T T T GAC T TGC CCCCCCGCCG TGA T CGA A T A AGA A TGGGA A T GGA T A AGAG  103413
A A A CCCA A T A T GAG T TG T GA GT T T T T C T A T T T T T AC T TGC CCCCCCGCCG TGA T CGA A T A AGA A TGGGA A T GGA T A AGAG  104165
A A A CCCA A T A T GAG T TG T GA GT T T T T C T A T T T T T AC T TGC CCCCCCGCCG TGA T CGA A T A AGA A TGGGA A T GGA T A AGAG  104504
A A A CCCA A T A T GAG T TG T GA GT T T T T C T A T T T T GAC T TGC CCCCCCGCCG TGA T CGA A T A AGA A TGGGA A T GGA T A AGAG  105211

GC T CGT GGGA T T GA CGT GAG GGGGT AGGGA T GGC T A T A T T T C TGGGAGCG A A C T CCAGGC GA A T A T GA AG CGCA T GGA T A  104275

107.460 107.480 107.500 107.520

GC T CGT GGGA T T GA CGT GAG GGGGT AGGGA T GGC T A T A T T T C TGGGAGCG A A C T CCAGGC GA A T A T GA AG CGCA T GGA T A  103493
GC T CGT GGGA T T GA CGT GAG GGGGT AGGGA T GGC T A T A T T T C TGGGAGCG A A C T CCAGGC GA A T A T GA AG CGCA T GGA T A  104245
GC T CGT GGGA T T GA CGT GAG GGGGT AGGGA T GGC T A T A T T T C TGGGAGCG A A C T CCAGGC GA A T A T GA AG CGCA T GGA T A  104584
GC T T GT GGGA T T GA CGT GAG GGGGT AGGGA T GGC T A T A T T T C TGGGAGCG A A C T CCAGGC GA A T A T GA AG CGCA T GGA T A  105291

96



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

CA AG T T A TGC C T TGGA A T GA A AGACA A T T C CGA A T CAGC T T T GT C T A CGA ACA AGGA AGC T A T A AG T A A T GCA A C T A T GA  104355

107.540 107.560 107.580 107.600

CA AG T T A TGC C T TGGA A T GA A AGACA A T T C CGA A T CAGC T T T GT C T A CGA ACA AGGA AGC T A T A AG T A A T GCA A C T A T GA  103573
CA AG T T A TGC C T TGGA A T GA A AGACA A T T C CGA A T CAGC T T T GT C T A CGA ACA AGGA AGC T A T A AG T A A T GCA A C T A T GA  104325
CA AG T T A TGC C T TGGA A T GA A AGACA A T T C CGA A T CAGC T T T GT C T A CGA ACA AGGA AGC T A T A AG T A A T GCA A C T A T GA  104664
CA AG T T A TGC C T TGGA A T GA A AGACA A T T C CGA A T CCGC T T T GT C T A CGA ACA AGGA AGC T A T A AG T A A T GCA A C T A T GA  105371

A T C T CA T GGA GAGT T CGA T C C T GGC T CAGG A TGA ACGC T G GCGGCA T GC T T A ACA CA T GC A AG T CGGACG GGA AG TGG TG  104435

107.620 107.640 107.660 107.680

A T C T CA T GGA GAGT T CGA T C C T GGC T CAGG A TGA ACGC T G GCGGCA T GC T T A ACA CA T GC A AG T CGGACG GGA AG TGG TG  103653
A T C T CA T GGA GAGT T CGA T C C T GGC T CAGG A TGA ACGC T G GCGGCA T GC T T A ACA CA T GC A AG T CGGACG GGA AG TGG TG  104405
A T C T CA T GGA GAGT T CGA T C C T GGC T CAGG A TGA ACGC T G GCGGCA T GC T T A ACA CA T GC A AG T CGGACG GGA AG TGG TG  104744
A T C T CA T GGA GAGT T CGA T C C T GGC T CAGG A TGA ACGC T G GCGGCA T GC T T A ACA CA T GC A AG T CGGACG GGA AG TGG TG  105451

T T T CCAG TGG CGGA CGGG TG AG T A A CGCG T A AGA ACC TGC CC T T GGGAGG GGA ACA ACAG C TGGA A ACGG C T GC T A A T AC  104515

107.700 107.720 107.740 107.760

T T T CCAG TGG CGGA CGGG TG AG T A A CGCG T A AGA ACC TGC CC T T GGGAGG GGA ACA ACAG C TGGA A ACGG C T GC T A A T AC  103733
T T T CCAG TGG CGGA CGGG TG AG T A A CGCG T A AGA ACC TGC CC T T GGGAGG GGA ACA ACAG C TGGA A ACGG C T GC T A A T AC  104485
T T T CCAG TGG CGGA CGGG TG AG T A A CGCG T A AGA ACC TGC CC T T GGGAGG GGA ACA ACAG C TGGA A ACGG C T GC T A A T AC  104824
T T T CCAG TGG CGGA CGGG TG AG T A A CGCG T A AGA ACC TGC CC T T GGGAGG GGA ACA ACAG C TGGA A ACGG C T GC T A A T AC  105531

CCCG T AGGC T GAGGAGCA A A AGGAGGA A T C CGCCCGAGGA GGGGC T CGCG T C T GA T T AGC T AG T TGG TGA GGCA A T AGC T  104595

107.780 107.800 107.820 107.840

CCCG T AGGC T GAGGAGCA A A AGGAGGA A T C CGCCCGAGGA GGGGC T CGCG T C T GA T T AGC T AG T TGG TGA GGCA A T AGC T  103813
CCCG T AGGC T GAGGAGCA A A AGGAGGA A T C CGCCCGAGGA GGGGC T CGCG T C T GA T T AGC T AG T TGG TGA GGCA A T AGC T  104565
CCCG T AGGC T GAGGAGCA A A AGGAGGA A T C CGCCCGAGGA GGGGC T CGCG T C T GA T T AGC T AG T TGG TGA GGCA A T AGC T  104904
CCCG T AGGC T GAGGAGCA A A AGGAGGA A T C CGCCCGAGGA GGGGC T CGCG T C T GA T T AGC T AG T TGG TGA GGCA A T AGC T  105611

T ACCA AGGCG A T GA T CAG T A GC T GG T CCGA GAGGA T GA T C AGCCACA C TG GGAC T GAGAC ACGGCCCAGA C T CC T ACGGG  104675

107.860 107.880 107.900 107.920

T ACCA AGGCG A T GA T CAG T A GC T GG T CCGA GAGGA T GA T C AGCCACA C TG GGAC T GAGAC ACGGCCCAGA C T CC T ACGGG  103893
T ACCA AGGCG A T GA T CAG T A GC T GG T CCGA GAGGA T GA T C AGCCACA C TG GGAC T GAGAC ACGGCCCAGA C T CC T ACGGG  104645
T ACCA AGGCG A T GA T CAG T A GC T GG T CCGA GAGGA T GA T C AGCCACA C TG GGAC T GAGAC ACGGCCCAGA C T CC T ACGGG  104984
T ACCA AGGCG A T GA T CAG T A GC T GG T CCGA GAGGA T GA T C AGCCACA C TG GGAC T GAGAC ACGGCCCAGA C T CC T ACGGG  105691

AGGCAGCAG T GGGGA A T T T T CCGCA A TGGG CGA A AGCC T G A CGGAGCA A T GCCGCG TGGA GGT AGA AGGC CCACGGG T CG  104755

107.940 107.960 107.980 108.000

AGGCAGCAG T GGGGA A T T T T CCGCA A TGGG CGA A AGCC T G A CGGAGCA A T GCCGCG TGGA GGT AGA AGGC CCACGGG T CG  103973
AGGCAGCAG T GGGGA A T T T T CCGCA A TGGG CGA A AGCC T G A CGGAGCA A T GCCGCG TGGA GGT AGA AGGC CCACGGG T CG  104725
AGGCAGCAG T GGGGA A T T T T CCGCA A TGGG CGA A AGCC T G A CGGAGCA A T GCCGCG TGGA GGT AGA AGGC CCACGGG T CG  105064
AGGCAGCAG T GGGGA A T T T T CCGCA A TGGG CGA A AGCC T G A CGGAGCA A T GCCGCG TGGA GGT AGA AGGC CCACGGG T CG  105771

T GA AC T T C T T T T CCCGGAGA AGA AGCA A T G ACGG T A T C T G GGGA A T A AGC A T CGGC T A AC T C T G TGCCAG CAGCCGCGGT  104835

108.020 108.040 108.060 108.080

T GA AC T T C T T T T CCCGGAGA AGA AGCA A T G ACGG T A T C T G GGGA A T A AGC A T CGGC T A AC T C T G TGCCAG CAGCCGCGGT  104053
T GA AC T T C T T T T CCCGGAGA AGA AGCA A T G ACGG T A T C T G GGGA A T A AGC A T CGGC T A AC T C T G TGCCAG CAGCCGCGGT  104805
T GA AC T T C T T T T CCCGGAGA AGA AGCA A T G ACGG T A T C T G GGGA A T A AGC A T CGGC T A AC T C T G TGCCAG CAGCCGCGGT  105144
T GA AC T T C T T T T CCCGGAGA AGA AGCA A T G ACGG T A T C T G GGGA A T A AGC A T CGGC T A AC T C T G TGCCAG CAGCCGCGGT  105851

A A T ACAGAGG A T GCA AGCGT T A T CCGGA A T GA T T GGGCG T A A AGCGT C TG T AGGT GGC T T T T T A AG T CCG CCGT CA A A T C  104915

108.100 108.120 108.140 108.160

A A T ACAGAGG A T GCA AGCGT T A T CCGGA A T GA T T GGGCG T A A AGCGT C TG T AGGT GGC T T T T T A AG T CCG CCGT CA A A T C  104133
A A T ACAGAGG A T GCA AGCGT T A T CCGGA A T GA T T GGGCG T A A AGCGT C TG T AGGT GGC T T T T T A AG T CCG CCGT CA A A T C  104885
A A T ACAGAGG A T GCA AGCGT T A T CCGGA A T GA T T GGGCG T A A AGCGT C TG T AGGT GGC T T T T T A AG T CCG CCGT CA A A T C  105224
A A T ACAGAGG A T GCA AGCGT T A T CCGGA A T GA T T GGGCG T A A AGCGT C TG T AGGT GGC T T T T T A AG T CCG CCGT CA A A T C  105931

CCAGGGC T CA A CCC T GGACA GGCGG T GGA A AC T ACCA AGC T GGAG T A CGG T AGGGGCAGA GGGA A T T T CC GG TGGAGCGG  104995

108.180 108.200 108.220 108.240

CCAGGGC T CA A CCC T GGACA GGCGG T GGA A AC T ACCA AGC T GGAG T A CGG T AGGGGCAGA GGGA A T T T CC GG TGGAGCGG  104213
CCAGGGC T CA A CCC T GGACA GGCGG T GGA A AC T ACCA AGC T GGAG T A CGG T AGGGGCAGA GGGA A T T T CC GG TGGAGCGG  104965
CCAGGGC T CA A CCC T GGACA GGCGG T GGA A AC T ACCA AGC T GGAG T A CGG T AGGGGCAGA GGGA A T T T CC GG TGGAGCGG  105304
CCAGGGC T CA A CCC T GGACA GGCGG T GGA A AC T ACCA AGC T GGAG T A CGG T AGGGGCAGA GGGA A T T T CC GG TGGAGCGG  106011

T GA A A T GCG T AGAGA T CGGA A AGA A CACCA ACGGCGA A AG CAC T C TGC TG GGCCGACA C T GACAC T GAGA GACGA A AGC T  105075

108.260 108.280 108.300 108.320

T GA A A T GCG T AGAGA T CGGA A AGA A CACCA ACGGCGA A AG CAC T C TGC TG GGCCGACA C T GACAC T GAGA GACGA A AGC T  104293
T GA A A T GCG T AGAGA T CGGA A AGA A CACCA ACGGCGA A AG CAC T C TGC TG GGCCGACA C T GACAC T GAGA GACGA A AGC T  105045
T GA A A T GCG T AGAGA T CGGA A AGA A CACCA ACGGCGA A AG CAC T C TGC TG GGCCGACA C T GACAC T GAGA GACGA A AGC T  105384
T GA A A T GCG T AGAGA T CGGA A AGA A CACCA ACGGCGA A AG CAC T C TGC TG GGCCGACA C T GACAC T GAGA GACGA A AGC T  106091

AGGGGAGCGA A T GGGA T T AG A T ACCCCAG T AGT CC T AGCC G T A A ACGA TG GA T AC T AGGC GC T G TGCGT A T CGA CCCG TG  105155

108.340 108.360 108.380 108.400

AGGGGAGCGA A T GGGA T T AG A T ACCCCAG T AGT CC T AGCC G T A A ACGA TG GA T AC T AGGC GC T G TGCGT A T CGA CCCG TG  104373
AGGGGAGCGA A T GGGA T T AG A T ACCCCAG T AGT CC T AGCC G T A A ACGA TG GA T AC T AGGC GC T G TGCGT A T CGA CCCG TG  105125
AGGGGAGCGA A T GGGA T T AG A T ACCCCAG T AGT CC T AGCC G T A A ACGA TG GA T AC T AGGC GC T G TGCGT A T CGA CCCG TG  105464
AGGGGAGCGA A T GGGA T T AG A T ACCCCAG T AGT CC T AGCC G T A A ACGA TG GA T AC T AGGC GC T G TGCGT A T CGA CCCG TG  106171

CAG T GC T GT A GC T A ACGCGT T A AGT A T CCC GCC T GGGGAG T ACG T T CGCA AGA A T GA A AC T CA A AGGA A T T GACGGGGGC  105235

108.420 108.440 108.460 108.480

CAG T GC T GT A GC T A ACGCGT T A AGT A T CCC GCC T GGGGAG T ACG T T CGCA AGA A T GA A AC T CA A AGGA A T T GACGGGGGC  104453
CAG T GC T GT A GC T A ACGCGT T A AGT A T CCC GCC T GGGGAG T ACG T T CGCA AGA A T GA A AC T CA A AGGA A T T GACGGGGGC  105205
CAG T GC T GT A GC T A ACGCGT T A AGT A T CCC GCC T GGGGAG T ACG T T CGCA AGA A T GA A AC T CA A AGGA A T T GACGGGGGC  105544
CAG T GC T GT A GC T A ACGCGT T A AGT A T CCC GCC T GGGGAG T ACG T T CGCA AGA A T GA A AC T CA A AGGA A T T GACGGGGGC  106251

CCGCACA AGC GG TGGAGCA T GT GGT T T A A T T CGA TGCA A A GCGA AGA ACC T T ACCAGGGC T TGACA T GCC GCGA A T CC T C  105315

108.500 108.520 108.540 108.560

CCGCACA AGC GG TGGAGCA T GT GGT T T A A T T CGA TGCA A A GCGA AGA ACC T T ACCAGGGC T TGACA T GCC GCGA A T CC T C  104533
CCGCACA AGC GG TGGAGCA T GT GGT T T A A T T CGA TGCA A A GCGA AGA ACC T T ACCAGGGC T TGACA T GCC GCGA A T CC T C  105285
CCGCACA AGC GG TGGAGCA T GT GGT T T A A T T CGA TGCA A A GCGA AGA ACC T T ACCAGGGC T TGACA T GCC GCGA A T CC T C  105624
CCGCACA AGC GG TGGAGCA T GT GGT T T A A T T CGA TGCA A A GCGA AGA ACC T T ACCAGGGC T TGACA T GCC GCGA A T CC T C  106331

T TGA A AGAGA GGGG T GCC T T CGGGA ACGCG GACACAGGT G G T GCA TGGC T GT CGT CAGC T CGT GCCG T A A GG TG T TGGGT  105395

108.580 108.600 108.620 108.640

T TGA A AGAGA GGGG T GCC T T CGGGA ACGCG GACACAGGT G G T GCA TGGC T GT CGT CAGC T CGT GCCG T A A GG TG T TGGGT  104613
T TGA A AGAGA GGGG T GCC T T CGGGA ACGCG GACACAGGT G G T GCA TGGC T GT CGT CAGC T CGT GCCG T A A GG TG T TGGGT  105365
T TGA A AGAGA GGGG T GCC T T CGGGA ACGCG GACACAGGT G G T GCA TGGC T GT CGT CAGC T CGT GCCG T A A GG TG T TGGGT  105704
T TGA A AGAGA GGGG T GCC T T CGGGA ACGCG GACACAGGT G G T GCA TGGC T GT CGT CAGC T CGT GCCG T A A GG TG T TGGGT  106411

97



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

T A AG T CCCGC A ACGAGCGCA ACCC T CGT GC T T AG T T GCCA CCGT T GAG T T TGGA A CCC T G AGCAGA C TGC CGGT GA T A AG  105475

108.660 108.680 108.700 108.720

T A AG T CCCGC A ACGAGCGCA ACCC T CGT GC T T AG T T GCCA CCGT T GAG T T TGGA A CCC T G AGCAGA C TGC CGGT GA T A AG  104693
T A AG T CCCGC A ACGAGCGCA ACCC T CGT GC T T AG T T GCCA CCGT T GAG T T TGGA A CCC T G AGCAGA C TGC CGGT GA T A AG  105445
T A AG T CCCGC A ACGAGCGCA ACCC T CGT GC T T AG T T GCCA CCGT T GAG T T TGGA A CCC T G AGCAGA C TGC CGGT GA T A AG  105784
T A AG T CCCGC A ACGAGCGCA ACCC T CGT GC T T AG T T GCCA CCGT T GAG T T TGGA A CCC T G AGCAGA C TGC CGGT GA T A AG  106491

CCGGAGGA AG G T GAGGA T GA CG T CA AGT CA T CA T GCCCC T T A TGCCC T GG GCGACACA CG T GC T ACA A T G GCCGGGA CA A  105555

108.740 108.760 108.780 108.800

CCGGAGGA AG G T GAGGA T GA CG T CA AGT CA T CA T GCCCC T T A TGCCC T GG GCGACACA CG T GC T ACA A T G GCCGGGA CA A  104773
CCGGAGGA AG G T GAGGA T GA CG T CA AGT CA T CA T GCCCC T T A TGCCC T GG GCGACACA CG T GC T ACA A T G GCCGGGA CA A  105525
CCGGAGGA AG G T GAGGA T GA CG T CA AGT CA T CA T GCCCC T T A TGCCC T GG GCGACACA CG T GC T ACA A T G GCCGGGA CA A  105864
CCGGAGGA AG G T GAGGA T GA CG T CA AGT CA T CA T GCCCC T T A TGCCC T GG GCGACACA CG T GC T ACA A T G GCCGGGA CA A  106571

AGGG T CGCGA T CCCGCGAGG GT GAGC T A AC T CCA A A A ACC CG T CC T CAGT T CGGA T TGCA GGC T GCA AC T CGCC T GCA TG  105635

108.820 108.840 108.860 108.880

AGGG T CGCGA T CCCGCGAGG GT GAGC T A AC T CCA A A A ACC CG T CC T CAGT T CGGA T TGCA GGC T GCA AC T CGCC T GCA TG  104853
AGGG T CGCGA T CCCGCGAGG GT GAGC T A AC T CCA A A A ACC CG T CC T CAGT T CGGA T TGCA GGC T GCA AC T CGCC T GCA TG  105605
AGGG T CGCGA T CCCGCGAGG GT GAGC T A AC T CCA A A A ACC CG T CC T CAGT T CGGA T TGCA GGC T GCA AC T CGCC T GCA TG  105944
AGGG T CGCGA T CCCGCGAGG GT GAGC T A AC T CCA A A A ACC CG T CC T CAGT T CGGA T TGCA GGC T GCA AC T CGCC T GCA TG  106651

A AGCCGGA A T CGC T AGT A A T CGCCGG T CAG CCA T ACGGCG G T GA A T T CGT T CCCGGGCC T T GT ACA CACC GCCCG T CACA  105715

108.900 108.920 108.940 108.960

A AGCCGGA A T CGC T AGT A A T CGCCGG T CAG CCA T ACGGCG G T GA A T T CGT T CCCGGGCC T T GT ACA CACC GCCCG T CACA  104933
A AGCCGGA A T CGC T AGT A A T CGCCGG T CAG CCA T ACGGCG G T GA A T T CGT T CCCGGGCC T T GT ACA CACC GCCCG T CACA  105685
A AGCCGGA A T CGC T AGT A A T CGCCGG T CAG CCA T ACGGCG G T GA A T T CGT T CCCGGGCC T T GT ACA CACC GCCCG T CACA  106024
A AGCCGGA A T CGC T AGT A A T CGCCGG T CAG CCA T ACGGCG G T GA A T T CGT T CCCGGGCC T T GT ACA CACC GCCCG T CACA  106731

C T A T GGGAGC T GGCCA T GCC CGA AG T CG T T ACC T T A ACCG CA AGGAGGGG GG T GCCGA AG GCAGGGC T AG T GAC T GGAGT  105795

108.980 109.000 109.020 109.040

C T A T GGGAGC T GGCCA T GCC CGA AG T CG T T ACC T T A ACCG CA AGGAGGGG GG T GCCGA AG GCAGGGC T AG T GAC T GGAGT  105013
C T A T GGGAGC T GGCCA T GCC CGA AG T CG T T ACC T T A ACCG CA AGGAGGGG GG T GCCGA AG GCAGGGC T AG T GAC T GGAGT  105765
C T A T GGGAGC T GGCCA T GCC CGA AG T CG T T ACC T T A ACCG CA AGGAGGGG GG T GCCGA AG GCAGGGC T AG T GAC T GGAGT  106104
C T A T GGGAGC T GGCCA T GCC CGA AG T CG T T ACC T T A ACCG CA AGGAGGGG GG T GCCGA AG GCAGGGC T AG T GAC T GGAGT  106811

GA AG T CG T A A CA AGG T AGCC GT AC T GGA AG G TGCGGC TGG A T CA CC T CC T T T T CAGGGAG AGCGA A T GC T T G T T GGG T A T  105875

109.060 109.080 109.100 109.120

GA AG T CG T A A CA AGG T AGCC GT AC T GGA AG G TGCGGC TGG A T CA CC T CC T T T T CAGGGAG AGCGA A T GC T T G T T GGG T A T  105093
GA AG T CG T A A CA AGG T AGCC GT AC T GGA AG G TGCGGC TGG A T CA CC T CC T T T T CAGGGAG AGCGA A T GC T T G T T GGG T A T  105845
GA AG T CG T A A CA AGG T AGCC GT AC T GGA AG G TGCGGC TGG A T CA CC T CC T T T T CAGGGAG AGCGA A T GC T T G T T GGG T A T  106184
GA AG T CG T A A CA AGG T AGCC GT AC T GGA AG G TGCGGC TGG A T CA CC T CC T T T T CAGGGGG AGCGA A T GC T T G T T GGG T A T  106891

T T T GGT T TGA CACCGC T T CA CA CCCA A A A A GA AGCGAGC T A CGCC TGAGT GA A AC T TGGA GA T GGA AGT C T T C T T T CG T T  105955

109.140 109.160 109.180 109.200

T T T GGT T TGA CACCGC T T CA CA CCCA A A A A GA AGCGAGC T A CGCC TGAGT GA A AC T TGGA GA T GGA AGT C T T C T T T CG T T  105173
T T T GGT T TGA CACCGC T T CA CA CCCA A A A A GA AGCGAGC T A CGCC TGAGT GA A AC T TGGA GA T GGA AGT C T T C T T T CG T T  105925
T T T GGT T TGA CACCGC T T CA CA CCCA ACA A GA AGCGAGC T A CGCC TGAGT GA A AC T TGGA GA T GGA AGT C T T C T T T CG T T  106264
T T T GGT T TGA CACCGC T T CA CA CCCA A A A A GA AGCGAGC T A CGCC TGAGT T A A AC T TGGA GA T GGA AGT C T T C T T T CG T T  106971

T C T CGA CGG T GA AG T A AGAC CA AGCCCA T G AGC T T A T T A T CC T AGGT CGG A A CA AG T T GA T AGGA T CCCC C T T T T ACGCC  106035

109.220 109.240 109.260 109.280

T C T CGA CGG T GA AG T A AGAC CA AGCCCA T G AGC T T A T T A T CC T AGGT CGG A A CA AG T T GA T AGGA T CCCC C T T T T ACGCC  105253
T C T CGA CGG T GA AG T A AGAC CA AGCCCA T G AGC T T A T T A T CC T AGGT CGG A A CA AG T T GA T AGGA T CCCC C T T T T ACGCC  106005
T C T CGA CGG T GA AG T A AGAC CA AGCCCA T G AGC T T A T T A T CC T AGGT CGG A A CA AG T T GA T AGGA T CCCC C T T T T ACGCC  106344
T C T CGA CGG T GA AG T A AGAC CA AGCCCA T A AGC T T A T T A T CC T AGGT CGG A A CA AG T T GA T AGGA T CCCC C T T T T CCGCC  107051

CCCA TG T CGC CACA CGGGAG GGACA T GGGG GCG T A A A A AG GA A AGAGAGG GA T GGGGT T T C T C T CGC T T T T GGCA T AG TG  106115

109.300 109.320 109.340 109.360

CCCA TG T CGC CACA CGGGAG GGACA T GGGG GCG T A A A A AG GA A AGAGAGG GA T GGGGT T T C T C T CGC T T T T GGCA T AG TG  105333
CCCA TG T CCC T CCCG TG T GG CGACA T GGGG GCG T A A A A AG GA A AGAGAGG GA T GGGGT T T C T C T CGC T T T T GGCA T AG TG  106085
CCCA TG T CGC CACA CGGGAG GGACA T GGGG GCG T A A A A AG GA A AGAGAGG GA T GGGGT T T C T C T CGC T T T T GGCA T AG TG  106424
CCCA TG T CCC T CCCG TG T GG CGACA T GGGG GCGGA A A A AG GA A AGAGAGG GA T GGGGT T T C T C T CGC T T T T GGCA T AG TG  107131

GGCCCC - AGC GGGAGGCCCG CA CGA CGGGC T A T T AGC T CA G T GG T AGAGC GCGCCCC T GA T A A T TGCGT C G T TG T GCC TG  106194

109.380 109.400 109.420 109.440

GGCCCCCAGC GGGAGGCCCG CA CGA CGGGC T A T T AGC T CA G T GG T AGAGC GCGCCCC T GA T A A T TGCGT C G T TG T GCC TG  105413
GGCCCCCAGC GGGAGGCCCG CA CGA CGGGC T A T T AGC T CA G T GG T AGAGC GCGCCCC T GA T A A T TGCGT C G T TG T GCC TG  106165
GGCCCCCAGC GGGAGGCCCG CA CGA CGGGC T A T T AGC T CA G T GG T AGAGC GCGCCCC T GA T A A T TGCGT C G T TG T GCC TG  106504
GGCCCCCAGC GGGAGGCCCG CA CGA CGGGC T A T T AGC T CA G T GG T AGAGC GCGCCCC T GA T A A T TGCGT C G T TG T GCC TG  107211

GGC T GT GAGG GC T C T CAGCC ACA TGGA T AG T T CA A T G TGC T CA T CAGCGC C T GACCC T GA GA T G TGGA T C A T CCA AGGCA  106274

109.460 109.480 109.500 109.520

GGC T GT GAGG GC T C T CAGCC ACA TGGA T AG T T CA A T G TGC T CA T CAGCGC C T GACCC T GA GA T G TGGA T C A T CCA AGGCA  105493
GGC T GT GAGG GC T C T CAGCC ACA TGGA T AG T T CA A T G TGC T CA T CAGCGC C T GACCC T GA GA T G TGGA T C A T CCA AGGCA  106245
GGC T GT GAGG GC T C T CAGCC ACA TGGA T AG T T CA A T G TGC T CA T CAGCGC C T GACCC T GA GA T G TGGA T C A T CCA AGGCA  106584
GGC T GT GAGG GC T C T CAGCC ACA TGGA T AG T T CA A T G TGC T CA T CAGCGC C T GACCC T GA GA T G TGGA T C A T CCA AGGCA  107291

CA T T AGCA T G GCGT AC T T C T CC T GT T CGA A CCGGGGG T T T GA A A ACA A AC T CC T CC T CAG GAGGA T AGA T GGGGCGA T T C  106354

109.540 109.560 109.580 109.600

CA T T AGCA T G GCGT AC T T C T CC T GT T CGA A CCGGGGG T T T GA A A ACA A AC T CC T CC T CAG GAGGA T AGA T GGGGCGA T T C  105573
CA T T AGCA T G GCGT AC T T C T CC T GT T CGA A CCGGGGG T T T GA A A ACA A AC T CC T CC T CAG GAGGA T AGA T GGGGCGA T T C  106325
CA T T AGCA T G GCGT AC T T C T CC T GT T CGA A CCGGGGG T T T GA A A ACA A AC T CC T CC T CAG GAGGA T AGA T GGGGCGA T T C  106664
CA T T AGCA T G GCGT AC T T C T CC T GT T CGA - T CGGGGG T T T GA A A ACA A AC T CC T CC T CGG GAGGA T AGA T GGGGCGA T T C  107370

AGG T GAGA T C CA A T G T AGA T CCA AC T T T C T A T T CAC T CG T GGGA T CCGGG CGG T CCGGGG GGGACCACCA CGGC T CC T C T  106434

109.620 109.640 109.660 109.680

AGG T GAGA T C CA A T G T AGA T CCA AC T T T C T A T T CAC T CG T GGGA T CCGGG CGG T CCGGGG GGGACCACCA CGGC T CC T C T  105653
AGG T GAGA T C CA A T G T AGA T CCA AC T T T C T A T T CAC T CG T GGGA T CCGGG CGG T CCGGGG GGGACCACCA CGGC T CC T C T  106405
AGG T GAGA T C CA A T G T AGA T CCA AC T T T C T A T T CAC T CG T GGGA T CCGGG CGG T CCGGGG GGGACCACCA CGGC T CC T C T  106744
AGG T GAGA T C CA A T G T AGA T CCA AC T T T C T A T T CAC T CG T GGGA T CCGGG CGG T CCGGGG GGGACCACCA CGGC T CC T C T  107450

C T T C T CGA T A A T CCA T A CA T CCC T T A T CAG T GT A TGGACA GC T A T C T C T C GAGCA CAGG T T T AGGT T CGG CC T CA A T GGG  106514

109.700 109.720 109.740 109.760

C T T C T CGA T A A T CCA T A CA T CCC T T A T CAG T GT A TGGACA GC T A T C T C T C GAGCA CAGG T T T AGGT T CGG CC T CA A T GGG  105733
C T T C T CGA T A A T CCA T A CA T CCC T T A T CAG T GT A TGGACA GC T A T C T C T C GAGCA CAGG T T T AGGT T CGG CC T CA A T GGG  106485
C T T C T CGA T A A T CCA T A CA T CCC T T A T CAG T GT A TGGACA GC T A T C T C T C GAGCA CAGG T T T AGGT T CGG CC T CA A T GGG  106824
C T T C T CGA T A A T CCA T A CA T CCC T T A T CAG T GT A TGGACA GC T A T C T C T C GAGCA CAGG T T T AGGT T CGG CC T CA A T GGG  107530

98



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

A A A A A A A A - T GGAGCACC T A ACA ACG T A T C T T CACAGACC A AGA AC T ACG AGA T CGCCCC T T T CA T T T CA T T C T GGGG TG  106593

109.780 109.800 109.820 109.840

A A A A A A A A - T GGAGCACC T A ACA ACG T A T C T T CACAGACC A AGA AC T ACG AGA T CGCCCC T T T CA T T T CA T T C T GGGG TG  105812
A A A A A A A A - T GGAGCACC T A ACA ACG T A T C T T CACAGACC A AGA AC T ACG AGA T CGCCCC T T T CA T T T CA T T C T GGGG TG  106564
A A A A A A A A - T GGAGCACC T A ACA ACG T A T C T T CACAGACC A AGA AC T ACG AGA T CGCCCC T T T CA T T T CA T T C T GGGG TG  106903
A A A A A A A A A T GGAGCACC T A ACA ACG T A T C T T CACAGACC A AGA AC T ACG AGA T CGCCCC T T T CA T T T CA T T C T GGGG TG  107610

ACGGAGGGA T CG T A CCA T T C GAGCC T T T T T T T T CA T GC T T T T CCCGGAGG T C T GGAGA A A GC T GCA A T CA A T AGGA T T T T  106673

109.860 109.880 109.900 109.920

ACGGAGGGA T CG T A CCA T T C GAGCC T T T T T T T T CA T GC T T T T CCCGGAGG T C T GGAGA A A GC T GCA A T CA A T AGGA T T T T  105892
ACGGAGGGA T CG T A CCA T T C GAGCC T T T T T T T T CA T GC T T T T CCCGGAGG T C T GGAGA A A GC T GCA A T CA A T AGGA T T T T  106644
ACGGAGGGA T CG T A CCA T T C GAGCC T T T T T T T T CA T GC T T T T CCCGGAGG T C T GGAGA A A GC T GCA A T CA A T AGGA T T T T  106983
ACGGAGGGA T CG T A CCA T T C GAGCC T T T T T T T T CA T GC T T T T CCCGGAGG T C T GGAGA A A GC T GCA A T CA A T AGGA T T T T  107690

CC T A A T CC T C CC T T CCCGA A AGGA AGA A CG T GA A A T T C T T T T T CC T T T T C C T T T CCGCAG GGA CCAGGAG A T TGGA T C T A  106753

109.940 109.960 109.980 110.000

CC T A A T CC T C CC T T CCCGA A AGGA AGA A CG T GA A A T T C T T T T T CC T T T T C C T T T CCGCAG GGA CCAGGAG A T TGGA T C T A  105972
CC T A A T CC T C CC T T CCCGA A AGGA AGA A CG T GA A A T T C T T T T T CC T T T T C C T T T CCGCAG GGA CCAGGAG A T TGGA T C T A  106724
CC T A A T CC T C CC T T CCCGA A AGGA AGA A CG T GA A A T T C T T T T T CC T T T T C C T T T CCGCAG GGA CCAGGAG A T TGGA T C T A  107063
CC T A A T CC T C CC T T CCCGA A AGGA AGA A CG T GA A A T T C T T T T T CC T T T T C C T T T CCGCAG GGA CCAGGAG A T TGGA T C T A  107770

GCCG T A AGA A GA A T GC T T GG C T GA T A A A T A AC T CAC T T C T T GGT C T T CGA CCCCC T CAG T CAC T ACGA A C GCCCCCGA T A  106833

110.020 110.040 110.060 110.080

GCCG T A AGA A GA A T GC T T GG C T GA T A A A T A AC T CAC T T C T T GGT C T T CGA CCCCC T CAG T CAC T ACGA A C GCCCCCGA T A  106052
GCCG T A AGA A GA A T GC T T GG C T GA T A A A T A AC T CAC T T C T T GGT C T T CGA CCCCC T CAG T CAC T ACGA A C GCCCCCGA T A  106804
GCCG T A AGA A GA A T GC T T GG C T GA T A A A T A AC T CAC T T C T T GGT C T T CGA CCCCC T CAG T CAC T ACGA A C GCCCCCGA T A  107143
GCCG T A AGA A GA A T GC T T GG C T GA T A A A T A AC T CAC T T C T T GGT C T T CGA CCCCC T CAG T CAC T ACGA A C GCCCCCGA T A  107850

GGT GCA A TGG GA TG T GT C T A T T T A T C T A T C T C T T GA C T AG A A A T GGGAGC AGG T T T GA A A A AGGA T C T T A GAGT G T C T AG  106913

110.100 110.120 110.140 110.160

GGT GCA A TGG GA TG T GT C T A T T T A T C T A T C T C T T GA C T CG A A A T GGGAGC AGG T T T GA A A A AGGA T C T T A GAGT G T C T AG  106132
GGT GCA A TGG GA TG T GT C T A T T T A T C T A T C T C T T GA C T CG A A A T GGGAGC AGG T T T GA A A A AGGA T C T T A GAGT G T C T AG  106884
GGT GCA A TGG GA TG T GT C T A T T T A T C T A T C T C T T GA C T CG A A A T GGGAGC AGG T T T GA A A A AGGA T C T T A GAGT G T C T AG  107223
GGT GCA A TGG GA TG T GT C T A T T T A T C T A T C T C T T GA C T CG A A A T GGGAGC AGG T T T GA A A A AGGA T C T T A GAGT G T C T AG  107930

GGT T GGGCCG GGAGGGT C T C T T A ACGCC T T C T T T T T T C T T C T CA T CGGAG T T A T T T CCCA A A T AC T T GCC A T GA T A AGGA  106993

110.180 110.200 110.220 110.240

GGT T GGGCCG GGAGGGT C T C T T A ACGCC T T C T T T T T T C T T C T CA T CGGAG T T A T T T CCCA A A T AC T T GCC A T GA T A AGGA  106212
GGT T GGGCCG GGAGGGT C T C T T A ACGCC T T C T T T T T T C T T C T CA T CGGAG T T A T T T CCCA A A T AC T T GCC A T GA T A AGGA  106964
GGT T GGGCCG GGAGGGT C T C T T A ACGCC T T C T T T T T T C T T C T CA T CGGAG T T A T T T CCCA A A T AC T T GCC A T GA T A AGGA  107303
GGT T GGGCCG GGAGGGT C T C T T A ACGCC T T C T T T T T T C T T C T CA T CGGAG T T A T T T CA CA A A T AC T T GCC A T GA T A AGGA  108010

AGA AGGGGGG A ACA AGCACA C T T GGAGAGC GCAG T A CA A C GGAGAGT T GT A T GC T GCG T T CGGGA AGGA T GA A T CGC T CC  107073

110.260 110.280 110.300 110.320

AGA AGGGGGG A ACA AGCACA C T T GGAGAGC GCAG T A CA A C GGAGAGT T GT A T GC T GCG T T CGGGA AGGA T GA A T CGC T CC  106292
AGA AGGGGGG A ACA AGCACA C T T GGAGAGC GCAG T A CA A C GGAGAGT T GT A T GC T GCG T T CGGGA AGGA T GA A T CGC T CC  107044
AGA AGGGGGG A ACA AGCACA C T T GGAGAGC GCAG T A CA A C GGAGAGT T GT A T GC T GCG T T CGGGA AGGA T GA A T CGC T CC  107383
AGA AGGGGGG A ACA AGCACA C T T GGAGAGC GCAG T A CA A C GGAGAGT T GT A T GC T GCG T T CGGGA AGGA T GA A T CGC T CC  108090

CGA A A AGGA A T CCG T TGA T T C T C T CCCA A T T GG T TGGACC G T AGG TGCGA TGA T T T AC T T CACGGGCGAG G T C T C TGG T T  107153

110.340 110.360 110.380 110.400

CGA A A AGGA A T CCG T TGA T T C T C T CCCA A T T GG T TGGACC G T AGG TGCGA TGA T T T AC T T CACGGGCGAG G T C T C TGG T T  106372
CGA A A AGGA A T CCG T TGA T T C T C T CCCA A T T GG T TGGACC G T AGG TGCGA TGA T T T AC T T CACGGGCGAG G T C T C TGG T T  107124
CGA A A AGGA A T CCG T TGA T T C T C T CCCA A T T GG T TGGACC G T AGG TGCGA TGA T T T AC T T CACGGGCGAG G T C T C TGG T T  107463
CGA A A AGGA A T CCA T TGA T T C T C T CCCA A T T GG T TGGACC G T AGG TGCGA TGA T T T AC T T CACGGGCGAG G T C T C TGG T T  108170

CA A A T CCAGG A T GGCCCAGC TGCGCCA AGG A A A AGA A A A A GA A T AGA AGA AGCA T CGGAC T CC T T CA TGC A T GC T CCAC T  107233

110.420 110.440 110.460 110.480

CA A A T CCAGG A T GGCCCAGC TGCGCCA AGG A A A AGA A A A A GA A T AGA AGA AGCA T CGGAC T CC T T CA TGC A T GC T CCAC T  106452
CA A A T CCAGG A T GGCCCAGC TGCGCCA AGG A A A AGA A A A A GA A T AGA AGA AGCA T CGGAC T CC T T CA TGC A T GC T CCAC T  107204
CA A A T CCAGG A T GGCCCAGC TGCGCCA AGG A A A AGA A A A A GA A T AGA AGA AGCA T CGGAC T CC T T CA TGC A T GC T CCAC T  107543
CA A A T CCAGG A T GGCCCAGC TGCGCCA AGG A A A AGA A A A A GA A T AGA AGA AGCA T CGGAC T CC T T CA TGC A T GC T CCAC T  108250

T GGC T CGGGG GGA T A T AGC T CAG T T GGT AG AGC T CCGC T C T T GCA A T T GG GT CGT T GCGA T T A CGGG T T G GA TG T C T A A T  107313

110.500 110.520 110.540 110.560

T GGC T CGGGG GGA T A T AGC T CAG T T GGT AG AGC T CCGC T C T T GCA A T T GG GT CGT T GCGA T T A CGGG T T G GA TG T C T A A T  106532
T GGC T CGGGG GGA T A T AGC T CAG T T GGT AG AGC T CCGC T C T T GCA A T T GG GT CGT T GCGA T T A CGGG T T G GA TG T C T A A T  107284
T GGC T CGGGG GGA T A T AGC T CAG T T GGT AG AGC T CCGC T C T T GCA A T T GG GT CGT T GCGA T T A CGGG T T G GA TG T C T A A T  107623
T GGC T CGGGG GGA T A T AGC T CAG T T GGT AG AGC T CCGC T C T T GCA A T T GG GT CGT T GCGA T T A CGGG T T G GA TG T C T A A T  108330

T GT CCAGGCG G T A A T GA T AG T A T C T T GT AC C TGA ACCGG T GGC T CAC T T T T T C T A AGT A A T GGGGA AGAG GACCGA A ACA  107393

110.580 110.600 110.620 110.640

T GT CCAGGCG G T A A T GA T AG T A T C T T GT AC C TGA ACCGG T GGC T CAC T T T T T C T A AGT A A T GGGGA AGAG GACCGA A ACA  106612
T GT CCAGGCG G T A A T GA T AG T A T C T T GT AC C TGA ACCGG T GGC T CAC T T T T T C T A AGT A A T GGGGA AGAG GACCGA A ACA  107364
T GT CCAGGCG G T A A T GA T AG T A T C T T GT AC C TGA ACCGG T GGC T CAC T T T T T C T A AGT A A T GGGGA AGAG GACCGA A ACA  107703
T GT CCAGGCG G T A A T GA T AG T A T C T T GT AC C TGA ACCGG T GGC T CAC T T T T T C T A AGT A A T GGGGA AGAG GACCGA A ACA  108410

T GCCAC T GA A AGAC T C T AC T GAGACA A AGA T GGGC T G T CA AGA A CGT AGA AGAGG T AGGA T GGGCGG T T G G T CAGA T C T A  107473

110.660 110.680 110.700 110.720

T GCCAC T GA A AGAC T C T AC T GAGACA A AGA T GGGC T G T CA AGA A CGT AGA AGAGG T AGGA T GGGCGG T T G G T CAGA T C T A  106692
T GCCAC T GA A AGAC T C T AC T GAGACA A AGA T GGGC T G T CA AGA A CGT AGA AGAGG T AGGA T GGGCGG T T G G T CAGA T C T A  107444
T GCCAC T GA A AGAC T C T AC T GAGACA A AGA T GGGC T G T CA AGA A CGT AGA AGAGG T AGGA T GGGCGG T T G G T CAGA T C T A  107783
T GCCAC T GA A AGAC T C T AC T GAGACA A AGA T GGGC T G T CA AGA A CGT AGA AGAGG T AGGA T GGGCGG T T G G T CAGA T C T A  108490

G T A T GGA T CG T ACA T GGACG GT AGT T GGAG T CGGCGGC T C T C T T AGGG T T CCC T CA T C T G GGA T CCC TGG GGA AGAGGA T  107553

110.740 110.760 110.780 110.800

G T A T GGA T CG T ACA T GGACG GT AGT T GGAG T CGGCGGC T C T C T T AGGG T T CCC T CA T C T G GGA T CCC TGG GGA AGAGGA T  106772
G T A T GGA T CG T ACA T GGACG GT AGT T GGAG T CGGCGGC T C T C T T AGGG T T CCC T CA T C T G GGA T CCC TGG GGA AGAGGA T  107524
G T A T GGA T CG T ACA T GGACG GT AGT T GGAG T CGGCGGC T C T C T T AGGG T T CCC T CA T C T G GGA T CCC TGG GGA AGAGGA T  107863
G T A T GGA T CG T ACA T GGACG GT AGT T GGAG T CGGCGGC T C T C T T AGGG T T CCC T CA T C T G GGA T CCC TGG GGA AGAGGA T  108570

CA AG T T GGCC C T TGCGA ACA GC T TGA TGCA C T A T C T CCC T T CA A CCC T T T GAGCGA A A T G CGA CA A A AGG A AGGA A A A T C  107633

110.820 110.840 110.860 110.880

CA AG T T GGCC C T TGCGA ACA GC T TGA TGCA C T A T C T CCC T T CA A CCC T T T GAGCGA A A T G CGA CA A A AGG A AGGA A A A T C  106852
CA AG T T GGCC C T TGCGA ACA GC T TGA TGCA C T A T C T CCC T T CA A CCC T T T GAGCGA A A T G CGA CA A A AGG A AGGA A A A T C  107604
CA AG T T GGCC C T TGCGA ACA GC T TGA TGCA C T A T C T CCC T T CA A CCC T T T GAGCGA A A T G CGA CA A A AGG A AGGA A A A T C  107943
CA AG T T GGCC C T TGCGA ACA GC T TGA TGCA C T A T CCCCC T T CA A CCC T T T GAGCGA A A T G CGA CA A A AGG A AGGA A A A T C  108650
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CA T GGA CCGA CCCCA T CG T C T CCACCCCG T AGGA AC T ACG AGA T CACCCC A AGGA CGCC T T CGG T A T CCA GGGG T CGCGG  107713

110.900 110.920 110.940 110.960

CA T GGA CCGA CCCCA T CG T C T CCACCCCG T AGGA AC T ACG AGA T CACCCC A AGGA CGCC T T CGG T A T CCA GGGG T CGCGG  106932
CA T GGA CCGA CCCCA T CG T C T CCACCCCG T AGGA AC T ACG AGA T CACCCC A AGGA CGCC T T CGG T A T CCA GGGG T CGCGG  107684
CA T GGA CCGA CCCCA T CG T C T CCACCCCG T AGGA AC T ACG AGA T CACCCC A AGGA CGCC T T CGG T A T CCA GGGG T CGCGG  108023
CA T GGA CCGA CCCCA T CG T C T CCACCCCG T AGGA AC T ACG AGA T CACCCC A AGGA CGCC T T CGG T A T CCA GGGG T CGCGG  108730

ACCGACCA T A GA ACCC T GC T CA A T A AGT GG A A T GCA T T AG C T GT CCA C T C T CAGG T TGGG CAG T A AGGG T CGGAGA AGGG  107793

110.980 111.000 111.020 111.040

ACCGACCA T A GA ACCC T GC T CA A T A AGT GG A A T GCA T T AG C T GT CCA C T C T CAGG T TGGG CAG T A AGGG T CGGAGA AGGG  107012
ACCGACCA T A GA ACCC T GC T CA A T A AGT GG A A T GCA T T AG C T GT CCA C T C T CAGG T TGGG CAG T A AGGG T CGGAGA AGGG  107764
ACCGACCA T A GA ACCCCGC T CA A T A AGT GG A A T GCA T T AG C T GT CCA C T C T CAGG T TGGG CAG T A AGGG T CGGAGA AGGG  108103
ACCGACCA T A GA ACCC T GC T CA A T A AGT GG A A T GCA T T AG C T GT CCA C T C T CAGG T TGGG CAG T A AGGG T CGGAGA AGGG  108810

CA A T T A C T CA T T C T T A A A AC C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A GCA T T C T T A A GACCA A AGAG  107835

111.060 111.080 111.100 111.120

CA A T T A C T CA T T C T T A A A AC C T GCGG T CGG AGA AGGAGCA A T CA C T CA T T C T T A A A ACCA GCA T T C T T A A GACCA A AGAG  107092
CA A T T A C T CA T T C T T A A A AC C T GCGG T CGG AGA AGGAGCA A T CA C T CA T T C T T A A A ACCA GCA T T C T T A A GA ACA A AGAG  107844
CA A T T A C T CA T T C T T A A A AC C T GCGG T CGG AGA AGGAGCA A T CA C T CA T T C T T A A A ACCA GCA T T C T T A A GA ACA A AGAG  108183
CA A T T A C T CA T T C T T A A A AC C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A GCA T T C T T A A GACCA A AGAG  108852

T GGGGGCGGA A A AGGGGGGA A AGC T C T CCG T T CC TGG T T C T CC T G T AGC T GGA T CC T CCG GA A CCA CA AG A A T CC T T AGT  107915

111.140 111.160 111.180 111.200

T GGGGGCGGA A A AGGGGGGA A AGC T C T CCG T T CC TGG T T C T CC T G T AGC T GGA T CC T CCG GA A CCA CA AG A A T T C T T AGT  107172
T GGGGGCGGA A A AGGGGGGA A AGC T C T CCG T T CC TGG T T C T CC T G T AGC T GGA T CC T CCG GA A CCA CA AG A A T CC T T AGT  107924
T GGGGGCGGA A A AGGGGGGA A AGC T C T CCG T T CC TGG T T C T CC T G T AGC T GGA T CC T CCG GA A CCA CA AG A A T CC T T AGT  108263
T GGGGGCGGA A A AGGGGGGA A AGC T C T CCG T T CC TGG T T C T CC T G T AGC T GGA T CC T CCG GA A CCA CA AG A A T CC T T AGT  108932

T AGA A T GGGA T T CCA AC T CA GCACC T T T T G AGA T T T T GAG A AGAG T T GC T C T T TGGAGAG CACAGT ACGA T GA A AGT T GT  107995

111.220 111.240 111.260 111.280

T AGA A T GGGA T T CCA AC T CA GCACC T T T T G AGA T T T T GAG A AGAG T T GC T C T T TGGAGAG CACAGT ACGA T GA A AGT T GT  107252
T AGA A T GGGA T T CCA AC T CA GCACC T T T T G AGA T T T T GAG A AGAG T T GC T C T T TGGAGAG CACAGT ACGA T GA A AGT T GT  108004
T AGA A T GGGA T T CCA AC T CA GCACC T T T T G AGA T T T T GAG A AGAG T T GC T C T T TGGAGAG CACAGT ACGA T GA A AGT T GT  108343
T AGA A T GGGA T T CCA AC T CA GCACC T T T T G AGA T T T T GAG A AGAG T T GC T C T T TGGAGAG CACAGT ACGA T GA A AGT T GT  109012

A AGC TG T GT T CGGGGGGGAG T T A T T G T C T A T CG T TGGCC T C T A T GGT AGA A T CAG T GGGG GCC T GAGAGG CGGT GGT T T A  108075

111.300 111.320 111.340 111.360

A AGC TG T GT T CGGGGGGGAG T T A T T G T C T A T CG T TGGCC T C T A T GGT AGA A T CAG T GGGG GCC T GAGAGG CGGT GGT T T A  107332
A AGC TG T GT T CGGGGGGGAG T T A T T G T C T A T CG T TGGCC T C T A T GGT AGA A T C TG T GGGG GCC T GAGAGG CGGT GGT T T A  108084
A AGC TG T GT T CGGGGGGGAG T T A T T G T C T A T CG T TGGCC T C T A T GGT AGA A T CAG T GGGG GCC T GCGAGG CGGT GGT T T A  108423
A AGC TG T GT T CGGGGGGGAG T T A T T G T C T A T CG T TGGCC T C T A T GGT AGA A T CAG T GGGG GCC T GAGAGG CGGT GGT T T A  109092

CCC T GT GGCG GA TG T CAGCG GT T CGAGT CC GC T T A T C T CC A AC T CGT GA A C T T AGCCGA T ACA A AGC T A T A T GA A T A T GA  108155

111.380 111.400 111.420 111.440

CCC T GT GGCG GA TG T CAGCG GT T CGAGT CC GC T T A T C T CC A AC T CGT GA A C T T AGCCGA T ACA A AGC T A T A T GA A T A T GA  107412
CCC T GT GGCG GA TG T CAGCG GT T CGAGT CC GC T T A T C T CC A AC T CGT GA A C T T AGCCGA T ACA A AGC T A T A T GA A T A T GA  108164
CCC T GT GGCG GA TG T CAGCG GT T CGAGT CC GC T T A T C T CC A AC T CGT GA A C T T AGCCGA T ACA A AGC T A T A T GA A T A T GA  108503
CCC T GT GGCG GA TG T CAGCG GT T CGAGT CC GC T T A T C T CC A AC T CGT GA A C T T AGCCGA T ACA A AGC T A T A T GA A T A T GA  109172

T AGCACCCA A T T T T T CCGA T T CGGCAGT T C GA T C T A T GG T T T A T CA T T CA TGGACG T T GA T A AGA T CC T T CCA T T T AGCA  108235

111.460 111.480 111.500 111.520

T AGCACCCA A T T T T T CCGA T T CGGCAGT T C GA T C T A T GG T T T A T T A T T CA TGGACG T T GA T A AGA T CC T T CCA T T T AGCA  107492
T AGCACCCA A T T T T T CCGA T T CGGCAGT T C GA T C T A T GG T T T A T CA T T CA TGGACG T T GA T A AGA T CC T T CCA T T T AGCA  108244
T AGCACCCA A T T T T T CCGA T T CGGCAGT T C GA T C T A T GG T T T A T CA T T CA TGGACG T T GA T A AGA T CC T T CCA T T T AGCA  108583
T AGCACCCA A T T T T T CCGA T T CGGCAGT T C GA T C T A T GG T T T A T CA T T CA TGGACG T T GA T A AGA T CC T T CCA T T T AGCA  109252

GCA CC T T AGG A T GGCA T AGC C T T A A AGT CA AGT T A AGGGC GAGG T T CA A A CA AGGA A AGG C T T ACGG TGG A T ACC T AGGC  108315

111.540 111.560 111.580 111.600

GCA CC T T AGG A T GGCA T AGC C T T A A AGT CA AGT T A AGGGC GAGG T T CA A A CA AGGA A AGG C T T ACGG TGG A T ACC T AGGC  107572
GCA CC T T AGG A T GGCA T AGC C T T A A AGT CA AGT T A AGGGC GAGG T T CA A A GA AGGA A AGG C T T ACGG TGG A T ACC T AGGC  108324
GCA CC T T AGG A T GGCA T AGC C T T A A AGT CA AGT T A AGGGC GAGG T T CA A A GA AGGA A AGG C T T ACGG TGG A T ACC T AGGC  108663
GCA CC T T AGG A T GGCA T AGC C T T A A AGT CA AGT T A AGGGC GAGG T T CA A A CA AGGA A AGG C T T ACGG TGG A T ACC T AGGC  109332

ACCCAGAGA C GAGGA AGGGC GT AGT A AGCG ACGA A A T GC T T CGGGGAG T T GA A A A T A AGC G T AGA T CCGG AGA T T CCCGA  108395

111.620 111.640 111.660 111.680

ACCCAGAGA C GAGGA AGGGC GT AGT A AGCG ACGA A A T GC T T CGGGGAG T T GA A A A T A AGC G T AGA T CCGG AGA T T CCCGA  107652
ACCCAGAGA C GAGGA AGGGC GT AGT A AGCG ACGA A A T GC T T CGGGGAG T T GA A A A T A AGC G T AGA T CCGG AGA T T CCCGA  108404
ACCCAGAGA C GAGGA AGGGC GT AGT A AGCG ACGA A A T GC T T CGGGGAG T T GA A A A T A AGC G T AGA T CCGG AGA T T CCCGA  108743
ACCCAGAGA C GAGGA AGGGC GT AGT A AGCG ACGA A A T GC T T CGGGGAG T T GA A A A T A AGC G T AGA T CCGG AGA T T CCCGA  109412

A T AGGT CA A C C T T T CGA AC T GC T GC T GA A T CCA T GGGCAG GCA AGAGACA ACC TGGCGA A C TGA A A CA T C T T AG T AGCCA  108475

111.700 111.720 111.740 111.760

A T AGGT CA A C C T T T CGA AC T GC T GC T GA A T CCA T GGGCAG GCA AGAGACA ACC TGGCGA A C TGA A A CA T C T T AG T AGCCA  107732
A T AGGT CA A C C T T T CGA AC T GC T GC T GA A T CCA T GGGCAG GCA AGAGACA ACC TGGCGA A C TGA A A CA T C T T AG T AGCCA  108484
A T AGGT CA A C C T T T CGA AC T GC T GC T GA A T CCA T GGGCAG GCA AGAGACA ACC TGGCGA A C TGA A A CA T C T T AG T AGCCA  108823
A T AGGT CA A C C T T T CGA AC T GC T GC T GA A T CCA T GGGCAG GCA AGAGACA ACC TGGCGA A C TGA A A CA T C T T AG T AGCCA  109492

GAGGA A A AGA A AGCA A A AGC GA T T CCCG T A G T AGCGGCGA GCGA A A T GGG AGCAGCC T A A ACCG TGA A A A CGGGG T T G TG  108555

111.780 111.800 111.820 111.840

GAGGA A A AGA A AGCA A A AGC GA T T CCCG T A G T AGCGGCGA GCGA A A T GGG AGCAGCC T A A ACCG TGA A A A CGGGG T T G TG  107812
GAGGA A A AGA A AGCA A A AGC GA T T CCCG T A G T AGCGGCGA GCGA A A T GGG AGCAGCC T A A ACCG TGA A A A CGGGG T T G TG  108564
GAGGA A A AGA A AGCA A A AGC GA T T CCCG T A G T AGCGGCGA GCGA A A T GGG AGCAGCC T A A ACCG TGA A A A CGGGG T T G TG  108903
GAGGA A A AGA A AGCA A A AGC GA T T CCCG T A G T AGCGGCGA GCGA A A T GGG AGCAGCC T A A ACCG TGA A A A CGGGG T T G TG  109572

GGAGAGCA A T A CA AGCG T CG TGC TGC T AGG CGA AGCGGT G GAGT GCCGCA CCC T AGA T GG C T A A AG T CCA G T AGCCGA A A  108635

111.860 111.880 111.900 111.920

GGAGAGCA A T A CA AGCG T CG TGC TGC T AGG CGA AGCGGT G GAGT GC T GCA CCC T AGA T GG CGAGAG T CCA G T AGCCGA A A  107892
GGAGAGCA A T A CA AGCG T CG TGC TGC T AGG CGA AGCGGT G GAGT ACCGCA CCC T AGA T GG CGAGAG T CCA G T AGCCGA A A  108644
GGAGAGCA A T A CA AGCG T CG TGC TGC T AGG CGA AGCGGT G GAGT ACCGCA CCC T AGA T GG CGAGAG T CCA G T AGCCGA A A  108983
GGAGAGCA A T A CA AGCG T CG TGC TGC T AGG CGA AGCGGT G GAGT GC T GCA CCC T AGA T GG CGAGAG T CCA G T AGCCGA A A  109652

GCA T CA C T AG C T T A CGC T C T GA CCCGAG T A GCA T GGGGCA CG TGGA A T CC CG T GT GA A T C AGCA AGGACC A CC T T GCA AG  108715

111.940 111.960 111.980 112.000

GCA T CA C T AG C T T A CGC T C T GA CCCGAG T A GCA T GGGGCA CG TGGA A T CC CG T GT GA A T C AGCA AGGACC A CC T T GCA AG  107972
GCA T CA C T AG C T T A CGC T C T GA CCCGAG T A GCA T GGGGCA CG TGGA A T CC CG T GT GA A T C AGCA AGGACC A CC T T GCA AG  108724
GCA T CA C T AG C T T A CGC T C T GA CCCGAG T A GCA T GGGGCA CG TGGA A T CC CG T GT GA A T C AGCA AGGACC A CC T T GCA AG  109063
GCA T CA C T AG C T T A CGC T C T GA CCCGAG T A GCA T GGGGCA CG TGGA A T CC CG T GT GA A T C AGCA AGGACC A CC T T GCA AG  109732
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GC T A A A T AC T CC TGGGT GAC CGA T AGCGA A G T AG T A CCG T GAGGGA AGGG TGA A A AGA AC CCCCA T CGGG GAGT GA A A T A  108795

112.020 112.040 112.060 112.080

GC T A A A T AC T CC TGGGT GAC CGA T AGCGA A G T AG T A CCG T GAGGGA AGGG TGA A A AGA AC CCCCA T CGGG GAGT GA A A T A  108052
GC T A A A T AC T CC TGGGT GAC CGA T AGCGA A G T AG T A CCG T GAGGGA AGGG TGA A A AGA AC CCCCA T CGGG GAGT GA A A T A  108804
GC T A A A T AC T CC TGGGT GAC CGA T AGCGA A G T AG T A CCG T GAGGGA AGGG TGA A A AGA AC CCCCA T CGGG GAGT GA A A T A  109143
GC T A A A T AC T CC TGGGT GAC CGA T AGCGA A G T AG T A CCG T GAGGGA AGGG TGA A A AGA AC CCCCA T CGGG GAGT GA A A T A  109812

GA A CA T GA A A CCGT A AGC T C CCA AGCAG T G GGAGGAGCCC AGGGC T C T GA CCGCG T GCC T G T T GA AGA A T GAGCCGGCGA  108875

112.100 112.120 112.140 112.160

GA A CA T GA A A CCGT A AGC T C CCA AGCAG T G GGAGGAGCCC GGGGC T C T GA CCGCG T GCC T G T T GA AGA A T GAGCCGGCGA  108132
GA A CA T GA A A CCGT A AGC T C CCA AGCAG T G GGAGGAGCCC A CGGC T C T GA CCGCG T GCC T G T T GA AGA A T GAGCCGGCGA  108884
GA A CA T GA A A CCGT A AGC T C CCA AGCAG T G GGAGGAGCCC A CGGC T C T GA CCGCG T GCC T G T T GA AGA A T GAGCCGGCGA  109223
GA A CA T GA A A CCGT A AGC T C CCA AGCAG T G GGAGGAGCCC A CGGC T C T GA CCGCG T GCC T G T T GA AGA A T GAGCCGGCGA  109892

C T CA T AGGCA G T GGC T T GGT T A AGGGA A CC CACCGGAGCC G T AGCGA A AG CGAGT C T T CA T AGGGCA A T T G T CA C TGC T T  108955

112.180 112.200 112.220 112.240

C T CA T AGGCA G T GGC T T GGT T A AGGGA A CC CACCGGAGCC G T AGCGA A AG CGAGT C T T CA T AGGGCA A T T G T CA C TGC T T  108212
C T CA T AGGCA G T GGC T T GGT T A AGGGA A CC CACCGGAGCC G T AGCGA A AG CGAGT C T T CA T AGGGCA A T T G T CA C TGC T T  108964
C T CA T AGGCA G T GGC T T GGT T A AGGGA A CC CACCGGAGCC G T AGCGA A AG CGAGT C T T CA T AGGGCA A T T G T CA C TGC T T  109303
C T CA T AGGCA G T GGC T T GGT T A AGGGA A CC CACCGGAGCC G T AGCGA A AG CGAGT C T T CA T AGGGCA A T T G T CA C TGC T T  109972

A TGGACCCGA A CC T GGG T GA T C T A T CCA T G ACCAGGA TGA AGC T T GGG TG A A AC T A AG T G GAGG T CCGA A CCGA C TGA TG  109035

112.260 112.280 112.300 112.320

A TGGACCCGA A CC T GGG T GA T C T A T CCA T G ACCAGGA TGA AGC T T GGG TG A A AC T A AG T G GAGG T CCGA A CCGA C TGA TG  108292
A TGGACCCGA A CC T GGG T GA T C T A T CCA T G ACCAGGA TGA AGC T T GGG TG A A AC T A AG T G GAGG T CCGA A CCGA C TGA TG  109044
A TGGACCCGA A CC T GGG T GA T C T A T CCA T G ACCAGGA TGA AGC T T GGG TG A A AC T A AG T G GAGG T CCGA A CCGA C TGA TG  109383
A TGGACCCGA A CC T GGG T GA T C T A T CCA T G ACCAGGA TGA AGC T T GGG TG A A AC T A AG T G GAGG T CCGA A CCGA C TGA TG  110052

T TGA AGA A T C AGCGGA T GAG T T G TGG T T AG GGG T GA A A T G CCAC T CGA AC CCAGAGC T AG C TGG T T C T CC CCGA A A T GCG  109115

112.340 112.360 112.380 112.400

T TGA AGA A T C AGCGGA T GAG T T G TGG T T AG GGG T GA A A T G CCAC T CGA AC CCAGAGC T AG C TGG T T C T CC CCGA A A T GCG  108372
T TGA AGA A T C AGCGGA T GAG T T G TGG T T AG GGG T GA A A T G CCAC T CGA AC CCAGAGC T AG C TGG T T C T CC CCGA A A T GCG  109124
T TGA AGA A T C AGCGGA T GAG T T G TGG T T AG GGG T GA A A T G CCAC T CGA AC CCAGAGC T AG C TGG T T C T CC CCGA A A T GCG  109463
T TGA AGA A T C AGCGGA T GAG T T G TGG T T AG GGG T GA A A T G CCAC T CGA AC CCAGAGC T AG C TGG T T C T CC CCGA A A T GCG  110132

T TGAGGCGCA GCAG T TGAC T GGACA T C T AG GGG T A A AGCA C T GT T T CGGT GCGGGCCGCG AGAGCGG T A C CA A A T CGAGG  109195

112.420 112.440 112.460 112.480

T TGAGGCGCA GCAG T TGAC T GGACA T C T AG GGG T A A AGCA C T GT T T CGGT GCGGGCCGCG AGAGCGG T A C CA A A T CGAGG  108452
T TGAGGCGCA GCAG T TGAC T GGACA T C T AG GGG T A A AGCA C T GT T T CGGT GCGGGCCGCG AGAGCGG T A C CA A A T CGAGG  109204
T TGAGGCGCA GCAG T TGAC T GGACA T C T AG GGG T A A AGCA C T GT T T CGGT GCGGGCCGCG AGAGCGG T A C CA A A T CGAGG  109543
T TGAGGCGCA GCAG T TGAC T GGACA T C T AG GGG T A A AGCA C T GT T T CGGT GCGGGCCGCG AGAGCGG T A C CA A A T CGAGG  110212

CA A AC T C TGA A T AC T AGA T A TGACC T CA A A A T A ACAGGGG T CA AGGT CGG CCAGT GAGAC GA T GGGGGA T A AGC T T CA T C  109275

112.500 112.520 112.540 112.560

CA A AC T C TGA A T AC T AGA T A TGACC T CA A A A T A ACAGGGG T CA AGGT CGG CCAGT GAGAC GA T GGGGGA T A AGC T T CA T C  108532
CA A AC T C TGA A T AC T AGA T A TGACC T CA A A A T A ACAGGGG T CA AGGT CGG CCAGT GAGAC GA T GGGGGA T A AGC T T CA T C  109284
CA A AC T C TGA A T AC T AGA T A TGACC T CA A A A T A ACAGGGG T CA AGGT CGG CCAGT GAGAC GA T GGGGGA T A AGC T T CA T C  109623
CA A AC T C TGA A T AC T AGA T A TGACC T CA A A A T A ACAGGGG T CA AGGT CGG CCAGT GAGAC GA T GGGGGA T A AGC T T CA T C  110292

G T CGAGAGGG A A ACAGCCCG GA T CA CCAGC T A AGGCCCC T A A A T GACCGC T CAGT GA T A A AGGAGG T AGG GG TGCAGAGA  109355

112.580 112.600 112.620 112.640

G T CGAGAGGG A A ACAGCCCG GA T CA CCAGC T A AGGCCCC T A A A T GACCGC T CAGT GA T A A AGGAGG T AGG GG TGCAGAGA  108612
G T CGAGAGGG A A ACAGCCCG GA T CA CCAGC T A AGGCCCC T A A A T GACCGC T CAGT GA T A A AGGAGG T AGG GG TGCAGAGA  109364
G T CGAGAGGG A A ACAGCCCG GA T CA CCAGC T A AGGCCCC T A A A T GACCGC T CAGT GA T A A AGGAGG T AGG GG TGCAGAGA  109703
G T CGAGAGGG A A ACAGCCCG GA T CA CCAGC T A AGGCCCC T A A A T GACCGC T CAGT GA T A A AGGAGG T AGG GG TGCAGAGA  110372

CAGCCAGGAG G T T T GCC T AG A AGCAGCCAC CC T T GA A AGA G T GCG T A A T A GC T CA C TGA T CGAGCGC T C T T GCGCCGA AG  109435

112.660 112.680 112.700 112.720

CAGCCAGGAG G T T T GCC T AG A AGCAGCCAC CC T T GA A AGA G T GCG T A A T A GC T CA C TGA T CGAGCGC T C T T GCGCCGA AG  108692
CAGCCAGGAG G T T T GCC T AG A AGCAGCCAC CC T T GA A AGA G T GCG T A A T A GC T CA C TGA T CGAGCGC T C T T GCGCCGA AG  109444
CAGCCAGGAG G T T T GCC T AG A AGCAGCCAC CC T T GA A AGA G T GCG T A A T A GC T CA C TGA T CGAGCGC T C T T GCGCCGA AG  109783
CAGCCAGGAG G T T T GCC T AG A AGCAGCCAC CC T T GA A AGA G T GCG T A A T A GC T CA C TGA T CGAGCGC T C T T GCGCCGA AG  110452

A TGA ACGGGG C T A AGCGA T C TGCCGA AGC T G TGGGA T GT A A A A A T GCA T C GG T AGGGGAG CGT T CCGCC T T AGAGGGA AG  109515

112.740 112.760 112.780 112.800

A TGA ACGGGG C T A AGCGA T C TGCCGA AGC T G TGGGA T GT A A A A A T GCA T C GG T AGGGGAG CGT T CCGCC T T AGAGGGA AG  108772
A TGA ACGGGG C T A AGCGA T C TGCCGA AGC T G TGGGA T GT A A A A A T GCA T C GG T AGGGGAG CGT T CCGCC T GAGAGGA A AG  109524
A TGA ACGGGG C T A AGCGA T C TGCCGA AGC T G TGGGA T GT A A A A A T GCA T C GG T AGGGGAG CGT T CCGCC T GAGAGGGA AG  109863
A TGA ACGGGG C T A AGCGA T C TGCCGA AGC T G TGGGA T GT A A A A A T GCA T C GG T AGGGGAG CGT T CCGCC T T AGAGGGA AG  110532

CACCCGCGCG AGCGGCGG T A GA CGA AGCGG A AGCGAGA A T G T CGGC T T GA GT A ACGCA A A CA T T GG T GAG A A T CCA A T GC  109595

112.820 112.840 112.860 112.880

CACCCGCGCG AGCGGCGG TG GA CGA AGCGG A AGCGAGA A T G T CGGC T T GA GT A ACGCA A A CA T T GG T GAG A A T CCA A T GC  108852
CCCCCGCGCG AGCGGCGG TG GA CGA AGCGG A AGCGAGA A T G T CGGC T T GA GT A ACGCA A A CA T T GG T GAG A A T CCA A T GC  109604
CCCCCGCGCG AGCGGCGG TG GA CGA AGCGG A AGCGAGA A T G T CGGC T T GA GT A ACGCA A A CA T T GG T GAG A A T CCA A T GC  109943
CACCCGCGCG AGCGGCGG TG GA CGA AGCGG A AGCGAGA A T G T CGGC T T GA GT A ACGCA A A CA T T GG T GAG A A T CCA A T GC  110612

CCCGA A A ACC CA AGGGT T CC T CCGCA AGG T T CG T CCACGG AGGG T GAG T C AGGGCC T A AG A T CAGGCCGA A AGGCGT AGT  109675

112.900 112.920 112.940 112.960

CCCGA A A ACC CA AGGGT T CC T CCGCA AGG T T CG T CCACGG AGGG T GAG T C AGGGCC T A AG A T CAGGCCGA A AGGCGT AGT  108932
CCCGA A A ACC CA AGGGT T CC T CCGCA AGG T T CG T CCACGG AGGG T GAG T C AGGGCC T A AG A T CAGGCCGA A AGGCGT AGT  109684
CCCGA A A ACC CA AGGGT T CC T CCGCA AGG T T CG T CCACGG AGGG T GAG T C AGGGCC T A AG A T CAGGCCGA A AGGCGT AGT  110023
CCCGA A A ACC CA AGGGT T CC T CCGCA AGG T T CG T CCACGG AGGG T GAG T C AGGGCC T A AG A T CAGGCCGA A AGGCGT AGT  110692

CGA T GGACA A CAGG T GA A T A T T CC T G T A C T ACCCC T T GT T GG T CCCGAGG GA CGGAGGAG GC T AGG T T AG CCGA A AGA TG  109755

112.980 113.000 113.020 113.040

CGA T GGACA A CAGG T GA A T A T T CC T G T A C T ACCCC T T GT T GG T CCCGAGG GA CGGAGGAG GC T AGG T T AG CCGA A AGA TG  109012
CGA T GGACA A CAGG T GA A T A T T CC T G T A C T ACCCC T T GT T GG T CCCGAGG GA CGGAGGAG GC T AGG T T AG CCGA A AGA TG  109764
CGA T GGACA A CAGG T GA A T A T T CC T G T A C T ACCCC T T GT T GG T CCCGAGG GA CGGAGGAG GC T AGG T T AG CCGA A AGA TG  110103
CGA T GGACA A CAGG T GA A T A T T CC T G T A C T ACCCC T T GT T GG T CCCGAGG GA CGGAGGAG GC T AGG T T AG CCGA A AGA TG  110772

G T T A T CGGT T CA AGGACGCA AGG TGCCCC T GC T T T T T CAG GG T A AGA AGG GG T AGAGA A A A TGCCCCGAG CCA A T GT T CG  109835

113.060 113.080 113.100 113.120

G T T A T CGGT T CA AGGACGCA AGG TGCCCC T GC T T T T T CAG GG T A AGA AGG GG T AGAGA A A A TGCCCCGAG CCA A T GT T CG  109092
G T T A T CGGT T CA AGGACGCA AGG TGCCCC T GC T T T T T CAG GG T A AGA AGG GG T AGAGA A A A TGCCCCGAG CCA A T GT T CG  109844
G T T A T CGGT T CA AGGACGCA AGG TGCCCC T GC T T T T T CAG GG T A AGA AGG GG T AGAGA A A A TGCCCCGAG CCA A T GT T CG  110183
G T T A T CGGT T CA AGGACGCA AGG TGCCCC T GC T T T T T CAG GG T A AGA AGG GG T AGAGA A A A TGCCCCCAG CCA A T GT T CG  110852
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AGT ACCAGG T GC T A CGGCGC TGA AG T A A CC CA T GC T A T A C T CCCAGGA A A AGC T CGA A CG ACC T T CA ACA A A AGGGT ACC  109915

113.140 113.160 113.180 113.200

AGT ACCAGGC GC T A CGGCGC TGA AG T A A CC CA T GC T A T A C T CCCAGGA A A AGC T CGA A CG ACC T T CA ACA A A AGGGT ACC  109172
AGT ACCAGGC GC T A CGGCGC TGA AG T A A CC CA T GC T A T A C T CCCAGGA A A AGC T CGA A CG ACC T T CA ACA A A AGGGT ACC  109924
AGT ACCAGGC GC T A CGGCGC TGA AG T A A CC CA T GC T A T A C T CCCAGGA A A AGC T CGA A CG ACC T T CA ACA A A AGGGT ACC  110263
AGT ACCAGGC GC T A CGGCGC TGA AG T A A CC CA T GC T A T A C T CCCAGGA A A AGC T CGA A CG ACC T T CA ACA A A AGGGT ACC  110932

T GT ACCCGA A A CCGACA CAG GT GGG T AGG T AGAGA A T ACC T AGGGGCGCG AGACA AC T C T C T C T A AGGA A C T CGGCA A A A  109995

113.220 113.240 113.260 113.280

T GT ACCCGA A A CCGACA CAG GT GGG T AGG T AGAGA A T ACC T AGGGGCGCG AGACA AC T C T C T C T A AGGA A C T CGGCA A A A  109252
T GT ACCCGA A A CCGACA CAG GT GGG T AGG T AGAGA A T ACC T AGGGGCGCG AGACA AC T C T C T C T A AGGA A C T CGGCA A A A  110004
T GT ACCCGA A A CCGACA CAG GT GGG T AGG T AGAGA A T ACC T AGGGGCGCG AGACA AC T C T C T C T A AGGA A C T CGGCA A A A  110343
T GT ACCCCA A A CCGACA CAG GT GGG T AGG T AGAGA A T ACC T AGGGGCGCG AGACA AC T C T C T C T A AGGA A C T CGGCA A A A  111012

T AGCCCCGT A A C T T CGGGAG A AGGGG TGCC T CC T CA CA A A GGGGG T CGCA GT GACCAGGC CCGGGCGAC T G T T T ACCA A A  110075

113.300 113.320 113.340 113.360

T AGCCCCGT A A C T T CGGGAG A AGGGG TGCC T CC T CA CA A A GGGGG T CGCA GT GACCAGGC CCGGGCGAC T G T T T ACCA A A  109332
T AGCCCCGT A A C T T CGGGAG A AGGGG TGCC T CC T CGCA A A GGGGG T CGCA GT GACCAGGC CCGGGCGAC T G T T T ACCA A A  110084
T AGCCCCGT A A C T T CGGGAG A AGGGG TGCC T CC T CA CA A A GGGGG T CGCA GT GACCAGGC CCGGGCGAC T G T T T ACCA A A  110423
T AGCCCCGT A A C T T CGGGAG A AGGGG TGCC T CC T CA CA A A GGGGG T CGCA GT GACCAGGC CCGGGCGAC T G T T T ACCA A A  111092

A ACACAGGT C T CCGCA A AGT CG T A AGACCA T GT A TGGGGG C T GA CGCC TG CCCAG T GCCG GA AGGT CA AG GA AG T TGG TG  110155

113.380 113.400 113.420 113.440

A ACACAGGT C T CCGCA A AGT CG T A AGACCA T GT A TGGGGG C T GA CGCC TG CCCAG T GCCG GA AGGT CA AG GA AG T TGG TG  109412
A ACACAGGT C T CCGCA A AGT CG T A AGACCA T GT A TGGGGG C T GA CGCC TG CCCAG T GCCG GA AGGT CA AG GA AG T TGG TG  110164
A ACACAGGT C T CCGCA A AGT CG T A AGACCA T GT A TGGGGG C T GA CGCC TG CCCAG T GCCG GA AGGT CA AG GA AG T TGG TG  110503
A ACACAGGT C T CCGCA A AGT CG T A AGACCA T GT A TGGGGG C T GA CGCC TG CCCAG T GCCG GA AGGT CA AG GA AG T TGG TG  111172

ACC T GA T GA C AGGGGAGCCG GCGACCGA AG CCCCGG T GA A CGGCGGCCGT A A C T A T A A CG G T CC T A AGG T AGCGA A A T T C  110235

113.460 113.480 113.500 113.520

ACC T GA T GA C AGGGGAGCCG GCGACCGA AG CCCCGG T GA A CGGCGGCCGT A A C T A T A A CG G T CC T A AGG T AGCGA A A T T C  109492
ACC T GA T GA C AGGGGAGCCG GCGACCGA AG CCCCGG T GA A CGGCGGCCGT A A C T A T A A CG G T CC T A AGG T AGCGA A A T T C  110244
ACC T GA T GA C AGGGGAGCCG GCGACCGA AG CCCCGG T GA A CGGCGGCCGT A A C T A T A A CG G T CC T A AGG T AGCGA A A T T C  110583
ACC T GA T GA C AGGGGAGCCG GCGACCGA AG CCCCGG T GA A CGGCGGCCGT A A C T A T A A CG G T CC T A AGG T AGCGA A A T T C  111252

C T T G T CGGG T A AGT T CCGAC CCGCA CGA A A GGCG T A ACGA T C TGGGCAC T GT C T CGGAGA GAGGC T CGG T GA A A T AGACA  110315

113.540 113.560 113.580 113.600

C T T G T CGGG T A AGT T CCGAC CCGCA CGA A A GGCG T A ACGA T C TGGGCAC T GT C T CGGAGA GAGGC T CGG T GA A A T AGACA  109572
C T T G T CGGG T A AGT T CCGAC CCGCA CGA A A GGCG T A ACGA T C TGGGCAC T GT C T CGGAGA GAGGC T CGG T GA A A T AGACA  110324
C T T G T CGGG T A AGT T CCGAC CCGCA CGA A A GGCG T A ACGA T C TGGGCAC T GT C T CGGAGA GAGGC T CGG T GA A A T AGACA  110663
C T T G T CGGG T A AGT T CCGAC CCGCA CGA A A GGCG T A ACGA T C TGGGCAC T GT C T CGGAGA GAGGC T CGG T GA A A T AGACA  111332

T GT C TG T GA A GA TGCGGAC T ACC TGCACC T GGA CAGA A AG A CCC T A T GA A GC T T CAC T G T T CCC TGGGA T T GGC T T T GGG  110395

113.620 113.640 113.660 113.680

T GT C TG T GA A GA TGCGGAC T ACC TGCACC T GGA CAGA A AG A CCC T A T GA A GC T T CAC T G T T CCC TGGGA T T GGC T T T GGG  109652
T GT C TG T GA A GA TGCGGAC T ACC TGCACC T GGA CAGA A AG A CCC T A T GA A GC T T CAC T G T T CCC TGGGA T T GGC T T T GGG  110404
T GT C TG T GA A GA TGCGGAC T ACC TGCACC T GGA CAGA A AG A CCC T A T GA A GC T T CAC T G T T CCC TGGGA T T GGC T T T GGG  110743
T GT C TG T GA A GA TGCGGAC T ACC TGCACC T GGA CAGA A AG A CCC T A T GA A GC T T CAC T G T T CCC TGGGA T T GGC T T T GGG  111412

C T T T T CC TGC GCAGC T T AGG TGGA AGGCGA AGA AGGCC T C C T T CCGGGGG GGCCCGAGCC A T CAGT GAGA T ACCAC T C TG  110475

113.700 113.720 113.740 113.760

C T T T T CC TGC GCAGC T T AGG TGGA AGGCGA AGA AGGCC T C C T T CCGGGGG GGCCCGAGCC A T CAGT GAGA T ACCAC T C TG  109732
C T T T T CC TGC GCAGC T T AGG TGGA AGGCGA AGA AGGCC T C C T T CCGGGGG GGCCCGAGCC A T CAGT GAGA T ACCAC T C TG  110484
C T T T T CC TGC GCAGC T T AGG TGGA AGGCGA AGA AGGCC T C C T T CCGGGGG GGCCCGAGCC A T CAGT GAGA T ACCAC T C TG  110823
C T T T T CC TGC GCAGC T T AGG TGGA AGGCGA AGA AGGCC T C C T T CCGGGGG GGCCCGAGCC A T CAGT GAGA T ACCAC T C TG  111492

GA AGAGC T AG A A T T C T A ACC T T G TG T CAGG ACC T ACGGGC CA AGGGA CAG T C T CAGGT AG ACAG T T T C T A T GGGGCG T AG  110555

113.780 113.800 113.820 113.840

GA AGAGC T AG A A T T C T A ACC T T G TG T CAGG ACC T ACGGGC CA AGGGA CAG T C T CAGGT AG ACAG T T T C T A T GGGGCG T AG  109812
GA AGAGC T AG A A T T C T A ACC T T G TG T CAGG ACC T ACGGGC CA AGGGA CAG T C T CAGGT AG ACAG T T T C T A T GGGGCG T AG  110564
GA AGAGC T AG A A T T C T A ACC T T G TG T CAGG ACC T ACGGGC CA AGGGA CAG T C T CAGGT AG ACAG T T T C T A T GGGGCG T AG  110903
GA AGAGC T AG A A T T C T A ACC T T G TG T CAGG ACC T ACGGGC CA AGGGA CAG T C T CAGGT AG ACAG T T T C T A T GGGGCG T AG  111572

GCC T CCCA A A AGGT A ACGGA GGCGT GCA A A GGT T T CC T CG GGCCGGA CGG AGA T T GGCCC T CGAGT GCA A AGGCAGA AGG  110635

113.860 113.880 113.900 113.920

GCC T CCCA A A AGGT A ACGGA GGCGT GCA A A GGT T T CC T CG GGCCGGA CGG AGA T T GGCCC T CGAGT GCA A AGGCAGA AGG  109892
GCC T CCCA A A AGGT A ACGGA GGCGT GCA A A GGT T T CC T CG GGCCGGA CGG AGA T T GGCCC T CGAGT GCA A AGGCAGA AGG  110644
GCC T CCCA A A AGGT A ACGGA GGCGT GCA A A GGT T T CC T CG GGCCGGA CGG AGA T T GGCCC T CGAGT GCA A AGGCAGA AGG  110983
GCC T CCCA A A AGGT A ACGGA GGCGT GCA A A GGT T T CC T CG GGCCGGA CGG AGA T T GGCCC T CGAGT GCA A AGGCAGA AGG  111652

GAGC T T GAC T GCA AGACCCA CCCGT CGAGC AGGGACGA A A G T CGGCC T T A GT GA T CCGAC GGT GCCGAG T GGA AGGGCCG  110715

113.940 113.960 113.980 114.000

GAGC T T GAC T GCA AGACCCA CCCGT CGAGC AGGGACGA A A G T CGGCC T T A GT GA T CCGAC GGT GCCGAG T GGA AGGGCCG  109972
GAGC T T GAC T GCA AGACCCA CCCGT CGAGC AGGGACGA A A G T CGGCC T T A GT GA T CCGAC GGT GCCGAG T GGA AGGGCCG  110724
GAGC T T GAC T GCA AGACCCA CCCGT CGAGC AGGGACGA A A G T CGGCC T T A GT GA T CCGAC GGT GCCGAG T GGA AGGGCCG  111063
GAGC T T GAC T GCA AGACCCA CCCGT CGAGC AGGGACGA A A G T CGGCC T T A GT GA T CCGAC GGT GCCGAG T GGA AGGGCCG  111732

T CGC T CA ACG GA T A A A AG T T AC T C T AGGGA T A A CAGGC T G A T C T T CCCCA AGAGC T CA CA T CGACGGGA A GG T T T GGCAC  110795

114.020 114.040 114.060 114.080

T CGC T CA ACG GA T A A A AG T T AC T C T AGGGA T A A CAGGC T G A T C T T CCCCA AGAGC T CA CA T CGACGGGA A GG T T T GGCAC  110052
T CGC T CA ACG GA T A A A AG T T AC T C T AGGGA T A A CAGGC T G A T C T T CCCCA AGAGC T CA CA T CGACGGGA A GG T T T GGCAC  110804
T CGC T CA ACG GA T A A A AG T T AC T C T AGGGA T A A CAGGC T G A T C T T CCCCA AGAGC T CA CA T CGACGGGA A GG T T T GGCAC  111143
T CGC T CA ACG GA T A A A AG T T AC T C T AGGGA T A A CAGGC T G A T C T T CCCCA AGAGC T CA CA T CGACGGGA A GG T T T GGCAC  111812

C T CGA T G T CG GC T C T T CGCC ACC TGGGGC T G T AG T A T GT T CCA AGGG T TG GGC TG T T CGC CCA T T A A AGC GG T A CGT GAG  110875

114.100 114.120 114.140 114.160

C T CGA T G T CG GC T C T T CGCC ACC TGGGGC T G T AG T A T GT T CCA AGGG T TG GGC TG T T CGC CCA T T A A AGC GG T A CGT GAG  110132
C T CGA T G T CG GC T C T T CGCC ACC TGGGGC T G T AG T A T GT T CCA AGGG T TG GGC TG T T CGC CCA T T A A AGC GG T A CGT GAG  110884
C T CGA T G T CG GC T C T T CGCC ACC TGGGGC T G T AG T A T GT T CCA AGGG T TG GGC TG T T CGC CCA T T A A AGC GG T A CGT GAG  111223
C T CGA T G T CG GC T C T T CGCC ACC TGGGGC T G T AG T A T GT T CCA AGGG T TG GGC TG T T CGC CCA T T A A AGC GG T A CGT GAG  111892

C TGGGT T CAG A ACG T CG T GA GA CAG T T CGG T CCA T A T CCG G T GT GGGCGT T AGAGCA T T G AGAGGA CC T T T CCC T AG T AC  110955

114.180 114.200 114.220 114.240

C TGGGT T CAG A ACG T CG T GA GA CAG T T CGG T CCA T A T CCG G T GT GGGCGT T AGAGCA T T G AGAGGA CC T T T CCC T AG T AC  110212
C TGGGT T CAG A ACG T CG T GA GA CAG T T CGG T CCA T A T CCG G T GT GGGCGT T AGAGCA T T G AGAGGA CC T T T CCC T AG T AC  110964
C TGGGT T CAG A ACG T CG T GA GA CAG T T CGG T CCA T A T CCG G T GT GGGCGT T AGAGCA T T G AGAGGA CC T T T CCC T AG T AC  111303
C TGGGT T CAG A ACG T CG T GA GA CAG T T CGG T CCA T A T CCG G T GT GGGCGT T AGAGCA T T G AGAGGA CC T T T CCC T AG T AC  111972
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GAGAGGACCG GGA AGGA CGC ACC T C T GG T G T ACCAG T T A T CG TGCCCACG GT A A A CGC T G GGT AGCCA AG T GCGGAGCGG  111035

114.260 114.280 114.300 114.320

GAGAGGACCG GGA AGGA CGC ACC T C T GG T G T ACCAG T T A T CG TGCCCACG GT A A A CGC T G GGT AGCCA AG T GCGGAGCGG  110292
GAGAGGACCG GGA AGGA CGC ACC T C T GG T G T ACCAG T T A T CG TGCCCACG GT A A A CGC T G GGT AGCCA AG T GCGGAGCGG  111044
GAGAGGACCG GGA AGGA CGC ACC T C T GG T G T ACCAG T T A T CG TGCCCACG GT A A A CGC T G GGT AGCCA AG T GCGGAGCGG  111383
GAGAGGACCG GGA AGGA CGC ACC T C T GG T G T ACCAG T T A T CG TGCCCACG GT A A A CGC T G GGT AGCCA AG T GCGGAGCGG  112052

A T A AC T GC T G A A AGCA T C T A AG T AG T A AGC CCA CCCCA AG A T GAG TGC T C T CC T A T T CCG AC T T CCCCAG AGCC T CCGGT  111115

114.340 114.360 114.380 114.400

A T A AC T GC T G A A AGCA T C T A AG T AG T A AGC CCA CCCCA AG A T GAG TGC T C T CC T A T T CCG AC T T CCCGAG AGCC T CCGGT  110372
A T A AC T GC T G A A AGCA T C T A AG T AG T A AGC CCA CCCCA AG A T GAG TGC T C T CC T A T T CCG AC T T CCCCAG AGCC T CCGGT  111124
A T A AC T GC T G A A AGCA T C T A AG T AG T A AGC CCA CCCCA AG A T GAG TGC T C T CC T A T T CCG AC T T CCCCAG AGCC T CCGGT  111463
A T A AC T GC T G A A AGCA T C T A AG T AG T A AGC CCA CCCCA AG A T GAG TGC T C T CC T A T T CCG AC T T CCCCAG AGCC T CCGGT  112132

AGCACAGCCG AGACAGCGAC GGG T T C T C T G CCCC TGCGGG GA TGGAGCGA CAGA AG T T T T GAGA A T T CA A GAGA AGG T CA  111195

114.420 114.440 114.460 114.480

AGCACAGCCG AGACAGCGAC GGG T T C T C T G CCCC TGCGGG GA TGGAGCGA CAGA AG T T T T GAGA A T T CA A GAGA AGG T CA  110452
AGCACAGCCG AGACAGCGAC GGG T T C T C T G CCCC TGCGGG GA TGGAGCGA CAGA AG T T T T GAGA A T T CA A GA A A AGG T CA  111204
AGCACAGCCG AGACAGCGAC GGG T T C T C T G CCCC TGCGGG GA TGGAGCGA CAGA AG T T T T GAGA A T T CA A GA A A AGG T CA  111543
AGCACAGCCA AGACAGCGAC GGG T T C T C T G CCCC TGCGGG GA TGGAGCGA CAGA AG T T T T GAGA A T T CA A GAGA AGG T CA  112212

CGGCGAGACG AGCCG T T T A T CA T T A CGA T A GGT G T CA AG T GGA AG TGCAG TGA TG T A T GC AGC T GAGGCA T CC T A ACAGA  111275

114.500 114.520 114.540 114.560

CGGCGAGACG AGCCG T T T A T CA T T A CGA T A GGT G T CA AG T GGA AG TGCAG TGA TG T A T GC AGC T GAGGCA T CC T A ACAGA  110532
CGGCGAGACG AGCCG T T T A T CA T T A CGA T A GGT G T CA AG T GGA AG TGCAG TGA TG T A T GC AGC T GAGGCA T CC T A ACAGA  111284
CGGCGAGACG AGCCG T T T A T CA T T A CGA T A GGT G T CA AG T GGA AG TGCAG TGA TG T A T GC AGC T GAGGCA T CC T A ACAGA  111623
CGGCGAGACG AGCCG T T T A T CA T T A CGA T A GGT G T CA AG T GGA AG TGCAG TGA TG T A T GC AGC T GAGGCA T CC T A ACAGA  112292

CCGG T AGAC T T GA A CC T T GT T CC T A CA T GA CCCGA T CA A T T CGA T CAGGC AC T CGCCA T C T A T T T T CA T T G T T CA AC T C T  111355

114.580 114.600 114.620 114.640

CCGG T AGAC T T GA A CC T T GT T CC T A CA T GA CCCGA T CA A T T CGA T CAGGC AC T CGCCA T C T A T T T T CA T T G T T CA AC T C T  110612
CCG T T AGAC T T GA A CC T T GT T CC T A CA T GA CCCGA T CA A T T CGA T CAGGC AC T CGCCA T C T A T T T T CA T T G T T CA AC T C T  111364
CCG T T AGAC T T GA A CC T T GT T CC T A CA T GA CCCGA T CA A T T CGA T CAGGC AC T CGCCA T C T A T T T T CA T T G T T CA AC T C T  111703
CCGG T AGAC T T GA A CC T T GT T CC T A CA T GA CCCGA T CA A T T CGA T CAGGC AC T CGCCA T C T A T T T T CA T T G T T CA AC T C T  112372

T TGACA ACA C GA A A A A A CCA T T G T T CA A C T C T T T GA CA A C A T GA A A A A AC CA A A AGC T C T GCCC T CCC T C T C T A T C T A T C  111435

114.660 114.680 114.700 114.720

T TGACA ACA - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T GA A A A A AC CA A A AGC T C T GCCC T CCC T C T C T A T C T A T C  110660
T TGACA ACA C GA A A A A A CCA T T G T T CA A C T C T T T GA CA A C A T GA A A A A AC CA A A AGC T C T GCCC T CCC T C T C T A T C T A T C  111444
T TGACA ACA C GA A A A A A CCA T T G T T CA A C T C T T T GA CA A C A T GA A A A A AC CA A A AGC T CC GCCC T CCC T C T C T A T C T A T C  111783
T TGACA ACA C GA A A A A A CCA T T G T T CA A C T C T T T GA CA A C A T GA A A A A AC CA A A AGC T C T GCCC T CCC T C T C T A T C T A T C  112452

CA AGGGA TGG A AGGGCGGAG GCC T T T GG T G T CCCC T CCAG T CA AGA A T TG GGGCC T CA CA A T CAC T AGCC A A T A T GC T T T  111515

114.740 114.760 114.780 114.800

CA AGGGA TGG A AGGGCGGAG GCC T T T GG T G T CCCC T CCAG T CA AGA A T TG GGGCC T CA CA A T CAC T AGCC A A T A T GC T T T  110740
CA AGGGA TGG A AGGGCGGAG GCC T T T GG T G T CCCC T CCAG T CA AGA A T TG GGGCC T CA CA A T CAC T AGCC A A T A T GC T T T  111524
CA AGGGA TGG A AGGGCGGAG GCC T T T GG T G T CCCC T CCAG T CA AGA A T TG GG - - - - - - - - - - - AC T AGCC A A T A T GC T T T  111852
CA AGGGA TGG A AGGGCGGAG GCC T T T GG T G T CCCC T CCAG T CA AGA A T TG GGGCC T CA CA A T CAC T CGCC A A T A T GC T T T  112532

T C T CGCA TGC C T T T C T T CGT T CA TGG T T CG A T A T T C T GG T G T CC T AGGCG T AGAGGA A CC ACA CCA A T CC A T CCCGA AC T  111595

114.820 114.840 114.860 114.880

T C T CGCA TGC C T T T C T T CGT T CA TGG T T CG A T A T T C T GG T G T CC T AGGCG T AGAGGA A CC ACA CCA A T CC A T CCCGA AC T  110820
T C T CGCA TGC C T T T C T T CGT T CA TGG T T CG A T A T T C T GG T G T CC T AGGCG T AGAGGA A CC ACA CCA A T CC A T CCCGA AC T  111604
T C T CGCA TGC C T T T C T T CGT T CA TGG T T CG A T A T T C T GG T G T CC T AGGCG T AGAGGA A CC ACA CCA A T CC A T CCCGA AC T  111932
T C T CGCA TGC C T T T C T T CGT T CA TGG T T CG A T A T T C T GG T G T CC T AGGCG T AGAGGA A CC ACA CCA A T CC A T CCCGA AC T  112612

T GG T GG T T A A A C T C T AC T GC GG T GA CGA T A C TG T AGGGGA GG T CC TGCGG A A A A A T AGC T CGA CGCCAGG A T GA T A A A A A  111675

114.900 114.920 114.940 114.960

T GG T GG T T A A A C T C T AC T GC GG T GA CGA T A C TG T AGGGGA GG T CC TGCGG A A A A A T AGC T CGA CGCCAGG A T GA T A A A A A  110900
T GG T GG T T A A A C T C T AC T GC GG T GA CGA T A C TG T AGGGGA GG T CC TGCGG A A A A A T AGC T CGA CGCCAGG A T GA T A A A A A  111684
T GG T GG T T A A A C T C T AC T GC GG T GA CGA T A C TG T AGGGGA GG T CC TGCGG A A A A A T AGC T CGA CGCCAGG A T GA T A A A A A  112012
T GG T GG T T A A A C T C T AC T GC GG T GA CGA T A C TG T AGGGGA GG T CC TGCGG A A A A A T AGC T CGA CGCCAGG A T GA T A A A A A  112692

GC T T A A CACC T C T CA T T C T T A T T AC T T T T G CA A T A T GA A A A A A A A A - - TG A A A A A T GA A A AGG T CG T C T T A T T CA A A ACC  111753

114.980 115.000 115.020 115.040

GC T T A A CACC T C T CA T T C T T A T T AC T T T T G CA A T A T GA A A A A A A A A - - TG A A A A A T GA A A AGG T CG T C T T A T T CA A A ACC  110978
GC T T A A CACC T C T CA T T C T T A T T AC T T T T G CA A T A T GA A A A A A A A A A A TG A A A A A T GA A A AGG T CG T C T T A T T CA A A ACC  111764
GC T T A A CACC T C T CA T T C T T A T T AC T T T T G CA A T A T GA A A A A A A A A A - TG A A A A A T GA A A AGG T CG T C T T A T T CA A A ACC  112091
GC T T A A CACC T C T CA T T C T T A T T AC T T T T G CA A T A T GA A A A A A A A A A - TG A A A A A T GA A A AGG T CG T C T T A T T CA A A ACC  112771

CCA A T T A TGA A A T CCC T T C T C T CCCAC T T C ACA CC T CGT A A CGCACCG TG T T C T T A T AGA GAGA A AGGT G C T T T CCCA T C  111833

115.060 115.080 115.100 115.120

CCA A T T A TGA A A T CCC T T C T C T CCCAC T T C ACA CC T CGT A A CGCACCG TG T T C T T A T AGA GAGA A AGGT G C T T T CCCA T C  111058
CCA A T T A TGA A A T CCC T T C T C T CCCAC T T C ACA CC T CGT A A CGCACCG TG T T C T T A T AGA GAGA A AGGT G C T T T CCCA T C  111844
CCA A T T A TGA A A T CCC T T C T C T CCCAC T T C ACA CC T CGT A A CGCACCG TG T T C T T A T AGA GAGA A AGGT G C T T T CCCA T C  112171
CCA A T T A TGA A A T A CC T T C T C T CCCAC T T C ACA CC T CGT A A CGCACCG TG T T C T T A T AGA GAGA A AGGT G C T T T CCCA T C  112851

T T C T T A ACCC GA A A T GGC TG AGGAGAGGA A AGG T T CC T T T T T T T T - AGGG T A C T T CCGGG A ACAGA T CCA G T GGAGA CGG  111912

115.140 115.160 115.180 115.200

T T C T T A ACCC GA A A T GGC TG AGGAGAGGA A AGG T T CC T T T T T T T T - AGGG T A C T T CCGGG A ACAGA T CCA G T GGAGA CGG  111137
T T C T T A ACCC GA A A T GGC TG AGGAGAGGA A AGG T T CC T T T T T T T T - AGGG T A C T T CCGGG A ACAGA T CCA G T GGAGA CGG  111923
T T C T T A ACCC GA A A T GGC TG AGGAGAGGA A AGG T T CC T T T T T T T T - AGGG T A C T T CCGGG A ACAGA T CCA G T GGAGA CGG  112250
T T C T T A ACCC GA A A T GGC TG AGGAGAGGA A AGG T T CC T T T T T T T T T AGGG T A C T T CCGGG A ACAGA T CCA G T GGAGA CGG  112931

GGCGGGGCC T G T AGC T CAGA GGA T T AGAGC ACG T GGC T A C GA ACCACGGT GT CGGGGG T T CGA A T CCC T C C T CGCCCACA  111992

115.220 115.240 115.260 115.280

GGCGGGGCC T G T AGC T CAGA GGA T T AGAGC ACG T GGC T A C GA ACCACGGT GT CGGGGG T T CGA A T CCC T C C T CGCCCACA  111217
GGCGGGGCC T G T AGC T CAGA GGA T T AGAGC ACG T GGC T A C GA ACCACGGT GT CGGGGG T T CGA A T CCC T C C T CGCCCACA  112003
GGCGGGGCC T G T AGC T CAGA GGA T T AGAGC ACG T GGC T A C GA ACCACGGT GT CGGGGG T T CGA A T CCC T C C T CGCCCACA  112330
GGCGGGGCC T G T AGC T CAGA GGA T T AGAGC ACG T GGC T A C GA ACCACGGT GT CGGGGG T T CGA A T CCC T C C T CGCCCACA  113011

ACC T T CCC T T T T TGGA AGGA CCC T T CCC T C T GGGGG T AGG A A A A T CA T GA T CGGGA T AGC GGA T CCA A AG C T A T GGA AC T  112072

115.300 115.320 115.340 115.360

ACC T T CCC T - - - - - - - - - - - - - - - - - - - - C T GGGGG T AGG A A A A T CA T GA T CGGGA T AGC GGA CCCA A AG C T A T GGA AC T  111277
ACC T T CCC T T T T TGGA AGGA CCC T T CCC T C T GGGGG T AGG A A A A T CA T GA T CGGGA T AGC GGA CCCA A AG C T A T GGA AC T  112083
ACC T T CCC T T T T TGGA AGGA CCC T T CCC T C T GGGGG T AGG A A A A T CA T GA T CGGGA T AGC GGA CCCA A AG C T A T GGA AC T  112410
ACC T T CCC T T T T GGGA AGGA CCC T T CCC T C T GGGGG T AGG A A A A T CA T GA T CGGGA T AGC GGA CCCA A AG C T A T GGA AC T  113091
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T AGG TG T GGG T C T T T TG T CG A A A TGGAG T A GCC T T A C T T T T T C T T T T T T T T T T T A T T T AC CGT - - - - - - - - T A AGGG T T A  112144

115.380 115.400 115.420 115.440

T AGG TG T GGG T C T T T TG T CG A A A TGGAG T A GCC T T A C T T T T T C T T T T T T T T T T - A T T T AC CA T - - - - - - - - T A AGGG T T T  111348
T AGG TG T GGG T C T T T TG T CG A A A TGGAG T A GCC T T A C T T T T T C T T T T T T T T T T - A T T T AC CA T CA T T ACG A T A AGGG T T T  112162
T AGG TG T GGG T C T T T TG T CG A A A TGGAG T A GCC T T A C T T T T T C T T T T T T T T T T - A T T T AC CA T - - - - - - - - T A AGGG T T T  112481
T AGG TG T GGG T C T T T TG T CG A A A TGGAG T A GCC T T A C T T T T T C T T T T T T T T T T - A T T T AC CA T - - - - - - - - T A AGGG T T T  113162

A A A AC - - - - - - A A A A T T A A A T A A AG T A T T C CCGACGCGA A T CGGCA T A T T T T T T T T TG T T T T A CGCCCCG T A AC T C T T CC  112218

115.460 115.480 115.500 115.520

T A A - T - - - - - - A A A A TGA A A T A T AG T A T T C CCGACGCGA A T CGGCA T A T T T T T T T T TG T T T T A CGCCCCG T A AC T C T T CC  111421
T A A T C - - - - - - A A T - T T A A A T A T AG T A T T C CC T ACGCGA A T CGGCA T A T T T T T T T T TG T T T GA CGCCCCG T A AC T C T T CC  112235
T A A T CCA T T T A A A T T T T A A A T A T AG T A T T C CCGA TGCGA A T CGGCA T A T T T T T T T T TG T T T GA CGCCCCG T A AC T C T T CC  112561
T GA A T - - - - - - - A A T T T A A A T A T AG T A T T C CCA A T CCGA A T CGGCA T A T T T T T T T T TG T T T T A CGCCCCG T A AC T C T T CC  113235

T CGGCCAGGC T T GGGCAGA A T AGGAGAGCA AGT A T T AGT A GCA T AGCA A A A A T GCG T T CC T CG T CA T T A A T A TG T T T GCC  112298

115.540 115.560 115.580 115.600

T CGGCCAGGC T T GGGCAGA A T AGGAGAGCA AGT A T T AGT A GCA T AGCA A A A A T GCG T T CC T CG T CA T T A A T A TG T T T GCC  111501
T CGGCCAGGC T T GGGCAGA A T AGGAGAGCA AGT A T T AGT A GCA T AGA A A A A A T GCG T T CC T CG T CA T T A A T A TG T T T GCC  112315
T CGGCCAGGC T T GGGCAGA A T AGGAGAGCA AGT A T T AGT A GCA T AGCA A A A A T GCG T T CC T CG T CA T T A A T A TG T T T GCC  112641
CCGGCCAGGC T T GGGCAGA A T AGGAGAGCA AGT A T T AGT A GCA T AGCA A A A A T GCG T T CC T CG T CA T T A A T A TG T T T GC T  113315

CGCGGT A A T T G T GGCC T C T C GGGAGA A T CG A TGAC T GCA T C T T T GA T GCA C T T GC T AG T A C T AG T A CA T C T GAGA A T T C T  112378

115.620 115.640 115.660 115.680

CGCGGT A A T T G T GGCC T C T C GGGAGA A T CG A TGAC T GCA T C T T T GA T GCA C T T GC T AG T A C T AG T A CA T C T GAGA A T T C T  111581
CGCGGT A A T T G T GGCC T C T C GGGAGA A T CG A TGAC T GCA T C T T T GA T GCA C T T GC T AG T A C T AG T A CA T C T GAGA A T T C T  112395
CGCGGT A A T T G T GGCC T C T C GGGAGA A T CG A TGAC T GCA T C T T T GA T GCA C T T GC T AG T A C T AG T A CA T C T GAGA A T T C T  112721
CGCGGT A A T T G T GGCC T C T C GGGAGA A T CG A TGAC T GCA T C T T T GA T GCA C T T GC T AG T A C T AG T A CA T C T GAGA A T T C T  113395

T A A T TGGC T A A T TG T A A A T A GCCCCAGGAC T A T GGA ACA A AGGA T T A T CC CGGACC T A CG CCGAGG T A T T GACGG TGA T T  112458

115.700 115.720 115.740 115.760

T A A T TGGC T A A T TG T A A A T A GCCCCAGGAC T A T GGA ACA A AGGA T T A T CC CGGACC T A CG CCGAGG T A T T GACGG TGA T T  111661
T A A T TGGC T A A T TG T A A A T A GCCCCAGGAC T A T GGA ACA A AGGA T T A T CC CGGACC T A CG CCGAGG T A T T GACGG TGA T T  112475
T A A T TGGC T A A T TG T A A A T A GCCCCAGGAC T A T GGA ACA A AGGA T T A T CC CGGACC T A CG CCGAGG T A T T GACGG TGA T T  112801
T A A T TGGC T A A T TG T A A A T A GCCCCAGGAC T A T GGA ACA A AGGA T T A T CC CGGACC T A CG CCGAGG T A T T GACGG TGA T T  113475

C T CA A A T A T C GCAGA ACAGA A T G TGA T A CG A TGAGA T AGA A T GCA A T AGA A A CA A AGA CA CAGGGA ACGG G T T A CC T AC T  112538

115.780 115.800 115.820 115.840

C T CA A A T A T C GCAGA ACAGA A T G TGA T A CG A TGAGA T AGA A T GCA A T AGA A A CA A AGA CA CAGGGA ACGG G T T A CC T AC T  111741
C T CA A A T A T C GCAGA ACAGA A T G TGA T A CG A TGAGA T AGA A T GCA A T AGA A A CA A AGA CA CAGGGA ACGG G T T A CC T AC T  112555
C T CA A A T A T C GCAGA ACAGA A T G TGA T A CG A TGAGA T AGA A T GCA A T AGA A A CA A AGA CA CAGGGA ACGG G T T A CC T AC T  112881
C T CA A A T A T C GCAGA ACAGA A T G TGA T A CG A TGAGA T AGA A T GCA A T AGA A A CA A AGA CA CAGGGA ACGG A T T A CC T AC T  113555

T T T A ACGGT C A A AGCGA ACC C T T T A A T T C T GACA T T C TGA A T T C T T T A A T T CGGA A TGA A T CA A A T C T CC CCA AG T AGGA  112618

115.860 115.880 115.900 115.920

T T T A ACGGT C A A AGCGA ACC C T T T - - - - - - - - CA T T C TGA A T T C T T T A A T T CGGA A TGA A T CA A A T C T CC CCA AG T AGGA  111813
T T T A ACGGT C A A AGCGA ACC C T T T CA T T C T GACA T T C TGA A T T C T T T A A T T CGGA A TGA A T CA A A T C T CC CCA AG T AGGA  112635
T T T A ACGGT C A A AGCGA ACC C T T T CA T T C T GACA T T C TGA A T T C T T T A A T T CGGA A TGA A T CA A A T C T CC CCA AG T AGGA  112961
T T T A ACGGT C A A AGCGA ACC C T T T - - - - - - - - CA T T C TGA A T T C T T T A A T T CGGA A TGA A T CA A A T C T CC CCA AG T AGGA  113627

T T CGA A CC T A CGACCAG T CA GT T A A CAGCC GACCGC T C T A CCAC T GAGC T AC T GAGGA AC T GCGGGAGA T T C T C T C T CA T  112698

115.940 115.960 115.980 116.000

T T CGA A CC T A CGACCAG T CA GT T A A CAGCC GACCGC T C T A CCAC T GAGC T AC T GAGGA AC T GCGGGAGA T T C T C T C T CA T  111893
T T CGA A CC T A CGACCAG T CA GT T A A CAGCC GACCGC T C T A CCAC T GAGC T AC T GAGGA AC T GCGGGAGA T T C T C T C T CA T  112715
T T CGA A CC T A CGACCAG T CA GT T A A CAGCC GACCGC T C T A CCAC T GAGC T AC T GAGGA AC T GCGGGAGA T T C T C T C T CA T  113041
T T CGA A CC T A CGACCAG T CA GT T A A CAGCC GACCGC T C T A CCAC T GAGC T AC T GAGGA AC T GCGGGAGA T T C T C T C T CA T  113707

AGAG T T CA A T T CCCG T T C T C A A CCCA TGAC CA A T A T GA A C T CGA AGT T T C C T T CG T A A C T CCCGGA AC T T C T T CG T AG TG  112778

116.020 116.040 116.060 116.080

AGAG T T CA A T T CCCG T T C T C A A CCCA TGAC CA A T A T GA A C T CGA AGT T T C C T T CG T A A C T CCCGGA AC T T C T T CG T AG TG  111973
AGAG T T CA A T T CCCG T T C T C A A CCCA TGAC CA A T A T GA A C T CGA AGT T T C C T T CG T A A CC CCCGGA AC T T C T T CG T AG TG  112795
AGAG T T CA A T T CCCG T T C T C A A CCCA TGAC CA A T A T GA A C T CGA AGT T T C C T T CG T A A CC CCCGGA AC T T C T T CG T AG TG  113121
AGAG T T CA A T T CCCG T T C T C A A CCCA TGAC CA A T A T GA A C T CGA AGT T T C C T T CG T A A C T CCCGGA AC T T C T T CG T AG TG  113787

GC T CCG T T CC A T GCC T CG T T T CA T AGGGA A CC T CA A AGT G GC T C T A T T T C A T T A T A T T CC A T CCA T A T CC CA A T T CCA T T  112858

116.100 116.120 116.140 116.160

GC T CCG T T CC A T GCC T CG T T T CA T AGGGA A CC T CA A AGT G GC T C T A T T T C A T T A T A T T CC A T CCA T A T CC CA A T T CCA T T  112053
GC T CCG T T CC A T GCC T CG T T T CA T AGGGA A CC T CA A AGT G GC T C T A T T T C A T T A T A T T CC A T CCA T A T CC CA A T T CCA T T  112875
GC T CCG T T CC A T GCC T CG T T T CA T AGGGA A CC T CA A AGT G GC T C T A T T T C A T T A T A T T CC A T CCA T A T CC CA A T T CCA T T  113201
AC T CCG T T CC A T GCC T CC T T T CA T AGGGA A CC T CA A AGT G GC T C T A T T T C A T T A T A T T CC A T CCA T A T CC CA A T T CCA T T  113867

T A T T T A A T A T CCC T T TGG TG T CA T T GACA T A AGA A T T GA C A T A AGAGA TG T CG T T T C T AG T C T A T C T GT T T C T A T T T C T A  112938

116.180 116.200 116.220 116.240

T A T T T A A T A T CCC T T TGG TG T CA T T GACA T A AGA A T T GA C A T A AGAGA TG T CG T T T C T AG T C T A T C T GT T T C T A T T T C T A  112133
T A T T T A A T A T CCC T T TGG TG T CA T T GACA T A AGA A T T GA C A T A AGAGA TG T CG T T T C T AG T C T A T C T GT T T C T A T T T C T A  112955
T A T T T A A T A T CCC T T TGG TG T CA T T GACA T A AGA A T T GA C A T A AGAGA TG T CG T T T C T AG T C T A T C T GT T T C T A T T T C T A  113281
T A T T T A A T A T C T C T T TGG TG T CA T T GACA T A AGA A T T GA C A T A AGAGA TG T CG T T T C T AG T C T A T C T GT T T C T A T T T C T A  113947

T A T A TGGA A A G T T A A A A A A T CA T CA - - - - - - - - - - - - - - - - - - T A T A A T A A T CCAGA A A T T GA A A T AGA A A AGA A A A A AG  113000

116.260 116.280 116.300 116.320

T A T A TGGA A A G T T A A A A A A T CA T CA - - - - - - - - - - - - - - - - - - T A T A A T A A T CCAGA A A T T GA A A T AGA A A AGA A A A A AG  112195
T A T A TGGA A A G T T CA A A A A T CA T CA A A AG T T CA A A A A T CA T CA T A T A A T A A T CCAGA A A T T GA A A T AGA A A AGA A A A A AG  113035
T A T A TGGA A A G T T CA A A A A T CA T CA - - - - - - - - - - - - - - - - - - T A T A A T A A T CCAGA A A T T GA A A T AGA A A AGA A A A A AG  113343
T A T A TGGA A A G T T A A A A A A T CA T CA A A AG T T A A A A A A T CA T CA T A T A A T A A T CCAGA A A T T GA A A T AGA A A AGA A A A A AG  114027

GGAGGT T TG T GA TGA T T T T T CA A T C T T T T A T AC T AGG T A A T C T AG T A T CC T T A TGCA T GA AGA T A A T CA A T T CGG T CG T T  113080

116.340 116.360 116.380 116.400

GGAGGT T TG T GA TGA T T T T T CA A T C T T T T A T AC T AGG T A A T C T AG T A T CC T T A TGCA T GA AGA T A A T CA A T T CGG T CG T T  112275
GGAGGT T TG T GA TGA T T T T T CA A T C T T T T A T AC T AGG T A A T C T AG T A T CC T T A TGCA T GA AGA T A A T CA A T T CGG T CG T T  113115
GGAGGT T TG T GA TGA T T T T T CA A T C T T T T A T AC T AGG T A A T C T AG T A T CC T T A TGCA T GA AGA T A A T CA A T T CGG T CG T T  113423
GGAGGT T TG T GA TGA T T T T T CA A T C T T T T A T AC T AGG T A A T C T AG T A T CC T T A TGCA T GA AGA T A A T CA A T T CGG T CG T T  114107

G TGG T CGGA C T C T A T T A T GG A T T T C T GA CC ACA T T C T CCA T AGGGCCC T C T T A T C T C T T C C T T C T CCGAG C T CGGGT T A T  113160

116.420 116.440 116.460 116.480

G TGG T CGGA C T C T A T T A T GG A T T T C T GA CC ACA T T C T CCA T AGGGCCC T C T T A T C T C T T C C T T C T CCGAG C T CGGGT T A T  112355
G TGG T CGGA C T C T A T T A T GG A T T T A T GA CC ACA T T C T CCA T AGGGCCC T C T T A T C T C T T C C T T C T CCGAG C T CGGGT T A T  113195
G TGG T CGGA C T C T A T T A T GG A T T T A T GA CC ACA T T C T CCA T AGGGCCC T C T T A T C T C T T C C T T C T CCGAG C T CGGGT T A T  113503
G TGG T CGGA C T C T A T T A T GG A T T T C T GA CC ACA T T C T CCA T AGGGCCC T C T T A T C T C T T A C T T C T CCA AG C T CGGGT T A T  114187
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GGA AGA AGGA GA AGA AGGA A CCGAGA AGA A GGT A T CAGCA A CA A CAGG T T T T A T T GCGGG ACAGC T CA T G A T A T T CA T A T  113240

116.500 116.520 116.540 116.560

GGA AGA AGGA - - - - - - - - - A CCGAGA AGA A GGT A T CAGCA A CA A CAGG T T T T A T T GCGGG ACAGC T CA T G A T GT T CA T A T  112426
GGA AGA AGGA GA AGA AGGA A CCGAGA AGA A GGT A T CAGCA A CA A CAGG T T T T A T T GCGGG ACAGC T CA T G A T GT T CA T A T  113275
GGA AGA AGGA GA AGA AGGA A CCGAGA AGA A GGT A T CAGCA A CA A CAGG T T T T A T T GCGGG ACAGC T CA T G A T GT T CA T A T  113583
GGA AGA AGGA GA AGA AGGA A CCGAGA AGA A GGT A T CAGCA A CA A C TGG T T T T A T T GCGGG ACAGC T CA T G A T GT T CA T A T  114267

CGA T C T A T T A T GCGCC T C TG CA T C T AGCA T T GGG T AGACC T CA T ACA A T A AC T GT CC T AG C T C T ACCGT A T C T T T TG T T T  113320

116.580 116.600 116.620 116.640

CGA T C T A T T A T GCGCC T C TG CA T C T AGCA T T GGG T AGACC T CA T ACA A T A AC T GT CC T AG C T C T ACCGT A T C T T T TG T T T  112506
CGA T C T A T T A T GCGCC T C TG CA T C T AGCA T T GGG T AGACC T CA T ACA A T A AC T GT CC T AG C T C T ACCGT A T C T T T TG T T T  113355
CGA T C T A T T A T GCGCC T C TG CA T C T AGCA T T GGG T AGACC T CA T ACA A T A AC T GT CC T AG C T C T ACCGT A T C T T T TG T T T  113663
CGA T C T A T T A T GCGCC T C TG CA T C T AGCA T T GGG T AGACC T CA T ACCA T A AC T GT CC T AG C T C T ACCGT A T C T T T TG T T T  114347

CAG T T C T T C T GGA A CA A T CA CA A ACAC T T T T T T GA T T A T G GA T C T AC T AC CAGA A A T T CA A TGCGT A A T C T T AGCA T T CA  113400

116.660 116.680 116.700 116.720

CAG T T C T T C T GGA A CA A T CA CA A ACAC T T T T T T GA T T A T G GA T C T AC T AC CAGA A A T T CA A TGCGT A A T C T T AGCA T T CA  112586
CAG T T C T T C T GGA A CA A T CA CA A ACAC T T T T T T GA T T A T G GA T C T AC T AC CAGA A A T T CA A TGCGT A A T C T T AGCA T T CA  113435
CAG T T C T T C T GGA A CA A T CA CA A ACAC T T T T T T GA T T A T G GA T C T AC T AC CAGA A A T T CA A TGCGT A A T C T T AGCA T T CA  113743
CA T T T C T T C T GGA A CA A T CA CA ACCAC T T T G T T GA T T A T G GA T C T AC T AC CAGA A A T T CA A TGCGT A A T C T T AGCA T T CA  114427

A TG T GT A T T C C T GA A T A A T C T CA T T T T T CA A T T A T T CA A C CA T T T CA T T T T A CCA AGT T C A A T G T T AGCC AGA T T AG T CA  113480

116.740 116.760 116.780 116.800

A TG T GT A T T C C T GA A T A A T C T CA T T T T T CA A T T A T T CA A C CA T T T CA T T T T A CCA AGT T C A A T G T T AGCC AGA T T AG T CA  112666
A TG T GT A T T C C T GA A T A A T C T CA T T T T T CA A T T A T T CA A C CA T T T CA T T T T A CCA AGT T C A A T G T T AGCC AGA T T AG T CA  113515
A TG T GT A T T C C T GA A T A A T C T CA T T T T T CA A T T A T T CA A C CA T T T CA T T T T A CCA AGT T C A A T G T T AGCC AGA T T AG T CA  113823
A TG T GT A T T C C T GA A T A A T C T CA T T T T T CA A T T A T T CA A C T A T T T CA T T T T A CCA AGT T C A A T G T T AGCC AGA T T AG T CA  114507

ACA T T T A T A T G T T T CGA T GC A A CA A CA AGA T GT T A T T TG T A ACA AGT AGT T T T GT T GG T T GGT T A A T TGG T CACA T T T T A  113560

116.820 116.840 116.860 116.880

ACA T T T A T A T G T T T CGA T GC A A CA A CA AGA T GT T A T T TG T A ACA AGT AGT T T T GT T GG T T GGT T A A T TGG T CACA T T T T A  112746
ACA T T T A T A T G T T T CGA T GC A A CA A CA AGA T GT T A T T TG T A ACA AGT AGT T T T GT T GG T T GGT T A A T TGG T CACA T T T T A  113595
ACA T T T A T A T G T T T CGA T GC A A CA A CA AGA T GT T A T T TG T A ACA AGT AGT T T T GT T GG T T GGT T A A T TGG T CACA T T T T A  113903
ACA T T T A T A T G T T T CGA T GC A A CA A CA AGA T GT T A T T TG T A ACA AGT AGT T T T GT T GG T T GGT T A A T TGG T CACA T T T T A  114587

T T CA TGA A A T GGGT T GGA T T GG T A T T AG T T T GGA T A CAGC A A A AGA AG T C T A T T AGGT C T A A T - - - - - - - - - GT AC T T A T  113631

116.900 116.920 116.940 116.960

T T CA TGA A A T GGGT T GGA T T GG T A T T AG T T T GGA T A CAGC A A A AGA AG T C T A T T AGGT C T A A T - - - - - - - - - GT AC T T A T  112817
T T CA TGA A A T GGGT T GGA T T GG T A T T AG T T T GGA T A CAGC A A A AGA AG T C T A T T AGGT C T A A T - - - - - - - - - GT AC T T A T  113666
T T CA TGA A A T GGGT T GGA T T GG T A T T AG T T T GGA T A CAGC A A A AGA AG T C T A T T AGGT C T A A T - - - - - - - - - GT AC T T A T  113974
T T CA TGA A A T GGGT T GGA T T GG T A T T AG T T T GGA T A CAGC A A A AGA A T T C T A T T AGGT C T A A T AGG T C T A A T GT AC T T A T  114667

T CGA T T T A A T A AGT ACC T TG TGC T T G TG T C AGA C T T GAGA A A T T C T A T GG T T CGA A T C T T T AG T A T T C T C T T A T T T A T T A  113711

116.980 117.000 117.020 117.040

T CGA T T T A A T A AGT ACC T TG TGC T T G TG T C AGA C T T GAGA A A T T C T A T GG T T CGA A T C T T T AG T A T T C T C T T A T T T A T T A  112897
T CGA T T T A A T A AGT ACC T TG TGC T T G TG T C AGA C T T GAGA A A T T C T A T GG T T CGA A T C T T T AG T A T T C T C T T A T T T A T T A  113746
T CGA T T T A A T A AGT ACC T TG TGC T T G TG T C AGA C T T GAGA A A T T C T A T GG T T CGA A T C T T T AG T A T T C T C T T A T T T A T T A  114054
T CGA T T T A A T A AGT AC T T TG TGC T T G TG T C AGA A T T GAGA A A T T C T A T AG C T CGA AGC T T T AG T A T T C T C T T A T T T A T T A  114747

CC T G T A T C T A C T A T T T AGGC AGA A T ACCG T CACCCA T T T T T AC T A AGA A A T T GA A AGA A A CC T CAGA A A C GGAGGA AGA A  113791

117.060 117.080 117.100 117.120

CC T G T A T C T A C T A T T T AGGC AGA A T ACCG T CACCCA T T T T T AC T A AGA A A T T GA A AGA A A CC T CAGA A A C GGAGGA AGA A  112977
CC T G T A T C T A C T A T T T AGGC AGA A T ACCG T CACCCA T T T T T AC T A AGA A A T T GA A AGA A A CC T CAGA A A C GGAGGA AGA A  113826
CC T G T A T C T A C T A T T T AGGC AGA A T ACCG T CACCCA T T T T T AC T A AGA A A T T GA A AGA A A CC T CAGA A A C GGAGGA AGA A  114134
T T T G T A T C T A C T A T T T AGGC AGA A T GCCA T CACCCA T T T T T AC T A AGA A A T T GA A AGA A A CC T CAGA A A C GGAGGA AGA A  114827

ACAGA T G T AG A A A T AGA A AC A A C T T T CGA A AGGAGGGGGA C T A A ACAGGA ACA AGAGG - - - - - - T A T CCA CCGA AGA AGA  113865

117.140 117.160 117.180 117.200

ACAGA T G T AG A A A T AGA A AC A A C T T T CGA A AGGAGGGGGA C T A A ACAGGA ACA AGAGG - - - - - - T A T CCA CCGA AGA AGA  113051
AGAGA T G T AG A A A T AGA A AC A A C T T T CGA A AGGAGGGGGA C T A A ACAGGA ACA AGAGG - - - - - - T A T CCA CCGA AGA AGA  113900
ACAGA T G T AG A A A T AGA A AC A A C T T T CGA A AGGAGGGGGA C T A A ACAGGA ACA AGAGG - - - - - - T A T CCA CCGA AGA AGA  114208
ACAGA T G T AG A A A T AGA A AC A A C T T T CGA A AGGAGGGGGA C T A A ACAGGA ACA AGAGGA A GAGG T A T CCA CCGA AGA AGA  114907

T CC T T C T CC T T CCC T T T T T T CGGA AGA A A A GGAGGA T CCG GACA A A A T CG AGGA A ACGGA AGAGA T CCGA G T GA A TGGA A  113945

117.220 117.240 117.260 117.280

T CC T T C T CC T T CCC T T T T T T CGGA AGA A A A GGAGGA T CCG GACA A A A T CG AGGA A ACGGA AGAGA T CCGA G T GA A TGGA A  113131
T CC T T C T CC T T CCC T T T T T T CGGA AGA A A A GGAGGA T CCG GACA A A A T CG AGGA A ACGGA AGAGA T CCGA G T GA A TGGA A  113980
T CC T T C T CC T T CCC T T T T T T CGGA AGA A A A GGAGGA T CCG GACA A A A T CG AGGA A ACGGA AGAGA T CCGA G T GA A TGGA A  114288
T CC T T C T CC T T CCC T T T T T T CGGA AGA A A A GGAGGA T CCG GACA A A A T CG AGGA A ACGGA AGAGA T CGGA G T GA A TGGA A  114987

AGGA A A A A A A A A A A ACA A AG CA T GA A T T CC AC T T T CAC T T T A A AGAGACA TGCGA T A A A A A T AGCCCAG T T T CAGA A AC T  114025

117.300 117.320 117.340 117.360

AGGA A A A A A A A A A A ACA A AG CA T GA A T T CC AC T T T CAC T T T A A AGAGACA TGCGA T A A A A A T AGCCCAG T T T CAGA A AC T  113211
AGGA A A A A A A A A A A ACA A AG CA T GA A T T CC AC T T T - - - - - - A A AGAGACA TGCGA T A A A A A T AGCCCAG T T T CAGA A AC T  114054
AGGA A A A A A A A A A A ACA A AG CA T GA A T T AC AC T T T CAC T T T A A AGAGACA TGCGA T A A A A A T AGCCCAG T T T CAGA A AC T  114368
A - - - - - - - - - - - - A ACA A AG CA T GA A T T CC AC T T T C T C T T T A A AGAGACA TG T GA T A A A A A T AGCCCAG T T T C T T CA AC T  115055

T C T T A T C TGG A T GGA A A T CA AGA A A A T T CG A A A T T AGA A A T A T T T A A AGA A A A A AGAGCA AC T T A T ACA T T A ACA A - - - -   114101

117.380 117.400 117.420 117.440

T C T T A T C TGG A T GGGA A T CA AGA A A A T T CG A A A T T AGA A A T A T T T A A AGA A A A A A A AGCA AC T T A T ACA T T A ACA A - - - -   113287
T C T T A T C TGG A T GGGA A T CA AGA A A A T T CG A A A T T CGA A A T A T A T A A AGA A A A A AGAGCA AC T T A T ACA T T A ACA AGA T T  114134
T C T T A T C TGG A T GGGA A T CA AGA A A A T T CG A A A T T AGA A A T A T T T A A AGA A A A A AGAGCA AC T T A T ACA T T A ACA AGA T T  114448
T C T T A T C TGG A T GGGA A T CA AGA A A A T T CA A A A AGA A A A A A AGT T GA AGA A A A A A A AGCA - - - - - - - CA A T A ACA A - - - -   115124

- - - - - - - - T T A ACA AGA C T A A T ACAGA A A A T A A A T A T A A T A AGAGA T A A A AGGAGA TGCG AC T T CCCCC T A A A T A T T T T A  114173

117.460 117.480 117.500 117.520

- - - - - - - - - - - - - - - GA C T A A T ACAGA A A A T A A A T A T A A T A AGAGA T A A A AGGAGA TGCG AC T T CCCCC T A A A T A T T T T A  113352
A A T ACAGA T T A ACA AGA C T A A T ACAGA A A A T A A A T A T A A T A AGAGA T A A A AGGAGA TGCG AC T T CCCCC T A A A T A T T T T A  114214
A A T ACAGA T T A ACA AGA C T A A T ACAGA A A A T A A A T A T A A T A AGAGA T A A A AGGAGA TGCG AC T T CCCCC T A A A T A T T T T A  114528
- - - - - - - - - - - - - - - GA C T A A T ACAGA A A A T A A A T A T A A T A AGAGA T A A A A AGA A A T A CG AC T T CCCCC T A A A T A T T T T A  115189

T ACC T T CCCC T A T A A A A A A A C T CGT A A T AC CA A CCCCA T T CG T A A T T CCA T CA A T T A T T C G T C T A T CA A A CA A A T GA A T T  114253

117.540 117.560 117.580 117.600

GACC T T CCCC T A T A A A A A A A T T CA T A A T AC CA A CCCCA T T CG T A A T T CCA T CA A T T AC T C G T C T A T CA A A CA A A T GA A T T  113432
T ACC T T CCCC T ACA A A A A A A C T CGT A A T AC CA A CCCCA T T CG T A A T T CCA T CA A T T AC T C G T C T A T CA A A CA A A T GA A T T  114294
T ACC T T CCCC T ACA A A A A A A C T CGT A A T AC CA A CCCCA T T CG T A A T T CCA T CA A T T AC T C G T C T A T CA A A CA A A T GA A T T  114608
GACC T T CCCC T ACA A A A A A A C T CGT A A T AC CA A CCCCA T T T G T A A T T CCA T CA A T T AC T C G T C T A T CA A A CA A A T GA A T T  115269
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AGT T CAGC T A A T CC T C T T A T CCC T T CCG T T A AGGA T C T T G T A T A A A A AGC A T C T A T A T A A GCA CGA T T A T AGGA CCA A T C  114333

117.620 117.640 117.660 117.680

AGT T CAGC T A A T CC T C T T A T ACC T T CCG T T A A AGA T C T T G T A T A A A A AGC A T C T A T A T A A GCA CGA T T A T AGGA CCA A T C  113512
AGT T CAGC T A A T CC T C T T A T ACC T T C TG T T A AGGA T C T T G T A T A A A A AGC A T C T A T A T A A ACA CGA T T A T AGGA CCA A T C  114374
AGT T CAGC T A A T CC T C T T A T ACC T T CCG T T A AGGA T C T T G T A T A A A A AGC A T C T A T GT A A GCA CGA T T A T AGGA CCA A T C  114688
AGT T CAGC T A A T GC T C T T A T T CC T T CCG T T A AGGA T C T T G T A T A A A A AGC A T C T A T A T A A GCA CGA T T A T AGGA CCA A T C  115349

A T A T AGA A A A T T T A T T A T T T TG T CCCA A AG A A T T C T C T T T GG T CC T C T T T T AGCA A A T A A A T T A AG T A T G T T CCA A T T T T  114413

117.700 117.720 117.740 117.760

A T A T AGA A A A T T GA T T A T T T TG T CCCA A AG A A T T C T C T T A GG T CC T C T T T T AGCA A A T A A A T T A AG T A T G T T CCA A T T T T  113592
A T A T AGA A A A T T GA T T A T T T TG T CCCA A AG A A T T C T C T T A GG T CC T C T T T T AGCA A A T A A A T T A AG T A T G T T CCA A T T T T  114454
A T A T AGA A A A T T GA T T A T T T T T T CCCA A AG A A T T C T C T T A GG T CC T C T T T T AGCA A A T A A A T T A AG T A T G T T CCA A T T T T  114768
A T A T AGA A A A T T GA T T A T T T T A T CCCA A AG A A T T C T A T T A GG T CC T CG T T TGACA A A T A A A T T A AG T A T G T T CA A A T T T T  115429

GGA A AGA TGA A T A A A A AGGC T T A T A T A A A A AGT AGGC T A T A A A T AGT CCG A A A T A CGT T A T AC T A A CGGA A AGGG T T GGA  114493

117.780 117.800 117.820 117.840

G T A A AGA TGA A T A A A A AGGT T T A T A T A A A A AGT AGGC T A T A A A T AGT CCG A A A T A CGT T A T AC T GA CGGA A AGGG T T GGA  113672
G T A A AGA TGA A T A A A A AGGC T T A T A T A A A A AGT AGGC T A T A A A T AGT CCG A A AGA CGT T A T AC T GA CGGA A AGGG T T GGA  114534
G T A A AGA TGA A T A A A A AGGC T T A T A T A A A A AGT AGGC T A T A A A T AGT CCG A A AGA CGT T A T AC T GA CGGA A AGGG T T GGA  114848
G T A A AGA TGA A T A A A AGGGC T T A T A T A A A A AGT AGGCA A T A A A T AGT CCG A A A T A CGT T A T AC T GA CAGA A AGAG T T GCA  115509

T T T T T CA A A A C T T CA T A CCA A T CCA A A A A A T A A T T T GA A T T T TGA TG T A A A AGA T T T A T A GACGGAG T T A A CA A T T T GGA  114573

117.860 117.880 117.900 117.920

T T T T T CA A A A C T T CA T A CCA A T CCA A A A A A T GA T T T GA A T T T TGA TG T A A A AGA T T T A T A GACGGAG T T A A T A A T T T GGA  113752
T T T T T CA A A A CC T CA T A CCA A T CCA A A A A A T GA T T T GA A T T T TGA T C T A A A AGA T T T A T A GA T GGAG T T A A CA A T T T GGA  114614
T T T T T CA A A A C T T CA T A CCA A T CCA A A A A A T GA T T T GA A T T T TGA TG T A A A AGA T T T A T A GA T GGAG T T A A CA A T T T GGA  114928
T T T T T CA A A A C T T CA T A CCA A T CA A A A A A A T GA T T T GA A T T T TGA TG T A A A AGA T T T A T A GACGGAG T T A A CA A T T T GGA  115589

T A AGA T A T CC A A A T CCA T T C C T T C T T GA T T GA A AGGA A T T CC T A T AGC T C CA ACA A ACA A GGGA A A T AGG A C T A A T A CA A  114653

117.940 117.960 117.980 118.000

T A A A A T A T CC A A A T CCA T T C C T T C T T GAG T GA A AGGA A T T CC T A T AGC T C CA ACA A ACA A GGGA A A T AGG A C T A A T A CA A  113832
T A AGA T A T CC A A A T CCA T T C C T T C T T GA T T GA AGGGA A T T CC T A T AGC T C CA CCA A ACA A AGGA A A T AGG A C T A A T A CA A  114694
T A AGA T A T CC A A A T CCA T T C C T T C T T GA T T GA A AGGA A T T CC T A T AGC T C CA ACA A ACA A AGGA A A T AGG A C T A A T A CA A  115008
T A AGA T A T CC A A A T C T A T T C C T T C T T GA T T GA A AGGA A T T CC T A T AGCCC CA ACA A ACA A AGGA A A T AGG A C T A A T A CA A  115669

GCA T AGCA A A T A ACA T AG T A T T G T C T GA T T CA T GAGGA T A A A A A A A AG T C T T T GT AGCGC CA A A AGGCA A A A T AG T A A T A  114733

118.020 118.040 118.060 118.080

GCA T AGCA A A T A ACA T AG T A T T A T C T GA T T CA T GAGGA T A A A A A A A AG T C T T CGT AGCGC CA A A AGGCA A A A T AG T A A A A  113912
GCA T AGCA A A T A ACA T AG T A T T G T C T GA T T CA T GAGGA T A A A A A A A AG T C T T CGT AGCGC CA A A AGGCA A A A T AG T A A T A  114774
GCA T AGCA A A T A ACA T AG T A T T G T C T GA T T CA T GAGGA T A A A A A A A AG T C T T CGT AGCAC CA A A AGGCA A A A T AG T A A T A  115088
GCA T A A CA A A T A ACA T AG T A T T G T C T GA T T CA T GAGGA T A A ACA A A AG T C T T CGT AGCAC CA A ACGGA A A GA T AG T A A T A  115749

A A AGGCG T A T T T GT T ACA T T AC T AGCA A T T T GA T AGG T C T T C T T CGA A A A A A A AGA AGCC T T T T CA T T A T T A T T T A T T GT  114813

118.100 118.120 118.140 118.160

A A AGGCG T A T T T GT T ACA T T AC T AGCA A T T T GA T AGG T C T T C T T CGA A AC A A A AGA AG T C C T T T CA T T A T T A T T T A T T GT  113992
A A AGGCG T A T T T GT T ACA T T AC T AGGA A T T T GA T AGG T C T T C T T CGA A A A A A A AGA AGCC C T T T CA T T A T T A T T T A T T GT  114854
A A AGGCG T A T T T GT T ACA T T A A T AGGA A T T T GA T AGG T C T T C T T CGA A A A A A A AGA AGCC C T T T CA T T A T T A T T T A T T GT  115168
A A AGGCG T A T T T GT T A T A T T AC T AGCA A T T CGA T AGG T C T T T T T CGA A A A A A A AGA AG T T C T T T CA T T A T T A T T CA T T GT  115829

T A A T A A A ACG A C T A A ACGA A A A T C T T T T T T A A T T GG T T T T GGC T C T T C T T T A CCCCA T AG AGA T A T T GA A T AGA AGGA A T  114893

118.180 118.200 118.220 118.240

T A A T A A A ACG A C T A A ACGA A A A T A T T T T T T A A T T GG T T T T GGC T C T T C T T T A CCCCA T AG AGA T A T T GA A T AGA AGGA A T  114072
T A A T A A A ACG A C T A A ACGA A A A T C T T T T T T A A T T GG T T T T GGC T C T T C T T T A CCCCA T AG AGA T A T T GA A T AGA AGGA A T  114934
T A A T A A A ACG A C T A A ACGA A A A T C T T T T T T A A T T GG T T T T GGC T C T T C T T T A CCCCA T AG AGA T A T T GA A T AGA AGGA A T  115248
T A A T A A AGT G A C T A A ACACA A A T C T T T T T T A A T T GA T T T T GGC T C T T C T T T A CCCCA T AG AGA T A T T GA A T AGA AGT A A T  115909

T GC T T T T T T T GCCA C TG T A A T T T TGA A A AC A A AGGT T T A A A T GT CCC T CA A A AGT A AG T A A A T A A A T CCG A A ACA T A T A A  114973

118.260 118.280 118.300 118.320

T GC T T T T T T T GCCA C TG T A A T T T TGA A A AC A A AGGT T T A A A T GT CCC T CA A A AGT A AG T A A A T A A A T CCG A A ACA T A T A A  114152
T GC T T T T T T T CCCA C T A T A A T T T TGA A A AC A A AGGG T T A A A T GT CCC T CA A A AGT A AG T A A A T A A A T CCG A A ACA T A T A A  115014
T GC T T T T T T T GCCA C TG T A A T T T TGA A A AC A A AGGT T T A A A T GT CCC T CA A A AGT A AG T A A A T A A A T CCG A A ACA T A T A A  115328
T T C T T T T T T T GCCA C TG T A A T T T TGA A A AC A A AGGT T T A A A T GT CC T T CA A A AGT A AG T A A A T A A A T CCG A A ACA T A T A A  115989

A A T GCGG T T A A T CC T GC T GT GA T A A A AGC T A T CA T T GCGA A A A T CGGCGA A T ACA ACCA A C T A T CA T T A A GA A T T T CA T C  115053

118.340 118.360 118.380 118.400

A A T GCGG T T A A T CC T GC T GT GA T A A A AGC T A T T A T T GCGA A A A T CGGCGA A T ACA ACCA A C T A T CA T T A A GA A T T T CA T C  114232
A A T GCGG T T A A T CC T GC T GT GA T A A A AGC T A T T A T T GCGA A A A T CGGCGA A T ACA ACCA A C T A T CA T T A A GA A T T T CA T C  115094
A A T GCGG T T A A T CC T GC T GT GA T A A A AGC T A T T G T T GCGA A A A T CGGCGA A T ACA ACCA A C T A T CA T T A A GA A T T T CA T C  115408
A A T GCGG T T A A T CCGGC T GT GA T A A A AGC T A T T A T T GCA A A A A T CGGCGA A T ACA ACCA A C T A T CA T T A A GA A T T T CA T C  116069

T T T GGA CCA A A A ACA AGCA A GGGGT GGA A T ACCACA A AGA GA A AGGG T AC C T A A T A A A A A AGCAGT T T T T G T A A T TGGCA  115133

118.420 118.440 118.460 118.480

T T T GGA CCA A A A ACA AGCA A GGGGT GGA A T ACCACA A AGA GA A AGGG T AC C T A A T A A A A A AGCAGT T T T T G T A A T TGGCA  114312
T T T GGA CCA A A A ACA AGCA A GGGGT GGA A T ACCACA A AGA GA A AGGG T AC C T A A T A A A A A AGCAGT T T T T G T A A T TGGCA  115174
T T T GGA CCA A A A ACA AGCA A GGGGT GGA A T ACCACA A AGA GA A AGGG T AC C T A A T A A A A A AGCAGT T T T T G T A A T TGGCA  115488
T T T GGA CCA A A A ACA AGCA A GGGGT GGA A T ACCACA A AGA GA A AGGG T AC C T A A T A A A A A AGCGGT T T T T G T A A T TGGGA  116149

CGT GC T T GC T T A ACCCGCCC A T A AGA ACCA T A T T C T GAC T T T T AGC T GGA GA A T A T CCA A CA A T AGC T T C CA T T GA A T GA  115213

118.500 118.520 118.540 118.560

CGT G T T T GC T T A ACCCA CCC A T A AGA ACCA T A T T C T GAC T T T T A T C T GGA GA A T A T CCA A CA A T AGC T T C CA T T GA A T GA  114392
CGT GC T T GC T T A ACCCGCCC A T A AGA ACCA T A T T C T GAC T T T T A T C T GGA GA A T A T CCA A CA A T AGC T T C CA T T GA A T GA  115254
CGT GC T T GC T T A ACCCGCCC A T A AGA ACCA T A T T C T GAC T T T T A T C T GGA GA A T A T CCA A CA A T AGC T T C CA T T GA A T GA  115568
CGT GC T T T C T T A A T CCGCCC A T A AGA ACCA T A T T C T GGC T T T T A T C T GGA GA A T A T CCA A CA A T AGC T T C CA T T GA A T GA  116229

A T A A T T GA T C CGGA T CC T A A A A ACA ACA AG GC T T T CGA A T A AGCA TGAGT AG T CA A A T GA A A T A A AGCGG C T CGA T A AGA  115293

118.580 118.600 118.620 118.640

A T A A T T GA T C CGGA T CC T A A A A ACA ACA AG GC T T T T GA A T A AGCA TGAGT AG T CA A A T GA A A T A A AGCGG C T CGA T A AGA  114472
A T A A T T GA T C CGGA T CC T A A A A ACA ACA AG GC T T T CGA A T A AGCA TGAGT AG T CA A A T GA A A T A A AGCGG C T CGA T A AGA  115334
A T A A T T GA T C CGGA T CC T A A A A ACA ACA AG GC T T T CGA A T A AGCA TGAGT AG T CA A A T GA A A T A A AGCGG C T CGA T A AGA  115648
A T A A T T GA T C CGGA T CC T A A A A ACA ACA AG GC T T T CGA A T A AGCA TGAGT A A T CA A A T GA A A T A A AGCGG C T CGA T A AGA  116309

CCCCA T ACC T AGAGC T A ACA T CA T A T A A CC CA A T TGAGA C A T TG T AGA A T A AGC T A A A CC T C T C T T A A T A T C T T T T T GAG  115373

118.660 118.680 118.700 118.720

CCCCA T ACC T AGAGC T A ACA T CA T A T A A CC CA A T TGAGA C A T TG T AGA A T A AGC T A A A CC T C T C T T A A T A T C T T T T T GAG  114552
CCCCA T ACC T AGAGC T A ACA T CA T A T A A CC CA A T TGAGA C A T TG T AGA A T A AGC T A A A CC T C T C T T A A T A T C T T T T T GAG  115414
CCCCA T ACC T AGAGC T A ACA T CA T A T A A CC CA A T TGAGAG A T TG T AGA A T A AGC T A A A CC T C T C T T A A T A T C T T T T T GAG  115728
CCCCA T ACC T AGAGC T A ACA T CA T A T A A CC CA A T TGAGA C A T TG T AGA A T A AGC T A A A C T T C T C T T A A T A T C T T T T T GCG  116389
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CA AGAGC T A A AG T AGC T CC T A A A A A T AC T G T T A T T A T ACC T A T CA A AGA T A T T AGA T T CA T T A T GT ACGG T A TGAC T A TG  115453

118.740 118.760 118.780 118.800

CA AGAGC T A A AG T AGC T CC T A A A A A T AC T G T T A T T A T ACC T A T CA A AGA T A T T AGA T T CA T T A T GT A TGG T A TGAC T A TG  114632
CA AGAGC T A A AG T AGC T CC T A A A A A T AC T G T T A T T A T ACC T A T CA A AGA T A T T AGA T T CA T T A T GT ACGG T A TGAC T A TG  115494
CA AGAGC T A A AG T AGC T CC T A A A A A T AC T G T T A T T A T ACC T A T CA A AGA T A T T AGA T T CA T T A T GT ACGG T A TGAC T A TG  115808
CA AGAGC T A A AG TGGC T CC T A A A A AGAC T G T T A T T A T ACC T A T CA A AGA T A T T AGA T T CA T T A T GT ACGG T A TGAC T A T A  116469

A A A AGCGGA A GA AGACGAGC T A CA AGA A A A A T T CCCGC T G C T ACCA T AGT AGCAGCA T GG A T A AGAGCCG A A A T AGGAGT  115533

118.820 118.840 118.860 118.880

A A A AGCGGA A GA AGACGAGC T A CA AGA A A A A T T CCCGC T G C T ACCA T AGT AGCAGCA T GG A T A AGAGCCG A A A T AGGAGT  114712
A A A AGCGGA A GA AGACGAGC T A CA AGA A A A A T T CCCGC T G C T ACCA T AGT AGCAGCA T GG A T A AGAGCCG A A A T AGGAGT  115574
A A A AGCGGA A GA AGACGAGC T A CA AGA A A A A T T CCCGC T G C T ACCA T AGT AGCAGCA T GG A T A AGAGCCG A A A T AGGAGT  115888
A A A AGCGGA A GA AG T CGAGC T A CA AGA A A A A T T CCCGC T G C T ACCA T AGT AGCAGCA T GG A T A AGAGCCG A A A T AGGAGT  116549

AGGCCC T T CC A T GGCA T CGG GT A ACCA T AC A TGGAGGGGG A A T T GCGCAG A T T T AGCA AC CGCGCCGGCA A A T A A T AGA A  115613

118.900 118.920 118.940 118.960

AGGCCC T T CC A T GGCA T CGG GT A ACCA T AC A TGGAGGGGG A A T T GCGCAG A T T T AGCA AC T GCGCCGGCA A A T A A T AGA A  114792
AGGCCC T T CC A T GGCA T CGG GT A ACCA T AC A TGGAGGGGG A A T T GCGCAG A T T T AGCA AC CGCGCCGGCA A A T A A T AGA A  115654
AGGCCC T T CC A T GGCA T CGG GT A ACCA T AC A TGGAGGGGG A A T T GCGCAG A T T T AGCA AC CGCGCCGGCA A A T A A T AGA A  115968
AGGCCC T T CC A T GGCA T CGG GT A ACCA T AC A TGGAGGGGG A A T T GCGCAG A T T T AGCA AC CGCGCCGGCA A A T A A T AGA A  116629

A TGCACACA A AG T A ACA A AC A A A A AG T T A A CCGCA T T A T T A T A A A T A A AG T T A T T GA A T A T T T CGA ACA A A T C T CGA A A T  115693

118.980 119.000 119.020 119.040

A TGCACACA A AG T A ACA A A T A A A A AG T T A A CCGCA T T A T T A T A A A T CA AG T T A T T GA A T A T T T CGA ACA A A T CCCGA A A T  114872
A TGCACACA A AG T A ACA A AC A A A A AG T T A A GCGCA T T A T T A T A A A T CA AG T T A T T GA A T A T T T CGA ACA A A T C T CGA A A T  115734
A TGCACACA A AG T A ACA A AC A A A A AG T T A A GCGCA T T A T T A T A A A T CA AG T T A T T GA A T A T T T CGA ACA A A T C T CGA A A T  116048
A TGCACACA A AG T A ACA A AG A A A A AG T T A A CCGCA T T A T T A T A A A T CA AG T T A T T GA A T A T A T CGA ACA A A T C T CGA A A T  116709

T CA A A A C T A C CCGT T A T CCA A T A A A A ACC T A A A A T T CC T A A T A A T A A T CC A A A A T C T CC T ACA CGA T T AG T T ACA A A T GC  115773

119.060 119.080 119.100 119.120

T CA A A A C T A C CCGT T A T CCA A T A A A A ACC T A A A A T T CC T A A T A A T A A T CC A A A A T C T CC T ACA CGA T T AG T T ACA A A T GC  114952
T CA A A A C T A C CCGT T A T CCA A T A A A A ACC T A A A A T T CC T A A T A A T A A T CC A A A A T C T CC T ACA CGA T T AG T T ACA A A T GC  115814
T CA A A A C T A C CCGT T A T CCA A T A A A A ACC T A A A A T T CC T A A T A A T A A T CC A A A A T C T CC T ACA CGA T T AG T T ACA A A T GC  116128
T CGA A A C T A C C T GT T A T CCA A T A A AGACC T A AGA T T CC T A A T A A T A A T CC A A A A T CCCC T ACA CGA T T AG T T ACA A A T GC  116789

T T T T TGACA A GCGT T CGCCG CAG T AGGT CG T GT GA A CCA A A A T CC T A T T A A T AGA T A AGA ACA CA T T CCA A CCA A T T CCC  115853

119.140 119.160 119.180 119.200

T T T T TGACA A GCGT T CGCCG CAG T AGGT CG T GT GA A CCA A A A T CC T A T T A A T AGA T A AGA ACA CA T T CCA A CCA A T T CCC  115032
T T T T TGACA A GCGT T CGCCG CAG T AGGT CG T GT GA A CCA A A A T CC T A T T A A T AGA T A AGA ACA CA T T CCA A CCA A T T CCC  115894
T T T T TGACA A GCGT T CGCCG CAG T AGGT CG T GT GA A CCA A A A T CC T A T T A A T AGA T A AGA ACA CA T T CCA A CCA A T T CCC  116208
T T T T TGACA A GCGC T TGC TG CA AGAGGT CG T GT GA A CCA A A A T CC T A T T A A T AGA T A AGA ACA CA T T CCA A CCA A T T CCC  116869

A A A A A A T A T A A A T T T GT A T T A A A T T CGA AC T TG T A A C T A A T CCCA ACA T T GA AGT A T T GA A A A A AC T CA T A T A AGCA A A A  115933

119.220 119.240 119.260 119.280

A A A A A A T A T A A A T T T GT A T T A A A T T CGA AC T TG T A A C T A A T CCCA ACA T T GA AGT A T T GA A A A A AC T CA T A T A AGCA A A A  115112
A A A A A A T A T A A A T T T GT A T T A A A T T CGA AC T TG T A A C T A A T CCCA ACA T T GA AGT A T T GA A A A A AC T CA T A T A AGCA A A A  115974
A A A A A A T A A A A A T T T GT A T T A A A T T CGA AC T TG T A A C T A A T CCCA ACA T T GA AGT A T T GA A A A A AC T CA T A T A AGCA A A A  116288
A A A A A A T A T A A A T T T GT A TG A A A T T CGA AC T TG T A A C T A A T CCCA ACA T T GA AGT A T T GA A A A A AC T CA T A T A AGCA A A A  116949

A A T C T CA A A T A T CC T TGA T C A T GAGACA T A T A A T TG T CA C T A T A A A T A AG A A CCA A A A T T CCA ACAG T AG T T A T T A A T A T  116013

119.300 119.320 119.340 119.360

A A T C T CA A A T A T CC T TGA T C A T GAGACA T A T A A T TG T CA C T A T A A A T A AG A A CCAGA A T T CCA ACAG T AG T GA T T A A T A T  115192
A A T C T CA A A T A T CC T TGA T C A T GAGACA T A T A A T TG T CA C T A T A A A T A AG A A CCAGA A T T CCCACAG T AG T GA T T A A T A T  116054
A A T C T CA A A T A T CC T TGA T C A T GAGACA T A T A A T TG T CA C T A T A A A T A AG A A CCAGA A T T CCA ACAG T AG T GA T T A A T A T  116368
A A T C T CA A A T A T CC T TGA T C A T GAGACA T A T A A T TG T CA C T A T A A A T A AG A A CCAGA A T C CCA ACCG T AG T GA T T A A T A T  117029

T A A CA T A A T A GA AG T A AG TG GA T CGA T A A A G T A T CCGA A C T CGA A AGA A A A A T CA T T A T T GA T GGT CCA A GACCC T A CGG  116093

119.380 119.400 119.420 119.440

T A A CA T A A T A GA AG T A AG TG GA T CGA T A A A G T A T CCGA A C T CGA A AGA A A A A T CA T T A T T GA T GGT CCA A GACCC T A CGG  115272
T A A CA T A A T A GA AG T A AG TG GA T CA A T A A A G T A T CCGA A C T CGA A AGA A A A A T CA T T A T T GA T GGT CCA A GACCC T A CGG  116134
T A A CA T A A T A GA AG T A AG TG GA T CA A T A A A G T A T CCGA A C T CGA A AGA A A A A T CA T T A T T GA T GGT CCA A GACCC T A CGG  116448
T A A CA T A A T A GA AG T A AG TG GA T CA A T A A A G T A T CCGA A C T CGA A AGA A A A A T CA T T A T T GA T GGT CCA A GACCA T A CGG  117109

A T T GA T AGA T AGA AG T T C T A T CGA T T TGC T GA A T AGA T AG A T CGACCGA A A A A A T CA T A A C T A T AC T T A A CA A T A A A A T A  116173

119.460 119.480 119.500 119.520

A T T GA T AGA T AGA AG T T C T A T CGA T T TGC T GA A T AGA T AG A T CGACCGA A A A A A T CA T A A C T A T AC T T A A CA A T A A A A T A  115352
A T T GA T AGA T AGA AG T T C T A T CGA T T TGC T GA A T AGA T AG A T CGACCGA A A A A A T T A T A A C T A T AC T T A A CA A T A A A A T A  116214
A T T GA T AGA T AGA AG T T C T A T CGA T T TGC T GA A T AGA T AG A T CGACCGA A A A A A T CA T A A C T A T AC T T A A CA A T A A A A T A  116528
A T T GA T AGA T AGA AG T T T GA T CGA T T TGC T GA A T AGA T AG T T CGACCGA A A A A A T A A T A A C T A T ACC T A A CA A A A A A A T A  117189

C T AGGA A A AG T CCA CA T ACG GCGA AGA T T T T T T G T T GCCG T CGGA A A A AG CAGA AGCCCC AC T CC T A T T A A CA T AGGGAC  116253

119.540 119.560 119.580 119.600

C T AGGA A A AG CCCA CA T ACG GCGA AGA T T T T T T G T T GCCG T CGGA A A A A A CAGA AGCCCC AC T CC T A T T A A CA T AGGGAC  115432
C T AGGA A A AG CGCA CA T ACG GCGA AGA T T T T T T G T T GCCG T CGGA A A A AG A AGA AGCCCC AC T CC T A T T A A CA T AGGGAC  116294
C T AGGA A A AG CGCA CA T ACG GCGA AGA T T T T TGG T T GCCG T CGGA A A A AG A AGA AGCCCC AC T CC T A T T A A CA T AGGGAC  116608
C T AGGA A A AG CCCA CA T ACG GCGA A T A T T T T T T G T T GCCG T CGGA A A A AG CAGA AGCCCC AC T CC T A T T A A CA T AGGGAC  117269

T GGA AG T GGA A CGA ACGG T A TGA T CCAGGA A T A T TGA T A T G T A T G T T CCA T A A A A T A A T A A T A AC T T T T T T T - - - A T T C T  116330

119.620 119.640 119.660 119.680

T GGA AG T GGA A CGA ACGG T A TGA T CCAGGA A T A T T T A T A T G T A T G T T CCA T A A A A T A A T A A T A AC T T T T T T - - - - A T T C T  115508
T GGA AG T GGA A CGA ACGG T A TGA T CCAGGA A T A T TGA T A T G T A T G T T CCA T A A A A T A A T A A T A AC T T T T T T T - - - A T T C T  116371
T GGA AG T GGA A CGA ACGG T A TGA T CCAGGA A T A T TGA T A T G T A T G T T CCA T A A A A T A A T A A T A AC T T T T T T T - - - A T T C T  116685
T GGA AG T GGA A CGA A AGG T A TGA T CCAGGA A T A T TGA T A T G T A T G T T CCA T A A A A A A A T A A T A AC T T T T T T T T T CA T T C T  117349

T A A T T A A T CG T T T C T GA T T C ACCAG T T C T T A T C T A T T T T A A A AGAGA T T A A T A A A A A A A A A A A A A A A A A T T A A AG T A T T A  116410

119.700 119.720 119.740 119.760

T A A T T A A T T G T T T C T GA T T C ACCAG T T C T T A T C T C T T T T A A A AGAGA T T A A T A A A A A A A A T T A AGG T A T T A A A A A A A T - -   115586
T A A T T A A T T G T T T C T GA T T C A A CAG T T C T T A T C T GT T T T A A A AGAGA T T A A T A A A A A A A A A T T A AGG T A T T A A A A A A - - A  116449
T A A T T A A T T G T T T C T GA T T C ACCAG T T C T T A T C T GT T T T A A A AGAGA T T A A T A A A A A A A A A T T A AGG T A T T A A A A A A - - A  116763
T A A T T A A T T G T T T C T GA T T C GCCGG T T C T A A T C T C T T A T A A A AGAGA T T A A T A A A A A A A A A A T T A A AGT A T T A A A A A A A A  117429

AGT A A A T A A A A T T T T C T A T T CA T AG T T A T T T TGA A T C T T T CCCA AC T AC T T CA A A A A A A A A A A A A A A - T T CA A AG T T CA A  116489

119.780 119.800 119.820 119.840

- GCA A A T A A A A T T T T C T A T T CA T AG T T A T T T TGA A T C T T T CCCA AC T AC T T CA A A A A A A A A A - - - - - - T T CA A AG T T CA A  115659
CGT A A A T A A A A T T T T C T A T T CA T AG T T A T T T TGA A T C T T T CCCA AC T AC T T CA A A A A A A A A A A A A - - - T T CA A AG T T CA A  116526
CGT A A A T A A A A T T T T C T A T T CA T AG T T A T T T TGA A T C T T T CCCA AC T AC T T CA A A A A A A A A A A A A A A A T T CA A AG T T CA A  116843
CGT A A A T CA A A T T T GC T A T T CA T AG T T A T T T TGA A T C T T T CCCA AC T AC T T CA A A A A A A T GA - - - - - - - - - A A A A T T CA A  117500

107



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

AGCAGT CA A A T GA T A T A AC T A AG T T AC T A A T CA A A A A T A A A T A A T T C T T T T T GAC T A AG T A AGA T T T T T A T GA AGA T GGA  116569

119.860 119.880 119.900 119.920

AGCAGT CA A A T GA T A T A AC T A AG T T AC T AG T CA A A A A T A A A T A A T T C T T T T T GAC T A AG T A AGA T T T T T A T GA AGA T GGA  115739
GGCAGT CA A A T GA T A T A AC T A AG T T AC T AG T CA A A A A T A A A T A A T T C T T T T T GAC T A AG T A AGA T T T T T A T GA AGA T GGA  116606
AGCAGT CA A A T GA T A T A AC T A AG T T AC T AG T CA A A A A T A A A T A A T T C T T T T T GAC T A AG T A AGA T T T T T A T GA AGA T GGA  116923
AGCAGT CA A A T GAGA T A AC T A A A T T AGT AG T A A A A A A T A A A A A A T T C T T T T T T AC T ACG T A AGA T T T T T A T GA AGA T GGA  117580

GA A A A T T CA A A T T T CA A T T A T T A T T CCC T A T T A CA A T A A T T T A T G T A CA T AGA T CA AGAG T A A AGA A T T A T ACCA A A T T A  116649

119.940 119.960 119.980 120.000

GCA A A T T CA A A T T T CA A T T A T T A T T CCC T A T T A CA A T A A T T T A T G T A CA T AGA T CA AGAG T A A AGA A T T A T ACCA A A T T A  115819
GCA A A T T CA A A T T T CA A T T A T T A T T CCC T A G T A CA A T A A T T T A T G T A T A T AGA T CA AGAG T A A AGA A T T C T ACCA A A T T A  116686
GCA A A T T CA A A T T T CA A T T A T T A T T CCC T A T T A CA A T A A T T T A T G T A T A T AGA T CA AGAG T A A AGA A T T C T ACCA A A T T A  117003
ACA A A T T A A A A T T T CA A T T A T T A T T CCC T A T T A CA A T A A T T T A T G T A CA T AGA T CA AGAG T A A AGA A T T A CACCA A A T T A  117660

AGT AC T T GA T T T TGA T A T A A A T CA T AGGA T GA T T CA T ACC T T T T CCCA A T A A AC T A AGA A C T A AGGA T T T T T GT T TG T T T  116729

120.020 120.040 120.060 120.080

AGT AC T T GA T T T TGA T A T A A A T CA T AGGA T GAC T CA T ACC T T T CGCCA A T A A AC T A AGA A C T A AGT A T T T T T GT T TG T T T  115899
AGT AC T T T A T T T TGA T A T A A A T CA T AGGA T CAC T CA T ACC T T T CCCCA A T A A AC T A AGA A C T A AGT A T T T T T GT T TG T T T  116766
AGT AC T T GA T T T TGA T A T A A A T CA T AGGA T GAC T CA T ACC T T T CCCCA A T A A AC T A AGA A C T A AGT A T T T T T GT T TG T T T  117083
A A T AC T T GA T T T GGA T A T A A A T CA T A AGA T GACCCA T AC T T T T CCCCAC T A A AC T A AGA A C T AGGT A T T T T T GT T T A T T C  117740

A T T CGT T GT T T A T T CA A A A T CA T T A AC T A A T T CC T T T CG T A CCGGA T T A A T T G T C T T CCA T T A CA A T A A A T GGA AGT T A -   116808

120.100 120.120 120.140 120.160

A T T CGT T GT T T A T T CAGA A T CA T T A AC T A A T T CA T T T CG T A CCGGA T T A A T T G T C T T CCA T T A CA A T A A A T GGCAGT T A -   115978
A T T C - - - - - - - - - - - AGA A T CA T T A AC T A A T TGA T T T CG T A CCGGA T T A A T T G T C T T CCA T T A CA A T A A A T GACAGT T A -   116834
A T T C - - - - - - - - - - - AGA A T CA T T A AC T A A T TGA T T T CG T A CCGGA T T A A T T G T C T T A CA T T A CA A T A A A T GGCAGT T A -   117151
T T T - - - - GT T T A T T T CGA A T CA T T A AC T A A T T CA T T T CGG A ACGGA T T A A T T G T C T T CCA T T CCAC T A A A T GGCA T T T A T  117816

- - - A TGAC T A A - T T AC T AGA A A A A A A A A A A A A A A A A AGA T GA A A T T T T T T T A T T AGGT AG G T A A A A C T T G T T CGA TG T A T  116884

120.180 120.200 120.220 120.240

- - - A T A AC T A A - T T AC T AGA A A A A A A AGA T GA A A T - - - - - - - - - T T T T T T T A T T AGGT AG G T A A A A C T T G T T CGA TG T A T  116045
- - - A T A AC T A A - T T CC T AGA A A A A A A A A A A GA T GA A A T T - - - - - T T T T T T T A T T AGGT AG G T A A A A C T T G T T CGA TG T A T  116905
- - - A T A AC T A A - T T AC T AGA A A A A A A AGA T GA A - - - - - - - - - - T T T T T T T T A T T AGGT AG G T A A A A C T T G T T CGA TG T A T  117217
T T A A T A AC T A AG T T AC T AGA A A A A A A A A AG A - - - - - - - - T GA A T T T T T T T T A T T AGGT AG A T A A A A C T T G T T CGA TG T T T  117888

T T T T CA T A T A GA A A T GT AGC A T GCCGA A A A T AGACAGA A A T AGA A ACGA A AGGAC T T T T G CC T T T T T T T T T T T A T CA AC T  116964

120.260 120.280 120.300 120.320

T T T T CA T A T A GA A A T GT AGC A T GCCGA A A A T AGA T AGA A A T AGA A ACGA A AGGAC T T T T G CC T T T A AC T T CA T - - - - - - -   116118
T T T T CA T A T A GA AG T GT AGC A T GCCGA A A A T AGACAGA A A T AGA A ACGA A AGGAC T T T T G CC T T T - - - T T T T T A T CA AC T  116982
T T T T CA T A T A GA A A T GT AGC A T GCCGA A A A T AGACAGA A A T AGA A ACGA A AGGAC T T T T G CC T T T T - T T T T T T A T CA AC T  117296
T T T T CA T A T A T A A A T GT AGC A T G T CGA A A A T AGACAGAGA T A A A A ACGA A AG T AC T T T T G CC T T T - - - - - T T T A T CA AC T  117963

T CA ACCA A T T C T A T T T C T A T T A T A T GGCA T A A T CCA CCC T A T AGA - - - - - - - - - T A T CGA T T T GA A T AGG T A T A T A A AGG  117035

120.340 120.360 120.380 120.400

T CA ACCA A T T CGA T T T C T A T T T T A T GGCA T A A T T CA CCC T A T AGACCC T A T AGA T A T CGA T T T GA A T AGG T A T A T A A AGG  116198
T CA ACCA A T T T GA T T T C T A T T A T A T GGCA T A A T CCA CCC T A T AGACCC T A T AGA T A T CGA T T T GA A T AGG T A T AGA A AGG  117062
T CA ACCA A T T T GA T T T CGA T T A T A T GGCA T A A T CCA CC T T A T AGACCC T A TGGA T A T CGA T T T GA A T AGG T A T AGA A AGG  117376
T CA ACCA A T T C T A T T T C T A T T A T A T GGCA T A A T CCA ACC T A T AGA - - - - - - - - - T A T C T A T T T GA A T AGG T A T AGA A AGG  118034

T ACCACCA A T A AC T CGGA A A T A T GA A T T A T T C T T T CGCGG A T A T T T A T GG A A T AGA A A T T GA A A A A C T CC T A - T A T CA T A  117114

120.420 120.440 120.460 120.480

T ACCACCA A T A AC T CGGA A A T A T GA A T T A T T C T T T CGCGG A T A T T T A T GG A A T AGA A A T T GA A A A A C TGC T A - T A T CA T A  116277
T ACCACCA A T A AC T CGGA A A T A T GA A T T A T T T T T T CGCGG A T A T T T A T GG A A T AGA A A T T GA A A A A C T CC T A - T A T CA T A  117141
T ACCACCA A T A AC T CGGA A A T A T GA A T T A T T C T T T CGCGG A T A T T T A T TG A A T AGA A A T T GA A A A A C T CC T A - T A T CA T A  117455
T ACCCA CA A T A AC T CCGA AC T A T GCA T T A T T C T T T CAGGA A T A T T T A T GG A A T AGA A A T T GA A A A A C T CC T A A T A T T A T A  118114

T TG T T T T T T T T - - A T T C T AG T A AGA T T T T A T GCCA T T T T C A CA T A T T T C T T T T T T T T T T T T AGA AGGGT A G T A T A A T T T A  117192

120.500 120.520 120.540 120.560

T TG T T T T T T T T - - G T T C T AG T A AGA T T T T A T GCCA T T T T C A CA T A T T T C T T T T T T T T T - - - AGA AGGGT A G T A T A A T T T A  116352
T TG T T T T T T T T - - G T T C T AG T A AGA T T T T A T GCCA T T T T C A CA T A T T T C T T T T T T T T - - - - AGA AGGGT A G T A T A A T T T A  117215
T TG T T T T T T T T T TG T T C T AG T A AGA T T T T A T GCCA T T T T C A CA T A T T T C T T T T T T T T C - - - - GA AGGGT A G T A T A A T T T A  117531
T TG T T T T T T T - - - G T T C T AG T A AGA T T T T A T GCCA T T T T C A CA T A T T T T T T T T T T A T T T T T A T A AGGGT A G T A T A A T T T A  118191

GAGA A T A A A T AGACAGA T A A TGA A A T GA A T AGT C TGA A A T GA A T AGT A A A A A T A A A A A A T GA - - - - - T T T G T A T T T A A AC  117267

120.580 120.600 120.620 120.640

GAGA A T A A A T AGACAGA T A A TGA A A T GA A T AGT - - - - - - - - - - - - - - A A A A A T A A A A A A T GA - - - - - T T T G T T T T T A A AC  116413
GAGA A T A A A T AGACAGA T A A TGA A A T GA A T AGT C TGA A A T GA A T AGT A A A A A T A A A A A A T GA - - - - - C T T G T T T T T A A AC  117290
GAGA A T A A A T AGACAGA T A A TGA A A T GA A T AGT C TGA A A T GA A T AGT A A A A A T A A A A A A T GAC T TG T T T T G T T T T T A A AC  117611
GAGA A T A A A T AGACAGA T A A TGA A A T GA A T AGT - - - - - - - - - - - - - - - - A A A A A A A A A A T GA - - - - - T T T G T T T T T A A AC  118250

A A T AGA T GT C T T T CACA T CC A A T T T GA T CA A T A A A T A ACC T T T T A T T T T T TGA A T GGCAG T T CCA A A A A A A CGT AC T T C T  117347

120.660 120.680 120.700 120.720

A A T AGA T GT C T T T CACA T CC A A T T T GA T CA A T A A A T A ACC T T T T A T T T T T TGA A T GGCAG T T CCA A A A A A A CGT AC T T C T  116493
A A T AGA T GT C T T T CACA T CC A A T T T GA T CA A T A A A T A ACC T T T T A T T T T T TGA A T GGCAG T T CCA A A A A A A CGT AC T T C T  117370
A A T AGA T GT C T T T CACA T CC A A T T T GA T CA A T A A A T A ACC T T T T A T T T T T TGA A T GGCAG T T CCA A A A A A A CGT AC T T C T  117691
A A T AGA T GT C T T T CACA T CC A A T T T T A T CA A TGA A T A ACC T T T T A T T T T T TGA A T GGCAG T T CCA A A A A A A CGT AC T T C T  118330

A T A T T A A A A A A ACG T A T T CG T A A A A AGA T T T GGA A A A AGG GGGGA T A T TG GGCAGCGT T G A A AGC T T T T T CG T T AGCGA A  117427

120.740 120.760 120.780 120.800

A T A T T A A A A A A ACG T A T T CG T A A A A AGA T T T GGA A A A AGG GAGGA T A T TG GGCAGCGT T G A A AGC T T T T T CG T T AGCGA A  116573
A T A T T A A A A A A ACG T A T T CG T A A A A AGA T T T GGA A A A AGA GGGGA T A T TG GGCAGCGT T G A A AGC T T T T T CG T T AGCGA A  117450
A T A T T A A A A A A ACG T A T T CG T A A A A AGA T T T GGA A A A AGA GGGGA T A T TG GGCAGCGT T G A A AGC T T T T T CG T T AGCGA A  117771
A T A T T A A A A A A ACG T A T T CG T A A A A A T A T T T GGA A A A AGA GAGGG T A T TG GG T AGCGT T G A A AGC T T T T T CG T T AGGGA A  118410

A T CCC T T T C T A CCGGGA A T T CA A A A AGT T T T T T T T A CGT - - - - - - CA A A T A A A T A AGA A A ACGC TGGA A T A A T CCGA C T C  117501

120.820 120.840 120.860 120.880

A T CCC T T T C T A CCGGGA A T T CA A A A AGT T T T T T T T A CGT T T ACG T CA A A T A A A T A AGA A A ACGC TGGA A T A A T CCGA C T C  116653
A T CCC T T T C T A CCGGGA A T T CA A A A AGT T T T GT T T T T - T T T ACG T CA A A T A A A T A AGA A A ACGC TGGA A T A A T CCGA C T C  117529
A T CCC T T T C T A CCGGGA A T T CA A A A AGT T T T T T T T A CGT - - - - - - CA A A T A A A T A AGA A A ACGC TGA A A T A A T CCGA C T C  117845
A T C T C T T T CC A CCGGGA A T T CA A A A AGT T T T T T T GT T T T G T ACGACA A A T A A A T A A T A A A ACA C TGGA A T A A T T T GA T T C  118490

AGCC TGAC T C GA A A A A T GAG T T A A T T T CG T T T CGA A T T T A T AC T C T A T A A T A T AGA A T AG GA A A A T CGA A C T - - - - - - A A  117575

120.900 120.920 120.940 120.960

AGCC TGAC - - GA A A A A T GAG T T A A T T T CG T T T CGA A T T T A T A T T C T A T A A T A T AGA A T AG GA A A A T CGA A C T - - - - - - A A  116725
AGCC TGAC T G GA A A A A T GAG T T A A T T T CG T T T AGA A T T T A T AC T C T A T A A T A T AGA A T AG GA A A A T CGA A C T - - - - - - A A  117603
AGCC TGAC T G GA A A A A T GAG T T A A T T T CG T T T C T A A T T T A T AC T C T A T A A T A T AGA A T AG GA A A A T CGA A C T CA A A A T A A  117925
AGC T TGAC T C GA A A A A T GAC T T A A T G T CG T T T AGA A T T T A GAC T C T A T A A T A T AGA A T AG GA A A A T CGA A A T A - - - - - A A  118565
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A A A A A AG T A A G T A A CGA T T T ACA T T CCC T A G TG T T T T GA A CCA A T TGA T T T C T C T AC T GA A T T CGA A - - - - - A A A A T GGT  117650

120.980 121.000 121.020 121.040

A A A T A AG T A A G T A A CGA T T T CCA T T CCC T A G TG T T T T GA A CCA A T TGA T T TG T C T AC T GA A T T CGA A - - - - - A A A A T GGT  116800
A A A A A AG T A A G T A A CGA T T T CCA T T CCC T A G TG T T T T GA A CCA A T TGA T T TG T T T AC T GA A T T CGA A - - - - - A A A A T GGT  117678
A A A A A AG T A A G T A A CGA T T T CCA T T CCC T A G TG T T T T GA A CCA A T TGA T T TG T T T AC T GA A T T CGA A - - - - - A A A A T GGT  118000
A A A A A AG T A A G T A A C T A T T T ACA T T CCC T A A T A T T T T GA A CCA A T T T C T T TG T C T AC T G T T T T CA A A T A A A A A A A A A AGT  118645

AC T T T T T T T T T T T T T T A T T T GA A A A CAGA A T CA AGA CA A A C T A A A A AG T T T CACC T T T C T T T T T A T T TGA A T A T T T T T T T  117730

121.060 121.080 121.100 121.120

AC T T T T T T T T T T - - - - A T T T GA A A A CAGA A T CA AGA CA A A C T A A A A AG T T T CACC T T T C T T T T T A T T TGA A T A T T T T T T T  116876
AC T T T T T T T T T T - - - - A T T T GA A A A CAGA A T CA AGA CA A A C T A A A A AG T T T CACC T T T C T T T T T A T T TGA A T A T T T T T T T  117754
AC T T T T T T T T T T - - - - A T T T GA A A A CAGA A T CA AGA CA A A C T CA A A AG T T T CACC T T T C T T T T T A T T TGA A T A T T T T T T T  118076
ACCA T T T T T T - - - - - - A T T T GA A A A CAGA A T T A AGA CA A A C T CGA A AG T T T CACC T T T C T T T T T A T T T A A A T C T T T T T T T  118719

T - AG T CCCA A GA TGGGGA T T C T T A T T T T CC CCA T CA CCCC A CCCAC T T A T A A A T A ACA CA A T A A T A A T T T T T T T T T T C T A  117809

121.140 121.160 121.180 121.200

T T AG T CCCA A GA TGGGGA T T C T T A T T T T CC CCA T CA CCCC A CCCAC T T A T A A A T A ACA CA A T A A T A A T T T T T T T T - - - - -   116951
T - AG T CCCA A GA TGGGGA T T C T T A T T T T CC CCA T CA CCCC A ACCAC T T C T A A A T A ACA CA A T A A T A A T T T T T T T T - - C T A  117831
- GAG T CCCA A GA TGGGGA T T C T T A T T T T CC CCA T CA CCCC A ACCAC T T A T A A A T A ACA CA A T A A T A A T T T T T T T T T - C T A  118154
T - AG T CCCAG GG TGGGGA T T CC T A T T T T CC CCAGCA CCCG A ACCAC T T C T A A A T A ACA CA A T A A T A A T T T T T T T T - - - - -   118793

T T T A T A C T T T T C T A T T T C T A T T T AGAC T A T A A A ACAGGAG A T A T A A A A TG T T T AGGCA A A ACCA ACA T T A GGA A A A A T CA  117889

121.220 121.240 121.260 121.280

- - - - - - - - - - - - - - - - - C T A T T T AGAC T A T A A A AGAGGAG A T A T A A A A T C GT T AGGCA A A ACCA AGG T T A GGA A A A A T CA  117014
T T T A T A C T T T T C T A T T T C T A T T T AGAC T A T A A A AGAGGAG A T A T A A A A T C T T T AGGCA A A ACCA ACG T T A GGA A A A A T CA  117911
T T T A T A C T T T T C T A T T T C T A T T T AGAC T A T A A A AGAGGAG A T A T A A A A T C T T T AGGCA A A ACCA ACG T T A GGA A A A A T CA  118234
- - - - - - - - - - - - - - - T T C T A T T T AGAC T C T ACA AGA AGGG A T A T A A A A T T T T T AGGCA A A C T CA ACG T T A GGA A A A A T T A  118858

A TGGGT T GT T A A A A C T A A T T GA T T T GA A AC T A A T TGA T T A AG T A T A A A AC T T T T T T - G T A AC T T T C T GA A T GA T T A T T T T  117968

121.300 121.320 121.340 121.360

A TGGGT T GT T A A A A C T A A T T GA T T T GA A AC T A A T TGA T T A AG T A T A A A AC T T T T T T - G T A AC T T T C T A A A T T A T T A T T T T  117093
A TGGGT T GT T A A A A C T A A T T GA T T T GA A AC T A A T TGA T T A AG T A T A A A AC T T T T T T - G T A AC T T T C T GA A T GA T T A T T T T  117990
A TGGGT T GT T A A A A C T A A T T GA T T T GA A A A T A A T TGA T T A AG T A T A A A A T T T T T T T TG T A AC T T T C T GA A T GA T T A T T T T  118314
A TGGGT T GT T - - - - - - - - - - - - - - - GA A AC T A A T TGA T T A AG T A T A A A AC T T T T T T - G T A AC T T T T T GA A T CA T T A T T T T  118922

T C T GA A T T A C T A T A T CA C T A T A T A T ACCCC A T A T C T CGCA C T TGCA T T CC A A T TGCGA A A AGCACCC T T T CCCA T T T AGG  118048

121.380 121.400 121.420 121.440

T C T GA A T T A C T A T A T CA C T A T A T A T A T CCC A T A T C T CGCA C T TGCA T T CC A A T TGCGA A A AGCACCC T T T CCCA T T T AGG  117173
T C T GA A T T A C T A T A T CA C T A T A T A T ACCCC A T A T C T CGT A C T TGCA T T CC A A T TGCGA A A AGCACCC T T T CCCA T T T AGG  118070
T C T GA A T T A C T A T A T CA C T A T A T A T ACCCC A T A T C T CGT A C T TGCA T T GC A A T TGCGA A A AGCACCC T T T CCCA T T T AGG  118394
T C T GA A T CA C T A T A T - A T AC CA T A T ACCCC AGA CCCCGCA C T T T CAC T CC A A T TGAGA A A AGCACCC T T T CCCA T T T AGA  119001

CAGA T A T TG T A T ACGA A T AG TG T GA A A A T T T T A AGT GA T T CA A A A A A A A T CC T A T G T T T G A A AGGA AGGA T CA A T CA A A A  118128

121.460 121.480 121.500 121.520

CAGA T A T TG T A T ACGA A T AG TG T GA A A A T T T T A AGT GA T T CA A A A A A A A T CC T AGG T T T G A A AGGA AGGA T CA A T CA A A A  117253
CAGA T A T TG T A T ACGA A T AG TG T GA A A A T T T T A AGT GA T T CA A A A A A A A T CC T A T G T T T G A A AGGA AGGA T CA A T CA A - -   118148
CAGA T A T TG T A T ACGA A T AG TG T GA A A A T T T T A AGT GA T T CA A A A A A A A T CC T A T G T T T G A A AGGA AGGA T CA A T CA A A A  118474
CCGA T A T TG T A T ACGA A T AG T A T GAGA A T T T T A AGT GA T T CA A A A A A A - T CC T A T G T T T G A A AGGA AGGA T CA A T CA A A A  119080

A A T A T A T A T C T T T AGA A T T C GA A T T T AGA A A A A A T T T T T C GA AG T CGAGT ACA A T T ACA A T T A CGA T AGA A A T CA A A A A T  118208

121.540 121.560 121.580 121.600

A A T A T A T A T C T T T AGA A T T C GA A T T T A T A A A A A A T T T T T C GA AG T CGAGT ACA A T T ACA A T T A CGA T AGA A A T CA A A A A A  117333
- - - - T A T A T C T T T AGA A T T C GA A T T T A T A A A A A A T T T T T C GA AG T CGAGT ACA A T T AC - - - - - - GA T AGA A A T CA A A A A T  118218
A A T A T A T A T C T T T AGA A T T C GA A T T T A T A A A A A A T T T T T C GA AG T CGAGT ACA A T T AC - - - - - - GA T AGA A A T CA A A A A T  118548
A A T A T A T A T C T T T A T A A T T T GA A T T T AGA A AGA AGT T T T T GA AG T CGAGT ACA A T T AC - - - - - - GC T AGA A A T CA A A A A T  119154

T T T T T C T A T T T T A T A T A A T A TGG T CCA A CC CA A A ACC T A A T T G - - - - G T T TGA T A A A T CC T AGCACA A A T T A A T AC T GA A  118284

121.620 121.640 121.660 121.680

T T T T T - - - - - - - A T A T A A T A TGG T CCA A CC CA A A ACC T A A T T G - - - - G T T TGA T A A A T CC T AGCACA A A T T A A T AC T GA A  117402
T T T T T - - - - - - - A T A T A A T A TGG T CCA A CC CA A A ACC T A A T T G - - - - G T T TGA T A A A T CC T AGCACA A A T T A A T AC T GA A  118287
T T T T T - - - - - - - A T A T A A T A TGG T CCA A CC CA A A ACCCA A T T G - - - - G T T TGA T A A A T CC T AGCACA A A T T A A T AC T GA A  118617
T T T T T - - - - - - - A T A T A A T A TGG T CCAGCC CA A T ACC T A A T T GT T TGG T T TGA T A A A T CC T AGCACA A A T T A A T AC T GA A  119227

A A A A A A A A - C C T A A CA A T T A CA ACA A T A CA A A AG T T A T A A A A A A T GA A A A A A A A A A A A A A GGGA AGGA A A GA ACA T T T TG  118363

121.700 121.720 121.740 121.760

A A A A A A A - - C C T A A CA A T T A CA ACA A T A CA A A AG T T A T A A A A A A - - - - - - - - - - - A A A A A GGGA AGGA A A GA ACA T T T TG  117469
A A A A A A A A A C C T A A CA A T T A CA ACA A T A CA A A AG T T A T A A A A A A T GA - - - - - - - - A A A A A A A A A AGGA A A GAGCA T T T TG  118359
A A A A A A A A A C C T A A CA A T T A CA ACA A T A CA A A AG T T A T A A A A A A T G - - - - - - - - - A A A A A A A A A AGGA A A GA ACA T T T TG  118688
A A A A A AG - - - - T A AGA A T GA CA ACA A T A CA A A A A T T A T A A A A A A - - - - - - - - - - - - - - - - - - A AGGGA A A GA ACA T T T T -   119284

T T T T AG T T T T T CCC T GGA T T GA AGT T AGA A C T A T T T AGT T A CA A CCG T T A CA AC - - - - - - - - - - - - - - - - - - - - - - - - - -   118417

121.780 121.800 121.820 121.840

T T T T AG T T T T T CCC T GGA T T GA AGT T AGA A C T A T T T AGT T A CA A CCG T T A CA AC - - - - - - - - - - - - - - - - - - - - - - - - - -   117523
T T T T AG T T T T T CCC T GGA T T GA AGT T AGA A T T A T T T AGT T A CA A CCG T T A CA AC - - - - - - - - - - - - - - - - - - - - - - - - - -   118413
T T T T AG T T T T T CCC T GGA T T GA AGT T AGA A T T A T T T AGT T A CA A CCC T T A CA AC - - - - - - - - - - - - - - - - - - - - - - - - - -   118742
T T T T AG T T T T T CCC T AGA T T GA AGT T AGA A C T A T T T A A T T A CA A T CG T T A CA ACAG T T C T AGT T T A T CA A A ACA T A A AC T  119364

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGA A A T C T T A A A T A AC T A A A T A AGACGAC A A A A AGGGGA A T C T T T CA A T  118466

121.860 121.880 121.900 121.920

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGA A A T C T T A A A T A AC T A A A T A AGACGAC A A A A AGGGGA A T C T T T T A A T  117572
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGA A A T C T T A A A T A AC T A A A T A AGACGGC A A A A A AGGGA A T C T T TGA A T  118462
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - TGA A A T C T T A A A T A AC T A A A T A AGACGGC A A A A A AGGGA A T C T T T CA A T  118791
A TGA A A AC T T CCA T T GT T GA GT T A A A T A A A ACG T A A A T T T T A A T A AC T A A A T A AGACGAC A A AGGGGGA A A T C T T TGA A T  119444

C T C T A T T T - - - - - - - - - - - - A A A TGAC T T T T T A T T CA T CA A T T T GA A T GC T T CC T A A A A A T A A A A A T GA T T T CA T TGA A A  118534

121.940 121.960 121.980 122.000

C T C T A T T T T A A T C T C T A T T T A A A T A AC T T T T T A T T CA T CA A T T T GA A T GC T T CC T A A A A A T A A A A A AGA T T T CA T TGA A A  117652
C T C T A T T T - - - - - - - - - - - - A A A TGAC T T T T T A T T CA T CA A T T T GA A T GC T T CC T A A A A A T A A A A A T GA T T T CA T TGA A A  118530
C T C T A T T T - - - - - - - - - - - - A A A TGAC T T T T T A T T CA T CA A T T T GA A T GC T T CC T A A A A A T A A A A A CGA T T T CA T TGA A A  118859
C T C T A T T T - - - - - - - - - - - - A A A TGCA T T T T T A T T CA T CA A T T T GA A T GC T T CC T A A A A A - - - - - - GGA T T T GA T TGA A A  119506

T TGAGT C T T T CA A T C T CGAC GA T TGGGT A A A A A T AGG T T A T T A T T A T T T T GAGCA AGCCG C T A T GG T GA A A T CGG T AGAC  118614

122.020 122.040 122.060 122.080

T TGAGT C T T T T A A T C T CGAC GA T TGGGT A A A A A T AGG T T A T T A T T A T T T T GAGCA AGCCG C T A T GG T GA A A T CGG T AGAC  117732
T TGAGT C T T T CA A T C T CGAC GA T TGGGT A A A A A T AGG T T A T T A T T A T T T T T AGCA AGCCG C T A T GG T GA A A T CGG T AGAC  118610
T TGAGT C T T T CA A T C T CGAC GA T TGGGT A A A A A T GGG T T A T T A T T A T T T T T AGCA AGCCG C T A T GG T GA A A T CGG T AGAC  118939
T TGAGT C T T T CA A T C T CGAC GA T TGAC T A A A A A T AGGC T A T T A T A A T T T T GAGCA AGCCG C T A T GG T GA A A T CGG T AGAC  119586
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ACGC TGC T C T T AGGA AGCAG TGC T A A AGCA T C T CGG T T CG AG T CCGAG TG GCGGCA T AGC A T C T T CGA A A AGA T A T A CA A  118694

122.100 122.120 122.140 122.160

ACGC TGC T C T T AGGA AGCAG TGC T AGAGCA T C T CGG T T CG AG T CCGAG TG GCGGCA T AGC A T C T T CGA A A AGA T A T A CA A  117812
ACGC TGC T C T T AGGA AGCAG TGC T AGAGCA T C T CGG T T CG AG T CCGAG TG GCGGCA T AGC A T C T T CGA A A AGA T A T A CA A  118690
ACGC TGC T C T T AGGA AGCAG TGC T AGAGCA T C T CGG T T CG AG T CCGAG TG GCGGCAGAGC A T C T T CGA A A AGA T A T A CA A  119019
ACGC TGC T C T T AGGA AGCAG TGC T AGAGCA T C T CGG T T CG AG T CCGAG TG GCGGCA T AGC A T C T T CGA A A AGA T A T A A A A  119666

A A A - GCCCGC CA A T GA A T T T A A T T T A TGA T T CCCA T T C T G T A T A C T T A AG GGA T T C T CGC T T T T CA T T T T T T T T T T T T T T  118773

122.180 122.200 122.220 122.240

A A A - GCCCGC CA A T GA A T T T A A T T T A TGA T T CCCA T T C T G CA T A C T T A AG GGA T T C T CGC T T T T CA T T T T T T T T T T - - - -   117887
A A A - GCCCGC CA AG T A A T T T A A T T T A TGA T T CCCA T T C T G T A T A C T T A AG GGA T T C T CGC T T T T A A T T T T T T T T T T T - - -   118766
A A A - GCCCGC CA A T T A A T T T A A T T T A TGA T T CCCA T T C T G T A T A C T T A AG GGA T T C T CGC T T T GA A T T T T T T T T T T T T - -   119096
A A A AGT CC T T T A A T GA A T T T A A T T T A TGA T T CCCA T T C T G T A T CC T T GAG GA A T T C T CAC T T T T CA T T T T T T T T T T - - - -   119742

T A T T T A T GA T A T T T T CA AC T T T AGAGCA T A T A T T A A C T CA T A T A T CC T T T T CGGT CGT T T CA A T TGGA A T T ACA A T T CA T  118853

122.260 122.280 122.300 122.320

- A T T T A T GA T A T T T T CA AC T T T AGAGCA T A T A T T A A C T CA T A T A T CC T T T T CAGT CGT T T CA A T TGGA A T T ACA A T T CA T  117966
- A T T T A T GA T A T T T T CA AC T T T AGAGCA T A T A T T A A C T CA T A T A T CC T T T T CGGCCGT T T CA A T TGGA A T T ACA A T T CA T  118845
- A T T T A T GA T A T T T T CA AC T T T AGAGCA T A T A T T A A C T CA T A T A T CC T T T T CGGT CGT T T CA A T TGGA A T T ACA A T T CA T  119175
- A T T T A T GA T A T T T T CA AC T T T AGAGCA T C T A T T A A C T CA T A T A T CC T T T T CGGT CA T T T CA A T TGGA A T T ACA A T T CA T  119821

T TGA T A ACC T T A T T AGT CGA TGACA T CA A A GGA C T A T A T G A T T CA T CAGA A A AGGGGA T G A T AGC T AC T G T T T T C TG T C T  118933

122.340 122.360 122.380 122.400

T TGA T A ACC T T A T T AGT CGA TGA A A T CA A A GGA C T A T A T A A T T CA T CAGA A A AGGGGA T G A T AGC T AC T G T T T T C TG T C T  118046
T TGA T A ACC T T A T T AGT CGA TGA A A T CA A A GGA C T A T A T G A T T CA T CAGA A A AGGGGA T G A T AGC T AC T G T T T T C TG T C T  118925
T TGA T A ACC T T A T T AGT CGA TGA A A T CA A A GGA C T A T A T G A T T CA T CAGA A A AGGGGA T G A T AGC T AC T G T T T T C TG T C T  119255
T TGA T A A T C T T A T T AGT CGA CGA A A T CA AG GGA C T A T A T G A T T CA T CAGA A A AGGGGA T G A T AG T T AC T G T T T T C TG T C T  119901

A ACAGGA T T A T T A A T CA CCC GT T GGA T T T A T T CGAGGCA T T T CCCA T T A A GT GA T T T A T A T GA A T CA T T A A T C T T T C T T T  119013

122.420 122.440 122.460 122.480

A ACAGGA T T A T T A A T CA CCC GT T GGA T T T A T T T GAGGCA T T T CCCA T T A A GT GA T T T A T A CGA A T CA T T A A T C T T T C T T T  118126
A ACAGGA T T A T T A A T CA CCC GT T GGA T T T A T T CGAGGCA T T T CCCA T T A A GT GA T T T A T A T GA A T CA T T A A T C T T T C T T T  119005
A ACAGGA T T A T T A A T CA CCC GT T GGA T T T A T T CGAGGCA T T T CCCA T T A A GT GA T T T A T A T GA A T CA T T A A T C T T T C T T T  119335
A ACAGGA T T A T T A A T CA CCC GT T GGA T T T A T T CGAGGCA T T T CCCA T T A A GT GA T T T A T A T GA A T CA T T A A T C T T T C T T T  119981

CA T GGAG T T T C T CCA T T A T T CA T AGGA T T T T C T A T T T T A A A A A T CC T A A A A A T CA T T T A A GCA C T A T A A C CGCGCCA AGT  119093

122.500 122.520 122.540 122.560

CA T GGAG T T T C T CCA T T A T T CA T AGGA T T T T C T A T T T T A A A A A T CC T A A A A A T A A T T T A A GCA C T A T A A C CGCGCCA AGT  118206
CA T GGAG T T T C T CCA T T A T T CA T AGGA T T T T C T A T T T T A A A A A T CC T A A A A A T A A T T T A A GCA C T A T A A C CGCGCCA AGT  119085
CA T GGAG T T T C T CCA T T A T T CA T AGGA T T T T C T A T T T T A A A A A T CC T A A A A A T CA T T T A A GCA C T A T A A C CGCGCCA AGT  119415
CA T GGA A T T T C T CCA T T A T T CA T AGGA T T T T C T A T T T T A A A A A T CA T CA A A A T CA T T T A A GCA C T A T A A C CGCG T CA AGC  120061

GC T A T T T T T A CCCA AGGC T T TGC T A C T T CG GGT T T T T T A A CCA A AC T GCA T CA A T CCGGC A T A T T AG T A C CCGC T C T T CA  119173

122.580 122.600 122.620 122.640

GC T A T T T T T A CCCA AGGC T T TGC T A C T T CG GGT T T T T T A A CCA A AC T GCA T CA A T CCGGC A T A T T AG T A C CCGC T C T T CA  118286
GC T A T T T T T A CCCA AGGC T T TGC T A C T T CG GGT T T T T T A A CCA A AC T GCA T CA A T CCGGC A T A T T AG T A C CCGC T C T T CA  119165
GC T A T T T T T A CCCA AGGC T T TGC T A C T T CG GGT T T T T T A A CCA A AC T GCA T CA A T T CGGC A T A T T AG T A C CCGC T C T T CA  119495
GC T A T T T T T A CCCA AGGC T T TGC T A C T T CG GGT T T T T T A A CCA A AC T GCA T CA A T CCGGA A T A C T AG T A C CCGC T C T CCA  120141

AGT CCAG TGG T T A A T GA T GC ACG T A AGT A T GA T GGT A T T A GGC T A TGCAG C T C T T T T A T G T GGA T CA T T A T T A T CCA CAG  119253

122.660 122.680 122.700 122.720

AGT CCAG TGG T T A A T GA T GC ACG T A AGT A T GA T GGT A T T A GGC T A TGCAG C T C T T T T A T G T GGA T CA T T A T T A T CCA CAG  118366
AGT CCAG TGG T T A A T GA T GC ACG T A AGT A T GA T GGT A T T A GGC T A TGCAG C T C T T T T A T G T GGA T CA T T A T T A T CCA CAG  119245
AGT CCAG TGG T T A A T GA T GC ACG T A AGT A T GA T GGT A T T A GGC T A TGCAG C T C T T T T A T G T GGA T CA T T A T T A T CCA CAG  119575
AGT CCAG TGG T T A A T GA T GC ACG T A AGT A T GA T GGT A T T A GGC T A TGCAG C T C T T T T A T G T GGA T CA T T A T T A T CCA CGG  120221

C T C T GC T AG T CA T T ACA T T T CGA A A AGT T A T A AGGA T T T T T GGGA A A AGC A A T A A T T T T T T A A A TGGA A A T GAG T CA T T T  119333

122.740 122.760 122.780 122.800

C T C T GC T AG T CA T T ACA T T T CGA A A AGT T A T A AGGA T T T T T GGGA A A AGC A A T A A T T T T T T A A A TGGA A A T GAG T CA T T T  118446
C T C T AC T AG T CA T T ACA T T T CGA A A AGT T A T A AGGA T T T T T GGGA A A AGC A A T A A T T T T T T A A A TGGA A A T GAG T CA T T T  119325
C T C T GC T AG T CA T T ACA T T T CGA A A AGT T A T A AGGA T T T T T GGGA A A AGC A A T A A T T T T T T A A A TGGA A C T GAG T CA T T T  119655
C T C T T C T AG T CA T T ACA T T T CGA A A AGT T A T A AGA A T T T T T GGGA A A AGC A A T CA T T T T T T A A A TGGA A A T GAG T CA T T T  120301

T GC T T CGGCG A A A T CCA A T A CA T GA A T A A A A A A AGT A A T C T T T T AC T A A A T A C T T A T T T T C T T T C T GC T A GA A A T T T T T A  119413

122.820 122.840 122.860 122.880

T GC T T T GGCG A A A T CCA A T A CA T GA A T A A A A A A AGT A A T C T T T T AC T A A A T A C T T A T T T T C T T T C T GCGA GA A A T T T T T A  118526
T GC T T CGGCG A A A T CCA A T A CA T GA A T A A A A A A AGT A A T C T T T T AC T A A A T A C T T A T T T T CC T T C T GC T A GA A A T T T T T A  119405
T GC T T CGGCG A A A T CCA A T A CA T GA A T A A A A A A AGT A A T C T T T T AC T A A A T A C T T A T T T T CC T T C T GC T A GA A A T T T T T A  119735
T GC T T CGGCA A A A T CCA A T A CA T GA A TGA A A A A AGT A A T G T T T T AC T A A A T A C T T A T T T T A T T T C T GC T A GA A A T T A T T A  120381

CAGG T A T CA A G T GA T T CA AC A A T TGGA T CG T TGGAG T T A T CG T A T T A T T A GT T T AGGA T T T A T C T T T T T A A CCA T AGG T A  119493

122.900 122.920 122.940 122.960

CAGG T A T CA A A T GA T T CA AC A A T TGGA T CG T TGGAG T T A T CG T A T T A T T A GT T T AGGA T T T A T C T T T T T A A CCA T AGGGA  118606
CAGG T A T CA A G T GA T T CA AC A A T TGGA T CG T TGGAG T T A T CG T A T T A T T A GT T T AGGA T T T A T C T T T T T A A C T A T AGG T A  119485
CAGG T A T CA A G T GA T T CA AC A A T TGGA T CG T TGGAG T T A T CG T A T T A T T A GT T T AGGA T T T A T C T T T T T A A C T A T AGG T A  119815
CAGG T A T CA A G T GA T T CA AC A A T TGGA T CA T TGGAG T T A T CG T A T T A T T A GT T T AGGA T T T A T C T T T T T A A CCA T AGG T A  120461

T T C T T T CGGG AGCAG T A T GG GC T A A T GA AG CA T GGGGA T C A T A T T GGA A T TGGGA T CCCA AGGA A A C T T G GGCA T T T A T T  119573

122.980 123.000 123.020 123.040

T T C T T T CGGG AGCAG T A T GG GC T A A T GA AG CA T GGGGA T C A T A T T GGA A T TGGGA T CCCA AGGA A A C T T G GGCA T T T A T T  118686
T T C T T T CGGG AGCAG T A T GG GC T A A T GA AG CA T GGGGA T C A T A T T GGA A T TGGGA T CCCA AGGA A A C T T G GGCA T T T A T T  119565
T T C T T T CGGG AGCAG T A T GG GC T A A T GA AG CA T GGGGA T C A T A T T GGA A T TGGGA T CCCA AGGA A A C T T G GGCA T T T A T T  119895
T T C T T T CGGG AGCAG T A T GG GC T A A T GAGG CA T GGGGA T C A T A T T GGA A T TGGGA CCCCA AGGA A A C T T G GGCA T T T A T T  120541

AC T T GGAC T A T A T T CGGGA T T T A T T T ACA T AC T CGA ACA A A T ACA A A T T T GGA AGG TG T A A A T T CCGCA A T T GT GGC T T C  119653

123.060 123.080 123.100 123.120

AC T T GGAC T A T A T T CGGA A T T T A T T T ACA T AC T CGA ACA A A T ACA A A T T T GGA AGG TG T A A A T T CCGCA A T T GT GGC T T C  118766
AC T T GGAC T A T A T T CGGGA T T T A T T T ACA T AC T CGA A A A A A T ACA A A T T T GGA AGG TG T A A A T T CCGCA A T T GT GGC T T C  119645
AC T T GGAC T A T A T T CGGGA T T T A T T T ACA T AC T CGA ACA A A T ACA A A T T T GGA AGG TG T A A A T T CCGCA A T T GT GGC T T C  119975
AC T T GGAC T A T C T T CGGA A T T T A T T T ACA T AC T CGA ACA A A T ACA A A T T T TGA AGG TG T A AC T T C T GCA A T T GT GGC T T C  120621

T C T GGGC T T T C T T A T A A T T T GGA T A T GC T A T T T T GGGGT C A A T C T A T T AG GA A T AGGG T T ACA T AG T T A T GG T T CA T T T A  119733

123.140 123.160 123.180 123.200

T C T GGGC T T T C T T A T A A T T T GGA T A T GC T A T T T CGGGGT C A A T C T A T T AG GA A T AGGG T T ACA T AG T T A T GG T T CA T T T A  118846
T C T GGGC T T T C T T A T A A T T T GGA T A T GC T A T T T CGGGGT C A A T C T A T T AG GA A T AGGA T T ACA T AG T T A T GG T T CA T T T A  119725
T C T GGGC T T T C T T A T A A T T T GGA T A T GC T A T T T CGGGGT C A A T C T A T T AG GA A T AGGG T T ACA T AG T T A T GG T T CA T T T A  120055
T C T CGGC T T T C T T A T A A T T T GGA T A T GC T A T T T T GGAGT C A A T C T A T T AG GA A T AGGG T T ACA T AG T T A T GG T T CA T T T A  120701
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A T T A ACA T C T A C T T GA A T TG A AGA AGA A AG GGC T TGA TGA A T ACA A A T A T AGGACAGCGC A T A T A T CGA A A CGA ACC T T A  119813

123.220 123.240 123.260 123.280

A T T A ACA T C T A C T T GA A T TG A AGA AGA A AG GGC T TGA TGA A T CCA A A T A T AGGACGGCGC A T A T A T CGA A A CA A ACC T T A  118926
A T T A ACA T C T A C T T GA A T TG A AGA AGA A AG GGC T TGA TGA A T ACA A A T A T AGGACAGCG - - - - - - - - - A A A CGA ACC T T A  119796
A T T A ACA T C T A C T T GA A T TG A AGA AGA A AG GGC T TGA TGA A T ACA A A T A T AGGACAGT G - - - - - - - - - A A A CGA ACC T T A  120126
A T T A ACA T C T A C T T GA A T TG A AGA A - - - AG GGC T TGA T A A A T ACA A A CAG AGGACA ACAC A T A T A T CA A A A CGA A A T G T A  120778

G TG T A AGAC - - - - - GCCGAG A A CC T T T T GA A T CA A A CGG T G T GG - TGA T T CA A A AGGT T C T T A CA A AGGC CA A AGGCG T C  119887

123.300 123.320 123.340 123.360

G TG T A AGAC - - - - - GC T GAG A A CC T T T T GA A T CA A A CGG T G T GG - TGA T T CA A A AGGT T C T T A CA A AGGC CA A AGGCG T C  119000
G T A T A AGAC - - - - - GCCGAG A A CC T T T T GA A T CACCACA C CG T T - TGA T T CA A A AGGT T C T T A CA A AGGC CA A AGGCG T C  119870
G T A T A AGACA AGACGCCGAG A A CC T T T T GA A T CA A A CGG T G T GG - TGA T T CA A A AGGT T C T T A CA A AGGC CA A AGGCG T C  120205
G TG T A AGAC - - - - - GCCGAG A A CC T T T T GA A T CA AG T AG T GCGGG TGA T T CA A A AGGT T C T T A CA A ACGC CA A AGGCG T C  120853

T GG T CA CA A T T A A A A T T CA A T T T T T T T T T - - AC T T CG T T T T T T T T T T A T T T A AC T T A A AC T T A AGAGA AG A A A A A AGAC T  119965

123.380 123.400 123.420 123.440

T GG T CA CA A T T A A A A T T CA A T T T T T T T T T - - AC T T CG T T T T T T T T T T A T T T A AC T T A A AC T T A AGAGA AG A A A A A AGAC T  119078
T GG T CA CA A T T A A A A T T CA A T T T T T T T T T T - AC T T CC T T T T T T T T T T A T T T A AC T T A A AC T T A AGAGA AG A A A A A AGAC T  119949
T GG T CA CA A T T CA A A T T CCA T T T T T T T T T T T AC T T C - - C T T T T T T T T AGT T A AC T T A A AC T T A AGAGA AG A A A A A AGAC T  120283
GGT T CA CA A T T CA A A T T CA A T T T T T T G - - - A AC T T C - - - T T T T T T T T A T T T A AC T T A A A - - - - - - - - - - G A A A A A AGAC T  120917

T C T T T T T T CA T T GGACA ACG A A C T A T T T T T T A A A T CA - T G GA A T T GC T T T T T CA T T T T T T T T T T T T T T T G T T T T A T T CA T  120044

123.460 123.480 123.500 123.520

T C T T T T T T CA T T GGACA ACG A A C T A T T T T T T A A A T CA - T G GA A T T GC T T T T T T CA T T T T T T T T T GT T T T A T T T T A T T CA T  119157
T C T T T T T T CA T T GGACA ACG A A C T A T T T T A T A A A T CA - T G GA A T T GC T T T T T CA T T T T T T T T T T - - - T T G T T T T A T T CA T  120025
T C T T T T T T CA T T GGACA ACG A A C T A T T T T T T A A A T CA - T G GA A T T GC T T T T T CA T T T T T T T T T T - - - - T G T T T T A T T CA T  120358
T C T T T T T T CA T T GGACA ACG A A C T A T T A A A A A A A A A A ACG GGA T T GC T T T T T GA T T T T T T T T - - - - - - - G T T T T A T T CA T  120990

GA A A AC T A T C T A T A A A A A A A A - T T AGA T A T A A T AGC T T CG A CC T T GT CCA C T GA T AGT GA GAGA ACGA A A T CCGGA T A A A  120123

123.540 123.560 123.580 123.600

GA A A AC T A T C T A T A A A A A A A A A T T AGA T A T A A T A AC T T CG A CC T T GT CCA C T GA T AGT GA GAGA ACGA A A T CCGGA T A A A  119237
GA A A AC T A T C T A T A A A A A A A A - T T AGA T A T A A T AGC T T CG A CC T T GT CCA C T GA T AGT GA GAGA ACGA A A T CCGGA T A A A  120104
GA A A AC T A T C T A T A A A A A A A A A T T AGA T A T A A T AGC T T CG A CC T T GT CCA C T GA T AGT GA GAGA ACGA A A T CCGGA T A A A  120438
GA A A AC T A T C T A T A A A A A A A A A T T AGA T A T A A T AGC T T CG A CC T T GT CCA C T GA T AGT GA GAGA ACGA A A T CCGGA T A A A  121070

T ACCA A T ACC T A T T ACGGGT AGA AGA A T AG AGA T CA A A A C A A A T A AC T CC CG T GG T CCAG A A T CA A A A A A A T A AGAG T T T  120203

123.620 123.640 123.660 123.680

T ACCA A T ACC T A T T ACGGGT AGA AGA A T AG AGA T CA A A A C A A A T A AC T CC CG T GG T CCAG A A T CA A A A A A A T A AGAG T T T  119317
T ACCA A T ACC T A T T ACGGGT AGA AGA A T AG AGA T CA A A A C A A A T A AC T CC CG T GG T CCAG A A T CA A A A A A A T A AGAG T T T  120184
T ACCA A T ACC T A T T ACGGGT AGA AGA A T AG AGA T CA A A A C A A A T A AC T CC CG T GG T CCAG A A T CA A A A A A A T A AGAG T T T  120518
T ACCA A T ACC T A T T ACGGGT AGA AGA A T AG AGA T CA A A A C A A A T A AC T C T CG T GG T CCAG A A T CA A A A A A A T CAGAG T T T  121150

GGAGCA T T A A A T AGC T T G T A CCCA T AGA AC A T T T GCCGT A A CA T AGA T A A TGA A T A A A T A GGAG T T A A T A T CA T T CCA A T  120283

123.700 123.720 123.740 123.760

GGAGCA T T A A A T AGC T T G T A CCCA T AGA AC A T T T GCCGT G A CA T AGA T A A TGA A T A A A T A GGAG T T A A T A T CA T T CCA A T  119397
GGAGCA T T A A A T AGC T T G T A CCCA T AGA AC A T T T GCCGT G A CA T AGA T A A TGA A T A A A T A GGAG T T A A T A T CA T T CCA A T  120264
GGAGCA T T A A A T AGC T T G T A CCCA T AGA AC A T T T GCCGT G A CA T AGA T A A TGA A T A A A T A GGAG T T A A T A T CA T T CCA A T  120598
GGGACA T T CA A T A A C T T G T A CCCA T AGA AC A T T T GT CGT G A CA T AGA T A A TGA A T A A A T A GGAG T T A A T A T CA T T CCA A T  121230

T GCCA T T ACA A A AG T GA T T A GGA T T T T T GG CA T T A A CA A A A A T T T T T GGC TGG T A A T T A T T CCCA A A A A T A T T A T CA A T T  120363

123.780 123.800 123.820 123.840

T GCCA T T ACA A A AG T GA T T A GGA T T T T T GG CA T T A A CA A A A A T T T T T GGC TGG T A A T T A T T CCCA A A A A T A T T A T CA A T T  119477
T GCCA T T ACA A A AG T GA T T A GGA T T T T T GG CA T T A A CA A A A A T T T T T GGC TGG T A A T T A T T CCCA A A A A T A T T A T CA A T T  120344
T GCCA T T ACA A A AG T GA T T A GGA T T T T T GG CA T T A A CA A A A A T T T T T GGC TGG T A A T T A T T CCCA A A A A T A T T A T CA A T T  120678
T GCCA T T ACA A A AG T GA T T A GT A T T T T T G T CAG T A A CA A A A A T T T T T GGC TGG T A A T T A T T CCCA A A A A T A C T A T T A A T T  121310

CCGCA A CA A A A CCA C T CA TG CCCGGCA A T G CA AGGGA AGC CA T CGA T A AG A T AC T GA A T A GCG T GA A T A T C T T T GGA A T T  120443

123.860 123.880 123.900 123.920

CCGCA A CA A A A CCA C T CA TG CCCGGCA A T G CA AGGGA AGC CA T CGA T A AG A T AC T GA A T A GCG T GA A T A T C T T T GGA A T T  119557
CCGCA A CA A A A CCA C T CA TG CCCGGCA A T G CA AGGGA AGC CA T CGA T A AG A T AC T GA A T A GCG T GA A T A T C T T T GGA A T T  120424
CCGCA A CA A A A CCA C T CA TG CCCGT CA A T G CA AGGGA AGC CA T CGA T A AG A T AC T GA A T A GCG T GA A T A T C T T T GGA A T T  120758
CCGCA A CA A A A CCA C T CA TG CCCGG T A A T G CA AGGGA AGA CA T CGA T A AG A T AC T GA A T A GCG T GA A T A T C T T T GGA A T T  121390

GGGA T AGCCA GCCCGCCCA T T T CGT CGAGA T A AGCA AGA C G T A T T C T A T C A T A AC T CG T T CC T GCCA AGA A A A A A AG T GC  120523

123.940 123.960 123.980 124.000

GGGA T AGCCA GCCCGCCCA T T T CGT CGAGA T A AGCA AGA C G T A T T C T A T C A A A AC T CG T T CC T GCCA AGA A A A A A AG T GC  119637
GGGA T AGCCA GCCCGCCCA T T T CGT CGAGA T A AGCA AGA C G T A T T C T A T C A T A AC T CG T T CCGGCCA AGA A A A A A AG T GC  120504
GGGA T AGCCA GCCCGCCCA T T T CGT CGAGA T A AGCA AGA C G T A T T C T A T C A T A AC T CG T T CCGGCCA AGA A A A A A AG T GC  120838
GGGA T AGCCA GCCCGCCCA T T T CGT CGAGA T A AGCA AGA C G T A T T C T A T C A T A AC T CG T C CC T GCCA AGA A A A A A AG T GC  121470

AGCAC T A A T A A ACCCA T GAG A A A T T A T T T G T A A A A T GGC T CCGT T A AG T C C T G T A T CGG T T AGCGAGCCG A T T CC T A T A A  120603

124.020 124.040 124.060 124.080

AGCAC T A A T A A ACCCA T GAG A A A T T A T T T G T A A A A T GGC T CCGT T A AG T C C T G T A T CGG T T AGCGAGCCG A T T CC T A T A A  119717
AGCAC T A A T A A ACCCA T GAG A A A T T A T T T G T A A A A T GGC T CCGT T A AG T C C T G T A T CGG T T AGCGAGCCG A T T CC T A T A A  120584
AGCAC T A A T A A ACCCA T GAG A A A T T A T T T G T A A A A T GGC T CCGT T A AG T C C T G T A T CGG T T AGCGAGCCG A T T CC T A T A A  120918
AGCAC T A A T A A ACCCA T GAG A A A T T A T T T G T A A A A T GGC T CCGT T A AG T C C T G T A T CGG T T A T CGAGCCA A T T CC T A T A A  121550

T T A T GA A ACC CA T A T GAGA T ACGGAGGA A T A AGC T A T T C T T T T T T T T A A A T T CCG T TGGC CAGGAGA TGC T GA AGC T GCA  120683

124.100 124.120 124.140 124.160

T T A T GA A ACC CA T A T GAGA T ACGGAGGA A T A AGC T A T T C T T T T T T T T A A A T T CCG T TGGC CAGGAGA TGC T GA AGC T GCA  119797
T T A T GA A ACC CA T A T GAGA T ACGGAGGA A T A AGC T A T T C T T T T T T T T A A A T T CCG T TGGC CAGGAGA TGC T GA AGC T GCA  120664
T T A T GA A ACC CA T A T GAGA T ACGGAGGA A T A AGC T A T T C T T T T T T T T A A A T T CCG T TGGC CAGGAGA TGC T GA AGC T GCA  120998
T T A T GA A ACC CA T A T GAGA T ACGGAGGA A T A AGC T A T T C T T T T T T T T A A A T T CCG T TGGC CAGGAGA TGC T A A AGC T GCA  121630

T A A A T T A T T T GCA T T GT ACC T A C T A T CA T G A ACCAGGGAG A A A A T A T AGA A T GAGCGCGC GGT A A T AGT T CCA T A T T GA T  120763

124.180 124.200 124.220 124.240

T A A A T T A T T T G T A T T GT ACC T A C T A T CA T G A ACCAGGGAG A A A A T A T AGA A T GAGCGCGC GGT A A T AGT T CCA T A T T GA T  119877
T A A A T T A T T T GCA T T GT ACC T A C T A T CA T G A ACCAGGGAG A A A A T A T AGA A T GAGCGCGC GGT A A T AGT T CCA T A T T GA T  120744
T A A A T T A T T T GCA T T GT ACC T A C T A T CA T G A ACCAGGGAG A A A A T A T AGA A T GAGCGCGC GGT A A T AGT T CCA T A T T GA T  121078
T A A A T T A T T T GCA T T GT ACC T A C T A T CA T G A ACCAGGGAG A A A A T A T AGA A T GAGCGT GC G T T A A T AGT T CCA T A T T GA T  121710

CCGA ACCA A C CCA T ACGCCC CCA T T T T T A A T A AGA T T CCG GC T A A A AGCA T A CA AG T A C T G T A A TGCGCC T C T CCGT GGG  120843

124.260 124.280 124.300 124.320

CCGA ACCA A C CCA T ACGCCC CCA T T T T T A A T A AGA T T CCG GC T A A A AGCA T A CA AG T A C T G T A A TGCGCC T C T CCGT GGG  119957
CCGA ACCA A C CCA T A TGCCC CCA T T T T T A A T A AGA T T CCG GC T A A A AGCA T A CA AG T A C T G T A A TGCGCC T C T CCGT GGG  120824
CCGA ACCA A C CCA T ACGCCC CCA T T T T T A A T A AGA T T CCG GC T A A A AGCA T A CA AG T A C T G T A A TGCGCC T C T CCGT GGG  121158
CCGA ACCA A C CCA T ACGCCC CCA T T T T T A A T A AGA T T CCG GC T A A A AGCA T A CA AG T A C T G T A A TGCGCC T C T CCA T GGG  121790
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T GT C TGG T A A CCA T G T A T GG A AGGG T A T A A T CGG TGA T T T GACAGCA A A A GCA A T A AGA A A T CCA A T A T A GA A T A T T A T T  120923

124.340 124.360 124.380 124.400

T GT C TGG T A A CCA T G T A T GG A AGGG T A T A A T CGG TGA T T T GACAGCA A A A GCA A T A AGA A A T CCA A T A T A GA A T A T T A T T  120037
T GT C TGG T A A CCA T G T A T GG A AGGG T A T A A T CGG TGA T T T GACAGCA A A A GCA A T A AGA A A T CCA A T A T A GA A T A T T A T T  120904
T GT C TGG T A A CCA T G T A T GG A AGGG T A T A A T CGG TGA T T T GACAGCA A A A GCA A T A AGA A A T CCA A T A T A GA A T A T T A T T  121238
T A T C TGG T A A CCA T G T A T GG A AGGG T A T A A T CGG TGA T T T GACAGCA A A A GCA A T A AGA A A T CCA A T A T A GA A T A T T A T T  121870

T CCAGT GCCA CGGGA T A CGA T T GA T T AGCC A A T G T T T CCA A A T T T A A T GT TGG T T CA T T G GA A CCA T A T A A ACCGA T ACC  121003

124.420 124.440 124.460 124.480

T CCAGT ACCA CGGGA T A CGA T T GA T T AGCC A A T G T T T CCA A A T T T A A T GT TGG T T CA T T G GA A CCA T A T A A ACCGA T ACC  120117
T CCAGT GCCA CGGGA T A CGA T T GA T T AGCC A A T G T T T CCA A A T T T A A T GT TGG T T CA T T G GA A CCA T A T A A ACCGA T ACC  120984
T CCAGT GCCA CGGGA T A CGA T T GA T T AGCC A A T G T T T CCA A A T T GA A T GT TGG T T CA T T G GA A CCA T A T A A ACCGA T ACC  121318
T CCAGCGCCA CAGGA T A CGA T T GA T T AGCC A A T G T T T CGA A A T T T A A T GT TGG T T CA T T G GA A CCA T A T A A ACCGA T ACC  121950

CA A A ACACC T A T T A A T AGA A A A ACGGA A CC T CC T GCAGT G T ACA A A A T A A AC T T T G T AGC T GA A T A A AGA CG T T T C T T T C  121083

124.500 124.520 124.540 124.560

CA A A ACACC T AG T A A T AGA A A A ACGGA A CC T CC T GCAGT G T ACA A A A T A A AC T T T G T AGC T GA A T A A AGA CG T T T C T T T C  120197
CA A A ACACC T A T T A A T AGA A A A ACGGA A CC T CC T GCAGT G T ACA A A A T A A AC T T T G T AGC T GA A T A A AGA CG T T T C T T T C  121064
CA A A ACACC T A T T A A T AGA A A A ACGGA A CC T CC T GCAGT G GACA A A A T A A AC T T T G T AGC T GA A T A A AGA CG T T T C T T T C  121398
CA A A AC T CC T A T T A A T AGA A A A ACAGA A CC T AC T GCAGT G T ACA A A A T A A AC T T T G T AGC T GA A T A A AGA CG T T T C T T T C  122030

CACCCCACA C GGA T AGA AGT AGA T A A A T GG GA A T T A A T T C T A AC T CCCAC A T GA T GA A A A A A AG T A A A AG G T CCCGAGA A  121163

124.580 124.600 124.620 124.640

CACCCCACA C AGA T AGA AGT AGA T A A ACGG GA A T T A A T T C T A AC T CCCAC A T GA T GA A A A A A AG T A A A AG G T CCCA AGA A  120277
CACCCCACA C GGA T AGA AGT AGA T A A ACGG GA A T T A A T T C T A AC T CCCAC A T GA T GA A A A A A AG T A A A AG G T CCCGAGA A  121144
CACCCCACA C GGA T AGA AGT AGA T A A ACGG GA A T T A A T T C T A AC T CCCAC A T GA T GA A A A A A AG T A A A AG G T CCCGAGA A  121478
CACCCCACA T GGA T AGA AGT AGA T A A ACGG GA A T T A A T T C T A AC T CCCAC A T GA T A A A A A A A AG T A A A AG G T CCCGAGA A  122110

CA A A A T GGT C C T A T T TGGCC GC T GT ACA T C GC T A ACA T CA GGA A A TGGA A T AG T C T GGA A T T CCGAG T A A C T GGCCGAGC  121243

124.660 124.680 124.700 124.720

CA A A A T GGT C C T A T T TGGCC GC T GT ACA T C GC T A ACA T CA GGA A A TGGA A T AG T C T GGA A T T CCGAG T A A C T GGCCGAGC  120357
CA A A A T GGT C C T A T T TGGCC AC T GT ACA T C GC T A ACA T CA GGA A A TGGA A T AG T C T GGA A T T CCGAG T A A C T GGCCGAGC  121224
CA A A A T GGT C C T A T T TGGCC AC T GT ACA T C GC T A ACA T CA GGA A A TGGA A T AG T C T GGA A T T CCGAG T A A C T GGCCGAGC  121558
GA A A A T GA T C CGA T T TGACC AC T GT ACA T C GC T A ACA T CA GGA A A TGGA A T AG T CGGGA A T T CCGAG T A A C T GGCCGAGC  122190

CGC T A A AGT A GC T A A AG T GG T A A T A A A T CC CGT CAG T A A A A T AGG T CC T A GGGA A AGT CC A T C T A T T CCC A A T CGCCAGT  121323

124.740 124.760 124.780 124.800

CGC T A A AGT A GC T A A AG T GG T A A T A A A T CC CGT CAG T A A A A T AGG T CC T A GGGA A AGT CC A T C T A T T CCC A A T CGCCAGT  120437
CGC T A A AGT A GC T A A AG T GG T A A T A A A T CC CGT CAG T A A A A T AGG T CC T A GGGA A AGT CC A T C T A T T CCC A A T CGCCAGT  121304
CGC T A A AGT A GC T A A AG T GG T A A T A A A T CC CGT CAG T A A A A T AGG T CC T A GGGA A AGT CC A T C T A T T CCC A A T CGCCAGT  121638
CGC T A A AGT A GC T A A AG T GG T A A T A A A T CC CGT CAG T A A A A T AGG T CC T A CGGA A AGT CC A T C T A T T CCC A A T T GCCA A T  122270

CA A A A T CA A A A A AG T TGA T C CA T T T A T A A T CC T C TGCCAG C T GT A T T A A T TGA T CG T CCA A T CGGA A A T G A T A A CAGA A T  121403

124.820 124.840 124.860 124.880

CA A A A T CA A A A ACG T TGA T C CA T T T A T A A T CC T C TGCCAG C T GGA T T A A T GGA T CG T CCA A T CGGA A A T G A T A A CAGA A T  120517
CA A A A T CA A A A A AG T TGA T C CA T T T A T A A T CC T C TGCCAG C T GGA T T A A T GGA T CG T CCA A T CGGA A A T G A T A A CAGA A T  121384
CA A A A T CA A A A A AG T TGA T C CA T T T A T A A T CC T C TGCCAG C T GGA T T A A T GGA T CG T CCA A T CGGA A A T G A T A A CAGA A T  121718
CA A A A T CA A A A A AG T TGA T C CA T T T A T A A T CC T C TGCCAG C T GGA T T A A T GGA T CG T CCA A T CGGA A A T G A T A A CAGA A T  122350

GCA T AGGCCG T T AGA AGGAG T T C T A AGA CA CA T A T A T A T A T GGT A T A CCC T C T CG T CA CC T T A T T T CC T C T A TGAGGGAG  121483

124.900 124.920 124.940 124.960

GCA T AGGCCG T T AGA AGGAG T T C T A AGA CA CA T A T A T A T A CGGT A T A CCC T C T CG T CA CC T T A T T T CC T C T A TGGGGGAG  120597
GCA T AGGCCG T T AGA AGGA A T T C T A AGA CA CA T A T A T A T A T GGT A T A CCC CC T CG T CA CC T T A T T T CC T C T A TGAGGGAG  121464
GCA T AGGCCG T T AGA AGGAG T T C T A AGA CA CA T A T A T A T A T GGT A T A CCC CC T CG T CA CC T T A T T T CC T C T A TGAGGGAG  121798
GCA T AGGCCG T T AGA AGGAG T T C T A AGA CA CA T A T A T A T A T AGT A T A CCC CCGA A T CA CC T T A T T T CC T C T A TGAGGGAG  122430

A A AGA A A A T T A A AGA ACCCG CGGCGA T T GG A A A A AC T ACA A T T A T TG T T A ACCA AGGA A A A T A A T T CGT G G T A A AGA CA A  121563

124.980 125.000 125.020 125.040

A A AGA A A A T T A A AGA ACC TG CGGCGA T T GG A A A A AC T ACA A T T A T TG T T A ACCA AGGA A A A T A A T T CGT G G T A A AGA CA A  120677
A A AGA A A A T T A A AGA AGCCG CGGCGA T T GG A A A A AC T ACA A T T A T TG T T A ACCA AGGA A A A T A A T T CGT G G T A A AGA CA A  121544
A A AGA A A A T T A A AGA ACCCG CGGCGA T T GG A A A A AC T ACA A T T A T TG T T A ACCA AGGA A A A T A A T T CGT G G T A A AGA CA A  121878
A A AGA A A A T T A A AGA ACCCA CGGC T A T CGG A A A A AC T ACA A T T A T TG T T A ACCA AGGA A A A T T A T T CGT A G T A A AGA CA A  122510

GA T ACA C T T G GACCA T A A A A CCCCG T GC T C GA A A AGAGA A T A T A T T C T T A T T T T - - - - - - - C T T T T CGAG T ACGGGG T T T  121636

125.060 125.080 125.100 125.120

GA T ACA C T T G GACCA T A A A A ACCCG T GC T C GA A A AGAGA A T A T AG T C T T A T T T TG T T T T T C T T T T T CGAG T ACGGGG T T T  120757
GA T ACA C T T G GACCA T A A A A ACCCG T GC T C GA A A AGAGA A T A T A T T C T T A T T T GG T T T T T C T T T T T CGAG T ACGGGG T T T  121624
GA T ACA C T T G GACCA T A A A A CCCCG T GC T C GA A A AGAGA A T A T A T T C T T A T T T GG T T T T T C T T T T T CGAG T ACGGGG T T T  121958
GA T ACA C T T G GACCA T A A A A ACCCG T GC T C GA A A AGAGA A T A T A T T C T T A T T T TG T T T T T C T T T T T CGAG T ACGGG - T T T  122589

T GT GGG T A A T CGGT A A A A A A A A - G - A A A C T G T A T T CA A A A T G T A T T CA AG TGG T A T T T T C GGGA ACG T A T CA A T A T CA A T  121714

125.140 125.160 125.180 125.200

T GT GGG T A A T CGGT A A A A A A A A - G - A A A C T G T A T T CA A A A T G T A T T CA AG TGGGG T T T T C GGGA ACG T A T CA A T A T CA A T  120835
T GT GGG T A A T CGGT A A A A A A A A - G - A A A C T G T A T T CA A A A T G T A T T CA AG TGGGG T T T T C GGGA ACG T A T CA A T A T CA A T  121702
- GT GGG T A A T CGGT A A A A A A A A AG - A A A C T G T A T T CA A A A T G T A T T CA AG TGGGG T T T T C GGGA ACG T A T CA A T A T T A A T  122036
T GT CAG T A A T CGGT A A A A A A A A A A T A A A C T G T A T T CA A A A T G T A T T CA AG TGGGG T T T T C GGGA ACG T A T CA A T A - - - - -   122664

A AGC T AGACC CA TGC T T CGA GT T GT T T CA T GCCA T A A A T A A AC T CGA ACA C T CA AGA A A T CCG T TGGACA GGCGGA T T CA  121794

125.220 125.240 125.260 125.280

A AGC T AGACC CA TGC T T CGA GT T GT T T CA T GCCA T A A A T A A AC T CGA ACA C T CA AGA A A T CCG T TGGACA GGCGGA T T CA  120915
A AGC T AGACC CA TGC T T CGA GT T GT T T CA T GCCA T A A A T A A AC T CGA ACA C T CA AGA A A T CCG T TGGACA GGCGGA T T CA  121782
A AGC T AGACC CA TGC T T CGA GT T GT T T CA T GCCA T A A A T A A AC T CGA ACA C T CA AGA A A T CCG T TGGACA GGCGGA T T CA  122116
- AGC T AGGCC CA TGC T T CGA GT T GT T T CA T GCCA T A A A T A A AC T CGA ACA C T CA AGA A A T C TG T TGGACA GGCGGA T T CA  122743

CA T CGC T T A C A ACCA ACACA GT CC T C TG T T C T T GGAGCCG A AGCA A T T TG C T T TGC T T T A CA T CCG T CCC A AGG T A T CA T  121874

125.300 125.320 125.340 125.360

CA T CGC T T A C A ACCA ACACA GT CC T C TG T T C T T GGAGCCG A AGCA A T T TG C T T TGC T T T A CA T CCG T CCC A AGG T A T CA T  120995
CA T CGC T T A C A ACCA ACACA GT CC T C TG T T C T T GGAGCCG A AGCA A T T TG C T T TGC T T T A CA T CCG T CCC A AGG T A T CA T  121862
CA T CGC T T A C A ACCA ACACA GT CC T C TG T T C T T GGAGCCG A AGCA A T T TG C T T TGC T T T A CA T CCG T CCC A AGG T A T CA T  122196
CA T CGC T T A C A ACCA ACACA GT CC T C TG T T C T T GGAGC T G A AGCA A T T TG C T T TGC T T T A CA T CCG T CCC A AGG T A T CA T  122823

T T C T A A T ACA T C TG T GGGGC A AGC T CGGAC ACA T TGAGT A CACCC T A T AC A T G T A T CA T A A A T C T T T AC T GA A T G TGACA  121954

125.380 125.400 125.420 125.440

T T C T A A T ACA T C TG T GGGGC A AGC T CGGAC ACA T TGAGT A CACCC T A T AC A T G T A T CA T A A A T C T T T AC T GCA T G TGACA  121075
T T C T A A T ACA T C TG T GGGGC A AGC T CGGAC ACA T TGAGT A CACCC T A T AC A T G T A T CA T A A A T C T T T AC T GA A T G TGACA  121942
T T C T A A T ACA T C TG T GGGGC A AGC T CGGAC ACA T TGAGT A CACCC T A T AC A T G T A T CA T A A A T C T T T AC T GA A T G TGACA  122276
T T C T A A T ACA T CCG T GGGGC A AGC T CGGAC ACA T TGAGT A CACCC T A T AC A T G T A T CA T A A A T C T T T AC T GA A T G TGACA  122903
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T TGGA T C T A T CA A T T T T T GA AC T C T T A A A T T T T CGA T C T A G T CA A T T T GG A A ACA T CA T A T A T T T A A ACA CCAGA TGA A T  122034

125.460 125.480 125.500 125.520

T TGGA T C T A T CA A T T T T T GA AC T C T T A A A T T T T CGA T C T A G T CA A T T T GG A A ACA T CA T A - - - - - - - - - - CCAGA TGA A T  121145
T TGGA T C T A T CA A T T T T T GA AC T A T T A A A T T T T CGA T C T A G T CA A T T T GG A A ACA T CA T A T A T T T A A ACA CCAGA TGA A T  122022
T TGGA T C T A T CA A T T T T T GA AC T C T T A A A T T T T CGA T C T A G T CA A T T T GG A A ACA T CA T A T A T T T A A ACA CCAGA TGA A T  122356
T TGGA T C T A T CA A T T T T T GA AC T C T T A A A T T T T CGA T C T A G T CA A T T T GC A A ACA T CA T A T A T T T A A ACA CCAGA TGA A T  122983

CA A T GA T T T A CCAGA A T T T T T C T A A T T A A T CCA C T T C TGG A T CA AC T CC T A AGAGGGA AC A AGGA T AC T T T T A T T T C T T C  122114

125.540 125.560 125.580 125.600

CA A T GA T T T A CCAGA A T T T T T C T A A T T A A T CCA C T T C TGG A T CA AC T CC T A AGAGGGA AC A AGGA T AC T T T GA T T T C T T C  121225
CA A T GA T T T A CCAGA A T T T T T C T A A T T A A T CCA C T T C TGG A T CA AC T CC T A AGAGCGA AC A AGGA T AC T T T GA T T T C T T C  122102
CA A T GA T T T A CCAGA A T T T T T C T A A T T A A T CCA C T T C TGG A T CA AC T CC T A A A AGGGA AC A AGGA T AC T T T GA T T T C T T C  122436
CA A T GA T T T A CCAGA A T T T T T C T A A T T A A T CCA C T T CCGG C T CA AC T CC T A A A AGGGA AC A AGGA T AC T T T GA T T T C T T C  123063

CGG T T T CACA A ACA T GA T CG AGG T T ACGAC A T A T T A T A T A T GC T A AG T TG A A T TGA TGGC T A T T A T T C T A A A T A C T A C T T  122194

125.620 125.640 125.660 125.680

CGG T T T CACA A A T A T GA T CG AGG T T A TGAC A T A T T A T A T A T GC T A AG T CG A A T TGC TGGC T A T T A T T C T A A A T A C T A C T T  121305
CGG T T T T ACA A ACA T GA T CG AGG T T ACGAC A T A T T A T A T A T GC T A AG T GG A A T TGA TGGC T A T T A T T C T A A A T A C T A C T T  122182
CGG T T T CACA A ACA T GA T CG AGG T T ACGAC A T A T T A T A T A T GC T A AG T CG A A T TGA TGGC T A T T A T T C T A A A T A C T A C T T  122516
CAG T T T CACA A ACC T GA T CG AGG T T ACGAC A T A T T A T A T A T GC T A AG T CG A A T TGA TGAC T A T T A T T C T A A A T A C T A C T T  123143

A T T CA A CA A A G T CGA T T GA T TGA T A CGAG T CGA T T T T T T G T T ACGA T A A A T T GAGGA A AC A A T AGC T GA T CCA A T AGC TG  122274

125.700 125.720 125.740 125.760

A T T CA A CA A A G T CGA T T GA T TGA T A CGAG T CGA T T T T C T G T T ACGA T A A A T T GAGGA A AC A A T AGC T GA T CCA A T AGC TG  121385
A T T CA A CA A A G T CGA T T GA T TGA T A CGAG T CGA T T T T C T G T T ACGA T A A A T T GAGGA A AC A A T AGC T GA T CCA A T AGC TG  122262
A T T CA A CA A A G T CGA T T GA T TGA T A CGAG T GGA T T T T C T G T T ACGA T A A A T T GAGGA A AC A A T AGCGGA T CCA A T AGC TG  122596
A T T CA A CA A A G T TGA T T GGT TGA T A CGAG T CGA T T T T C T G T T ACGA T A A A T T GAGGA A AC A A T AGC T GA T CCA A T AGC TG  123223

C T T CAGCGGC T GCA A T AGC T A T A ACA A A A A T TGAGA A A A T A T C T CC T T T T A A T TG T CGAC T A T CA A A A A A A T CAGAGA A T  122354

125.780 125.800 125.820 125.840

C T T CAGCGGC T GCA A T AGC T A T A ACA A A A A T TGAGA A A A T A T C T CC T T T T A A T TG T CGAC T A T CA A A A A A A T CAGAGA A T  121465
C T T CAGCGGC T GCA A T AGC T A T A ACA A A A A T TGAGA A A A T A T C T CC T T T T A A T TG T CGAC T A T CA A A A A A A T CAGAGA A T  122342
C T T CAGCGGC T GCA A T AGC T A T A T CA A A A A T TGAGA A A A T A T C T CC T T T T A A T TG T CGAC T A T CA A A A A A A T CAGAGA A T  122676
C T T CAGCGGC T GCA A T AGC T A T A ACA A A A A T TGAGA A A A T A T C T CC T T T T A A T TG T CGAC T A T CA A A A A A A T CAGAGA A T  123303

G T T ACGA A A T T T A T A T T A AC CGCA T T T AG T A T A AGT T CA A GACA CA T CAG GGCCCGA A CC A T A T T T CGGC T CGT GA T CA A  122434

125.860 125.880 125.900 125.920

G T T ACGA A A T T T A T A T T A AC CGCA T T T AG T A T A AGT T CA A GACA CA T CAG GGCCCGA A CC A T A T T T CGGC T CGT GA T CA A  121545
G T T ACGA A A T T T A T A T T A AC CGCA T T T AG T A T A AGT T CA A GACA CA T CAG GGCCCGA A CC A T A T T T CGGC T CGT GA T CA A  122422
G T T ACGA A A T T T A T A T T A AC CGCA T T T AG T A T A AGT T CA A GACA CA T CAG GGCCCGA A CC A T A T T T CGGC T CGT GA T CA A  122756
G T T ACGA A A T T T A T A T T A AC TGCA T T T AG T A T A AGT T CA A GACA CA T CA A AGCCCGA A CC A T A T T T CGGC T T GT A A T T A A  123383

T CCA T AGA T A CCGA T CGA A A A T A A A T AGGC AC T CA A A ACA AG T A CA T GC T CGAGCA T CA T T GA CCA AC T C CG T A CCA A T T  122514

125.940 125.960 125.980 126.000

T CCA T AGA T A CCGA T CGA A A A T A A A T AGGC AC T CA A A ACA AG T A CA T GC T CA AGCA T CA T T GA CCA AC T C CG T A CCA A T T  121625
T CCA T AGA T A CCGA T CGA A A A T A A A T AGGC AC T CA A A ACA AG T A CA T GC T CGAGCA T CA T T GA CCA AC T C CG T A CCA A T T  122502
T CCA T AGA T A CCGA T CGA A A A T A A A T AGGC AC T CA A A ACA AG T A CA T GC T CGAGCA T CA T T GA CCA AC T C CG T A CCA A T T  122836
T CCA T AGA T A CCGA T AGA A A A T A A A T AGGC AC T CA A A ACA AG T A CA T GC T CGAGCA T CA T T GA CCA AC T C CC T A CCGA T T  123463

T CGA T T CA T T T CA A T A T GA A CA A T A A T T CA AGT A A T T CGA T T AC T T AGA A T A T A A CA AG T ACGGA A CA A A A A A A T A T A T T  122594

126.020 126.040 126.060 126.080

T CGA T T CA T T T CA A T A T GA A CA A T A A T T CA AGT GA T T CGA T T GC T T AGA A T A T A A CA AG T ACGGA A CA A A AGA A T A T A T T  121705
T CGA T T CA T T T CA A T A T GA A CA A T A A T T CA AGT GA T T CGA T T GC T T AGA A T A T A A CA AG T ACGGA A CA A A AGA A T A T A T T  122582
T CGA T T CA T T T CA A T A T GA A CA A T A A T T CA AGT GA T T CGA T T GC T T AGGA T A T A A CA AG T ACGGA A CA A A AGA A T A T A T T  122916
T CGA T T T A T T T CA A T A T GA A CA A T A A T T CA AGT A A T T TGA T T GC T T AGA A T C T A A CA AG T A TGGA A CA A A A A AC T A T AGT  123543

GA T AGT AGA T CGA A T A A A A A A A T T T C T A T T T TGA T T T T C T A T T T A T A CA T GA A T A C T A T T CA A ACA T GA A T AC T A T T CA A  122674

126.100 126.120 126.140 126.160

GA T AGT AGA T CGA A T A A A A A A A T T T C T A T T T TGA T T T T C T A T T T A T A CA T GA A T A C T A T T CA A ACA T GA A T AC T A T T CA A  121785
GA T AGT AGA T CGA A T A A A A A A A T T T C T A T T T TGA T T T T C T A T T T A T A CA T GA A T A C T A T T CA A ACA T GA A T AC T A T T CA A  122662
GA T AGT AGA T CGA A T A A A A A A A T T T C T A T T T TGA T T T T C T A T T T A T A CA T GA A T A C T A T T CA A ACA T GA A T AC T A T T CA A  122996
GGT A A T A T A T CGA A T A A A AC A A T T T CA A T T T T CA T T T T C T A T T T A T A CA T GA A T AG T A T T CA A - - - - - - - - - - - - - - - - -   123606

C T AGA A T TGA AGGGA A A A AG A T G TGA T A AC ACAGA A A A AG G T TGA A T T TG GA T TGC TG T T GC T AGT T A T A A AGA T T T T T T  122754

126.180 126.200 126.220 126.240

C T AGA A T TGA AGGGA A A A AG A T G TGA T A AC ACAGA A A A AG G T TGA A T T TG GA T TGC TG T T GC T AGT T A T A A AGA T T T T T T  121865
C T AGA A T TGA AGCGA A A A AG A T G TGA T A AG ACAGA A A A AG G T TGA A T T TG GA T TGC TG T T GC T AGT T A T A A AGA T T T T T T  122742
C T AGA A T TGA AGCGA A A A AG A T G TGA T A AC ACAGA A A A AG G T TGA A T T T C A A T TGC TG T T GC T AGT T A T A A AGA T T T T T T  123076
C T AGA A T TGA AGGGA A A T GG A T G TGA T A AC ACAGA A A A AG G T T A A A T T TG GA T T T C TG T T GC T CGT T AGA A AGA T T T T T T  123686

AC T GACGAGC CACGGCA A T T GCACC T A T CA A AGCA A C T A A A AGA A T T A T T GA A ACGAG T T CA A A TGGA AG A A A A A AG T C T  122834

126.260 126.280 126.300 126.320

AC T GACGAGC CACGGCA A T T GCACC T A T CA A AGCA A C T A A A AGA A T T A T T GA A ACA AG T T CA A A TGGA AG A A A A A AG T C T  121945
AC T GACGAGC CACGGCA A T T GCACC T A T CA A AGCA A C T A A A AGA A T T A T T GA A ACGAG T T CA A A TGGA AG A A A A A A A T C T  122822
AC T GACGAGC CACGGA A A T T GCACC T A T CA A AGCA A C T A A A AGA A T T A T T GA A ACGAG T T CA A A TGGA AG A A A A A AG T C T  123156
AC T GACGAGC A ACAGA A A T T GCACC T A T CA A AGCA A C T A A A AGA A T T A T T GA A ACGAG T T CGA A TGGA AG A A A A A AG T C T  123766

G T T GA T A A A T GA A T T CCA A T T T G T T GAG T A T T A C T T A T CA A A T C T TG T T C T A T A A T C T GG T TGGA T CGT G T AGT CCA A A T  122914

126.340 126.360 126.380 126.400

G T T GA T A A A T GA A T T CCA A T T T G T T GAC T A T T A C T T A T CA A A T C T TG T T C T A T A A T C T GG T TGGA T CGT G T AGT CCA A A T  122025
G T T GA T A A A T GA A T T CCA A T T T G T T GAC T A T T A C T T A T CA A A T C T TG T T C T A T A A T C T GG T TGGA T CGT G T AGT CCA A A T  122902
G T T GA T A A A T GA A T T CCA A T T T G T T GAC T A T T A C T T A T CA A A T C T TG T T C T A T A A T C T T G T TGGACCGT G T AGT CCA A A T  123236
G T T GA T A A A T GA A T T CCA A T T T G T T GAC T A T T A C T T A T CA A A T C T TG T T C T A T A A T C T GG T TGA A T CGT G T AGT CCA A A T  123846

A A T CCCG T A C CACGACG T A T C T AGA A T AG T AGT GA T T AGC GA A A A A A A A A T A C T T G T A CA A ACCAGGGA A G T A A CCCCA T  122994

126.420 126.440 126.460 126.480

A A T CCCG T A C CA TGACG T A T C T AGA A T AG T AGT GA T T AGC GA A A A A A A A A T A C T T G T A CA A ACCAGGGA A G T A A CCCCA T  122105
A A T CCCG T A C CA TGACG T A T C T AGA A T AG T AGT GA T T AGC GA A A A A A A A A T A C T T G T A CA A ACCAGGGA A G T A A CCCCA T  122982
A A T CCCG T A C CA TGACG T A T C T AGA A T AG T AGT A A T T AGC GA A A A A A A A A T A C T T G T A CA A ACCAGGGA A G T A A CCCCA T  123316
A A T CCCG T A C CACGACG T A T C T AGA A T AG T AGT GA T T AG T GA A A A A A A A A T A C T T G T A CA A ACCAGAGA A G T A A CCCCA T  123926

CACCA A T AG T CCA A AGA T T A A A A TGA A A A T CGT T GGA A T A G T C T GA A CCA T T CA T GA A CA T T A CAGCA A A T A TGA T T A A A  123074

126.500 126.520 126.540 126.560

CACCA A T AG T CCA A AGA T T A A A A T T CA A A T CGT T GGA A T C G T C T GA A CCA T T CA T GA A CA T T A CAGCA A A T A TGA T T A A A  122185
CACCA A T AG T CCA A AGA T T A A A ACGA A A A T T GT T GGA A T A G T C T GA A CCA T T CA T GA A CA T T A CAGCA A A T A TGA T T A A A  123062
CACCA A T AG T CCA A AGA T T A A A A TGA A A A T T GT T AGA A T A G T C T GA A CCA T T CA T GA A CA T T A CAGCA A A T A TGA T T A A A  123396
CACCA A T AG T CCA A AGA T T A A A A TGA A A A T CGT T GGA A T A G T C T GA A CCA T T CA T GA A CA T T A CAGCA A A T A TGA T T A A A  124006
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ACA T T T ACAG C T CCCACG T A A A T A AGGAGC T GT GCGGCAG C T ACA A A A TG GGA A T T TGA T AGA A T A T AGA A T A AGGA T A T  123154

126.580 126.600 126.620 126.640

ACA T T T ACAG C T CCCACG T A A A T A AGGAGC T GT GCGGCAG C T ACA A A A TG GGA A T T TGA T AGA A T A T AGA A T A AGGA T A T  122265
ACA T T T ACAG C T CCCACG T A A A T A AGGAGC T GT GCGGCAG C T ACA A A A TG GGA A T T TGA T AGA A T A T AGA A T A AGGA T A T  123142
ACA T T T ACAG C T CCCACG T A A A T A AGGAGC T GT GCGGCAG C T ACA A A A TG GGA A T T TGA T AGA A T A T AGA A T A AGGA T A T  123476
ACA T T T ACAG CCCC T ACG T A A A T A AGGAG T T GT GCGGCAG C T ACA A A A TG GGA A T T TGA T AGA A T A T AGA A T A AGGA T A T  124086

ACA A ACA AGA A CCA A T CCCA A AGA A A AGGC CGA A T A A A T G GGGT T GG T A A GT A A T ACCAC T CCCAGACC T CC T A A T A T A A  123234

126.660 126.680 126.700 126.720

ACA A ACA AGA A CCA A T CCCA AGGA A A AGGC CGA A T A A A T T GGGT T GG T A A GT A A T ACCAC T CCCAGACC T CC T A A T A T A A  122345
ACA A ACA AGA A CCA A T CCCA AGGA A A A AGC CGA A T A A A T T GGGT T GG T A A GT A A T ACCAC T CCCAGACC T CC T A A T A T A A  123222
ACA A ACA AGA A CCA A T CCCA AGGA A A AGGC CGA A T A A A T T GGGT T GG T A A GT A A T ACCAC T CCCAGACC T CC T A A T A T A A  123556
ACA A ACA AGA A CCA A T CC T A A AGA A A AGGC CGA A T A A A T T GGGT T AG T A A GT A A T ACCAC T CCCAGACC T CC T A A T A T A A  124166

GACCCGA T CC CAGA A A A AC T A A A AGA A A A T CA T G T A T TGG T CCAGGCA A A T CCA T T A T A T T A A A A T A AGA A A T A A A A A A A  123314

126.740 126.760 126.780 126.800

GACCCGA T CC CAGA A A A AC T A A A AGA A A A T CA T G T A T TGG T CCAGGCA A A T CCA T T A T A T T A A A A T A AGA A A T A A A T A A A  122425
GACCCGA T CC CAGA A A A AC T A A A AGA A A A T CA T G T A T TGG T CCAGGCA A A T CCA T T A T A T T A A A A T A AGA A A T A A A T A A A  123302
GACCCGA T CC CAGA A A A AC T A A A AGA A A A T CA T G T A T TGG T CCAGGCA A A T CCA T T A T A T T A A A A T A AGA A A T A A A T A A A  123636
GACCCGA T CC CAGA A A A AC T A A A AGA A A A T CA T G T A T TGG T CCAGGCA A A T CCA T T A T A T T A A A A T A AGA GA T A A A T A A A  124246

T CGA A A T GT T T T T CA TGACC T T A T T GA A CC GACCGGGA A A A A T T T T T T T A TGAGA CA T T C CCA A T T GA A T T A A A T T C T A A  123394

126.820 126.840 126.860 126.880

T CGA A A T GT T T T T CA TGACC T T A T T GA A CC GACCAGGA A A A A T T T T T T T A TGAGA CA T T C CCA A T T GA A T T A A A T T C T A A  122505
T CGA A A T GT T T T T CA TGACC T T A T T GA A CC GACCAGGA A A A T T T T T T T T A TGAGA CA T T C CCA A T T GA A T T A A A T T C T A A  123382
T CGA A A T GT T T T T CA TGACC T T A T T GA A CC GACCAGGA A A A A T T T T T T T A TGAGA CA T T C CCA A T T GA A T T A A A T T C T A A  123716
T CGA A A T GT T T T T CA TGACC T T A T T GA A CC GACCAGGA A A - T T T G T T T T A TGAGGCA T T C CCA A T T GA A T T A A A T T C T A A  124325

T C T AC T A AG T GGGA A T T GC T GCGGG T ACAG - - - - - C T A T T GGA T CA A T T T CG T T C T T T T C T T T A T T CGA A A T GGA A A T T T  123469

126.900 126.920 126.940 126.960

T C T AC T A AG T GGGA A T T GA T GCGGG T ACAG - - - - - C T A T T GGA T CA A T T T CG T T C T T T T C T T T A T T CGA A A T GGACA T T T  122580
T C T AC T A AG T GGGA A T T GA T GCGGG T ACAG - - - - - C T A T T GGA T CA A T T T CG T T C T T T T C T T T A T T CGA A A T GGA - - - - -   123452
T C T AC T A AG T GGGA A T T GA T GCGGG T ACAG - - - - - C T A T T GGA T CA A T T T CG T T C T T T T C T T T A T T CGA A A T GGA - - - - -   123786
T C T AC T A AG T GGA A A T T A A T GCGAG T ACAG T AGAGC T A T T GCA T CA A T T T TG T T C T T T T C T T T A T T CGA A A T AGCA A T T T  124405

GA A A T T GA A C C T A T A T AG T T CGA A A A A A T T A TG T A T A T T A T G T A T A T A T T A A T AGAC T T T CA A T ACA A A T - - - - - - - - - -   123539

126.980 127.000 127.020 127.040

GA A A T T GA A C C T A T A T AG T T CGA A A A A A T T A TG T A T A T - - - - - - - - - A T T A A T AGAC T T T CA A T ACA A A T - - - - - - - - - -   122641
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   123452
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   123786
GA A A T T GA A A C T A T A T AG T T CGA A A A A A T T A TG T A T A T - - - G T A T A T A T T A A T AGAC T T T CA A T ACA A A T T GAG T TG T AC  124482

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A  123540

127.060 127.080 127.100 127.120

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A  122642
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   123452
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   123786
T T C T CA T CA C CCA A T CA A T A A T T GGGC T T T G T AG T T A T T A A ACA AGCA A A GA A A A A A A T T T T A T T CC T T T A T ACCA A A T A  124562

T ACCA A A AC T GA ACC T T AGT A A T TGGA A A T T A AGAGG T T T A CCCA T T T T T T C T T T GAGGC GA A T T CA A A A C T GT T CGA A T  123620

127.140 127.160 127.180 127.200

T ACCA A A AC T GA ACC T T AGT A A T TGGA A A T T A AGAGG T T T A CCCA T T T T T T C T T T GAGGC GA A T T CA A A A C T GT T CGA A T  122722
- - - - - - - - - - - - - - - - - - - - - - - - - - - A A T T A AGAGG T T T A CCCA T T T T T T C T T T GCGGC GA A T T CA A A A C T GT T CGA A T  123505
- - - - - - - - - - - - - - - - - - - - - - - - - - - A A T T A AGAGG T T T A CCCA T T T T T T C T T T G TGGC GA A T T CA A A A C T GT T CGA A T  123839
T ACCA A A ACC GA ACC T T AGT A A T TGGA A A T T A AGAGG T T T A CCCA T T T T T T C T T T GAGGC GA A T T CA A A A C T GT T CGA A T  124642

T GT A A A A T CG T CA A T T A C TG ACA T T GGT A A ACGACC T A A A GCA A T T T GA T T A T A A T T CA A T T CA TGACGG T CGT A AG T AG  123700

127.220 127.240 127.260 127.280

T GT A A A A T CG T CA A T T A C TG ACA T T GGT A A ACGACC T A A A GCA A T T T GA T T A T A A T T CA A T T CA TGACGG T CA T A AG T AG  122802
T GT A A A A T CG T CA A T T A C TG ACA T T GGT A A ACGACC T A A A GCA A T T T GA T T A T A A T T CA A T T CA TGACGG T CGT A AG T AG  123585
T GT A A A A T CG T CA A T T A C TG ACA T T GGT A A ACGACC T A A A GCA A T T T GA T T A T A A T T CA A T T CA TGACGG T CGT A AG T AG  123919
T GT A A A A T CG T CA A T GA C TG ACA T T GGT A A ACGACC T A A A GCA A T T T GA T T A T A A T T CA A T T CA TGACGG T T GT A AG T AG  124722

CA AG T T CA T A T T C T T CAG T C A T T GA T A A AC A A T T TG T TGG A CA A T AC T CA ACGCAG T T AC CACA A A A A A T A CA A A T T CCA  123780

127.300 127.320 127.340 127.360

CA AG T T CA T A T T C T T CAG T C A T T GA T A A AC A A T T TG T TGG A CA A T AC T CA ACGCAG T T AC CACA A A A A A T A CA A A T T CCA  122882
CA AG T T CA T A T T C T T CAG T C A T T GA T A A AC A A T T TG T TGG A CA A T AC T CA ACGCAG T T AC CACA A A A A A T A CA A A T T CCA  123665
CA AG T T CA T A T T C T T CAG T C A T T GA T A A AC A A T T TG T TGG A CA A T AC T CA ACGCAG T T AC CACA A A A A A T A CA A A T T CCA  123999
CA AG T T CA T A T T C T T CAG T C A T T GA T A A AC A A T T TG T TGG A CA A T AC T CA ACGCAG T T AC CACA A A A A A T A CA A A T T CCA  124802

A A A T CA A T A C T G T A A T T A AG CA A T CG T T T C T T T CGA A T A T C T GT T T CCA A T T T CCA A T CA ACA ACAGGCA GA T C T A T AGG  123860

127.380 127.400 127.420 127.440

A A A T CA A T A C T A T A A T T A AG CA A T CG T T T C T T T CGA A T A T C T GT T T CCA A T T T CCA A T CA ACA ACAGGCA GA T C T A T AGG  122962
A A A T CA A T A C T G T A A T T A AG CA A T CG T T T C T T T CGA A T A T C T GT T T CCA A T T T CCA A T CA ACA ACAGGT A GA T C T A T AGG  123745
A A A T CA A T A C T G T A A T T A AG CA A T CG T T T C T T T CGA A T A T C T GT T T CCA A T T T CCA A T CA ACA ACAGGCA GA T C T A T AGG  124079
A A A T CA A T A C T G T A A T T A AG CA A T CG T T T C T T T CGA A T A T C T GT T T CCAG T T T CCA A T CA ACA ACAGGCA GA T C T A T AGG  124882

ACAGACGCGA A CACA T A C T T CA CA AGCA A T ACA T T T A T CA A A T T CA A A A T GGA T T CGA CC GCGA A A ACGC T CCGA TG T GA  123940

127.460 127.480 127.500 127.520

ACAGACGCGA A CACA T A C T T CA CA AGCA A T ACA T T T A T CA A A T T CA A A A T GGA T T CGA CC GCGA A A ACGC T CCGA TG T GA  123042
ACAGACGCGA A CACA T A C T T CA CA AGCA A T ACA T T T A T CA A A T T CA A A A T GGA T T CGA CC GCGA A A ACGC T CCGA TG T GA  123825
ACAGACGCGA A CACA T A C T T CA CA AGCA A T ACA T T T A T CA A A T T CA A A A T GGA T T CGA CC GCGA A A ACGC T CCGA TG T GA  124159
ACA T ACGCGA A CACACA C T T CA CA AGCA A T ACA T T T A T CA A A T T CA A A A T GGA T T CGA CC ACGA A A ACGC T C TGA TG T GA  124962

T T A A T T T T T C A T A AGGA T A T TGA A T AGT T A CAGG T A A ACG A T T T GC T T GG GA T A AGGT A A T CA T GA A AC T T T GA CCA A TG  124020

127.540 127.560 127.580 127.600

T T A A T T T T T C A T A AGGA T A T TGA A T AGT T A CAGG T A A ACG A T T T GC T T GG GA T A AGGT A A T CA T GA A AC T T T GA CCA A TG  123122
T T A A T T T T T C A T A AGGA T A T TGA A T AGT T A CAGG T A A ACG A T T T GC T T GG GA T A AGGT A A T CA T GA A AC T T T GA CCA A TG  123905
T T A A T T G T T C A T A AGGA T A T TGA A T AGT T A CAGG T A A ACG A T T T GC T T GG GA T A AGGT A A T CA T GA A AC T T T GA CCA A TG  124239
T T A A T T T T T C A T A AGGA T A T TGA A T AGT T A CAGG T A A ACG A T T T GC T T GG GA T A AGGT A A T CA T GA A AC T T T GCCCA A TG  125042

T ACC T T GCAG C T CG T A T T GT T T G T T GACCA T A A T T CA TGA A T CCAGT T AC CA T AGGGA AC A T A T CG T GA A T A T C T C T GA A  124100

127.620 127.640 127.660 127.680

T ACC T T GCAG C T CG T A T T GT T T G T T GACCA T A A T T CA TGA A T CCAGT T AC CA T AGGGA AC A T A T CG T GA A T A T C T C T GA A  123202
T ACC T T GCAG C T CG T A T T GT T T G T T GACCA T A A T T CA TGA A T CCAGT T AC CA T AGGGA AC A T A T CG T GA A T A T C T C T GA A  123985
T ACC T T GCAG C T CG T A T T GT T T G T T GACCA T A A T T CA TGA A T CCAGT T AC CA T AGGGA AC A T A T CG T GA A T A T C T C T GA A  124319
T ACC T T GCAG C T CG T A T T GT T T GGT GACCA T A A T T CA TGA A T CCAGT T AC CA T A T GGA AC A T A T CG T A A A T A T C T T T GA A  125122
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T A A T T T GAG T T T C T T T C T T T C T - - - - T T T G T T T GAGACA A A T GGCA A A T - - - - - - A T CG T A T T CCC T T T T T C T - T T A CAG  124169

127.700 127.720 127.740 127.760

T A A T T T GAG T T T C T T T C T T T C T - - - - C T T G T T T GAGACA A G T GGCA A A T - - - - - - A T CG T A T T CCC T T T T T C T - T T A CAG  123271
T A A T T T GAG T T T C T T T C T T T C T - - - - C T T G T T T GAGACA A G T GGCA A A T - - - - - - A T CG T A T T C T C T T T T T C T - T T A CAG  124054
T A A T T T GAG T T T C T T T C T T T C T T T C T C T T G T T T GAGACA A G T GGCA A A T - - - - - - A T CG T A T T CCC T T T T T C T - T T A CAG  124392
T A A T T T GAG T T T T T T T C T T T C T - - - - C T T G T T T GAGACA A G T GG T A A A T T T A A A T A T AG T A T T T CC T T T T T T CG T T A CAG  125198

GGA A AGGAG T T GGGA AGA AG T T G T T A A T A A T AGA T T ACCG AGAGA A A T AG GT A A A AGA A A T T T CCAGCCA AGA T T T A A T A  124249

127.780 127.800 127.820 127.840

GGA A AGGAG T T GGGA AGA AG T T G T T A A T A A T AGA T T ACCG AGAGA A A T AG GT A A A AGA A A T T T CCAGCCA AGA T T T A A T A  123351
GGA A AGGAG T T GGGA AGA AG T T G T T A A T A A T AGA T T ACCG AGAGA A A T AG GT A A A AGA A A T T T CCAGCCA AGA T T T A A T A  124134
GGA A AGGAG T T GGGA AGA AG T T G T T A A T A A T AGA T T ACCG AGAGA A A T AG GT A A A AGA A A T T T CCAGCCA AGA T T T A A T A  124472
CGA A AGA AG T T GGGA AGA AG T T G T T A A T A A T AGA T T ACCG AGAGA A A T AG GT A A A AGA A A T T T CCA ACCA AGA T T T A A T A  125278

G T T GGT CCA T T C T T AGT C T A GG T A A AGT CC A T C T TG T TG T A A T AGGA A TG A A CA AGA A CA A A T A AG T T T T AGC T A A T G T A  124329

127.860 127.880 127.900 127.920

G T T GGT CCA T T C T T AGT C T A GG T A A AGT CC A T C T TG T TG T A A T AGGA A TG A A CA AGA A CA A A T A AG T T T T AGC T A A T G T A  123431
G T T GGT CCA T T C T T AGT C T A GG T A A AGT CC A T C T TG T TG T A A T AGGA A TG A A CA AGA A CA A A T A AG T T T T AGC T A A T G T A  124214
G T T GGT CCA T T CGT AGT C T A GG T A A AGT CC A T C T TG T TG T A A T AGGA A TG A A CA AGA A CA A A T A AG T T T T AGC T A A T G T A  124552
G T T GGT CCA T T C T T AGT C T A GG T A A AGT CC A T C T TG T TG T A A T AGA A A TG A A CA AGA A CA A A T A AG T T T T AGC T A A T G T A  125358

A T A A AGA T A C CA A T T GT CGT T CCA A AGA T T C T A T CCGC T T T A T T T A T T T C A A A T AGC T CA GGA ACA A A T A T A T A T GGA A T  124409

127.940 127.960 127.980 128.000

A T A A AGA T A C CA A T T GT CGT T CCA A AGA T T CCA T CCGC T T T A T T T A T T T C A A A T AGC T CA GGA ACA A A T A T A T A T GGA A T  123511
A T A A AGA T A C CA A T T GT CGT T CCA A AGA T T CCA T CCGC T T T A T T T A T T T C A A A T AGC T CA GGA ACA A A T A T A T A T GGA A T  124294
A T A A AGA T A C CA A T T GT CGT T CCA A AGA T T CCA T CCGC T T T A T T T A T T T C A A A T AGC T CA GGA AC T A A T A T A T A T GGA A T  124632
A T A A AGA T A C CA A T CGT CGT T CCA A A A A T T CCA T CCAC T T T A T T T A T T T C A A A T AGC T CA GGA ACA A A T A T A T A T GGA A T  125438

GGA A AGA T T C CA ACCGCCCA AG T A A AGA AC T GT T ACA A A T A A TGAGGA A A C T A A T AGA T T T AGA T AGGA A GCA A CGT A A A  124489

128.020 128.040 128.060 128.080

GGA A AGG T T C CA ACCACCCA AG T A A AGA AC T GT T ACA A A T A A TGAGGA A A C T A A T AGA T T T AGA T AGGA A GCA A CGT A A A  123591
GGA A AGA T T C CA ACCGCCCA AG T A A AGA AC T GT T ACA A A T A A TGAGGA A A C T A A T AGA T T T AGA T AGGA A GCA A CGT A A A  124374
G T A A AGA T T C CA ACCGCCCA AG T A A AGA AC T GT T ACA A A T A A TGAGGA A A C T A A T AGA T T T AGA T AGGA A GCA A CGT A A A  124712
G T A A AGA T T C CA ACCGCCCA AG T A A AGA AC T GT T ACA A A T A A TGAGGA A A C T A A T AGA T T T AGA T AGGA A GCA A CGT A A A  125518

A T A A ACCA A A T T TGA T T CC T GA A T A T T CGG T T T GA T A ACC T GC T AC T A A T T C T T C T T C T G C T T C TGG T A A A T CA A A AGGT  124569

128.100 128.120 128.140 128.160

A T A A ACCA A A T T TGA T T CC T GA A T A T T CGG T T T GA T A ACC T GC T AC T A A T T C T T C T T C T G C T T C TGG T A A A T CA A A AGGT  123671
A T A A ACCA A A T T T T A T T CC T GA A T A T T CGG T T T GA T A ACC T GC T AC T A A T T C T T C T T C T G C T T C TGG T A A A T CA A A AGGT  124454
A T A A ACCA A A T T TGA T T CC T GA A T A T T CGG T T T GA T A ACC T GC T AC T A A T T C T T C T T C T G C T T C TGG T A A A T CA A A AGGT  124792
A T A A ACCA A A T T TGA T T CC T GA A T A T T CGG T T T GA T A ACC T GC T AC T A A T T C T T C T T C T G C T T C TGG T A A A T CA A A AGGT  125598

A A T C T C T CGC A T T CCGC T AG GGA AGA A A T T AGA A A A ACGA T A A A CCC T A T AGG T T GACGC CACA A A T T CC A CCCCCA A AC  124649

128.180 128.200 128.220 128.240

A A T C T C T CGC A T T CCGC T AG GGA AGA A A T T AGA A A A ACGA T A A A CCC T A T AGG T T GACGC CACA A A T T CC A CCCCCA A AC  123751
A A T C T C T CGC A T T C T GC T AG GGA AGA A A T T AGA A A A ACGA T A A A CCC T A T AGG T T GACGC CACA A A T T CC A CCCCCA A AC  124534
A A T C T C T CGC A T T CCGC T AG GGA AGA A A T T AGA A A A ACGA T A A A CCC T A T AGG T T GACGC CACA A A T T CC A CCCCCA A AC  124872
A A T C T C T CGC A T T CCGC T AG GGA AGA A A T T AGA A A A ACGA T A A A CCC T A T AGG T T GACGC CACA A A T T CC A CCCCCA A AC  125678

CCCA T A T T T T GC T T GCGCAC CA AC T A T A T C A AC T GT AC T T GA AC T GT T AG A T A A T CA T AG T CGG TGAGA A CA T T AC T G T T  124729

128.260 128.280 128.300 128.320

CCCA T A T T T T GC T T GCGCCC CA AC T A T A T C A AC T GT AC T T GA AC T GT T AG A T A A T CA T AG T CGG TGAGA A CA T T AC T G T T  123831
CCCA T A T T T T GC T T GCGCCC CA AC T A T A T C A AC T GT AC T T GA AC T GT T AG A T A A T GA T AG T CGG TGAGA A CA T T AC T G T T  124614
CCCA T A T T T T GC T T GCGCCC CA AC T A T A T C A AC T GT AC T T GA AC T GT T AG A T A A T CA T AG T CGG TGAGA A CA T T AC T G T T  124952
CCCA T A T T T G GA T T G TGCCC CA AC T A T A T C A AC T GT AC T T GA AC T GT T AG A T A A T CA T AG T CGG TGAGA A CA T T AC T G T T  125758

CCCA T CGC T A T T ACA A A ACC GT ACA T GAGA T T T T CA CC T C A T ACGGC T CC T CAGGGCCAC A A A T A A A TG - - - - - T A AGGA  124804

128.340 128.360 128.380 128.400

CCCA T CGC T A T T ACA A A ACC GT ACA T GAGA T T T T CA CC T C A T ACGGC T CC T CAGGGCCAC A A A T A A A TG - - - - - T A AGGA  123906
CCCA T CGC T A T T ACA A A ACC GT ACA T GAGA T T T T T A CC T C A T ACGGC T CC T A AGGGCCAC A A A T A A A TG - - - - - T A AGGA  124689
CCCA T CGC T A T T ACA A A ACC GT ACA T GAGA T T T T CA CC T C A T ACGGC T CC T CAGGGCCAC A A A T A A A TG - - - - - T A AGGA  125027
CCCA T CGC T A T T ACA A A ACC GT ACA T GAGA T T T T CA CC T C A T ACGGC T CC T CAGGGCCAC A A A T A A A TGA A A TG T A AGGA  125838

CCGGGCCAG T A T T AG T T A T C T T GA T A TGG T T A T AGGA T AG A T AGAGT CA A A A T GA A A A T C T AGCGGACGG GCCCCA A T T A  124884

128.420 128.440 128.460 128.480

CCGGGCCAG T A T T AG T T AGC T T GA T A TGG T T A T AGGA T AG A T AGAGT CA A A A T GA A A A T C T AGCGGACGG GCCCCA A T T A  123986
CCGGGCCAG T A T T AG T T A T C T T GA T A TGG T T A T AGGA T AG A T AGAGT CA A A A T GA A A A T C T AGCGGACGG GCCCCA A T T A  124769
CCGGACCAG T A T T AG T T A T C T T GA T A TGG T T A T AGGA T AG A T AGAGT CA A A A T GA A A A T C T AGCGGACGG GCCCCA A T T A  125107
CCGG T T CAG T A T T AG T T A T C T T GA T A TGGG T A T AGGA T A A A T AGAGT CA A A A T - - - - - - T T AGCGT AGGG T CCCCA A T T A  125912

T ACCA A T GGA A T T C T GT C TG C T A T A AGGA T A A A A A A A AGA C T GC T A T A AG GA T A A A A A A A AGAGGA T T T C T GA A T T A A T C  124964

128.500 128.520 128.540 128.560

T ACCA A T GGA A T T C T GT C TG C T A T A AGGA T A A A A A A A AGA - - - - - - - - - - - - - - - - - - - - - - - GGA T T T C T GA A T T A A T C  124043
T ACCA A T GGA A T T C T GT C TG C T A T A AGGA T A A A A A A A AGA - - - - - - - - - - - - - - - - - - - - - - - GGA T T T C T GA A T T A A T C  124826
T ACCA A T GGA A T T C T GT C TG C T A T A AGGA T A A A A A A A A AG - - - - - - - - - - - - - - - - - - - - - - AGGA T T T C T GA A T T A A T C  125165
GACCA A T GGA A T T C T GT C TG C T AGA AGGA T A A A A A A A A AG - - - - - - - - - - - - - - - - - - - - - - AGGA T T T C T GA A T T A A T C  125970

T CA T CC T T T A A T A A T T T CA A T T T T T C TG T G T TGAGT A A T A A C T T A A T CA A CCC T T CA A T A A A A T AC T CC T T G T AGA A A T A  125044

128.580 128.600 128.620 128.640

T CA T CC T T T A A T A A T T T CA A T T T T T C TG T G T TGAGT A A T A A C T T A A T CA A CCC T T CA A T A A A A T AC T C T T T G T AGA A A T A  124123
T CA T CC T T T A A T A A T T T CA A T T T T T C TG T G T TGAGT A A T A A C T T A A T CA A CCC T T CA A T A A A A T AC T CC T T G T AGA A A T A  124906
T CA T CC T T T A A T A A T T T CA A T T T T T C TG T G T TGAGT A A T A A C T T A A T CA A CCC T T CA A T A A A A T AC T CC T T G T AGA A A T A  125245
T CA T CC T T T A A A A A T T T CAC T T T T T C TG T G T TGAGT A A T A A C T T A A T T A A CCC T T CA A T A A A A T AC T CC T T G T AGA A A T A  126050

T CA A T AGA T A T T T CA ACCCA T CC T T T T A T T T TGA T T C - - - CGA A A A AGA A T T AGA CA T T C CA T T A - - - - G T T CA T GA A TG  125117

128.660 128.680 128.700 128.720

T CA A T AGA T A T T T CA ACCCA T CC T T T T A T T T TGA T T C - - - CGA A A A AGA A T T AGA CA T T T CA T T A - - - - G T T CA T GA A TG  124196
T CA A T AGA T A T T T CA A T CCA T CC T T T T A T T T TGA T T C - - - CGA A A A AGA A T T AGA CA T T C CA T T A - - - - G T T CA T GA A TG  124979
T CA A T AGA T A T T T CA ACCCA T CC T T T T A T T T TGA T T C - - - CGA A A A AGA A T T AGA CA T T C CA T T A - - - - G T T CA T GA A TG  125318
T CA A T AGA T A T T T CA ACCCA T CC T T T T A T T T T CGA T T ACG CGA A A A AGA A T T AGA CA T T A CA T T A A T T AG T T CA T GA A TG  126130

A T - - - - - - - - - T TGA T T T A T A T GA A T A T A T GA A AGA A AGA A T A A A AGGA T CCC T T T T T T T T T T T A T - - - A T T GT A A T T C T  125185

128.740 128.760 128.780 128.800

A T - - - - - - - - - T T T A T T T C T A T GA A T A T A T GA A AGA A AGA A T A A A AGGA T CCC T T T T T T T T - - - A T - - - A T T GT A A T T C T  124261
A T - - - - - - - - - T TGA T T T C T A T GA A T A T A T GA A AGA A AGA A T A A A AGGA T CCC T T T A T T T T T - - A T - - - A T T GT A A T T C T  125045
A T - - - - - - - - - T TGA T T T C T A T GA A T A T A T GA A AGA A AGA A T A A A AGGGT CCC T T T T T T T T - - - A T - - - A T T GT A A T T C T  125383
A TGACA CCA A T T TGA T T T C T A T GA A T A T A T GA A AGA CAGA A T A A A AGGA T CCCGT T T T T T A T T T T T T TGA T T GT A A T T GT  126210

115



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

A T A T T T G T T C T AC T T T T T T T GT T CC T C T T C T T C T T T CGGA GA A A A AGGGG GGGC T T A A A A A A AG T A A AGG A T T A T T T CGT  125265

128.820 128.840 128.860 128.880

A T - - T T G T T C T AC T T T T T T T GT T CC T C T T C T T C T T T CGGA GA A A A AGGGG GGGC T T A A A A A A AG T A A AGG A T T A T T T CGT  124339
A T - - T T G T T C T AC T T T T T T T GT T CC T C T T C T T C T T T CGGA GA A A A AGGGG GG - C T T A A A A A A AG T A A AGG A T T A T T T CGT  125122
A T - - T T G T T C T AC T T T T T T T GT T CC T C T T C T T C T T T CGGA GA A A A A AGGG GGGC T T A A A A A A AG T A A AGG A T T A T T T CGT  125461
A T - - T T T T T C T AC T T T T T T T GT T CC T C T T C T T C T T T C TGA GA A A A - GGGG GG T T T A A A A A A AGG T A A AGG A T T A T T T CGT  126287

T CC T GA T AG T CA T T T C T T T A A T T CG T GGA T AGGAGCA T A C T C TGGA T CGG A A T TG T GGGG AGT AC T GCC T GA T CA T T T C T  125345

128.900 128.920 128.940 128.960

T CC T GA T AG T CA T T T C T T T A A T T AG T GA A T AGGAGCA T A C T C TGGA T CGG A A T TG T GGGG AGT AC T GCC T GA T CA T T T C T  124419
T CC T GA T AG T CA T T T C T T T A A T T AG T GGA T AGGAGCA T A C T C TGGA T CGG A A T TG T GGGG AGT AC T GCC T GA T CA T T T C T  125202
T CC T GA T AG T CA T T T C T T T A A T T AG T GGA T AGGAGCA T A C T C TGGA T CGG A A T TG T GGGG AGT AC T GCC T GA T CA T T T C T  125541
T CC T GA T AG T CA T T T C T T T A A T T GG T GGA T AGCAGT A T A C T C TGGA T CGG A A T TG T GGGG AGT AC T GCC T GA T CA T T T C T  126367

ACCA AC T T A A AGCCCCA A T T AG T A T T C T G T T T A T GT T A T G CAGA AGT A T C C T T T T AGA T A A T T T ACA T A A T C T CCA T T AC  125425

128.980 129.000 129.020 129.040

ACCA AC T T A A AGCCCCA A T T AG T A T T C T G T T T A T GT T A T G CAGA AGT A T C C T T T T AGA T A A T T T ACA T A A T C T CCA T T AC  124499
ACCA AC T T A A AGCCCCA A T T AG T A T T C T G T T T A T GT T A T G CAGA AGT A T C C T T T T AGA T A A T T T ACA T A A T C T CCA T T AC  125282
ACCA AC T T A A AGCCCCA A T T AG T A T T C T G T T T A T GT T A T G CAGA AGT A T C - - - - - - - - - - A T T T ACA T A A T C T CCA T T AC  125611
ACCA AC T T A A AGCCCCA A T T AG T A T T C T T T T T A T GT T A T G CCGA AGT A T C C T T T T AGA T A A T T T ACA T A A CC T CCA T T AC  126447

T A A T CCG T T G T G TG T A T T T T GG T GT T CC T T AC T A T CCACC CA T T T TG T T T T T T T CA A T CC CCCG - - T T T T GGA A T C T A TG  125503

129.060 129.080 129.100 129.120

T A A T CCG T T G T G TG T A T T T T GG T GT T CC T T AC T A T CCACC CA T T T T - - - T T T T T CA A T CC CCCCC T T T T T GGA A T C T A TG  124576
T A A T CCG T T G T G TG T A T T T T GG T GT T CC T T AC T A T CCACC CA T T T T - T T T T T T T CA A T CC CCCG - - T T T T GGA A T C T A TG  125359
T A A T CCG T T G T G TG T A T T T T GG T GT T CC T T AC T A T CCACC CA T T T T - - - - T T T T CA A T CC CCCG - - T T T T GGA A T C T A TG  125685
T A A T CCG T T G T G TG T A T T T T GG T GT T CC T T AC T A T CCACC CA T T T T - - T T T T T T CA A T C T CC T G - - T T T T GGA A T A T A TG  126523

T A T T GT A A T A CA T A CA A CCC CCAGT GA A A A T GCCA T ACGG T T GA T C T T T T GAGCCCGC T T CA AGC T AGGA T GACCA A T CA  125583

129.140 129.160 129.180 129.200

T A T T GT A A T A CA T A CA A CCC CCAGT GA A A A T GCCA T A TGG T T GA T C T T T T GAGCCCGC T T CA AGC T AGGA T GACCA A T CA  124656
T A T T GT A A T A CA T AGA A CCC CCAGT GA A A A T GCCA T ACGG T T GA T C T T T T GAGCCCGC T T CA AGC T A AGA T GACCA A T CA  125439
T A T T GT A A T A CA T A CA A CCC CCAGT GA A A A T GCCA T ACGG T T GA T C T T T T GAGCCCGC T T CA AGC T AGGA T GACCA A T CA  125765
T A T T GT A A T A CA T A CA A CCG C T AGT GA A A A T T CCA T A TGG T T GA T C T T T T A A ACCCGC T T CA AGC T AGGA T GA T CA A T CA  126603

ACCA A T C T T G GGGT A A AGCG C T T C T T CCAC T T T T GT T T - - - - - A C T T CCC C T T A A C T C T T G T A CA T AGGA A A TGAGA C T C  125658

129.220 129.240 129.260 129.280

ACCA A T C T T G GGGT A A AGCG C T T C T T CCAC T T T T GT T T - - - - - A C T T CCC C T T A A C T C T T G T A CA T AGGA A A TGAGA C T C  124731
ACCA A T C T T G GGGT A A AGCG C T T C T T CCAC T T T T GT T T - - - - - A C T T CCC C T T ACCCC T T G T A CA T AGGA A A TGAGA C T C  125514
ACCA A T C T T G GGGT A A AGCG C T T C T T CCAC T T T T GT T T - - - - - A C T T CCC C T T ACC T C T T G T A CA T AGGA A A TGAGA C T C  125840
ACCA A T C T T G GGGT A A AGGG C T T C T T CCAC T T T T GT T T T G T T T A C T T CCC C T T A A T T C T T G T A CA T AGGA A A TGAGA C T C  126683

A A T CCA C T T T T AC T GCGA A T T T AGA AGT T G T T T T C T T T CA C T CA T A T A T A AC T A T C T A A T A T A T A A C T A T A T A T A AC T A T  125738

129.300 129.320 129.340 129.360

A A T CCA C T T T T AC T GCGA A T T T AGA AGT T G T T T T C T T T CA C T CA T A T A T A AC T A T C T A A T - - - - - - - - - - - - - - - - - - - -   124791
A A T CCA C T T T T AC T GCGA A T T T CGA AGT T G T T T T C T T T CA C T CA T A T A T A AC T A T C T A A T - - - - - - - - - - - - - - - - - - - -   125574
A A T CCA C T T T T AC T GCGA A T T T CGA AGT T G T T T T C T T T CA C T CA T A T A T A AC T A T C T A A T - - - - - - - - - - - - - - - - - - - -   125900
A A T CCA C T T T - AC T GCA A A T TGA T A AGT T G T T T T C T T T CA C T CA T A T A T A AC T A T C T A A T - - - - - - - - - - - - - - - - - - - -   126742

CGA A T T T C T T T T A T T A A CCG A A AGA A T A A A T A A A TGA A T A A A A A A A T CA A GA T A T C T C T T CA A T T T C T T T T T T T T T T T T T  125818

129.380 129.400 129.420 129.440

- - - - - T T C T T T T A T T A A CCG A A AGA A T A A A T A A A TGA A T A A A A A A A T CA A GA T A T C T C T T CA A T T T - - - - - - - - - - - - T T   124854
- - - - - T T C T T T T A T T A A CCG A A AGA A T A A A T A A A TGA A T A A A A A A A T CA A GA T A T C T T T T CA A T T T C T T T - - - - - - - - T T   125641
- - - - - T T C T T T T A T T A A CCG A A AGA A T A A A T A A A TGA A T A A A A A A A T CA A GA T A T C T C T T CA A T T T C T T T T T T T T - - - T T   125972
- - - - - T T CC T T T A T T A A CC T A A AGA A T A A A T - - - - GA A T A A A A A A A T GA A GA T A T C T A T T CA A T T T C T T - - - - - - - - - T T   126804

T T T C T AGAGC GA A A A A - - - - - GA A A AGA A T AGGA A A A AGA A A AGC T T AGG T T T T AGCGA A CCGCACG T AG AGA T A T T GA T  125893

129.460 129.480 129.500 129.520

T T T C T AGAGC GA A A A A - - - - - GA A A AG - - - - - - - - - - - - - - - - - C T T AGG T T T T AGCGA A CCA CACG T AG AGA T A T T GA T  124912
T T T C T AGAGC GA A A A A - - - - - GA A A AG - - - - - - - - - - - - - - - - - C T T AGG T T T T AGCGA A CCGCACG T AG AGA T A T T GA T  125699
T T T C T AGAGC GA A A A A - - - - - GA A A AG - - - - - - - - - - - - - - - - - C T T AGG T T T T AGCGA A CCA CACG T AG AGA T A T T GA T  126030
T T T C T A T AGC GA A A AGA A A A GGA A A AGA A T AGGA A A A AGA A A AG T T T AGG T T T T AGCGA A CCGCACG T AG AGA T A T T GA T  126884

A A A ACA CA T A A AGT T A A T GG T A T T T CA T A A C T A A T CGA T T GAGCAGCAGC T CGCAGACCA CC T A A A A AGG A A T A T T T A T T  125973

129.540 129.560 129.580 129.600

A A A ACA CA T A A AGT T A A T GG T A T T T CA T A A C T A A T T GA T T GAGCAGCAGC T CGCAGACCA CC T A A A A AGG A A T A T T T A T T  124992
A A A ACA CA T A A AGT T A A T GG T A T T T CA T A A C T A A T CGA T T GAGCAGCAGC T CGCAGACCA CC T A A A A AGG A A T A T T T A T T  125779
A A A ACA CA T A A AGT T A A T GG T A T T T CA T A A C T A A T CGA T T GAGCAGCAGC T CGCAGACCA CC T A A A A AGG A A T A T T T A T T  126110
A A A ACA CA T A A AGT T A A T GG T A T T T CA T A A C T A A T CGA T T GAGCAGC T GC T CGCAGACCA CC T A A A A AGG A A T A T T T A T T  126964

A T T T GA T CCA T A T CCGGACA T A AGA AGT CC A A T AGGAGCA A T AC T TGA A A TGGCA A T CCA T A A A A A A A T A CCGA T A T T GA  126053

129.620 129.640 129.660 129.680

A T T T GA T CCA T A T CCGGACA T A AGA AGT CC A A T AGGAGCA A T AC T TGA A A TGGCA A T CCA T A A A A A A A T A CCGA T A T T GA  125072
A T T T GA T CCA T A T CCGGACA T A AGA AGT CC A A T AGGAGCA A T AC T TGA A A TGGCA A T CCA T A A A A A A A T A CCGA T A T T CA  125859
A T T T GA T CCA T A T CCGGACA T A AGA AGT CC A A T AGGAGCA A T AC T TGA AC TGGCA A T CCA T A A A A A A A T A CCGA T A T T CA  126190
A T T T GA T CCA T A T CCGGACA T A AGA AGT CC A A T AGGAGCA A T AC T TGA A A TGGCA A T CCA T A A A A A A A T A CCGA T A T T GA  127044

GGT CAGC T A A A ACA AGG T T A T A AC T A A A AG GA A T T A C TGA A T A A C T T AGT AGA A T T GC T A T GA C TGC T A T AGA T GGT CCA  126133

129.700 129.720 129.740 129.760

GGT CAGC T A A A ACA AGG T T A T A AC T A A A AG GA A T T A C TGA A T A A C T T AGT AGA A T T GC T A T GA C TGC T A T AGA T GGT CCA  125152
GGT CAGC T A A A ACA AGG T T A T A AC T A A A AG GA A T T A C TGA A T A A C T T AGT AGA A T T AC T A T GA C TGC T A T AGA T GGT CCA  125939
GGT CAGC T A A A ACA AGG T T A T A AC T A A A AG GA A T T A C TGA A T A A C T T AGT AGA A T T GC T A T GA C TGC T A T AGA T GGT CCA  126270
GGT CAGC T A A A ACA AGG T T A T A AC T A A A AG GA A T T A CGGA A T A A C T T AGT AGA A T T GC T A T GA C TGC T A T AGA T GGT CCA  127124

A T A C TGA A T A A ACGAGT A T T T CC T C T AGA T GGA AGA AGA T T C T C T T T GA A A AG T AG T T T T G T CCCG T C T G C T A A AGC T TG  126213

129.780 129.800 129.820 129.840

A T A C TGA A T A A ACGAGT A T T T CC T C T AGA T GGA AGA AGA T T C T C T T T GA A A AG T AG T T T T G T CCCG T C T G C T A A AGC T TG  125232
A T A C TGA A T A A ACGAGT A T T T CC T C T AGA T GGA AGA AGA T T C T C T T T GA A A AG T AG T T T T G T CCCG T C T G C T A A AGC T TG  126019
A T A C TGA A T A A ACGAGT A T T T CC T C T AGA T GGA AGA AGAG T C T C T T T GA A A AG T AG T T T T G T CCCG T C T G C T A A AGC T TG  126350
A T A C TGA A T A A A A A AGT A T T T CC T C T AGA T GGA AGA AGA T T C T C T T T GA A A AG T AG T T T T G T CCCA T C T G C T A A AGC T TG  127204

A AGA A T T CCC A A AGGGC T GG CG T A T T CAGG CCCA A T ACG T T G T T G T A T T C C T GCAGA T A T T T C T C T T T C T A ACCACA CA A  126293

129.860 129.880 129.900 129.920

A AGA A T T CCC A A AGGGC T AG CG T A T T CAGG CCCA A T ACG T T G T T G T A T T C C T GCGGA T A T T T C T C T T T C T A ACCACA CA A  125312
A AGA A T T CCC A A AGGGC T GG CG T A T T CAGG CCCA A T ACG T T G T T G T A T T C C T GCGGA T A T T T C T C T T T C T A ACCACA CA A  126099
A AGA A T T CCC A A AGGGC T GG CG T A T T CAGG CCCA A T ACG T T G T T G T A T T C C T GCGGA T A T T T C T C T T T C T A ACCACA CA A  126430
A AGA A T T CCC A A AGGGC T GG CG T A T T CAGG CCCA A T ACG T T G T T G T A T T C C T GCGGA T A T T T C T C T T T C T A ACCAGA CA A  127284
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T T A C T AG T A C GCC T A T T G TG A T T CCCA A T A CAGGAG T A A A A A T AGGGACA AGCA T CCA T A T GA T CCCGGA GACC T C T T GT  126373

129.940 129.960 129.980 130.000

T T A C T AG T A C GCC T A T T G TG A T T CCCA A T A CAGGAG T A A A A A T AGGGACA AGCA T CCA T A T GA T C T CGGA GACC T C T T GT  125392
T T A C T AG T A C GCC T A T T G TG A T T CCCA A T A CAGGAG T A A A A A T AGGGACA AGCA T CCA T A T GA T CCCGGA GACC T C T T GT  126179
T T A C T AG T A C GCC T A T T G TG A T T CCCA A T A CAGGAG T A A A A A T AGGGA T A AGCA T CCA T A T GA T CCCGGA GACC T C T T GT  126510
T T A C T AG T A C A CC T A T T A TG A T T CCCA A T A CAGGAG T CA A A A T AGGGACA AGCA T CCA T A T GA T CCCA T A GACC T C T T C T  127364

A AGGA T T C T A A T C T GGA A A A AGA A T T GA T A T C T T GT AC T T C T GT T GT A T C A A T T A T CA T T T CA ACGA T CA A C T T CCCCCA  126453

130.020 130.040 130.060 130.080

A AGGA T T C T A A T C T GGA A A A AGA A T T GA T A T C T T GT AC T T CCGT T GT A T C A A T T A T CA T T T CA ACGA T CA A C T T CCCCCA  125472
A AGGA T T C T A A T T T T GA A A A AGA A T T GA T A T C T T GT AC T T C T GT T GT A T C A A T T A T CA T T T CA ACGA T CA A C T T CCCCCA  126259
A AGGA T T C T A A T C T GGA A A A AGA A T T GA T A T C T T GT AC T T C T GT T GT A T C A A T T A T CA T T T CA ACGA T CA A C T T CCCCCA  126590
A AGGA T T CCA A T C T GGA A A A AGA A T T GA T A T C T T GT A T T T C T GT T GT A T C A A T T A T CA T T T T A ACGA T CA A C T T C T CCCA  127444

T A A T GA T A T C T A T A C T A CC T A A T A T CGT CA T A A T A T CAGC CA A T T T CC T T C T T T T A AC T A A T T GAGGA AG A A T T T GCA A A  126533

130.100 130.120 130.140 130.160

T A A T GA T A T C T A T A C T A CC T A A T A T CGT CA T A A T A T CAGC CA A T T T CC T T C T T T T A AC T A A T T GAGGA AG A A T T T GCA A A  125552
T A A T GA T A T C T A T A C T A CC T A A T A T CGT CA T A A T A T CAGC CA A T T T A C T T C T T T T A AC T A A T T GAGGA AG A A T T T GCA A A  126339
T A A T GA T A T C T A T A C T A CC T A A T A T CGT CA T A A T A T CAGC CA A T T T CC T T C T T T T A AC T A A T T GAGGA AG A A T T T GCA A A  126670
T A A T GA T A T C T A T A C T A CC T AG T A T CGT CA T A A T A T CAGC CA A T T T T C T T C T T T T A AC T A A T T GAGGA AG A A T T T GCA A A  127524

T TGA T A A A A C CCGG T GGGCG A A T T T T CCA T C T CCA AGGA A A ACCAC T T TG A T C T CC T A T C A T A A A A A T T C CCA A T T C T CC  126613

130.180 130.200 130.220 130.240

T TGA T A A A A C CCGGCGGGCG A A T T T T CCA T C T CCA AGGA A A ACCAC T T TG A T C T CC T A T C A T A A A A A T T C CCA A T T C T CC  125632
T TGA T A A A A C CCGG T GGGCG A A T T T T CCA T C T CCA AGGA A A ACCAC T T TG A T C T CC T A T C A T A A A A A T T C CCA A T T C T CC  126419
T TGA T A A A A C CCGG T GGGCG A A T T T T CCA T C T CCA AGGA A A ACCACG T TG A T C T CC T A T C A T A A A A A T T C CCA A T T C T CC  126750
T TGA T A A A A C CCGGCGGGCG A A T T T T CCA T CGCCA AGGA A A CCCAC T T TG A T C T CC T A T C AGA A A A A T T C CCA A T T C T CC  127604

T T T T GGGGC T T CGA C T C T T A CA T A A AGT T C T TG T T T CGGC A A T T CA A A AG T CGGAGA AGG T T T T T T AC T A A T GA A T CGA T  126693

130.260 130.280 130.300 130.320

T T T T GGGGC T T CGA C T C T T A CA T A A AGT T C T TG T T T CGGC A A T T CA A A AG T CGGAGA AGG T T T T T T AC T A A T GA A T CGA T  125712
T T T T GGGGC T T CGA C T C T T A CA T A A AGT T C T TG T T T CGGC A A T T CA A A AG T AGGAGA AGG T T T T T T AC T A A T GA A T CGA T  126499
T T T T GGGGC T T CGA C T C T T A CA T A A AGT T C T TG T T T CGGC A A T T CA A A AG T CGGAGA AGG T T T T T T AC T A A T GA A T CGA T  126830
T T T T GGGGC T T CGA C T C T T A CA T A A AGT T C T TG T T T CGGC A A T T CA A A AG T AGGAGA AGG T T T T T T AC T A A T GA AGCGGT  127684

C T T CA A A A T C A T T CCA T T C T GGA T CGC T T T C T C T C T CA A A GCACCGGA T T T C T A A A T T C T CA T AGGG T CC CCCCGGA A T T  126773

130.340 130.360 130.380 130.400

C T T CA A A A T A A T T CCA T T C T GGA T CGC T T T C T C T C T CA A A GCAC T GGA T T T C T A A A T T C T CA T AGGG T CC GCCCGGA A T T  125792
C T T CA A A A T C A T T CCGT T C T GGA T CGC T T T C T C T C T CA A A G T ACCGGA T T T C T A A A T T C T CA T AGGG T CC CCCCGGA A T T  126579
C T T CA A A A T C A T T CCGT T C T GGA T CGC T T T C T C T C T CA A A G T A A CGT A T T T C T A A A T T C T CA T AGGG T CC A CCCGGA A T T  126910
C T T CA A A A T C A T T CCA T T C T TGA T CGC T T T C T C T A T CA A A GCA T CGGA T T T C T A A A T T C T CA T AGGG T CC T CCCGGA A T T  127764

CC T T CCA A AG CC TG T TGA A T A A T T T T T A T G GC T T CCG T CA T T T CACCGA T T CGGA C T A A A T A T CGAGC T A A T GA A T C T CC  126853

130.420 130.440 130.460 130.480

CC T T CCA A AG CC TG T TGA A T A A T T T T T A T G GA T T CCG T CA T T T CACCGA T T CGGA C T A A A T A T CGAGC T A A CGA A T C T CC  125872
CC T T CCA A AG CC TG T TGA A T A A T T T T T A T G GA T T CCG T CA T T T CACCGA T T CGGA C T A A A T A T CGAGC T A A T GA A T C T CC  126659
CC T T CCA A AG CC TG T TGA A T A A T T T T T A T G GA T T CCG T CA T T T CACCGA T T CGGA C T A A A T A T CGAGC T A A T GA A T C T CC  126990
CC T T CCA A AG CC TG T TGA A T A A T T T T T A T G GA T T CCG T A A T T T CACCGA T T CGA A C T A A A T ACCGAGC T A A T GA A T C T CC  127844

T T C T T T T TGC CAC T GGA C T T CCCA A T CA A A T T CG T CA T A A CAC T CA T A A T GA T CA AC T T T ACGA AGA T CC CA T T C T A T T C  126933

130.500 130.520 130.540 130.560

T T C T T T T TGC CAC T GGA C T T CCCA A T CA A A T T CG T CA T A A CAC T CA T A A T GA T CA AC T T T ACGA AGA T CC CA T T C T A T T C  125952
T T C T T T T TGC CAC T GGA C T T CCCA A T CA A A T T CGCCA T A A CAC T CA T A A T GA T CA AC T T T ACGA AGA T CC CA T T C T A T T C  126739
T T C T T T T TGC CAC T GGA C T T CCCA A T CA A A T T CGCCA T A A CAC T CA T A A T GA T CA AC T T T ACGA AGA T CC CA T T C T A T T C  127070
T T C T T T T TGC CAC T GGA C T T CCCA A T CA A A T T CG T CA T A A GAC T CA T A A T GA T CA AC T T T ACGA AGA T CC CAGT C T A T T C  127924

CAGACGC T CG T AGCA T T GGT CCCGA T A A AC CCCA A T T T A T T GC T T C T T C T CCACCA ACA A T GCC T A C T CC T T CA AC T CGT  127013

130.580 130.600 130.620 130.640

CAGACGC T CG T AGCA T T GGT CCCGA T A A AC CCCA A T T T A T T GC T T C T T C T CCACCA ACA A T GCC T A C T CC T T CA AC T CGT  126032
CAGACGC T CG T AGCA T T GGT CCCGA T A A AC CCCA A T T T A T T CC T T C T T C T CCACCA ACA A T GCC T A C T CC T T CA AC T CGT  126819
CAGACGC T CG T AGCA T T GGT CCCGA T A A AC CCCA A T T T A T T GC T T C T T C T CCACCA ACA A T GCC T A C T CC T T CA AC T CGT  127150
CAGACGC T CG T AGCA T T GGT CC T GA T A A AC CCCA A T T T A T T GC T T C T T C T CCACCA ACA A T T CC T A CCCC T T CA AC T CGT  128004

T C T A A A A A A A T AGGG T T T CG CG T A A T A AG T T T T T GA T A T T CA ACA ACCCC GG T T A A A A A A T A A T CGCAGA A A T CA A A ACA  127093

130.660 130.680 130.700 130.720

T C T A A A A A A A T AGGG T T T CG CG T A A T A AG T T T T T GA T A T T CA ACA ACCCC GA T T A A A A A A T A A T CGCAGA A A T CCA A ACA  126112
T C T A A A A A A A T AGGG T T T CG CG T A A T A AG T T T T T GA T A T T CA ACA ACCCC GG T T A A A A A A T A A T CGCAGA A A T CCA A ACA  126899
T C T A A A A A A A T AGGG T T T CG CG T A A T A AG T T T T T GA T A T T CA ACA ACCCC GG T T A A A A A A T A A T CGCAGA A A T CCA A ACA  127230
T C T A A A A A A A T AGGA T T T CG CG T A A T A AGC T T T T GA T A T T CA ACA ACCCC GG T T A A A A A A T A A CCGCAGA A A T CCA A ACA  128084

T T T A T C T A T C CA ACCA T GAG GT A A A T CAGC CGC T A T T CC T CCGA T ACGA A A A T A A T T AGG CA T CA T T C T C A T ACCGG T GG  127173

130.740 130.760 130.780 130.800

T T T A T C T A T C CA ACCA T GAG GT A A A T CAGC CGC T A T T CC T CCGA T ACGA A A A T A A T T A T G CA T CA T T C T C A T ACCGG T GG  126192
T T T A T C T A T C CA ACCA T GAG GT A A A T CAG T CGC T A T T CC T CCGA T ACGA A A A T A A T T A T G CA T CA T T C T C A T ACCGG T GG  126979
T T T A T C T A T C CA ACCA T GAG GT A A A T CAG T CGC T A T T CC T CCGA T ACGA A A A T A A T T A T G CA T CA T T C T C A T ACCGG T GG  127310
T T T A T C T A T C CAGCCA T GAG GT A A A T CAGC CGC T A T T CC T CCGA T ACGA A A A T A A T T A T G CA T CA T T C T C A T ACCGG T GG  128164

CAGC T T CGA A T AGA T CA T A T AC T A A T T C T C T T T C T C T GA A A A T A T AGA AG A A AGGAGT C T G TGCACCA A T A T C T GCCA T A  127253

130.820 130.840 130.860 130.880

CAGC T T CGA A T AGA T CA T A T AC T A A T T C T C T T T C T C T GA A A A T A T AGA AG A A AGGAGT C T G TGCACCA A T A T C T GCCA T A  126272
CAGC T T CGA A T AGA T CA T A T AC T A A T T C T C T T T C T C T GA A A A T A T AGA AG A A AGGAGT C T G TGCACCA A T A T C T GCCA T A  127059
CAGC T T CGA A T AGA T CA T A T AC T A A T T C T C T T T C T C T GA A A A T A T AGA AG A A AGGAGT C T G TGCACCA A T A T C T GCCA T A  127390
CAGC T T CGA A T AGA T CA T A T AC T A A T T C T C T T T C T C T GA A A A T A T AGA AG A A AGGAGT C T G TGCACCA A T A T C T GCCA T A  128244

A A AGGGCCA A GCCA CA A CAG A T GAGA AGC T A T A CGA C T CA A T T CCA A CA T A A T T A C T C T G A T A T AGC T AG CCC T T T T AGG  127333

130.900 130.920 130.940 130.960

A A AGGGCCA A GCCA T A A CAG A T GAGA AGC T A T A CGA C T CA A T T CCA A CA T A A T T A C T C T G A T A T AGC T AG CCC T T T T AGG  126352
A A AGGGCCA A GCCA CA A CAG A T GAGA AGC T A T A CGA C T CA A T T CCA A CA T A A T T A C T C T G A T A T AGC T AG CCC T T T T AGG  127139
A A AGGGCCA A GCCA CA A CAG A T GAGA AGC T A T A CGA C T CA A T T CCA A CA T A A T T A C T C T G A T A T AGC T AG CCC T T T T AGG  127470
A A AGGGCCA A GCCA CA A CAG A T GAGA AGC T A T A CGA C T CA A C T CCA A CA T A A T T A C T C T G A T A T AGC T AG C T C T T T T AGG  128324

T AC T TGA A T A T T T CCCA ACA GT T C T GGT CC A T T T ACAGT T A T TGC T T C TG TGA ACA T AG T AGC T A A A T A A T CCCA ACGGG  127413

130.980 131.000 131.020 131.040

T AC T TGA A T A T T T CCCA ACA GT T C T GGT CC A T T T ACAGT T A T TGC T T C TG TGA ACA T AG T AGC T A A A T A A T CCCA ACGGG  126432
T AC T TGA A T A T T T CCCA AGA GT T C T GGT CC A T T T ACAGT T A T TGC T T C TG TGA ACA T AG T AGC T A A A T A A T CCCA ACGGG  127219
T AC T TGA A T A T T T CCCA ACA GT T C T GGT CC A T T T ACAGT T A T TGC T T C TG TGA ACA T AG T AGC T A A A T A A T CCCA ACGGG  127550
T AC T TGA A T A T T T CCCA AC T GT T C T GGT CC A T T T ACAGT T A T AGC T T C TG TGA ACA T CG T AGC T A A A T A A T CCCA ACGGG  128404
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T T A CA T A AGG CAGA T A T T GT A T A A T T GT T C GGT T T T C TGC A A T T T T T T CC A T CCC T C T G T G T A A A T A ACC CA A T ACAGGT  127493

131.060 131.080 131.100 131.120

T T A CA T A AGG CAGA T A T T GT A T A A T T GT T C GGT T T T C TGC A A T T T T T T CC A T CCC T C T G T G T A A A T A ACC CA A T ACAGGT  126512
T T A CA T A AGG CA T A T A T T GT A T A A T T GT T C GGT T T T C TGC A A T T T T T T CC A T CCC T C T G T G T A A A T A ACC CA A T ACAGGT  127299
T T A CA T A AGG CA T A T A T T GT A T A A T T GT T C GGT T T T C TGC A A T T T T T T CC A T T CC T C T G T G T A A A T A ACC CA A T ACAGGT  127630
T T A CA T A AGG CAGA T A T T GT A T A A T T GT T C GGT T T T CCGC A A T T T T T T CC A T T CC T C T G T G T A A A T A ACC CA A T A T T GGT  128484

T CA CAG T CA A T A ACA T CC T C ACCA T C T AGA G T A ACGA TGA GACGA AGA AC ACCGT GCA T T GA T GGG T GG T GAGG T CCCA T  127573

131.140 131.160 131.180 131.200

T CA CAG T CA A T A ACA T CC T C ACCA T C T AGA G T A ACGA TGA GACGA AGA AC ACCGT GCA T T GA T GGG T GG T GAGG T CCCA T  126592
T CA CAG T CA A T A ACA T CC T C ACCA T C T AGA G T A ACGA TGA GACGA AGA AC ACCGT GCA T T GA T GGG T GG T GAGG T CCCA T  127379
T CA CAG T CA A T A ACA T CC T C ACCA T C T AGA G T A ACGA TGA GACGA AGA AC ACCGT GCA T T GA T GGG T GG T GAGG T CCCA T  127710
T CA CAG T CA A T A ACA T CC T C ACCA T C T AGA G T A ACGA TGA GACGA AGA AC ACCGT GCA T T GA T GGG T GG T GAGG T CCCA T  128564

A T T GAC T A T C A T A A AGT C T T T T T C T - - - - - - - - - - - - - - - G T AGC T AG T A T A C T CA T T GG T T T T T CC T C T A T T CA T T C T T  127638

131.220 131.240 131.260 131.280

A T T GAC T A T C A T A A AGT C T T T T T C T A T A A A G T C T T T T T C T G T AGC T AG T A T A C T CA T - AG T T T T T CC T C T A T T CA T T C T T  126671
A T T GAC T A T C A T A A AGT C T T T T T C T - - - - - - - - - - - - - - - G T AGC T AG T A TGC T CA T AGG T T T T T CC T A T A T T CA T T C T T  127444
A T T GAC T A T C A T A A AGT C T T T T T C T - - - - - - - - - - - - - - - G T AGC T AG T A T A C T CA T AGG T T T T T A C T C T A T T CA T T C T T  127775
A T T GAC T A T C A T A A AGT C T T T T CC T - - - - - - - - - - - - - - - G T AGC T AG T A T A C T CA T AGG T T T T T CC T C T A T T CA T T C T T  128629

ACA T GA A T T G T T GA A A A CGA CA AGA AGT T C A T CA AGA T T C A A A A T CGA A T A A A T CA A A A A A T T CA A A A T T G T T T T T CA A A  127718

131.300 131.320 131.340 131.360

ACA T GA A T T G T T GA A A A CGA CA A A A AGT T C A T T A AGA T T C A A A A T CGA A T A A A T A A A A A A A T T CA A A A T T G T T T T T CA A A  126751
ACA T GA A T T G T T GA A A A CGA CA AGA AGT T C A T CA AGA T T C A A A A T C - - - - - - - - - A A A A A A T T CA A A A T T G T T T T T CA A A  127515
ACA T GA A T T G T T GA A A A CGA CA AGA AGT T C A T CA AGA T T C A A A A T C - - - - - - - - - A A A A A A T T CA A A A T T G T T T T T CA A A  127846
ACA T GA A T T G T T GA A AG T GA T A AGA AGT T C A T CA AGA T T C A A A A T CGA A T A A A T CA A A T A A T T CA A A A T T G T T T T T T A A A  128709

T T A ACGA T T T T T GGAC T CCC GA A T A T T CA A C TGAC T A A T T A A T T C T T T A T A A CGT AC T C T A T T T T T C T T T GACA A A T A A A  127798

131.380 131.400 131.420 131.440

T T A ACGA T T T T T GGAC T CCC GA A T A T T CA A C TGAC T A A T T A A T T C T T T A T A A CA T AC T C T A T T T T T T T T T GACA A A T A A A  126831
T T A ACGA T T T T T GGAC T CCC GA A T A T T CA A C TGAC T A A T T A A T T C T T T A T A A CGT AC T C T A T T T T T C T T T GACA A A T A A A  127595
T T A ACGA T T T T T GGAC T CCC GA A T A T T CA A C TGAC T A A T T A A T T C T T T A T A A CGT AC T C T A T T T T T C T T T GACA A A T A A A  127926
T T A ACGA T T T T T TGAC T CCC GA A T A T T CA A C TGAC T A A T T A A T T C T T T A T A A CGT AC T C T A T T T T T C T T T GACA A A T A AG  128789

C T AGCAGACG T T GGCGT T T T T CCAGA A T T T T CCG T AGACC CC T T T GAGA T A A A T AG T C T T T T C T GT GCA A T T C T A A A T GT  127878

131.460 131.480 131.500 131.520

C T AGCAGACG T T GGCGT T T T T CCAGA A T T T T CCG T AGACC CC T T T GAGA T A A A T AG T C T T T T C T GT GCA A T T C T A A A T GT  126911
C T AGCAGACG T T GGCGT T T T T CCAGA A T T T T CCG T AGACC CC T T T GAGA T A A A T AG T C T T T T C T GT GCA A T T C T A A A T GT  127675
C T AGCAGACG T T GGCGT T T T T CCAGA A T T T T CCG T AGACC CC T T T GAGA T A A A T AG T C T T T T C T GT GCA A T T C T A A A T GT  128006
C T AGGAGACG T T GGCGT T T T T CCAGA A T T T T CCG T AGACC CC T T T GAGA T GA A T AG T C T T T T C T GT GCA A T T C T A A A T GT  128869

GA AG T A AGT C T T CG T A T C T T A T T GG T GA A A CGGA A T AC T T GA A A T T CA AC CGA T CCGCAG T T T T C T T C T T T T T T T T C T TG  127958

131.540 131.560 131.580 131.600

GA AG T A AGT C T T CG T A T C T T A T T GG T GA A A CGGA A T AC T T GA A A T T CA AC CGA T CCGCAG T T T T C T T C T T T T T T T T C T TG  126991
GA AG T A AGT C T T CG T A T C T T A T T GG T GA A A CGGA A T AC T T GA A A T T CA AC CGA T CCGCAG T T T T C T T C T T T T T T T T C T TG  127755
GA AG T A AGT C T T CG T A T C T T A T T GG T GA A A CGGA A T AC T T GA A A T T CA AC CGA T CCGCAG T T T T C T T C T T T T T T T T C T TG  128086
GA AG T A AGT C T T TGGA T T T T A T T GG T GA A A CAGA A T AC T T GA A A T T CA AC CGA T CCGC T G T T T T T T T C T T T T T T T T C T TG  128949

A A A A A T A AC T GAGA T GA A TG A A T T T T T T AC CA T A A A ACGA A CC T CCCCCC T T T T T T T A A T T T - - - - - - - - - - - A A T A T GA  128027

131.620 131.640 131.660 131.680

A A A A A T A AC T GAGA T GA A TG A A T T T T T T AC CA T A A A ACGA A CCCCCC T T T T T T T T T T T A T T T T T T T T T T A T T T A A T A T GA  127071
A A A A A T A AC T GAGA T GA A TG A A T T T T T T AC CA T A A A AGA A CCCCCCCCCC T T T T T T T A A T T T - - - - - - - - - - - A A T A T GA  127824
A A A A A T A AC T GAGA T GA A TG A A T T T T T T AC CA T A A A ACGA A CCCCCCCCC T T T T T T T A A T T T - - - - - - - - - - - A A T A T GA  128155
A A A A A T A AC T GAGA T A A A TG A A T T T T T T AC CA T A A A ACA A A A T CCCCCC T T T T T T T T - - - - - - - - - - - - - - T T A A T A T GA  129015

A T T T T A C TGA T CAG T A A T A A T A A TGC T AG T T AC T TGA A T T T GA T A T A CAC A A A A A T C T T A AGT T CG T T A T GA AC T T CC T A  128107

131.700 131.720 131.740 131.760

A T T T T A C TGA T CAG T A A T A A T A A TGC T AG T T AC T TGA A T T T GA T A T A CAC A A A A A T C T T A AGT T GG T T A T GA AC T T CC T A  127151
A T T T T A C TGA T CA A T A A T A A T A A TGC T AG T T AC T TGA A T T T GA T A T A CAC A A A A A T C T T A AGT T CG T T A T GA AC T T CC T A  127904
A T T T T A C TGA T CA A T A A T A A T A A TGC T AG T T AC T TGA A T T T GA T A T A CAC A A A A A T C T T A AGT T CG T T A T GA AC T T CC T A  128235
A T T T T A C TGA T CAG T A A T A A T A A TGC T AG T T AC T TGA A T T T A A T A T A T AC A A CA A T C T T A AGT T CG T T A T GA ACG T CC T A  129095

T A A A A T CA T A A A A T CA A T A A T A A A T CCA A T T T T CA AG T T G A T T AGGGA T C CA A A AGGA T G G T A T A T T T A T GCA A A AGAGA  128187

131.780 131.800 131.820 131.840

T A A A A T CA T A A A A T CA A T A A T A A A T CCA A T T T T CA AG T T G A T T AGGGA T C CA A A AGGA T G G T A T A T T T A T GCA A A AGAGA  127231
GA A A A T CA T A A A A T CA A T A A T A A A T CCA A T T T T CA AG T T G A T T AGGGA T C CA A A AGGA T G G T A T A T T T A T CCA A A AGAGA  127984
GA A A A T CA T A A A A T CA A T A A T A A A T CCA A T T T T A A AG T T G A T T AGGGA T C CA A A AGGA T G G T A T A T T T A T CCA A A AGAGA  128315
GAGA A T CA - - - - A T A A T A A A T CA A T CCA A T T T T CA A T T T G A T T A CGGA T C CA A A AGGA T G G T A T A T T T A T GCA A A AGAGA  129171

A A A AGT T AGA CC T A A A A A A A A A A - GA T T T T G T T A A T T CA T T T A T GGA T C T A A T TGA T A T A T A T A T CA T T - - - - - - - - - - -   128255

131.860 131.880 131.900 131.920

A A A AGT T AGA CC T A A A A A A A A A A - - A T T T T G T T A A T T CA T T T A T GGA T C T A A T TGA T A T C T A T A T CA T T - - - - - - - - - - -   127298
A A A AGT T AGA CC T A A A A A A A A A A AGA T T T T G T T A A T T CA T T T A T GGA T C T A A T TGA T A T G T A T A T CA T T - - - - - - - - - - -   128053
A A A AGT T AGA CC T A A A A A A A A A A - GA T T T T G T T A A T T CA T T T A T GGA T C T A A T TGA T A T G T A T A T CA T T - - - - - - - - - - -   128383
A A A A T T T AGA CC T A A A A A A A A - - - GA T T T T G T T GA T T CA T T T A T GGA T C T A A T TGA T A T G T A T A T A A T T T T GA T A TG T A T  129248

- - - - - - A A A T T AGT A T T A - - - - - - - GAC T G GA A T A T A AGA CA AGACA T GT GT CCA T T T C T T TG T T T T CA T A T CCCA A ACA  128322

131.940 131.960 131.980 132.000

- - - - - - A A A T T AGT A T T A - - - - - - - GAC T G GA A T A T A AGA CA AGACA T GT GT C T A T T T C T T TG T T T T CA T A T CCCA A ACA  127365
- - - - - - A A A T T AGT A T T A - - - - - - - GAC T T GA A T A T A AGA CA AGACA T GT GT CCA T T T C T T TG T T T T CA T A T CCCA A ACA  128120
- - - - - - A A A T T AGT A T T A - - - - - - - GAC T G GA A T A T A AGA CA AGACA T GT GT CCA T T T C T T TG T T T T CA T A T CCCA A ACA  128450
A T A A T T A A A T T AGT A T CA TG T A T CAGAC T G GA A T C T A AGA CA AGACA T GT GT ACA T T T C T T TG T T T T CA T A T CCCA A ACA  129328

T GGGACA TGA T ACA - - - - - - - - - CG T AC T A T T A ACGA A T T T GCA A T CG TG GA T ACA T A T G T A T CC T T ACC A T AC T GA A AC  128393

132.020 132.040 132.060 132.080

T GGGACA TGA T AGA - - - - - - - - - CG T AC T A T T A ACGA A T T T GCA A T CG TG GA T ACA T A T G T A T CC T T ACC A T AC T GA A AC  127436
T GGGACA TGA T AGA - - - - - - - - - CG T AC T A T T A ACGA A T T T GCA A T CG TG GA T ACA T A T G T A T CC T T ACC A T AC T GA A AC  128191
T GGGACA TGA T AGA - - - - - - - - - CG T AC T A T T A ACGA A T T T G T A A T CG TG GA T ACA T A T G T A T CC T T ACC A T AC T GA A AC  128521
T GGGA T A TGA T AGA T AGGA A A A ACG T AC T A T T A ACGAC T T T T CA A T CG TG GA T ACA T A T G T A T CC T T ACC A T AC T GA A AC  129408

GAC T GCCA T T A T TGG T A T T A A A CCA A T AGC GA T T CA T ACA A A T T A A A T C T T C T A A T CGA T A A T T GGGCCA A A T A A AGA AC  128473

132.100 132.120 132.140 132.160

GAC T GCCA T T A T TGG T A T T A A A CCA A T AGC GA T T CA T ACA A A T T A A A T C T T C T A A T CGA T A A T T GGGCCA A A T A A AGA AC  127516
GAC T GCCA T T A T TGG T A T T A A A CCA A T AGC GA T T CA T ACA A A T T A A A T C T T C T A A T CGA T A A T T GGGCCA A A T A A AGA AC  128271
GAC T GCCA T T A T TGG T A T T A A A CCA A T AGC GA T T CA T ACA A A T T A A A T C T T C T A A T CGA T A A T T GGGCCA A A T A A AGA AC  128601
GAC T GCCA T T A T T AG T A T T A A A CCA A T A AC GA T T CA T ACA A A T T A A A T C T T C T A A T CGA T A A T T GGGCCA A A T A A AGA AC  129488
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T T T A A T T T A A T T AG T T T C T T T T T C T C T C T A GCGAGA T C T T T GC T T T T A T C CA A AGCGT GA CCGCCG T T T T T T ACG T T A T T  128553

132.180 132.200 132.220 132.240

T T T A A T T T A A T T AG T T T C T T T T T C T C T C T A GCGAGA T C T T T GC T T T T A T C CA A AGCGT GA CCGC TG T T T T T T ACG T T A T T  127596
T T T A A T T T A A T T AG T T T C T T T T T C T C T C T A GCGAGA T C T T T GC T T T T A T C CA A AGCGT GA CCGCCG T T T T T T ACG T T A T T  128351
T T T A A T T T A A T T AG T T T C T T T T T C T C T C T A GCGAGA T C T T T GC T T T T A T C CA A AGCGT GA C TGCCG T T T T T T ACG T T A T T  128681
T T T A A T T T A A T T AG T T T A T T T T T C T C T C T A GCA AGA T C T T T GC T T T T AGC CA A AG T GT GA CCGC TG T T T T T T ACG T T T T T  129568

A A - - - A A A A T A T TGGA T T T C T A T GCA T A C T A T T T CGA T T A T T TGA A T T GA A A CA A A T T AG AGT T C T CA A T T C T C T ACGAC  128630

132.260 132.280 132.300 132.320

A A - - - A A A A T A C TGGA T T T C T A T GCA T A C T A T T T CGA T T C T T TGA A T T GA A A CA A A T T AG AGT T C T CA A T T C T C T ACGAC  127673
A A - - - A A A A T A C TGGA T T T C T A T GCA T A C T A T T T CGA T T C T T TGA A T T GA A A CA A A T T AG AGT T C T CA A T T C T C T ACGAC  128428
A A - - - A A A A T A C TGGA T T T C T A T GCA T A C T A T T T CGA T T C T T TGA A T T GA A A CA A A T T AG AGT T CGCA A T T C T C T ACGAC  128758
A A T A A A A A A T A C TGGA T T T C T A T GCA T A CC C T T T CGA T T C T T TGA A T T GA A A CA A A T T T G AGT T C T CA A C T C T C T GCGAC  129648

G T T T AGGGA A T A A A A T A T T T T CAGGA ACA A GCA A A T CA T A A T GA T T T T TG T T T C T A T T T C CAG T CA T T T T T T GA T GT C T T  128710

132.340 132.360 132.380 132.400

G T T T AGGGA A T A A A A T A T T T T CAGGA ACA A GCA A A T CA T A A T GA T T T T TG T T T C T A T T T C CAG T CA T T T T T T GA T GT C T T  127753
G T T T AGGGA A T A A A A T A T T T T CAGGA ACA A GCA A A T CA T A A T GA T T T T TG T T T C T AGT T C CAG T CA T T T T T T GA T GT C T T  128508
G T T T AGGGA A T A A A A T A T T T T CAGGA ACA A GCA A A T CA T A A T GA T T T T TG T T T C T AGT T C CAG T CA T T T T T T GA T GT C T T  128838
G T T T AGGGA A T A A A A T A T T T T CAGGA ACA A GCA A A T CA T A A T GA T T T T TG TG T C T AC T T C CAG T CA T T T T T T GC T GT C T T  129728

GCA A TGA A T T CA T CA A A A T T T T T C T T A T CA ACA T A T CCC T T C T C T CGG T A T C T T T T AGGA A T T T TGCGC T T A T T C T T A TG  128790

132.420 132.440 132.460 132.480

GCA A TGA A T T CA T CA A A A T T T T T C T T A T CA ACA T A T CCC T T C T C T CGG T A T C T T T T AGGA A T T T TGCGC T T A T T C T T A TG  127833
GCA A TGA A T T CA T CA A A A T T T T T C T T A T CA ACA T A T CCC T T C T C T CGG T A T C T T T T AGGA A T T T TGCGC T T A T T C T T A TG  128588
CCA A TGA A T T CA T CA A A A T T T T T C T T A T CA ACA T A T CC T T T C T C T CGG T A T C T T T T AGGA A T T T TGCGC T T A T T C T T A TG  128918
GCA A TGGA T T CA T CA A A A T T T T T C T T A T CA A T A T A T CC T T T T T C T CGG T A T C T T T T AG T A A T T T TG T GC T T A T T CGT A TG  129808

A ACCA A T GA A A T ACC T A CGG T T T GA T A T A T A A A A A A T TG T CCA T CA T T T T T T ACAGGCAG AC T A AGGGG T T CGA T A A T CA  128870

132.500 132.520 132.540 132.560

A ACCA A T GA A A T ACC T A CGG T T T GA T A T A T A A A A A A T TG T CCA T CA T T T T T T ACAGGCAG AC T A AGGGG T T CA A T A A T CA  127913
A ACCA A T GA A A T ACC T A CGG T T T GA T A T A T A A A A A A T TG T CCA T CA T T T T T T ACAGGCAG AC T A AGGGG T T CGA T A A T CA  128668
A ACCA A T GA A A T ACC T A CGG T T T GA T A T A T A A A A A A T TG T CCA T CA T T T T T T ACAGGCAG AC T A AGGGG T T CGA T A A T CC  128998
A AC T A A T GA A A T ACC T A CGG T T T GA T A T A T A A A A A A T TG T CCA T CA T T T T T T ACA T ACAG ACGA AGGGG T T CGA T A A T CA  129888

ACA T T CCC T T T T CCA T CA A T T CGGT A AGAG T T A A A T AC T T C T GA AGT A T T A A A A T A T T CA GA T GGA T T T C T CCC T T T T GA  128950

132.580 132.600 132.620 132.640

A T A T T CCC T T T T CCA T CA A T T CGGT A AGAG T T A A A T CC T T C T GA AGT A T T A A A A T A T T CA GA T GGA T T T C T CCC T T T T GA  127993
ACA T T CCC T T T T CCA T CA A T T CGGT A AGAG T T A A A T CC T T C T GA AGT A T T A A A A T A T T CA GA T GGA T T T C T CCC T T T T GA  128748
ACA T T CCC T T T T CCA T CA A T T CGGT A AGAG T T A A A T CC T T C T GA AGT A T T A A A A T A T T CA GA T GGA T T T C T CCC T T T T GA  129078
ACA T T CCCG T T T CCA T CA A T T C T TGA AGAG T T A A A T CC T T T T GA AGCG T C A A A A T A T CCA GACAGA T T T C T T CCG T T T CA  129968

A T AGAGGAGA T A ACA A T T T T T T T AGGA T T T A T CAGT CGA C T CAGA AGAGA A T A T A T GT T G A T A T T AG TGA T T A T T T T T TG  129030

132.660 132.680 132.700 132.720

A T AGAGGAGA T A ACA A T T T T T T T AGGA T T T A T CAGT CGA C T CAGGAGAGA A T A T A T GT T G A T A T T AG TGA T T A T T T T T TG  128073
A T AGAGGAGA T A ACA A T T T T T T T AGGA T T T A T CAGT CGA C T CAGGAGAGA A T A T A T GT T G A T A T T AG TGA T T AC T T T T TG  128828
A T AGAGGAGA T A ACA A T T T T T T T AGGA T T T A T CAGT CGA C T CAGGAGAGA A T A T A T GT T G A T A T T A T TGA T T AC T T T T TG  129158
A T A T AGGA T A T AGCA A T T T C T T T GGGA T T T C T CAGGCGA A T CAGGA A AGA A T ACA T GT T G A T A T T A T TGA T T A T T C T T TG  130048

A T T T A A AGA A T CA T C - - - CC A T C T CA AC T G A A A ACA CA A T T T T T T T T T T A AGA AG T CA T C A AGC T C T GC T - - - - - - - - - -   129097

132.740 132.760 132.780 132.800

A T T T A A AGA A T CA T C - - - CC A T C T CA AC T G A A A ACA CA A A T T T T T T T T T A AGA AG T CA T C A AGC T C T GC T - - - - - - - - - -   128140
A T T T A A AGA A T CA T C - - - CC A T C T CA AC T G A A A ACA CA A T T T T T T T T T T A AGA AG T CA T C A AGC T C T GC T - - - - - - - - - -   128895
A T T T A A AGA A T CA T CA T CCC A T C T CA AC T G A A A ACA CA A A T T T T T T T T T A AGA AG T CA T C A AGC T C T GC T - - - - - - - - - -   129228
A T T T A A AGA A T CACC - - - CC A T T T CA AC T G A A A ACA CA A A T T T T C T T T T A AGA AGGA A T C A AG T T C T AC T T C TG T A T T GA  130125

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   129097

132.820 132.840 132.860 132.880

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   128140
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   128895
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -   129228
T GA A A T A A AG T T C T C T T T C T GT G T T T CGC T T GT A T T GC T T T T T A T T T T T A GG T T T T T T T A T GT CCGA T CC CG T A T A A T T T  130205

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T GA T CCA A GAC T T AC T TG C T T T T G TGCA T C T A A T C T CG GA T T CCCC TG  129147

132.900 132.920 132.940 132.960

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T GA T CCA A GAC T T AC T TG T T T T T G TGCA T C T A A T C T CG GA T T CCCC TG  128190
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T GA T CCA A GAC T T AC T TG C T T T T G TGCA T C T A A T C T CG GA T T CCCC TG  128945
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - AC T GA T CCA A GAC T T AC T TG C T T T T G TGCA T C T A A T C T CG GA T T CCCC TG  129278
T C T T CA ACA T C T T T T T T T TG GT T TGAGAGA AC T GA T CCA A GAC T T A T T TG C T T T T G TGCA T C T GA T C T CG GA T T CCC T TG  130285

GCC T GCGGG T T C T T T T T C T T T T T GA C T T T G A T T CACA AGG T CA AGA T A T T T T T T T T GA T T CA AGGA T A T A A A A AGA T C TG  129227

132.980 133.000 133.020 133.040

GCC T GCGGG T T C T T T T T C T T T T T GA C T T T G A T T CACA AGG T CA AGA T A T T T T T T T T T A T T CA AGGA T A T A A A AGGA T C TG  128270
GCC T GCGGG T T C T T T T T C T T T T T GA C T T T G A T T CACA AGG T CA AGA T A T T T T T T T T T A T T CA AGGA T A T A A A A AGA T T TG  129025
GCC T GCGGG T T C T T T T T C T T T T T GA C T T T G A T T CACA AGG T CA AGA T A T T T T T T T T GA T T CA AGGA T A T A A A A AGA T C TG  129358
GCC T GCGGG T T C T T T T T C T T C T T GA C T T T G T GA A T CA A AG T CA AGA T A T T T T T T T T GA T G G T A T GA T ACA A A A AGA T C TG  130365

CC T T T T T T T T T T CAG T T A T A T T T T T C T T AC CA T T T T CA T T T CCA T T A A A A GGGA A A AGCA G T A A T T T GA T T GGT A TGA T C  129307

133.060 133.080 133.100 133.120

CC T T T T T T T T T T CAG T T AGA T T T T T C T T AC CA T T T T CA T T T CCA T T A A A A TGGA A A AGCA G T A A T T T GA T T GGT A TGA T C  128350
CC T T T T T T T T T T CAG T T A T A T T T T T C T T AC CA T T T T CA T T T GCA T T A A A A TGGA A A AGCA G T A A T T T GA T T GGT A TGA T C  129105
CC T T T T T T T T T T CAG T T A T A T T T T T C T T AC CA T T T T CA T T T CCA T T A A A A TGGA A A AGCA G T A A T T T GA T T GGT A TGA T C  129438
C T T T T T T C T T T A T A A T T A T A T T T T T C T T CC A A T T T T CAG T T CCA T T A A A A T T GA A A A A A A GCAG T T T GG T T GGT A TGA T C  130445

CAGGGT T T CA T T C T A T A T GC A T T ACA A AG T AGCCCCA A T T C T GGGA AGA A CCA AGGC T CC GGG T T T GAG T T T GA T A T AGG  129387

133.140 133.160 133.180 133.200

CAGGGT T T CA T T C T A T A T GC A T T GCA A AG T AGCCCCA A T T C T GGGA AGA A CCA AGGC T CC GGG T T T GAG T T T A A T A T AGG  128430
CAGGGT T TGA T T C T A T A T GC A T T GCA A AG T AGCCCCA A T T C T GGGA AGA A CCA AGGC T CC GGG T T T GAG T T T GA T AGAGG  129185
CAGGGT T T CA T T C T A T A T GC A T T GCA A AG T AGA CCCA A T T C T GGGA AGA A CCA AGGC T CC GGG T T T GAG T T T GA T A T AGG  129518
CAGGGT T T CA T T CGA T A T GC A T T CCA A AG T CGCACGA A T T C T GGGA AGA A CCA A AGC T CC T GG T T T GA - - - - - - T A T AGG  130519

ACGAC T T AG T A T T T C T T CA T T CA T T CCCA T CCA A T CA ACC CGGGA T T CA A T A T CGACC T T A T T T C T A AGG A A A A A A T GGA  129467

133.220 133.240 133.260 133.280

ACGAC T T AG T A T T T C T T CA T T CA T T CCCA T CCA A T CA ACC CGGGA T T CA A T A T CGACC T T T T T T C T A AGG A A A A A A T GGA  128510
ACGAC T T AG T A T T T C T T CA T T CA T T CCCA T CCA A T CA ACC CCGGA T T CA A T A T CGACC T T - - - - - - - - - G A A A A A A T GGA  129256
ACGAC T T AG T A T T T C T T CA T T CA T T CCCA T CCA A T CA ACC CCGGA T T CA A T A T CGACC T T A T T T C T A AGG A A A A A A T GGA  129598
CCGAC T T AG T C T T T C T T CA T T CA T T C T CC T CCA A T CA ACC CCGA A T T CA A T AGCGACC T T A T T T C T A AGG CA A A AGT T GA  130599
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GA A T T C T CCA A T CA ACA T A T T T T C T A T CCG A A A T T T T C T C CA T A T CCA T A A T A T CA T C T T C T C T T AGA T A A T T A T TGA T A  129547

133.300 133.320 133.340 133.360

GA A T T C T CCA A T CA ACA T A T T T T C T T T CCG A A A T T T T C T C CA T A T CCA T A A T A T CA T C T T C T C T T AGA T A A T T A T TGA T A  128590
GA A T T C T CCA C T CA ACA T A T T T T C T A T CCG A A A T T T T C T C CA T A T CCA T A A T A T CA T C T T C T C T T AGA T A A T T A T TGA T A  129336
GA A T T C T CCA A T CA ACA T A T T T T C T A T CCG A A A T T T T C T C CA T A T CCA T A A T A T CA T C T T C T C T T AGA T A A T T A T TGA T A  129678
GA A T T C T CCA A T CA A A A T A T T T T C T A T CCG A A T T T T T C T C CC T A CCCA T A A T A T CA T C T T C T C T T AGA T A A T T A T TGA T A  130679

GGGA T A CC T C CCA A CA T AGC A A A A A A T T T G CC T T T C T T T C T A T T G T A A T T A T A A A A A A - - - - - - - - - - - - - - - - - - A T T C  129609

133.380 133.400 133.420 133.440

GGGA T A CC T C CCA A CA T AGC A A A A A A T T T G CC T T T C T T T C T A T T G T A A T T A T A A A A A A - - - - - - - - - - - - - - - - - - A T T C  128652
GGGA T A CC T C CCA A CA T AGC A A A A A A T T T T CC T T T C T T T C T A T T G T A A T T AGA A A A A A - - - - - - - - - - - - - - - - - - A T T C  129398
GGGA T A CC T C CCA A CA T AGC A A A A A T T T T G CC T T T C T T T C T A T T G T A A T T A T A A A A A A - - - - - - - - - - - - - - - - - - A T T C  129740
GGGC T A CC T T CCA A CA T AGC A A A T A A T T T G CC T T T C T T T A T A T T G T A A T T A T A A A A A A T A T TG T A A T T A T A A A A A A A T T C  130759

T T C T T T A T T A T T T A C T T GGA C T AGT GA T C T A T CA A T A T A C GAGT C T T T C T T A T C T T CA T A A T T A A T CGA T T T A T A TGA T A  129689

133.460 133.480 133.500 133.520

T T C T T T A T T A T T T A C T T GGA C T AGT GA T C T A T CA A T A T A C GAGT C T T T C T T A T C T T CA T A A T T A A T CGA T T T A T A TGA T A  128732
T T C T T T A T T A T T T A C T T GGA C T AGT GA T C T A T CA A T A T A C GAGT C T T T C T T A T C T T CA T A A T T A A T CGA T T T A T A TGA T A  129478
T T T T T T A T T A T T T A C T T CGA C T AGT GA T C T A T CA A T A T A C GAGT C T T T C T T A T C T T CA T A A T T A A T CGA T T T A T A TGA T A  129820
T T C T T T A T T A T T T A C T T GGA C T GGT GA T C T A T CA A T A T A C A AGT C T T T C T T A T C T T CA T A A T T A A T CGA T T T A T A TGA T A  130839

A A AGA T CA T A T C T AGAG T GT T T T T T A A A A T T A T AGT T T T G A T T C T GT A A T GGG T C T GC T T CA A A A A A A T T T AGT T T T T CG  129769

133.540 133.560 133.580 133.600

A A AGA T CA T A T C T AGAG T GT T T T T T A A A A T T A T AGT T T T G A T T C T GT A A T GGG T C T GC T T CA A A A A A A T T GAGT T T T T CG  128812
A A AGA T CA T A T C T AGAG T GT T T T T T T A A A T T AGA A T T T T G A T T C T GT A A T GGG T C T GC T T CA A A A A A A T T T AGT T T T T CG  129558
A A AGA T CA T A T C T AGAG T GT T T T T T A A A A T T AGA A T T T T G A T T C T GT A A T GGG T C T GC T T CA A A A A A A T T T CGT T T T T CG  129900
A A AGA T CA T A T C T A CAG T GT T T T T T A A A C T T AGAGT T T T G A T T CCGT A A T GGG T C T GC T T CA A A A A A A T T T T GT T T T T CG  130919

CA A T GAG T T A A T C T G T T T T T T T CA T - - - - - - - - - A T A A A T C T A T T T T AGT T A A A T CC T T A T T T T GAGCCA T ACAG TG T TG  129840

133.620 133.640 133.660 133.680

T A A T GAG T T A A T C T G T T T T T T T CA T - - - - - - - - - A T A A A T C T AG T T T AGT T A A A T CC T T A T T T T GAGCCA T ACAG TG T TG  128883
CA A T GAG T T A A T C T C T T T T T T T CA T - - - - - - - - - A T A A A T CCA T T T T AGT T A A A T CC T T A T T T T GAGCCA T ACAG TG T TG  129629
CA A T GAG T T A A T T T G T T T T T T T CA T - - - - - - - - - A T A A A T C T A T T T T AGT T A A A T CC T T A T T T T GAGCCA T ACAG TG T TG  129971
CA A T GCG T T A AGC T G T T T T T T T CA T T T T T T T CA T A T GA A T C T C T T T T AGT T A A A T CC T T A T T T T GA ACCA T ACA T TG T TG  130999

A T T GA T T C T A G T T CGCCA T T C T T GT GGT AC T A A CC T A ACC CA T C T A A T CG GAGA T A A A T C A T - - - - - - A T T GA T A A T GAC  129914

133.700 133.720 133.740 133.760

A T T GA T T C T A G T T CGCCA T T C T T GT GGT AC T A A CC T A ACC CA T C T GA T CG GAGA T A A A T C A T - - - - - - A T T GA T A A T GAC  128957
A T T GA T T C T A G T T CGCCA T T C T T GT GGT AC T A A CC T A ACC CA T C T A A T CG GAGA T A A A T C A T - - - - - - A T T GA T A A T GAC  129703
A T T GA T T C T A G T T CGCCA T T C T T GT GGT AC T A A CC T A ACC CA T C T A A T CG GAGA T A A A T C A T - - - - - - A T T GA T A A T GAC  130045
A T T GA T T C T A T T T CGCCA T T C T T GT GGT AC T A A T T T AGCC GA T C T A A T CG GAGA T A T A T C A TG T TGA T A T T GA T A A T GAC  131079

CGC T T A ACCA G T T T T T CCA T TGA T T T A T T C CA A A A T T CCA A A A AGGT T T A TG T C T T A A T T CGT A A T T A A A T A T T CGT T GT  129994

133.780 133.800 133.820 133.840

CGC T T A ACCA G T T T T T CCA T TGA T T T A T T C CA A A A T T CCA A A A AGGT T T A TG T C T T A A T T CGT A A T T A A A T A T T CGT T GT  129037
CGC T T A ACCA G T T T T T CCA T TGA T T T A T T C CA A A A T T CCA A A A AGGT T T A TG T C T T A A T T CGT A A T T A A A T A T T CC T T GT  129783
CGC T T A ACCA G T T T T T CCA T TGA T T T A T T C CA A A A T T CCA A A A AGGT T T A TG T C T T A A T T CGT A A T T A A A T A T T CC T T GT  130125
T GC T T A ACCA GG T T T T CCA T T CA T T CA T T C CA A A A T T CA A A A A AGGT T T A TG T C T T A A T T CA T A A T T A A A T A T T C T T T GT  131159

T T T T CA A A A A A A T C T T T T A T T T CA T T C T T A AGA A A T AGAG A T GT T CCA TG A T A T T GA AGA ACGGA T C T T A A A T T A T A A A A  130074

133.860 133.880 133.900 133.920

T T T T CA A A A A A A T C T T T T A T T T CA T T C T T A AGA A A T AGAG A T GT T CCA TG A T A T T GA AGA ACGGA T C T T A A A T T A T A A A A  129117
T T T T CA A A A A A A T C T T T T A T T T CA T T C T T A AGA A A T AGAG A T GT T CCA TG A T A T T GA AGG ACGGA T C T T A A A T T A T A A A A  129863
T T T T CA A A A A A A T C T T T T A T T T CA T T C T T A AGA A A T AGAG A T GT T CCA TG A T A T T GA AGA ACGGA T C T T A A A T T A T A A A A  130205
T T T T CA A A A A A A T C T T T T A T T T CA T T C T T A AGA A A T AGAG A T GT T CCG TG A T A T T GA AGA A TGA A T C T T A A A T T A T A A A A  131239

G T T A A T CAC T T GGGC T T G T A ACA A T T TG T A A A A T ACA T A T GC T T G TGA T T GT GAGA A AGA CGA T A A A T CA CA AGA A A T C T  130154

133.940 133.960 133.980 134.000

G T T A A T A AC T T GGGC T T G T A ACA A T T TG T A A A A T ACA T A T GC T T G TGA T T GT GAGA A AGA CGA T A A A T T A CA AGA A A T C T  129197
G T T T A T A AC T T GGGC T T G T A ACA A T T TG T A A A A T ACA T A T GC T T G TGA T T GT GAGA A AGA CGA T A A A T CA CA AGA A A T C T  129943
G T T A A T A AC T T GGGC T T G T A ACA A T T TG T A A A A T ACA T A T GC T T G TGA T T GT GAGA A AGA CGA T A A A T CA CA AGA A A T C T  130285
G T T A A T A A T T T GGG T T T GA A ACA A T T TG T A A A A T ACA T A T GC T T G TGA T T GT GAGA A AGA CGA T A A A T CA CA AGA A A T C T  131319

T TGA A T T C T T A T T A C T A A T C T T AGA A AG T G A T T T T T T T A T AG T CGA A A T A A AG TGA A T T T T T T T T T T A T T T G T T T T A T T A  130234

134.020 134.040 134.060 134.080

T TGA A T T A T T A T T A C T A A T C T T AGA A AG T A A T T T T T T T A T AG T CGA A A T A A AG TGA A T T T T A T T T T T A T T T G T T T T A T T A  129277
T TGA A T T C T T A T T A C T A A T C T T AGA A AG T G A T T T T T T T A T AG T CGA A A T A A AG TGA A T T T T A T T T T T A T T T G T T T T A T T -   130022
T TGA A T T C T T A T T A C T A A T C GT AGA A AG T G A T T T T T T T A T AG T CGA A A T A A AG TGA A T T T T A T T T T T A T T T G T T T T A T T A  130365
T TGA A T T C T T A T T C T T A A T C GT AGA A AG T G A T T T T T T T A T AG T CA A A A T A A AG T T A A T T T T A T T T T GA T T T G T T T T A T T A  131399

A T T A T T T T A A T T A T T T CC TG A T T TGC T T CA T T A T TG T GGA CG T T T T T A T C A A A A A T T T T C A T T T T T T T T A T T C T T GA T T C  130314

134.100 134.120 134.140 134.160

A T T A T T T - - - - - - - - - CC TG A T T TGC T T CA T GA T TG T GGA CG T T T T T A T C A A A A A T T T T A A T T T T T T T T A T T C T T GA T T C  129348
- - - - - - - - - - - - - - T T CC TG A T T TGC T T CA T T A T TG T GGG CG T T T T T A T C A A A A A T T T GA A T T T T T T T T T T T T T T GA T T C  130088
A T T A T T T - - - - - - - - - CC TG A T T TGC T T CA T T A T TG T GGG CG T T T T T A T C A A A A A T T T GA A T T T T T T T T T T T T T T GA T T C  130436
A T T A T T T - - - - - - - - - CC TG A T T T A C T T CA T T A T TG T AGA CG T T T T T A T C A A - - - - - - - - - - - - - - - - - - - - - - - - - - - -   131442

A AGA A A A AG T T T T AGA T T GA T T C T T GGA A T AGT A AGGA T A GA T AGA A A A A T A T T T A TG T A T A T C T T T TGA A T GA A A A A T T  130394

134.180 134.200 134.220 134.240

A AGA A A A AG T T T T AGA T T GA T T C T T GGA A T AGT A AGGA T A GA T A A A A A A A T A T T T A TG T A T A T C T T T TGA A T GA A A A A T T  129428
A AGA A A A AG T T T T AGA T T GA T T C T T GGA A T AGT A AGGA T A GA T AGA A A A A T A T T T A TG T A T A T C T T T TGA A T A A A A A A T T  130168
A AGA A A A AG T T T T AGA T T GA T T C T T GGA A T AGT A AGGA T A GA T AGA A A A A T A T T T A TG T A T A T C T T T TGA A T A A A A A A T T  130516
- - GA A A AGA T T T T CCA T T GA T T C T T GGA A T AGT A AGGA T A GA T AGA A A A A T A T T T A TG T A T A T C T T T T CA A T A A A A A A T T  131520

T T A T A A A A A A A T AGGA T T TG CGGA T T A A T C GAG T A T T T C T T T T T T T T A A T A T C TGCCA A A T T T T T T T TGA T GA T T C T A A T  130474

134.260 134.280 134.300 134.320

T T A T A A A A A A A T AGGA T T TG CGGA T T A A T C GAG T A T T T C T T T T T T T T A A T A T C TGCCA A A T T T T T T T TGA T GA T T C T A A T  129508
T T AGA A A A A A A T AGGA T T TG CGGA T T A A T C GAG T A T T T C T T T T T T T T A A T A T C TGCCA A A T T T T T T T TGA T GA T T C T A A T  130248
T T AGA A A A A A A T AGGA T T TG CGGA T T A A T C GAG T A T T T C T T T T T T T T A A T A T C TGCCA A A T T T T T T T TGA T GA T T C T A A T  130596
T T A T A A A A A A A T TG T A T T T A CGGA T T A A T C GAG T A T T T C T T T T T T T T A A T A T C TGCCA A A T T T T T T T TGA T GA T T C T A A T  131600

A T T T T AGCA C A A T A A T T T GT T T T GT T CGA A C T A A T A T T T A T T T C T TGAGT T AGCGA T CC T T T T T T C T T T T C T T T T GT A A T  130554

134.340 134.360 134.380 134.400

A T T T T AGCA C A A T A A T T T GT T T T GT T CGGA C T A A T A T T T A T T T C T TGAGT T AGCGA T CC T T T T T T C T T T T C T T T T GT A A T  129588
A T T T T AGCA C A A T A C T T T GT T T T GT T CGA A C T A A T A T T T A T T T C T TGAGT T AGCGA T CC T T T T T T T T T T T C T T T T GT A A T  130328
A T T T T AGCA C A A T A A T T T GT T T T GT T CGA A C T A A T A T T T A T T T C T TGAGT T AGCGA T CC T T T T T T T T T T T C T T T T GT A A T  130676
A T T T T AGCA C A A T A AC T T GT T T T GT T CGA A C T A A T A T T T A T T T C T TGAGT T AG TGA T CC T T T T T T C T T T T T T T T T GT A A T  131680
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T T T A T C T A T T T GA T T T C T GA T T A TGC T T G T T C T A T T AGCC AGA T C T T T CA GT T T T T GT T C T GT CAG T GAG A A A T T TG T CC  130634

134.420 134.440 134.460 134.480

T T T A T C T A T T T GA T T T C T GA T T A TGC T T G T T C T A T T AGCC AGA T C T T T CA GT T T T T GT T C T GT CAG T GAG A A A T T TG T CC  129668
T T T A T C T A T T T GA T T T C T GA T T A TGC T T G T T C T A T T AGA C AGA T C T T T CA GT T T T T GT T C T GT CAG T GAG A A A T T TG T CC  130408
T T T A T C T A T T T GA T T T CGGA T T A TGC T T G T T C T A T T AGA C AGA T C T T T CA GT T T T T GT T C T GT CAG T GAG A A A T T TG T CC  130756
T T T A T C T A T T T CA T T T T T GA T T A TGC T T G T T C T A T T AGT C AGA T T T T GCA GT T T T T T T T C T A T CAG T GAG A A A T T TG T CC  131760

A A T CCA T AGA T GGA A T T T CA A T AGA CGC T T CGT GA A T CA T C T GA T T A C TG A T T A T CGA A T T GT T T T T AG T T GCGCCCA A T  130714

134.500 134.520 134.540 134.560

A A T CCA T AGA T AGA A T T T CA A T AGA CGA T T CGT GA A T CA T C T GA T T A C TG A T T A T CGA A T T GT T T T T CG T T GCGCCCA A T  129748
A A T CCG T AGA T GGA A T T T CA A T AGA CGA T T CGT GA A T CA T C T GA T T A C TG A T T A T CGA A T T GT T T T T AG T T GCGCCCA A T  130488
A A T CCA T AGA T GGA A T T T CA A T AGA CGA T T CGT GA A T CA T C T GA T T A C TG A T T A T CGA A T T GT T T T T AG T T GCGCCCA A T  130836
A A T CCA T AGA T GA A A T T T CA A T AGA T GA T T CGT GA A T CA T C T GA - - - - - - - - - A T T A A A T T T T T T T T AG T T T CG T GCA A T  131831

T CA T C T A T T T C T C T CA A T C T - - - - - - - - - - - - - - - - - - A A A T A AG T T T T T T T T TGA A AG T T C T T T T A T T C T T CC T T T T CG  130776

134.580 134.600 134.620 134.640

T CA T C T A T T T C T C T CA A T C T - - - - - - - - - - - - - - - - - - A A A T A AG T T T T T T T T TGA A AG T T C T T T T A T T C T T CC T T T T CG  129810
T CA T C T A T T T C T C T CA A T C T - - - - - - - - - - - - - - - - - - A A AGA AG T T T T T T T T GT A A AG T T C T T T T A T T C T T CC T T T T CG  130550
T CA T C T A T T T C T C T CA A T C T - - - - - - - - - - - - - - - - - - A A A T A AG T T T T T T T T GGA A AG T T C T T T T A T T C T T CC T T T T CG  130898
T CA T CGA T T T C T T T CA A T GT T T C T C T T T C T T T CA A T G T A A A T A AG T T T C T T T T T A AGA T T CC T T T T T T T C T T C T T T T T AG  131911

A A A T GGA A T C C T T T T GA T GA CCCA T T T T T T T GT T T C T T T T GCGA CC T T T C GA AGCA A T T T T GT T CG T T C T T T T A A A A C T C  130856

134.660 134.680 134.700 134.720

A A A T GGA A T C C T T T T GA T GA CCCA T T T T T T T GT T T C T T T T GCGA C T T T T C GA AGCA A T T T T GT T CG T T C T T T T A A A A C T C  129890
A A A T GGA A T C C T T T T GA T GA CCCA T T T T T T T GT T T C T T T T GCGA CC T T T C GA AGCA A T T T T GT T CG T T C T T T T A A A A C T C  130630
A A A T GGA A T C C T T T T GA T GA CCCA T T T T T T T GT T T C T T T T GCGA CC T T T C GA AGCA A T T T T GT T GG T T C T T T T A A A A C T C  130978
A A A T GGA A T C C T T T T CA T GA CCCA T T T T T T GGT T T C T T T T GCGA T T T T T C GA AGCA A T T T T A T T TG T T T T T T T A A A A C T C  131991

T T A A A A CGAG A A A AGAC T T A GT T T T CCA T T T T A T A A T T T T T T T T T TGAGT T C T T T A A A A A T GGG T T CA A A A A ACGA A CGT  130936

134.740 134.760 134.780 134.800

T T A A A A CGAG A A A AGAC T T A GT T T T CCA T T T T A T A A T T T T T T T T T T T AGT T C T T T A A A A A T GGG T T CA A A A A ACGA A CGT  129970
T T A A A A CGAG A A A AGAC T T A GT T T T CCA T T T T C T A A C T T T T T T T T TGAGT T C T T T A A A A A T GGG T T CA A A A A ACGA A CGT  130710
T T A A A A CGAG A A A AGAC T T A GT T T T CCA T T T T C T A A C T T T T T T T T TGAGT T C T T T A A A A A T GGG T T CA A A A A ACGA A CGT  131058
T T A A A A C T A T A A A - - - - - - - - - T T T CGA T T T T A T A A T T T T T T T T T TGAGT T C T TGA A A A A T GGG T T CA A A A A ACGA AGA T  132062

T GT T T T CGGG GAGA ACCA A A AGGCCGGT CG G T T T GCG T T C CCCA A A T T GT T A A A A A ACA A A A A T CA T T T T C T TG T CCAC T  131016

134.820 134.840 134.860 134.880

T GT T T T CGGG GAGA ACCA A A AGGCCGGT CG G T T T GCG T T C CCCA A A T T GT T A A A A A ACA A A A A T CA T T T T C T TG T CCAC T  130050
T GT T T T CGGG GAGA ACCA A A AGGACGGT CG G T T T GCG T T C CCCA A A T T GT T A A A A A ACA A A A A T CA T T T T C T TG T CCAC T  130790
T GT T T T CGGG GAGA ACCA A A AGGACGGT CG G T T T GCG T T C CCCA A A T T GT T A A A A A ACA A A A A T CA T T T T C T TG T CCAC T  131138
T GT T T T T GGC GA A A ACCACA AG T CCGGT AG C T T T CCAGT C CCA A A A T T GT T A A A A A ACA A A A A T CA T T T T C T TG T T CA - -   132140

T T T T T T G T T T A T TGGA T C T T T A T GGGGGGA T TG T A T C T T A GA T C T A T GCC AGGGT T T CAG GCGA A A AGGG A A T AGGA T C T  131096

134.900 134.920 134.940 134.960

T T T T T T G T T T A T TGGA T C T T T A T GGGGGGA T TG T A T C T T A GA T C T A T GCC AGGGT T T CAG GCGA A A AGGG A A T AGGA T C T  130130
T T T T T T G T T T A T TGCA T C T T T A T GGGGGGA T TGGA T C T T A GA T C T A T GCC AGGGT T T CAG GCGA A A AGGG A A T AGGA T C T  130870
T T T T T T G T T T A T TGCA T C T T T A T GGGGGGA T TG T A T C T T A GA T C T A T GCC AGGGT T T CAG GCGA A A AGGG A A T AGGA T C T  131218
- - - - - - - T T T A T TGA A T C T T T A T CAGGGGA T T C T A T C T T A GA T C T GT GCC AGGGT T T CAG GCGA A A CGGG A A T AGA A T C T  132213

T T A T C T GCA T A CCG T CCG T T A A CCAG T T T T T CGGA A A T T C T G T T T CGGA T A A T TGA ACAC CACCGT AGG T GCA T T T A ACA  131176

134.980 135.000 135.020 135.040

T T A T C T GCA T A CCG T CCG T T A A CCAG T T T T T CGGA A A T T C T G T T T CGGA T A A T TGA ACAC CACCGT AGG T GCA T T T A ACA  130210
T T A T C T GCA T A CCG T CCG T T A A CCAG T T T T T CGGA A A T T C T G T T T CGGA T A A T TGA ACAC CACCGT AGG T GCA T T T A ACA  130950
T T A T C T GCA T A CCG T CCG T T A A CCAG T T T T T CGGA A A T T C T G T T T CGGA T A A T TGA ACAC CACCGT AGG T GCA T T T A ACA  131298
T T A T C T GCA T A CCC T C T G T T A A CCAG T T T T T CGGA A A T T C T G T T T CGGA T A A T TGA ACAC CA T CA T AGG T GCA T T T A ACA  132293

T GCA T T T CC T GA T T CCA A T C T T T T A A A T CC T CGGACCAC T CGGGA A A T TG GA A T A A T AGC A TGCGGACA A T A T T T T T AGC  131256

135.060 135.080 135.100 135.120

T GCA T T T CC T GA T T CCA A T C T T T T A A A T CC T CGGACCAC T CGGGA A A T TG GA A T A A T AGC A TGCGGACA A T A T T T T T AGC  130290
T GCA T T T CC T GA T T CCA A T C T T T T A A A T CC T CGGACCAC T CGGGA A A T TG GA A T A A T AG T A TGCGGACA A T A T T T T T AGC  131030
T ACA T T T CC T GA T T CCA A T C T T T T A A A T CC T CGGACCAC T CGGGA A A T TG GA A T A A T AGC A TGCGGACA A T A T T T T T AGC  131378
T GCA T T T CCC GAC T CCA A T C C T T T A A A T CC T CGGACCAC T CGGGA T T T TG GA A T A A T AG T A TGCGGACA A T A T T T T T AGC  132373

T A T T A T CA A T GA AGG T A A T A T A A T A T A T T T T C T A AGA A T C GA T T GGG T T A C T A ACACA T A ACC T C T T AGG GC T T GACCA A  131336

135.140 135.160 135.180 135.200

T A T T A T CA A T GA AGGA A A T A T A A T A T A T T T T C T A AGA A T C GAC T GGG T T A C T A ACACA T A ACC T C T T AGG GC T T GACCA A  130370
T A T T A T CA A T GA AGG T A A T A T A A T A T A T T T T C T A AGA A T C GA T T GGG T T A C T A A T ACA T A ACC T C T T AGG GC T T GACCA A  131110
T A T T A T CA A T GA AGG T A A T A T A A T A T A T T T T C T A AGA A T C GA T T GGG T T A C T A A T ACA T A ACC T C T T AGG GC T T GACCA A  131458
T A T T A T CA A T GA AGG T A A T A T A A T A T A T T T T C T A AGA A T C GA T T GGA T T A C T A ACACA T A ACC T C T T AC T GCGT GACCCA  132453

A TGACA T GT T T T CCCAGG T T T C T GC T A T T T C T C T ACG TGC T T T T T CG T T T A T T T T A T A T T T T T C T C T T T T T G T C T T T T TG  131416

135.220 135.240 135.260 135.280

A TGACA T GT T T T CCCAGG T T T C T GC T A T T T C T C T ACG TGC T T T T T CG T T T A T T T T A T A T T T T T C T C T T T T T G T C T T T T TG  130450
A TGACA T GT T T T CCCAGG T T T C T GC T A T T T C T C T ACG TGC T T T T T CG T T T A T T T T A T A T T T T T C T A T T T T T G T C T T T T TG  131190
A TGACA T GT T T T CCCAGG T T T C T GC T A T T T C T C T ACG TGC T T T T T CG T T T A T T T T A T A T T T T T C T C T T T T T G T C T T T T TG  131538
A A A CA AGGA T T T CCCAG T TG T CCGC T A T T T CAC T AC T TGC T G T T T TG T TG T T T T T G T A T T T T T C T C T T T T T G T C T T T T CG  132533

T GT G T A T A A T CAGA A AG T T T T T GGT C T T T A T T T T T CCACA T CCA A T T T C T A A A A A T T A C T T T CA T CAGT G CGGA A A T A T T  131496

135.300 135.320 135.340 135.360

T GT G T A T A A T CAGA A AG T T T T T GGT C T T T A T T T T T CCACA T CCA A T T T C T A A A A A T GA C T T T CA T CAGT G CAGA A A T A T T  130530
T GT G T A T A A T CAGA A AG T T T T T GGT C T T T A T T T T T CCACA T CCA A T T T C T A A A A A T T A C T T T CA T CAGT G CG T A A A T A T T  131270
T GT G T A T A A T CAGA A AG T T T T T GGT C T T T A T T T T T CCACA T CCA A T T T C T A A A A A T T A C T T T CA T CAGT G CGGA A A T A T T  131618
T T T G T A T A A T CAGA A A A T T T T T GGT C T T T A T T T T T CCACA T CCA A T T T T T A A A A A T T A C T T T T A T CGGT G CGGA A A T A T T  132613

A A A AGA A A A A GA A A ACG T T T TG T C T A T T C T G T CCA A A A A A AGGGGGGA A T GGACA T T T GC T TGA ACCAG T T T CCA A A T A A  131576

135.380 135.400 135.420 135.440

A A A AGA A A A A T A A A ACG T T T TG T C T A T T C T G T CCA A A A A A AGGGGGGA A T GGGCA T T T GC T TGA ACCAG T T T CCA A A T A A  130610
A A A AGA A A A A T A A A ACG T T T TG T C T A T T C T G T CCA A A A A A AGGGGGGA A T GGGCA T T T GC T TGA ACCAG T T T CCA A A T A A  131350
A A A AGA A A A A T A A A ACG T T T TG T C T A T T C T G T CCA A A A A A AGGGGGGA A T GGGCA T T T GC T TGA ACCAG T T T CCA A A T A A  131698
CA A A - - - - - - T A A A ACGCGT T A T T T A T T C T G T CCA A A A A A AGAGGGGA A T GGGCA T T T GC T TGA AC T AG T T CCCA A A T T A  132687

CGG T T T T ACG T C T T T GT GCG CGCA T GGA AC C T T T GA T T A T A T C T CGA CGA A A A T CCGA T T T T T GCA CA T A A CGT AGCA A A  131656

135.460 135.480 135.500 135.520

CGG T T T T ACG T C T T T GT GCG CGCA T GGA AC C T T T GA T T A T A T C T CGCCGA A A A T CCGA T T T T T GCA CA T A A CGT AGCA A A  130690
CGG T T T T ACG T C T T T GT GCG CGCA T GGA AC C T T T GA T T A T A T C T CGA CGA A A A T CCGA T T T T T GCA CA T A A CGT AGCA A A  131430
CGG T T T T A T T T C T T T GT GCG CGCA T GGA AC C T T T GA T T A T A T C T CGA CGA A A A T CCGA T T T T T GCA CA T A A CGT AGCA A A  131778
CGG T T T T ACG T C T T T GT GCG CGCA T GGA AC C T T T GA T T A T A CC T CGA CGA A A A T CCGA T T G T T CCGGA T A A CGT CGCA A A  132767
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G T AG T C T CC T CCAC T TGAGC A AGA T T A T T A G T A T AG T T T G T A T T AGGA T A AG T AGGA A A A T T T GGC T T CG T A T CAGT A A A  131736

135.540 135.560 135.580 135.600

G T AG T C T CC T C T AC T TGAGC A AGA T T A T T A G T A T AG T T T G T A T T AGGA T A AG T AGGA A A A T T T GGC T T CG T A T CAGT A A A  130770
G T AG T C T CC T CCAC T TGA T C A AGA T T A T T A G T A T AG T T T G T A T T AGGA T A AG T AGGGA A A T T T GGC T T CG T A T CAGT A A A  131510
G T AG T C T CC T CCAC T TGA T C A AGA T T A T T A G T A T AG T T T G T A T T AGGA T A AG T AGGGA A A T T T GGC T T CG T A T CAGT A A A  131858
C T CACC T CC T CCAC T TGA T C AC - - - - - - - - - T AGA T T TGG T A T T AGT A T A A A T AGGGA A A A T T GACCC T T T C T CAGT A A A  132838

A AGCA T T AGA CG T T T GGC T T T T CGT GA A CG A A T T GCA TG T T C T T C TGG T A CA CGT CC T T C G TG T T C T GT C T CC T C T T G T T  131816

135.620 135.640 135.660 135.680

A AGCA T T AGA CG T T T GGC T T T T CGT GA A CG A A T T GCA TG T T CC T C TGG T A CA CGT CC T T C G TG T T C T GT C T CC T C T T G T T  130850
A AGCA T T AGA CG T T T GGC T T T T CGT GA A CG A A T T GCA TG T T CC T C TGG T A CA CGT CC T T C G TG T T C T GT C T CC T C T T G T T  131590
A AGCA T T AGA CG T T T GGC T T T T CGT GA A CG A A T T GCA TG T T C T T C TGG T A CA CGT CC T T C G TG T T C T GT C T CC T C T T G T T  131938
A AGCA T T AGA CG T T T GCA T T T T CGT GCA CG A A T T T CA T A C T CC T CCGG T A CA CGT CCGGA G T A T A T CA T A T T C T C T T G T T  132918

C T A A A T T A T C GA T T A A T T TG T A T GA CCA CC GGGGA A C T T T T T T A C T A A T T T C T T T T T T T A T T C T A A T CGA T T T T T T T C T A  131896

135.700 135.720 135.740 135.760

C T A A A T T A T C GA T T A A T T TG T A T GA CCA CC T GGGA A C T A T T T T A C T A A T T T C T T T T T T T A T T C T A A T CGA T T T T T T T C T A  130930
C T A A AC T A T C GA T T A A T T TG T A T GA CC T CC GGGGA A C T T T T T T A C T A A T T T C T T T T T T T A T T C T A A T CGA T T T T T T T C T A  131670
C T A A AC T A T C GA T T A A T T TG T A T GA CCA CC GGGGA A C T T T T T T A C T A A T T T C T T T T T T T A T T C T A A T CGA T T T T T T T C T A  132018
C T A A A T T A T C GA T T A A T T TG T A T GA CCA CC GGGA A A C T T T T T T A C T A A T T T C T T T T - - - A T T CCA A T TGA T T T T T T T C T A  132995

A T T A T T T GA T T G T T GGGA T C GG T T A T A A C T GCA T CGA A T A A A A A T T T T A A A A T TG T GA T T CGG T T T T C T G A A T CA A T T TG  131976

135.780 135.800 135.820 135.840

A T T A T T T GA T T G T T GGGA T C GG T T A T A A C T GCA T CGA A T A A A A A T T T T A A A A T TG T GA T T CGG T T T T C T G A A T CA A T T TG  131010
A T T A T T T GA T T G T T GGGA T C GG T T A T A A C T GCA T CGA A T A A A A A T T T T A A A A T TG T GA T T CGG T T T T C T G A A T CA A T T TG  131750
A T T A T T T GA T T G T T GGGA T C GG T T A T A A C T GCA T CGA A T A A A A A T T T T A A A A T TG T GA T T CGG T T T T C T G A A T CA A T T T C  132098
A T T C T T T GA T T G T T GGGA T C GG T T A T A A C T GCA T CGA A T A A A A A T T T T A A A A T TGGGA T T CGG T T T T C T G A A T CA A T T TG  133075

C T C T CG T T T G T G T T C TGGA A A T A A AGACCG GGC T T T T T C T G T TGA A A A TG A T T T T CGA T T CA A T C T G T C T A T TG T C T G T T  132056

135.860 135.880 135.900 135.920

C T C T CG T T T G T G T T C TGGA A A T A A AGAC T G GGC T T T T T C T G T TGA A A A TG A T T T T CGA T T CA A T C T G T C T A T TG T C T G T T  131090
C T C T CG T T T G T G T T T TGGA A A T A A AGACCG GGC T T T T T C T C T TGA A A A TG A T T T T CGA T T CA A T C T G T C T A T TG T C T G T T  131830
C T C T CG T T T G T G T T T TGGA A A T A A AGACCG GGC T T T T T C T C T TGA A A A TG A T T T T CGA T T CA A T C T G T C T A T TG T C T G T T  132178
C T T T CG T T T G T G T T T TGGA A A T A A AGACCG GAC T T T T T C T G T TGA A A A TG A T T T T T GA T T A A A T C T G T C T A T CG T C T G T T  133155

CA A A T T C T T G A A A A T CA T T A A T A ACA AG T A GACCGT GA A T C T T A T T T A T C CA AC T T GT T C C T C T C T T A T T T T T T A T A T A A  132136

135.940 135.960 135.980 136.000

CA A A T T C T T G A A A A T CA T T A A T A ACA AG T A GACCGT GA A T C T T A T T T A T C CA AC T T GT T C C T C T T T T A T T T T T T A T A T A A  131170
CA A A T T C T T G A A A A T CA T T A A T A ACA A A T A GACCGT GA A T C T T A T T T A T C CA AC T T GT T C C T C T C T T A T T T T T T A T A T A A  131910
CA A A T T C T T G A A A A T CA T T A A T A ACA AG T A GACCGT GA A T C T T A T T T A T C CA AC T T GT T C C T C T C T T A T T T T T T A T A T A A  132258
CA A A T T C T T G A T A A T CA T T A GT A AGGAG T A GAC T GT GA A T C T T A T T T A T C CA AC T CGT T C T T A T C T T A T T T T TGA T A T A A  133235

G T T T T A T T T A GGA T T GCGGG TGA A A A T A A T T T T T TGA T T C T T C - - - - - - - - - - - - - - - - - - CA CGA T A AG G T CCA T A CAC  132198

136.020 136.040 136.060 136.080

G T T T T A T T T A GGA T T T CGGG GGA A A A T A A T T T T T TGA T T C T T C - - - - - - - - - - - - - - - - - - CA CGAGA AG G T CCA T A CAC  131232
G T T T T A T T T A GGA T T GCGGG T A A A A A T A A T T T T T TGA T T C T T C - - - - - - - - - - - - - - - - - - CA CGA T A AG G T CCA T A CAC  131972
G T T T T A T T T A GGA T T GCGGG T A A A A A T A A T T T T T TGA T T C T T C - - - - - - - - - - - - - - - - - - CA CGA T A AG G T CCA T A CAC  132320
G T T T CA T T T A GGA T T ACAGT TGA A A A T A A T T T T T TGA T T C T T C T ACGA T T T T T GA T T CG T CCA CGA T A AG G T CCA T A CA A  133315

A A A AGGA T CA T A T A T T T T AG GT A AG T A T T C T T T T T T AGT C T T ACCA T T AC ACA A T CGAG T CC T T T T T T CG AG T A CA T CCA  132278

136.100 136.120 136.140 136.160

GA A AGGA T CA T A T A T T T T AG GT A AG T A T T C T T T T T T AGT C T T ACCA T T AC ACA A T CGAG T CC T T T T T T CG AG T A CA T CCA  131312
GA A AGGA T CA T A T A T T T T AG GT A AG T A T T C T T T T T T AGT C T T ACCA T T AC ACA A T CGAG T CC T T T T T T CG AG T A CA T CCA  132052
GA A AGGA T CA T A T A T T T T AG GT A AG T A T T C T T T T T T AGT C T T ACCA T T AC ACA A T CGAG T CC T T T T T T CG AG T A CA T CCA  132400
GA A CGGA T CA T A T A T T T T AG GT A AG T A T T T G T T T T T AGT C T T ACCAG T AC ACA A T T GAG T CC T T T T T T CG AG T A CA T CCA  133395

GA A A A AGA T A T CC T T T A T C T A A A AC T T C T A T T C T A T T T C T A A AC T CC T TG GT GA AG T T G T T T T T T T T T T G T T CA T TGG TG  132358

136.180 136.200 136.220 136.240

T A A A A AGA T A T CC T T T A T C T A A A AC T T C T A T T C T A T T T C T A A AC T CC T TG GT GA AG T T G T T T T T T T T T T T T T CA T TGG TG  131392
GA A A A AGA T A T CC T T T A T C T A A A AC T T CGA T T C T A T T T C T A A AC T CC T TG GT GA AG T T G T T T T T T T T T T T T T CA T TGG TG  132132
GA A A A AGA T A T CC T T T A T C T A A A AC T T C T A T T C T A T T T C T A A AC T CC T TG GT GA AG T T G T T T T T T T T T T G T T CA T TGG TG  132480
GA A A A AGAGA T CC T T T A T C T A A A A T T T C T A T T C T A T T T A T A A A T T CC T TG GT T A AG T T A T T T T T T T T T T G T T CA T TGG TG  133475

T A A T T CCA A T GA T T A T A CA A T T CA T CAGAG GC T CC T AGT T T T T C T GT T GT GA A A A A AGAC A T T T T T T T T T G T A T CA T T T C  132438

136.260 136.280 136.300 136.320

T A A T T CCA A T A A T T A T A CA A T T CA T CAGAG GC T GC T AGT T T T T C T GT T GT GA A A A A AGGC A T T T T T T T T T G T A T CA T T T C  131472
T A A T T CCA A C GA T T A T A CA A T T CA T CAGAG GC T GC T AGT T T T T C T GT T GT GA A A A A AGAC A T T T T T T T T T G T A T CA T T T C  132212
T A A T T CCA A C GA T T A T A CA A T T CA T CAGAG GA T GC T AGT T T T T C T GT T GT GA A A A A AGAC A T T T T T T T T T G T A T CA T T T C  132560
T A A T T CCA A T GA T T A T A CA A T T T A T T A A A A AC T T C T T CC T T T T C T GT T GT GA A A A A AGAC A T T T T T T T T T GGA T CA T T T C  133555

CA A A A A AGT T GCCA A AC T GG CCGGA T ACG T A A A AGAGA T C C T T T C T T T T C CA T CA C T T T G ACA T GA AGA A A A A A A A T AGT  132518

136.340 136.360 136.380 136.400

CA A A A A AGT T GACA A AC T GG C T GGA T ACG T A A A A A AGA T C C T T T C T T T T C CA T CA C T T T G ACA T GGAGA A A A A A A A T AGT  131552
CA A A A A AGT T GACA A AC T AG CCGGA T ACG T A A A AGAGACC C T T T CC T T T C CA T CA C T T T T ACA T GGAGA A A A A A A A T AGT  132292
CA A A A A AGT T GACA A AC T AG CCGGA T ACG T A A A AGAGACC C T T T CC T T T C CA T CA C T T T T ACA T GGAGA A A A A A A A T AGT  132640
CA A A A A AGT T GCCA A AC T GG A T GGA T ACG T A A A AGAGA T C C T T T CGT T T C CA T CA C T T CG ACA T GT A T A A A A A A A A T AGT  133635

G TGACA T T T C A T T T C T T ACA GCA T T T T CA A A T CGA T T A T T T T T T T T A T A T CGA AC T GGAC GA T T CCA T CG T T T A T AG T CG  132598

136.420 136.440 136.460 136.480

G TGACA T T T C A T T T C T T ACA GCA T T T T CA A A T CGA T T A T T T T T T T T A T A T CGA AC T GGAC GA T T CCA T CG T T T A T AG T CG  131632
G TGACA T T T C A T T T C T T ACA GCA T T C T CA A A T CGA T T A T T T T T T T T A T A T CGA AC T GGAC GA T T CCA T CG T T T A T AG T CG  132372
G TGACA T T T C A T T CC T T ACA GCA T T C T CA A A T CGA T T A T T T T T T T T A T A T CGA AC T GGAC GA T T CCA T CG T T T A T AG T CG  132720
G TGACA T T T C A T T T CGT ACA GT A T T T T CA A A T CGA T T A T T T T T T T T A T A T CGA A A T GGAC GA T T CCA T CG T CGA T AG T CG  133715

A A A AGA AGAG T CACA AGAGG T T T T T CA A AC CA T A A T G T A T A AGT T GC T C T T T T T T C T T T A A A T A T T T C T A A T T T CGA A T T  132678

136.500 136.520 136.540 136.560

A A A AGA AGAG T CACA AGAGG T T T T T CA A AC - - - A A T G T A T A AGT T GC T T T T T T T T C T T T A A A T A T T T C T A A T T T CGA A T T  131709
A A A AGA AGA A T CACA AGAGG T T T T T CA A CC CA T A A T G T A T A AGT T GC T C T T T T T T C T T T A T A T A T T T CGA A T T T CGA A T T  132452
A A A AGA AGA A T CACA AGAGG T T T T T CA A CC CA T A A T G T A T A AGT T GC T C T T T T T T C T T T A A A T A T T T C T A A T T T CGA A T T  132800
A A A AGA AGAG T CACA AGAGG T T T T T CA A AC CA T A A T A A AG A T TG T GC T T T T T T T T C T T CA AC T T T T T T T C T T T T T GA A T T  133795

T T C T TGA T T T CCA T CCAGA T A AGA AG T T T C T GA A AC T GGG C T A T T T T T A T CGCA T G T C T C T T T A A AG TGA A AGT GGA A T T  132758

136.580 136.600 136.620 136.640

T T C T TGA T T C CCA T CCAGA T A AGA AG T T T C T GA A AC T GGG C T A T T T T T A T CGCA T G T C T C T T T A A AG TGA A AGT GGA A T T  131789
T T C T TGA T T C CCA T CCAGA T A AGA AG T T T C T GA A AC T GGG C T A T T T T T A T CGCA T G T C T C T T T A A AG TG - - - - - - GA A T T  132526
T T C T TGA T T C CCA T CCAGA T A AGA AG T T T C T GA A AC T GGG C T A T T T T T A T CGCA T G T C T C T T T A A AG TGA A AGT G T A A T T  132880
T T C T TGA T T C CCA T CCAGA T A AGA AG T T GA AGA A AC T GGG C T A T T T T T A T CA CA T G T C T C T T T A A AGAGA A AGT GGA A T T  133875
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CA T GC T T TG T T T T T T T T T T T T CC T T T CCA T T CA C T CGGA T C T C T T CCG T T T CC T CGA T T T T GT CCGGA T C C T CC T T T T C T  132838

136.660 136.680 136.700 136.720

CA T GC T T TG T T T T T T T T T T T T CC T T T CCA T T CA C T CGGA T C T C T T CCG T T T CC T CGA T T T T GT CCGGA T C C T CC T T T T C T  131869
CA T GC T T TG T T T T T T T T T T T T CC T T T CCA T T CA C T CGGA T C T C T T CCG T T T CC T CGA T T T T GT CCGGA T C C T CC T T T T C T  132606
CA T GC T T TG T T T T T T T T T T T T CC T T T CCA T T CA C T CGGA T C T C T T CCG T T T CC T CGA T T T T GT CCGGA T C C T CC T T T T C T  132960
CA T GC T T TG T T T T T - - - - - - - - - - - - CCA T T CA C T CCGA T C T C T T CCG T T T CC T CGA T T T T GT CCGGA T C C T CC T T T T C T  133943

T CCGA A A A A A GGGA AGGAGA AGGA T C T T C T T CGG TGGA T A CC T C T T - - - - - - G T T CC T G T T T AG T CCCCC T CC T T T CGA A  132912

136.740 136.760 136.780 136.800

T CCGA A A A A A GGGA AGGAGA AGGA T C T T C T T CGG TGGA T A CC T C T T - - - - - - G T T CC T G T T T AG T CCCCC T CC T T T CGA A  131943
T CCGA A A A A A GGGA AGGAGA AGGA T C T T C T T CGG TGGA T A CC T C T T - - - - - - G T T CC T G T T T AG T CCCCC T CC T T T CGA A  132680
T CCGA A A A A A GGGA AGGAGA AGGA T C T T C T T CGG TGGA T A CC T C T T - - - - - - G T T CC T G T T T AG T CCCCC T CC T T T CGA A  133034
T CCGA A A A A A GGGA AGGAGA AGGA T C T T C T T CGG TGGA T A CC T C T T CC T C T T G T T CC T G T T T AG T CCCCC T CC T T T CGA A  134023

AGT T GT T T C T A T T T C T A CA T C T G T T T C T T C C T CCGT T T C T GAGG T T T C T T T CA A T T T C T T AGT A A A A A T G GG TGACGG T A  132992

136.820 136.840 136.860 136.880

AGT T GT T T C T A T T T C T A CA T C T G T T T C T T C C T CCGT T T C T GAGG T T T C T T T CA A T T T C T T AGT A A A A A T G GG TGACGG T A  132023
AGT T GT T T C T A T T T C T A CA T C T C T T T C T T C C T CCGT T T C T GAGG T T T C T T T CA A T T T C T T AGT A A A A A T G GG TGACGG T A  132760
AGT T GT T T C T A T T T C T A CA T C T G T T T C T T C C T CCGT T T C T GAGG T T T C T T T CA A T T T C T T AGT A A A A A T G GG TGACGG T A  133114
AGT T GT T T C T A T T T C T A CA T C T G T T T C T T C C T CCGT T T C T GAGG T T T C T T T CA A T T T C T T AGT A A A A A T G GG TGA TGGCA  134103

T T C T GCC T A A A T AG T AGA T A CAGGT A A T A A A T A AGAGA A T A C T A A AGA T T CGA ACCA T AG A A T T T C T CA A G T C T GACACA  133072

136.900 136.920 136.940 136.960

T T C T GCC T A A A T AG T AGA T A CAGGT A A T A A A T A AGAGA A T A C T A A AGA T T CGA ACCA T AG A A T T T C T CA A G T C T GACACA  132103
T T C T GCC T A A A T AG T AGA T A CAGGT A A T A A A T A AGAGA A T A C T A A AGA T T CGA ACCA T AG A A T T T C T CA A G T C T GACACA  132840
T T C T GCC T A A A T AG T AGA T A CAGGT A A T A A A T A AGAGA A T A C T A A AGA T T CGA ACCA T AG A A T T T C T CA A G T C T GACACA  133194
T T C T GCC T A A A T AG T AGA T A CA A A T A A T A A A T A AGAGA A T A C T A A AGC T T CGAGC T A T AG A A T T T C T CA A T T C T GACACA  134183

AGCACA AGG T A C T T A T T A A A T CGA A T A AG T ACA T T AGACC T A A T AGA C - - - - - - - - - T T C T T T T GC T GT A T CCA A AC T A A  133143

136.980 137.000 137.020 137.040

AGCACA AGG T A C T T A T T A A A T CGA A T A AG T ACA T T AGACC T A A T AGA C - - - - - - - - - T T C T T T T GC T GT A T CCA A AC T A A  132174
AGCACA AGG T A C T T A T T A A A T CGA A T A AG T ACA T T AGACC T A A T AGA C - - - - - - - - - T T C T T T T GC T GT A T CCA A AC T A A  132911
AGCACA AGG T A C T T A T T A A A T CGA A T A AG T ACA T T AGACC T A A T AGA C - - - - - - - - - T T C T T T T GC T GT A T CCA A AC T A A  133265
AGCACA A AG T A C T T A T T A A A T CGA A T A AG T ACA T T AGACC T A T T AGA CC T A A T AGA A T T C T T T T GC T GT A T CCA A AC T A A  134263

T ACCA A T CCA A CCCA T T T CA TGA A T A A A A T G TGACCA A T T A ACCA ACCA A CA A A A C T A C T T GT T ACA A A T A ACA T C T T GT  133223

137.060 137.080 137.100 137.120

T ACCA A T CCA A CCCA T T T CA TGA A T A A A A T G TGACCA A T T A ACCA ACCA A CA A A A C T A C T T GT T ACA A A T A ACA T C T T GT  132254
T ACCA A T CCA A CCCA T T T CA TGA A T A A A A T G TGACCA A T T A ACCA ACCA A CA A A A C T A C T T GT T ACA A A T A ACA T C T T GT  132991
T ACCA A T CCA A CCCA T T T CA TGA A T A A A A T G TGACCA A T T A ACCA ACCA A CA A A A C T A C T T GT T ACA A A T A ACA T C T T GT  133345
T ACCA A T CCA A CCCA T T T CA TGA A T A A A A T G TGACCA A T T A ACCA ACCA A CA A A A C T A C T T GT T ACA A A T A ACA T C T T GT  134343

T GT T GCA T CG A A ACA T A T A A A T G T T GAC T A A T C T GGC T A A CA T T GA A C T T GG T A A A A T GA A A T GGT T GA A T A A T T GA A A A  133303

137.140 137.160 137.180 137.200

T GT T GCA T CG A A ACA T A T A A A T G T T GAC T A A T C T GGC T A A CA T T GA A C T T GG T A A A A T GA A A T GGT T GA A T A A T T GA A A A  132334
T GT T GCA T CG A A ACA T A T A A A T G T T GAC T A A T C T GGC T A A CA T T GA A C T T GG T A A A A T GA A A T GGT T GA A T A A T T GA A A A  133071
T GT T GCA T CG A A ACA T A T A A A T G T T GAC T A A T C T GGC T A A CA T T GA A C T T GG T A A A A T GA A A T GGT T GA A T A A T T GA A A A  133425
T GT T GCA T CG A A ACA T A T A A A T G T T GAC T A A T C T GGC T A A CA T T GA A C T T GG T A A A A T GA A A T AGT T GA A T A A T T GA A A A  134423

A TGAGA T T A T T CAGGA A T AC ACA T T GA A T G C T A AGA T T A C GCA T T GA A T T T C T GG T AG T A GA T CCA T A A T CA A A A A AG TG  133383

137.220 137.240 137.260 137.280

A TGAGA T T A T T CAGGA A T AC ACA T T GA A T G C T A AGA T T A C GCA T T GA A T T T C T GG T AG T A GA T CCA T A A T CA A A A A AG TG  132414
A TGAGA T T A T T CAGGA A T AC ACA T T GA A T G C T A AGA T T A C GCA T T GA A T T T C T GG T AG T A GA T CCA T A A T CA A A A A AG TG  133151
A TGAGA T T A T T CAGGA A T AC ACA T T GA A T G C T A AGA T T A C GCA T T GA A T T T C T GG T AG T A GA T CCA T A A T CA A A A A AG TG  133505
A TGAGA T T A T T CAGGA A T AC ACA T T GA A T G C T A AGA T T A C GCA T T GA A T T T C T GG T AG T A GA T CCA T A A T CA ACA A AG TG  134503

T T T G TGA T T G T T CCAGA AGA AC T GA A ACA A A AGA T A CGG T AGAGC T AGGA CAG T T A T T G T A TGAGG T C T A CCCA A TGC T A  133463

137.300 137.320 137.340 137.360

T T T G TGA T T G T T CCAGA AGA AC T GA A ACA A A AGA T A CGG T AGAGC T AGGA CAG T T A T T G T A TGAGG T C T A CCCA A TGC T A  132494
T T T G TGA T T G T T CCAGA AGA AC T GA A ACA A A AGA T A CGG T AGAGC T AGGA CAG T T A T T G T A TGAGG T C T A CCCA A TGC T A  133231
T T T G TGA T T G T T CCAGA AGA AC T GA A ACA A A AGA T A CGG T AGAGC T AGGA CAG T T A T T G T A TGAGG T C T A CCCA A TGC T A  133585
G T T G TGA T T G T T CCAGA AGA A A T GA A ACA A A AGA T A CGG T AGAGC T AGGA CAG T T A TGG T A TGAGG T C T A CCCA A TGC T A  134583

GA T GCAGAGG CGCA T A A T AG A T CGA T A T GA A T A T CA T GAG C T GT CCCGCA A T A A A ACC T G T TG T TGC TGA T ACC T T C T T C  133543

137.380 137.400 137.420 137.440

GA T GCAGAGG CGCA T A A T AG A T CGA T A T GA ACA T CA T GAG C T GT CCCGCA A T A A A ACC T G T TG T TGC TGA T ACC T T C T T C  132574
GA T GCAGAGG CGCA T A A T AG A T CGA T A T GA ACA T CA T GAG C T GT CCCGCA A T A A A ACC T G T TG T TGC TGA T ACC T T C T T C  133311
GA T GCAGAGG CGCA T A A T AG A T CGA T A T GA ACA T CA T GAG C T GT CCCGCA A T A A A ACC T G T TG T TGC TGA T ACC T T C T T C  133665
GA T GCAGAGG CGCA T A A T AG A T CGA T A T GA ACA T CA T GAG C T GT CCCGCA A T A A A ACCAG T TG T TGC TGA T ACC T T C T T C  134663

T CGG T T CC T T C T T C T CC T T C T T CCA T A A CC CGAGC T CGGA GA AGGA AGAG A T A AGAGGGC CC T A TGGAGA A T GT GGT CAG  133623

137.460 137.480 137.500 137.520

T CGG T T CC T T C T T C - - - - - - - - - CA T A A CC CGAGC T CGGA GA AGGA AGAG A T A AGAGGGC CC T A TGGAGA A T GT GGT CAG  132645
T CGG T T CC T T C T T C T CC T T C T T CCA T A A CC CGAGC T CGGA GA AGGA AGAG A T A AGAGGGC CC T A TGGAGA A T GT GGT CA T  133391
T CGG T T CC T T C T T C T CC T T C T T CCA T A A CC CGAGC T CGGA GA AGGA AGAG A T A AGAGGGC CC T A TGGAGA A T GT GGT CA T  133745
T CGG T T CC T T C T T C T CC T T C T T CCA T A A CC CGAGC T T GGA GA AG T A AGAG A T A AGAGGGC CC T A TGGAGA A T GT GGT CAG  134743

A A A T CCA T A A T AGAG T CCGA CCACA ACGAC CGA A T T GA T T A T C T T CA T GC A T A AGGA T AC T AGA T T ACC T AG T A T A A A AG  133703

137.540 137.560 137.580 137.600

A A A T CCA T A A T AGAG T CCGA CCACA ACGAC CGA A T T GA T T A T C T T CA T GC A T A AGGA T AC T AGA T T ACC T AG T A T A A A AG  132725
A A A T CCA T A A T AGAG T CCGA CCACA ACGAC CGA A T T GA T T A T C T T CA T GC A T A AGGA T AC T AGA T T ACC T AG T A T A A A AG  133471
A A A T CCA T A A T AGAG T CCGA CCACA ACGAC CGA A T T GA T T A T C T T CA T GC A T A AGGA T AC T AGA T T ACC T AG T A T A A A AG  133825
A A A T CCA T A A T AGAG T CCGA CCACA ACGAC CGA A T T GA T T A T C T T CA T GC A T A AGGA T AC T AGA T T ACC T AG T A T A A A AG  134823

A T T GA A A A A T CA T CACA A AC C T CCC T T T T T T C T T T T C T A T T T CA A T T T C T GGA T T A T T A T A TGA TGA T T T T T T A AC T T T -   133782

137.620 137.640 137.660 137.680

A T T GA A A A A T CA T CACA A AC C T CCC T T T T T T C T T T T C T A T T T CA A T T T C T GGA T T A T T A T A TGA TGA T T T T T T A AC T T T -   132804
A T T GA A A A A T CA T CACA A AC C T CCC T T T T T T C T T T T C T A T T T CA A T T T C T GGA T T A T T A T A TGA TGA T T T T T GA AC T T T T  133551
A T T GA A A A A T CA T CACA A AC C T CCC T T T T T T C T T T T C T A T T T CA A T T T C T GGA T T A T T A T A TGA TGA T T T T T GA AC T T T -   133904
A T T GA A A A A T CA T CACA A AC C T CCC T T T T T T C T T T T C T A T T T CA A T T T C T GGA T T A T T A T A TGA TGA T T T T T T A AC T T T T  134903

- - - - - - - - - - - - - - - - - CCA T A T A T AGA A A T AGA A A CAGA T AGA C T AGA A ACGACA T C T C T T A T GT CA A T T C T T A TG T CA  133845

137.700 137.720 137.740 137.760

- - - - - - - - - - - - - - - - - CCA T A T A T AGA A A T AGA A A CAGA T AGA C T AGA A ACGACA T C T C T T A T GT CA A T T C T T A TG T CA  132867
GA T GA T T T T T GA AC T T T CCA T A T A T AGA A A T AGA A A CAGA T AGA C T AGA A ACGACA T C T C T T A T GT CA A T T C T T A TG T CA  133631
- - - - - - - - - - - - - - - - - CCA T A T A T AGA A A T AGA A A CAGA T AGA C T AGA A ACGACA T C T C T T A T GT CA A T T C T T A TG T CA  133967
GA T GA T T T T T T A AC T T T CCA T A T A T AGA A A T AGA A A CAGA T AGA C T AGA A ACGACA T C T C T T A T GT CA A T T C T T A TG T CA  134983
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A TGACA CCA A AGGGA T A T T A A A T A A A TGGA A T T GGGA T A T GGA T GGA A T A T A A TGA A A T A GAGCCA C T T T GAGG T T CCC T  133925

137.780 137.800 137.820 137.840

A TGACA CCA A AGGGA T A T T A A A T A A A TGGA A T T GGGA T A T GGA T GGA A T A T A A TGA A A T A GAGCCA C T T T GAGG T T CCC T  132947
A TGACA CCA A AGGGA T A T T A A A T A A A TGGA A T T GGGA T A T GGA T GGA A T A T A A TGA A A T A GAGCCA C T T T GAGG T T CCC T  133711
A TGACA CCA A AGGGA T A T T A A A T A A A TGGA A T T GGGA T A T GGA T GGA A T A T A A TGA A A T A GAGCCA C T T T GAGG T T CCC T  134047
A TGACA CCA A AGAGA T A T T A A A T A A A TGGA A T T GGGA T A T GGA T GGA A T A T A A TGA A A T A GAGCCA C T T T GAGG T T CCC T  135063

A TGA A A CGAG GCA T GGA ACG GAGCCAC T AC GA AGA AG T T C CGGGAGT T AC GA AGGA A A C T T CGAGT T CA T A T TGG T CA TG  134005

137.860 137.880 137.900 137.920

A TGA A A CGAG GCA T GGA ACG GAGCCAC T AC GA AGA AG T T C CGGGAGT T AC GA AGGA A A C T T CGAGT T CA T A T TGG T CA TG  133027
A TGA A A CGAG GCA T GGA ACG GAGCCAC T AC GA AGA AG T T C CGGGGGT T AC GA AGGA A A C T T CGAGT T CA T A T TGG T CA TG  133791
A TGA A A CGAG GCA T GGA ACG GAGCCAC T AC GA AGA AG T T C CGGGGGT T AC GA AGGA A A C T T CGAGT T CA T A T TGG T CA TG  134127
A TGA A AGGAG GCA T GGA ACG GAG T CAC T AC GA AGA AG T T C CGGGAGT T AC GA AGGA A A C T T CGAGT T CA T A T TGG T CA TG  135143

GGT T GAGA A C GGGA A T T GA A C T C T A T GAGA GAGA A T C T CC CGCAG T T CC T CAG T AGC T CA G TGG T AGAGC GG T CGGC T GT  134085

137.940 137.960 137.980 138.000

GGT T GAGA A C GGGA A T T GA A C T C T A T GAGA GAGA A T C T CC CGCAG T T CC T CAG T AGC T CA G TGG T AGAGC GG T CGGC T GT  133107
GGT T GAGA A C GGGA A T T GA A C T C T A T GAGA GAGA A T C T CC CGCAG T T CC T CAG T AGC T CA G TGG T AGAGC GG T CGGC T GT  133871
GGT T GAGA A C GGGA A T T GA A C T C T A T GAGA GAGA A T C T CC CGCAG T T CC T CAG T AGC T CA G TGG T AGAGC GG T CGGC T GT  134207
GGT T GAGA A C GGGA A T T GA A C T C T A T GAGA GAGA A T C T CC CGCAG T T CC T CAG T AGC T CA G TGG T AGAGC GG T CGGC T GT  135223

T A A C TGAC T G G T CG T AGG T T CGA A T CC T AC T TGGGGAGA T T T GA T T CA T T CCGA A T T A A A GA A T T CAGA A T G T CAGA A T T  134165

138.020 138.040 138.060 138.080

T A A C TGAC T G G T CG T AGG T T CGA A T CC T AC T TGGGGAGA T T T GA T T CA T T CCGA A T T A A A GA A T T CAGA A T G - - - - - - - -   133179
T A A C TGAC T G G T CG T AGG T T CGA A T CC T AC T TGGGGAGA T T T GA T T CA T T CCGA A T T A A A GA A T T CAGA A T G T CAGA A TG  133951
T A A C TGAC T G G T CG T AGG T T CGA A T CC T AC T TGGGGAGA T T T GA T T CA T T CCGA A T T A A A GA A T T CAGA A T G T CAGA A TG  134287
T A A C TGAC T G G T CG T AGG T T CGA A T CC T AC T TGGGGAGA T T T GA T T CA T T CCGA A T T A A A GA A T T CAGA A T G - - - - - - - -   135295

A A AGGG T T CG C T T T GACCGT T A A A AG T AGG T A A CCCG T T C CC TG T GT C T T TG T T T C T A T T GCA T T C T A T C T CA T CGT A T C  134245

138.100 138.120 138.140 138.160

A A AGGG T T CG C T T T GACCGT T A A A AG T AGG T A A CCCG T T C CC TG T GT C T T TG T T T C T A T T GCA T T C T A T C T CA T CGT A T C  133259
A A AGGG T T CG C T T T GACCGT T A A A AG T AGG T A A CCCG T T C CC TG T GT C T T TG T T T C T A T T GCA T T C T A T C T CA T CGT A T C  134031
A A AGGG T T CG C T T T GACCGT T A A A AG T AGG T A A CCCG T T C CC TG T GT C T T TG T T T C T A T T GCA T T C T A T C T CA T CGT A T C  134367
A A AGGG T T CG C T T T GACCGT T A A A AG T AGG T A A T CCG T T C CC TG T GT C T T TG T T T C T A T T GCA T T C T A T C T CA T CGT A T C  135375

ACA T T C T GT T C T GCGA T A T T TGAGA A T CAC CGT CA A T ACC T CGGCGT AGG T CCGGGA T A A T CC T T T G T T C CA T AG T CC TG  134325

138.180 138.200 138.220 138.240

ACA T T C T GT T C T GCGA T A T T TGAGA A T CAC CGT CA A T ACC T CGGCGT AGG T CCGGGA T A A T CC T T T G T T C CA T AG T CC TG  133339
ACA T T C T GT T C T GCGA T A T T TGAGA A T CAC CGT CA A T ACC T CGGCGT AGG T CCGGGA T A A T CC T T T G T T C CA T AG T CC TG  134111
ACA T T C T GT T C T GCGA T A T T TGAGA A T CAC CGT CA A T ACC T CGGCGT AGG T CCGGGA T A A T CC T T T G T T C CA T AG T CC TG  134447
ACA T T C T GT T C T GCGA T A T T TGAGA A T CAC CGT CA A T ACC T CGGCGT AGG T CCGGGA T A A T CC T T T G T T C CA T AG T CC TG  135455

GGGC T A T T T A CA A T T AGCCA A T T A AGA A T T C T CAGA T GT A C T AG T AC T AG CA AGT GCA T C A A AGA T GCAG T CA T CGA T T C  134405

138.260 138.280 138.300 138.320

GGGC T A T T T A CA A T T AGCCA A T T A AGA A T T C T CAGA T GT A C T AG T AC T AG CA AGT GCA T C A A AGA T GCAG T CA T CGA T T C  133419
GGGC T A T T T A CA A T T AGCCA A T T A AGA A T T C T CAGA T GT A C T AG T AC T AG CA AGT GCA T C A A AGA T GCAG T CA T CGA T T C  134191
GGGC T A T T T A CA A T T AGCCA A T T A AGA A T T C T CAGA T GT A C T AG T AC T AG CA AGT GCA T C A A AGA T GCAG T CA T CGA T T C  134527
GGGC T A T T T A CA A T T AGCCA A T T A AGA A T T C T CAGA T GT A C T AG T AC T AG CA AGT GCA T C A A AGA T GCAG T CA T CGA T T C  135535

T CCCGAGAGG CCACA A T T AC CGCGGGCA A A CA T A T T A A T G A CGAGGA ACG CA T T T T TGC T A TGC T A C T A A T AC T T GC T C T  134485

138.340 138.360 138.380 138.400

T CCCGAGAGG CCACA A T T AC CGCGGGCA A A CA T A T T A A T G A CGAGGA ACG CA T T T T TGC T A TGC T A C T A A T AC T T GC T C T  133499
T CCCGAGAGG CCACA A T T AC CGCGGGCA A A CA T A T T A A T G A CGAGGA ACG CA T T T T T T C T A TGC T A C T A A T AC T T GC T C T  134271
T CCCGAGAGG CCACA A T T AC CGCGGGCA A A CA T A T T A A T G A CGAGGA ACG CA T T T T TGC T A TGC T A C T A A T AC T T GC T C T  134607
T CCCGAGAGG CCACA A T T AC CGCGAGCA A A CA T A T T A A T G A CGAGGA ACG CA T T T T TGC T A TGC T A C T A A T AC T T GC T C T  135615

CC T A T T C TGC CCA AGCC T GG CCGAGGA AGA G T T ACGGGGC G T A A A ACA A A A A A A A A T A T G CCGA T T CGCG T CGGGA A T AC  134565

138.420 138.440 138.460 138.480

CC T A T T C TGC CCA AGCC T GG CCGAGGA AGA G T T ACGGGGC G T A A A ACA A A A A A A A A T A T G CCGA T T CGCG T CGGGA A T AC  133579
CC T A T T C TGC CCA AGCC T GG CCGAGGA AGA G T T ACGGGGC G T CA A ACA A A A A A A A A T A T G CCGA T T CGCG T AGGGA A T AC  134351
CC T A T T C TGC CCA AGCC T GG CCGAGGA AGA G T T ACGGGGC G T CA A ACA A A A A A A A A T A T G CCGA T T CGCA T CGGGA A T AC  134687
CC T A T T C TGC CCA AGCC T GG CCGGGGA AGA G T T ACGGGGC G T A A A ACA A A A A A A A A T A T G CCGA T T CGGA T T GGGA A T AC  135695

T T T A T T T A A T T T T - - - - - - G T T T T T A ACCC T - - - - - - - T A A CGG T A A A T A A A A A A A A A A A GA A A A AG T A A GGC T AC T CCA  134632

138.500 138.520 138.540 138.560

T A T A T T T CA T T T T - - - - - - A T T A A - A ACCC T - - - - - - - T A A T GG T A A A T A A A A A A A A A A - GA A A A AG T A A GGC T AC T CCA  133644
T A T A T T T A A A T T G - - - - - - A T T A A A ACCC T T A T CGT A A T G A T GG T A A A T A A A A A A A A A A - GA A A A AG T A A GGC T AC T CCA  134424
T A T A T T T A A A A T T T A A A T GG A T T A A A ACCC T - - - - - - - T A A T GG T A A A T A A A A A A A A A A - GA A A A AG T A A GGC T AC T CCA  134759
T A T A T T T A A A T T - - - - - - - A T T CA A A ACCC T - - - - - - - T A A T GG T A A A T A A A A A A A A A A - GA A A A AG T A A GGC T AC T CCA  135760

T T T CGA CA A A AGACCCA CAC C T A AG T T CCA T AGC T T T GGA T CCGC T A T CC CGA T CA TGA T T T T CC T ACCC CCAGAGGGA A  134712

138.580 138.600 138.620 138.640

T T T CGA CA A A AGACCCA CAC C T A AG T T CCA T AGC T T T GGG T CCGC T A T CC CGA T CA TGA T T T T CC T ACCC CCAGAGGGA A  133724
T T T CGA CA A A AGACCCA CAC C T A AG T T CCA T AGC T T T GGG T CCGC T A T CC CGA T CA TGA T T T T CC T ACCC CCAGAGGGA A  134504
T T T CGA CA A A AGACCCA CAC C T A AG T T CCA T AGC T T T GGG T CCGC T A T CC CGA T CA TGA T T T T CC T ACCC CCAGAGGGA A  134839
T T T CGA CA A A AGACCCA CAC C T A AG T T CCA T AGC T T T GGG T CCGC T A T CC CGA T CA TGA T T T T CC T ACCC CCAGAGGGA A  135840

GGG T CC T T CC A A A A AGGGA A GG T TG T GGGC GAGGAGGGA T T CGA ACCCCC GA CACCGT GG T T CG T AGCCA CG TGC T C T A A  134792

138.660 138.680 138.700 138.720

GG - - - - - - - - - - - - - - - - - - - - T TG T GGGC GAGGAGGGA T T CGA ACCCCC GA CACCGT GG T T CG T AGCCA CG TGC T C T A A  133784
GGG T CC T T CC A A A A AGGGA A GG T TG T GGGC GAGGAGGGA T T CGA ACCCCC GA CACCGT GG T T CG T AGCCA CG TGC T C T A A  134584
GGG T CC T T CC A A A A AGGGA A GG T TG T GGGC GAGGAGGGA T T CGA ACCCCC GA CACCGT GG T T CG T AGCCA CG TGC T C T A A  134919
GGG T CC T T CC CA A A AGGGA A GG T TG T GGGC GAGGAGGGA T T CGA ACCCCC GA CACCGT GG T T CG T AGCCA CG TGC T C T A A  135920

T CC T C T GAGC T ACAGGCCCC GCCCCG T C T C CAC T GGA T C T G T T CCCGGA A GT ACCC T A A A A A A A A - GGA A CC T T T CC T C T  134871

138.740 138.760 138.780 138.800

T CC T C T GAGC T ACAGGCCCC GCCCCG T C T C CAC T GGA T C T G T T CCCGGA A GT ACCC T A A A A A A A A - GGA A CC T T T CC T C T  133863
T CC T C T GAGC T ACAGGCCCC GCCCCG T C T C CAC T GGA T C T G T T CCCGGA A GT ACCC T A A A A A A A A - GGA A CC T T T CC T C T  134663
T CC T C T GAGC T ACAGGCCCC GCCCCG T C T C CAC T GGA T C T G T T CCCGGA A GT ACCC T A A A A A A A A - GGA A CC T T T CC T C T  134998
T CC T C T GAGC T ACAGGCCCC GCCCCG T C T C CAC T GGA T C T G T T CCCGGA A GT ACCC T A A A A A A A A AGGA A CC T T T CC T C T  136000

CC T CAGCCA T T T CGGGT T A A GA AGA T GGGA A AGCACC T T T C T C T C T A T A A GA ACA CGG T G CGT T ACGAGG T G TGA AG T GG  134951

138.820 138.840 138.860 138.880

CC T CAGCCA T T T CGGGT T A A GA AGA T GGGA A AGCACC T T T C T C T C T A T A A GA ACA CGG T G CGT T ACGAGG T G TGA AG T GG  133943
CC T CAGCCA T T T CGGGT T A A GA AGA T GGGA A AGCACC T T T C T C T C T A T A A GA ACA CGG T G CGT T ACGAGG T G TGA AG T GG  134743
CC T CAGCCA T T T CGGGT T A A GA AGA T GGGA A AGCACC T T T C T C T C T A T A A GA ACA CGG T G CGT T ACGAGG T G TGA AG T GG  135078
CC T CAGCCA T T T CGGGT T A A GA AGA T GGGA A AGCACC T T T C T C T C T A T A A GA ACA CGG T G CGT T ACGAGG T G TGA AG T GG  136080
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GAGAGA AGGG A T T T CA T A A T TGGGG T T T T G A A T A AGACGA CC T T T T CA T T T T T CA T T T T T T T T T - - CA T A T T GCA A A AGT  135029

138.900 138.920 138.940 138.960

GAGAGA AGGG A T T T CA T A A T TGGGG T T T T G A A T A AGACGA CC T T T T CA T T T T T CA T T T T T T T T T - - CA T A T T GCA A A AGT  134021
GAGAGA AGGG A T T T CA T A A T TGGGG T T T T G A A T A AGACGA CC T T T T CA T T T T T CA T T T T T T T T T T T CA T A T T GCA A A AGT  134823
GAGAGA AGGG A T T T CA T A A T TGGGG T T T T G A A T A AGACGA CC T T T T CA T T T T T CA T T T T T T T T T T - CA T A T T GCA A A AGT  135157
GAGAGA AGG T A T T T CA T A A T TGGGG T T T T G A A T A AGACGA CC T T T T CA T T T T T CA T T T T T T T T T T - CA T A T T GCA A A AGT  136159

A A T A AGA A T G AGAGG TG T T A AGC T T T T T A T CA T CC T GGCG T CGAGC T A T T T T T CCGCAGG ACC T CCCC T A CAGT A T CG T C  135109

138.980 139.000 139.020 139.040

A A T A AGA A T G AGAGG TG T T A AGC T T T T T A T CA T CC T GGCG T CGAGC T A T T T T T CCGCAGG ACC T CCCC T A CAGT A T CG T C  134101
A A T A AGA A T G AGAGG TG T T A AGC T T T T T A T CA T CC T GGCG T CGAGC T A T T T T T CCGCAGG ACC T CCCC T A CAGT A T CG T C  134903
A A T A AGA A T G AGAGG TG T T A AGC T T T T T A T CA T CC T GGCG T CGAGC T A T T T T T CCGCAGG ACC T CCCC T A CAGT A T CG T C  135237
A A T A AGA A T G AGAGG TG T T A AGC T T T T T A T CA T CC T GGCG T CGAGC T A T T T T T CCGCAGG ACC T CCCC T A CAGT A T CG T C  136239

ACCGCAG T AG AG T T T A A CCA CCA AG T T CGG GA T GGA T TGG T G TGG T T CC T C T ACGCC T AG GACACCAGA A T A T CGA A CCA  135189

139.060 139.080 139.100 139.120

ACCGCAG T AG AG T T T A A CCA CCA AG T T CGG GA T GGA T TGG T G TGG T T CC T C T ACGCC T AG GACACCAGA A T A T CGA A CCA  134181
ACCGCAG T AG AG T T T A A CCA CCA AG T T CGG GA T GGA T TGG T G TGG T T CC T C T ACGCC T AG GACACCAGA A T A T CGA A CCA  134983
ACCGCAG T AG AG T T T A A CCA CCA AG T T CGG GA T GGA T TGG T G TGG T T CC T C T ACGCC T AG GACACCAGA A T A T CGA A CCA  135317
ACCGCAG T AG AG T T T A A CCA CCA AG T T CGG GA T GGA T TGG T G TGG T T CC T C T ACGCC T AG GACACCAGA A T A T CGA A CCA  136319

T GA ACGA AGA A AGGCA T GCG AGA A A AGCA T A T T GGC T AG T GA T T G TGAGG CCCCA A T T C T T GA C TGGAGG GGACACCA A A  135269

139.140 139.160 139.180 139.200

T GA ACGA AGA A AGGCA T GCG AGA A A AGCA T A T T GGC T AG T GA T T G TGAGG CCCCA A T T C T T GA C TGGAGG GGACACCA A A  134261
T GA ACGA AGA A AGGCA T GCG AGA A A AGCA T A T T GGC T AG T GA T T G TGAGG CCCCA A T T C T T GA C TGGAGG GGACACCA A A  135063
T GA ACGA AGA A AGGCA T GCG AGA A A AGCA T A T T GGC T AG T - - - - - - - - - - - CCCA A T T C T T GA C TGGAGG GGACACCA A A  135386
T GA ACGA AGA A AGGCA T GCG AGA A A AGCA T A T T GGCGAG T GA T T G TGAGG CCCCA A T T C T T GA C TGGAGG GGACACCA A A  136399

GGCC T CCGCC C T T CCA T CCC T T GGA T AGA T AGAGAGGGAG GGCAGAGC T T T T GGT T T T T T CA T G T T G T CA A AGAG T T GA A  135349

139.220 139.240 139.260 139.280

GGCC T CCGCC C T T CCA T CCC T T GGA T AGA T AGAGAGGGAG GGCAGAGC T T T T GGT T T T T T CA T G T T G T CA A AGAG T T GA A  134341
GGCC T CCGCC C T T CCA T CCC T T GGA T AGA T AGAGAGGGAG GGCAGAGC T T T T GGT T T T T T CA T G T T G T CA A AGAG T T GA A  135143
GGCC T CCGCC C T T CCA T CCC T T GGA T AGA T AGAGAGGGAG GGCGGAGC T T T T GGT T T T T T CA T G T T G T CA A AGAG T T GA A  135466
GGCC T CCGCC C T T CCA T CCC T T GGA T AGA T AGAGAGGGAG GGCAGAGC T T T T GGT T T T T T CA T G T T G T CA A AGAG T T GA A  136479

CA A T GG T T T T T T CG T GT T GT CA A AGAGT T G A ACA A T GA A A A T AGA TGGCG AG T GCC TGA T CGA A T T GA T C GGGT CA T G T A  135429

139.300 139.320 139.340 139.360

CA A T G - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A A A A T AGA TGGCG AG T GCC TGA T CGA A T T GA T C GGGT CA T G T A  134389
CA A T GG T T T T T T CG T GT T GT CA A AGAGT T G A ACA A T GA A A A T AGA TGGCG AG T GCC TGA T CGA A T T GA T C GGGT CA T G T A  135223
CA A T GG T T T T T T CG T GT T GT CA A AGAGT T G A ACA A T GA A A A T AGA TGGCG AG T GCC TGA T CGA A T T GA T C GGGT CA T G T A  135546
CA A T GG T T T T T T CG T GT T GT CA A AGAGT T G A ACA A T GA A A A T AGA TGGCG AG T GCC TGA T CGA A T T GA T C GGGT CA T G T A  136559

GGA ACA AGG T T CA AG T C T AC CGG T C T GT T A GGA T GCC T CA GC TGCA T ACA T CAC T GCA C T T CCAC T T GA C A CC T A T CG T A  135509

139.380 139.400 139.420 139.440

GGA ACA AGG T T CA AG T C T AC CGG T C T GT T A GGA T GCC T CA GC TGCA T ACA T CAC T GCA C T T CCAC T T GA C A CC T A T CG T A  134469
GGA ACA AGG T T CA AG T C T A A CGG T C T GT T A GGA T GCC T CA GC TGCA T ACA T CAC T GCA C T T CCAC T T GA C A CC T A T CG T A  135303
GGA ACA AGG T T CA AG T C T A A CGG T C T GT T A GGA T GCC T CA GC TGCA T ACA T CAC T GCA C T T CCAC T T GA C A CC T A T CG T A  135626
GGA ACA AGG T T CA AG T C T AC CGG T C T GT T A GGA T GCC T CA GC TGCA T ACA T CAC T GCA C T T CCAC T T GA C A CC T A T CG T A  136639

A TGA T A A ACG GC T CG T C T CG CCG TGACC T T C T C T TGA A T T C T CA A A A C T T C T G T CGC T CC A T CCCCGCAG GGGCAGAGA A  135589

139.460 139.480 139.500 139.520

A TGA T A A ACG GC T CG T C T CG CCG TGACC T T C T C T TGA A T T C T CA A A A C T T C T G T CGC T CC A T CCCCGCAG GGGCAGAGA A  134549
A TGA T A A ACG GC T CG T C T CG CCG TGACC T T T T C T TGA A T T C T CA A A A C T T C T G T CGC T CC A T CCCCGCAG GGGCAGAGA A  135383
A TGA T A A ACG GC T CG T C T CG CCG TGACC T T T T C T TGA A T T C T CA A A A C T T C T G T CGC T CC A T CCCCGCAG GGGCAGAGA A  135706
A TGA T A A ACG GC T CG T C T CG CCG TGACC T T C T C T TGA A T T C T CA A A A C T T C T G T CGC T CC A T CCCCGCAG GGGCAGAGA A  136719

CCCG T CGC T G T C T CGGC T GT GC T ACCGGAG GC T C TGGGGA AG T CGGA A T A GGAGAGCA C T CA T C T T GGGG T GGGC T T AC T  135669

139.540 139.560 139.580 139.600

CCCG T CGC T G T C T CGGC T GT GC T ACCGGAG GC T C T CGGGA AG T CGGA A T A GGAGAGCA C T CA T C T T GGGG T GGGC T T AC T  134629
CCCG T CGC T G T C T CGGC T GT GC T ACCGGAG GC T C TGGGGA AG T CGGA A T A GGAGAGCA C T CA T C T T GGGG T GGGC T T AC T  135463
CCCG T CGC T G T C T CGGC T GT GC T ACCGGAG GC T C TGGGGA AG T CGGA A T A GGAGAGCA C T CA T C T T GGGG T GGGC T T AC T  135786
CCCG T CGC T G T C T T GGC T GT GC T ACCGGAG GC T C TGGGGA AG T CGGA A T A GGAGAGCA C T CA T C T T GGGG T GGGC T T AC T  136799

AC T T AGA TGC T T T CAGCAGT T A T CCGC T CC GCA C T T GGC T A CCCAGCG T T T A CCG T GGGC ACGA T A AC T G G T ACACCAGA  135749

139.620 139.640 139.660 139.680

AC T T AGA TGC T T T CAGCAGT T A T CCGC T CC GCA C T T GGC T A CCCAGCG T T T A CCG T GGGC ACGA T A AC T G G T ACACCAGA  134709
AC T T AGA TGC T T T CAGCAGT T A T CCGC T CC GCA C T T GGC T A CCCAGCG T T T A CCG T GGGC ACGA T A AC T G G T ACACCAGA  135543
AC T T AGA TGC T T T CAGCAGT T A T CCGC T CC GCA C T T GGC T A CCCAGCG T T T A CCG T GGGC ACGA T A AC T G G T ACACCAGA  135866
AC T T AGA TGC T T T CAGCAGT T A T CCGC T CC GCA C T T GGC T A CCCAGCG T T T A CCG T GGGC ACGA T A AC T G G T ACACCAGA  136879

GGT GCG T CC T T CCCGGT CC T C T CGT AC T AG GGA A AGG T CC T C T CA A T GC T C T A ACGCCCA CACCGGA T A T GGACCGA AC T  135829

139.700 139.720 139.740 139.760

GGT GCG T CC T T CCCGGT CC T C T CGT AC T AG GGA A AGG T CC T C T CA A T GC T C T A ACGCCCA CACCGGA T A T GGACCGA AC T  134789
GGT GCG T CC T T CCCGGT CC T C T CGT AC T AG GGA A AGG T CC T C T CA A T GC T C T A ACGCCCA CACCGGA T A T GGACCGA AC T  135623
GGT GCG T CC T T CCCGGT CC T C T CGT AC T AG GGA A AGG T CC T C T CA A T GC T C T A ACGCCCA CACCGGA T A T GGACCGA AC T  135946
GGT GCG T CC T T CCCGGT CC T C T CGT AC T AG GGA A AGG T CC T C T CA A T GC T C T A ACGCCCA CACCGGA T A T GGACCGA AC T  136959

G T C T CA CGA C G T T C T GA ACC CAGC T CACG T ACCGC T T T A A T GGGCGA ACA GCCCA ACCC T T GGA ACA T A C T ACAGCCCCA  135909

139.780 139.800 139.820 139.840

G T C T CA CGA C G T T C T GA ACC CAGC T CACG T ACCGC T T T A A T GGGCGA ACA GCCCA ACCC T T GGA ACA T A C T ACAGCCCCA  134869
G T C T CA CGA C G T T C T GA ACC CAGC T CACG T ACCGC T T T A A T GGGCGA ACA GCCCA ACCC T T GGA ACA T A C T ACAGCCCCA  135703
G T C T CA CGA C G T T C T GA ACC CAGC T CACG T ACCGC T T T A A T GGGCGA ACA GCCCA ACCC T T GGA ACA T A C T ACAGCCCCA  136026
G T C T CA CGA C G T T C T GA ACC CAGC T CACG T ACCGC T T T A A T GGGCGA ACA GCCCA ACCC T T GGA ACA T A C T ACAGCCCCA  137039

GGT GGCGA AG AGCCGACA T C GAGGT GCCA A ACC T T CCCG T CGA T G TGAGC T C T TGGGGA A GA T CAGCC T G T T A T CCC T AG  135989

139.860 139.880 139.900 139.920

GGT GGCGA AG AGCCGACA T C GAGGT GCCA A ACC T T CCCG T CGA T G TGAGC T C T TGGGGA A GA T CAGCC T G T T A T CCC T AG  134949
GGT GGCGA AG AGCCGACA T C GAGGT GCCA A ACC T T CCCG T CGA T G TGAGC T C T TGGGGA A GA T CAGCC T G T T A T CCC T AG  135783
GGT GGCGA AG AGCCGACA T C GAGGT GCCA A ACC T T CCCG T CGA T G TGAGC T C T TGGGGA A GA T CAGCC T G T T A T CCC T AG  136106
GGT GGCGA AG AGCCGACA T C GAGGT GCCA A ACC T T CCCG T CGA T G TGAGC T C T TGGGGA A GA T CAGCC T G T T A T CCC T AG  137119

AGT A AC T T T T A T CCG T T GAG CGACGGCCC T T CCAC T CGGC A CCG T CGGA T CA C T A AGGCC GAC T T T CGT C CC TGC T CGAC  136069

139.940 139.960 139.980 140.000

AGT A AC T T T T A T CCG T T GAG CGACGGCCC T T CCAC T CGGC A CCG T CGGA T CA C T A AGGCC GAC T T T CGT C CC TGC T CGAC  135029
AGT A AC T T T T A T CCG T T GAG CGACGGCCC T T CCAC T CGGC A CCG T CGGA T CA C T A AGGCC GAC T T T CGT C CC TGC T CGAC  135863
AGT A AC T T T T A T CCG T T GAG CGACGGCCC T T CCAC T CGGC A CCG T CGGA T CA C T A AGGCC GAC T T T CGT C CC TGC T CGAC  136186
AGT A AC T T T T A T CCG T T GAG CGACGGCCC T T CCAC T CGGC A CCG T CGGA T CA C T A AGGCC GAC T T T CGT C CC TGC T CGAC  137199
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GGG T GGG T C T T GCAG T CA AG C T CCC T T C T G CC T T TGCAC T CGAGGGCCA A T C T CCG T CCG GCCCGAGGA A A CC T T TGCAC  136149

140.020 140.040 140.060 140.080

GGG T GGG T C T T GCAG T CA AG C T CCC T T C T G CC T T TGCAC T CGAGGGCCA A T C T CCG T CCG GCCCGAGGA A A CC T T TGCAC  135109
GGG T GGG T C T T GCAG T CA AG C T CCC T T C T G CC T T TGCAC T CGAGGGCCA A T C T CCG T CCG GCCCGAGGA A A CC T T TGCAC  135943
GGG T GGG T C T T GCAG T CA AG C T CCC T T C T G CC T T TGCAC T CGAGGGCCA A T C T CCG T CCG GCCCGAGGA A A CC T T TGCAC  136266
GGG T GGG T C T T GCAG T CA AG C T CCC T T C T G CC T T TGCAC T CGAGGGCCA A T C T CCG T CCG GCCCGAGGA A A CC T T TGCAC  137279

GCC T CCG T T A CC T T T TGGGA GGCC T ACGCC CCA T AGA A A C T G T C T ACC TG AGAC T G T CCC T TGGCCCGT A GG T CC TGACA  136229

140.100 140.120 140.140 140.160

GCC T CCG T T A CC T T T TGGGA GGCC T ACGCC CCA T AGA A A C T G T C T ACC TG AGAC T G T CCC T TGGCCCGT A GG T CC TGACA  135189
GCC T CCG T T A CC T T T TGGGA GGCC T ACGCC CCA T AGA A A C T G T C T ACC TG AGAC T G T CCC T TGGCCCGT A GG T CC TGACA  136023
GCC T CCG T T A CC T T T TGGGA GGCC T ACGCC CCA T AGA A A C T G T C T ACC TG AGAC T G T CCC T TGGCCCGT A GG T CC TGACA  136346
GCC T CCG T T A CC T T T TGGGA GGCC T ACGCC CCA T AGA A A C T G T C T ACC TG AGAC T G T CCC T TGGCCCGT A GG T CC TGACA  137359

CA AGGT T AGA A T T C T AGC T C T T CCAGAG T G G T A T C T CAC T GA TGGC T CGG GCCCCCCCGG A AGGAGGCC T T C T T CGCC T T  136309

140.180 140.200 140.220 140.240

CA AGGT T AGA A T T C T AGC T C T T CCAGAG T G G T A T C T CAC T GA TGGC T CGG GCCCCCCCGG A AGGAGGCC T T C T T CGCC T T  135269
CA AGGT T AGA A T T C T AGC T C T T CCAGAG T G G T A T C T CAC T GA TGGC T CGG GCCCCCCCGG A AGGAGGCC T T C T T CGCC T T  136103
CA AGGT T AGA A T T C T AGC T C T T CCAGAG T G G T A T C T CAC T GA TGGC T CGG GCCCCCCCGG A AGGAGGCC T T C T T CGCC T T  136426
CA AGGT T AGA A T T C T AGC T C T T CCAGAG T G G T A T C T CAC T GA TGGC T CGG GCCCCCCCGG A AGGAGGCC T T C T T CGCC T T  137439

CCA CC T A AGC T GCGCAGGA A A AGCCCA A AG CCA A T CCCAG GGA A CAG T GA AGC T T CA T AG GGT C T T T C T G T CCAGGT GCA  136389

140.260 140.280 140.300 140.320

CCA CC T A AGC T GCGCAGGA A A AGCCCA A AG CCA A T CCCAG GGA A CAG T GA AGC T T CA T AG GGT C T T T C T G T CCAGGT GCA  135349
CCA CC T A AGC T GCGCAGGA A A AGCCCA A AG CCA A T CCCAG GGA A CAG T GA AGC T T CA T AG GGT C T T T C T G T CCAGGT GCA  136183
CCA CC T A AGC T GCGCAGGA A A AGCCCA A AG CCA A T CCCAG GGA A CAG T GA AGC T T CA T AG GGT C T T T C T G T CCAGGT GCA  136506
CCA CC T A AGC T GCGCAGGA A A AGCCCA A AG CCA A T CCCAG GGA A CAG T GA AGC T T CA T AG GGT C T T T C T G T CCAGGT GCA  137519

GGT AGT CCGC A T C T T CA CAG ACA TG T C T A T T T CACCGAGC C T C T C T CCGA GA CAG T GCCC AGA T CG T T A C GCC T T T CG TG  136469

140.340 140.360 140.380 140.400

GGT AGT CCGC A T C T T CA CAG ACA TG T C T A T T T CACCGAGC C T C T C T CCGA GA CAG T GCCC AGA T CG T T A C GCC T T T CG TG  135429
GGT AGT CCGC A T C T T CA CAG ACA TG T C T A T T T CACCGAGC C T C T C T CCGA GA CAG T GCCC AGA T CG T T A C GCC T T T CG TG  136263
GGT AGT CCGC A T C T T CA CAG ACA TG T C T A T T T CACCGAGC C T C T C T CCGA GA CAG T GCCC AGA T CG T T A C GCC T T T CG TG  136586
GGT AGT CCGC A T C T T CA CAG ACA TG T C T A T T T CACCGAGC C T C T C T CCGA GA CAG T GCCC AGA T CG T T A C GCC T T T CG TG  137599

CGGG T CGGA A C T T A CCCGAC A AGGA A T T T C GC T ACC T T AG GACCG T T A T A GT T ACGGCCG CCG T T CACCG GGGC T T CGGT  136549

140.420 140.440 140.460 140.480

CGGG T CGGA A C T T A CCCGAC A AGGA A T T T C GC T ACC T T AG GACCG T T A T A GT T ACGGCCG CCG T T CACCG GGGC T T CGGT  135509
CGGG T CGGA A C T T A CCCGAC A AGGA A T T T C GC T ACC T T AG GACCG T T A T A GT T ACGGCCG CCG T T CACCG GGGC T T CGGT  136343
CGGG T CGGA A C T T A CCCGAC A AGGA A T T T C GC T ACC T T AG GACCG T T A T A GT T ACGGCCG CCG T T CACCG GGGC T T CGGT  136666
CGGG T CGGA A C T T A CCCGAC A AGGA A T T T C GC T ACC T T AG GACCG T T A T A GT T ACGGCCG CCG T T CACCG GGGC T T CGGT  137679

CGCCGGC T CC CC TG T CA T CA GG T CA CCA AC T T CC T T GACC T T CCGGCAC T GGGCAGGCG T CAGCCCCCA T A CA T GGT C T T  136629

140.500 140.520 140.540 140.560

CGCCGGC T CC CC TG T CA T CA GG T CA CCA AC T T CC T T GACC T T CCGGCAC T GGGCAGGCG T CAGCCCCCA T A CA T GGT C T T  135589
CGCCGGC T CC CC TG T CA T CA GG T CA CCA AC T T CC T T GACC T T CCGGCAC T GGGCAGGCG T CAGCCCCCA T A CA T GGT C T T  136423
CGCCGGC T CC CC TG T CA T CA GG T CA CCA AC T T CC T T GACC T T CCGGCAC T GGGCAGGCG T CAGCCCCCA T A CA T GGT C T T  136746
CGCCGGC T CC CC TG T CA T CA GG T CA CCA AC T T CC T T GACC T T CCGGCAC T GGGCAGGCG T CAGCCCCCA T A CA T GGT C T T  137759

ACGAC T T TGC GGAGACC T GT GT T T T T GG T A A ACAGT CGCC CGGGCC T GGT CA C TGCGA CC CCC T T T G TGA GGAGGCA CCC  136709

140.580 140.600 140.620 140.640

ACGAC T T TGC GGAGACC T GT GT T T T T GG T A A ACAGT CGCC CGGGCC T GGT CA C TGCGA CC CCC T T T G TGA GGAGGCA CCC  135669
ACGAC T T TGC GGAGACC T GT GT T T T T GG T A A ACAGT CGCC CGGGCC T GGT CA C TGCGA CC CCC T T T GCGA GGAGGCA CCC  136503
ACGAC T T TGC GGAGACC T GT GT T T T T GG T A A ACAGT CGCC CGGGCC T GGT CA C TGCGA CC CCC T T T G TGA GGAGGCA CCC  136826
ACGAC T T TGC GGAGACC T GT GT T T T T GG T A A ACAGT CGCC CGGGCC T GGT CA C TGCGA CC CCC T T T G TGA GGAGGCA CCC  137839

C T T C T CCCGA AG T T ACGGGG C T A T T T TGCC GAG T T CC T T A GAGAGAG T TG T C T CGCGCCC C T AGGT A T T C T C T A CC T ACC  136789

140.660 140.680 140.700 140.720

C T T C T CCCGA AG T T ACGGGG C T A T T T TGCC GAG T T CC T T A GAGAGAG T TG T C T CGCGCCC C T AGGT A T T C T C T A CC T ACC  135749
C T T C T CCCGA AG T T ACGGGG C T A T T T TGCC GAG T T CC T T A GAGAGAG T TG T C T CGCGCCC C T AGGT A T T C T C T A CC T ACC  136583
C T T C T CCCGA AG T T ACGGGG C T A T T T TGCC GAG T T CC T T A GAGAGAG T TG T C T CGCGCCC C T AGGT A T T C T C T A CC T ACC  136906
C T T C T CCCGA AG T T ACGGGG C T A T T T TGCC GAG T T CC T T A GAGAGAG T TG T C T CGCGCCC C T AGGT A T T C T C T A CC T ACC  137919

CACC TG T GT C GG T T T CGGGT ACAGG T ACCC T T T T GT T GA A GG T CG T T CGA GC T T T T CC T G GGAG T A T AGC A T GGG T T AC T  136869

140.740 140.760 140.780 140.800

CACC TG T GT C GG T T T CGGGT ACAGG T ACCC T T T T GT T GA A GG T CG T T CGA GC T T T T CC T G GGAG T A T AGC A T GGG T T AC T  135829
CACC TG T GT C GG T T T CGGGT ACAGG T ACCC T T T T GT T GA A GG T CG T T CGA GC T T T T CC T G GGAG T A T AGC A T GGG T T AC T  136663
CACC TG T GT C GG T T T CGGGT ACAGG T ACCC T T T T GT T GA A GG T CG T T CGA GC T T T T CC T G GGAG T A T AGC A T GGG T T AC T  136986
CACC TG T GT C GG T T T GGGGT ACAGG T ACCC T T T T GT T GA A GG T CG T T CGA GC T T T T CC T G GGAG T A T AGC A T GGG T T AC T  137999

T CAGCGCCG T AGCA CC T GGT AC T CGA ACA T T GGC T CGGGG CA T T T T C T C T ACCCC T T C T T ACCC TGA A A A AGCAGGGGCA  136949

140.820 140.840 140.860 140.880

T CAGCGCCG T AGCGCC T GGT AC T CGA ACA T T GGC T CGGGG CA T T T T C T C T ACCCC T T C T T ACCC TGA A A A AGCAGGGGCA  135909
T CAGCGCCG T AGCGCC T GGT AC T CGA ACA T T GGC T CGGGG CA T T T T C T C T ACCCC T T C T T ACCC TGA A A A AGCAGGGGCA  136743
T CAGCGCCG T AGCGCC T GGT AC T CGA ACA T T GGC T CGGGG CA T T T T C T C T ACCCC T T C T T ACCC TGA A A A AGCAGGGGCA  137066
T CAGCGCCG T AGCGCC T GGT AC T CGA ACA T T GGC TGGGGG CA T T T T C T C T ACCCC T T C T T ACCC TGA A A A AGCAGGGGCA  138079

CC T T GCG T CC T T GA ACCGA T A A CCA T C T T T CGGC T A ACC T AGCC T CC T CC GT CCC T CGGG ACCA ACA AGG GG T AG T A CAG  137029

140.900 140.920 140.940 140.960

CC T T GCG T CC T T GA ACCGA T A A CCA T C T T T CGGC T A ACC T AGCC T CC T CC GT CCC T CGGG ACCA ACA AGG GG T AG T A CAG  135989
CC T T GCG T CC T T GA ACCGA T A A CCA T C T T T CGGC T A ACC T AGCC T CC T CC GT CCC T CGGG ACCA ACA AGG GG T AG T A CAG  136823
CC T T GCG T CC T T GA ACCGA T A A CCA T C T T T CGGC T A ACC T AGCC T CC T CC GT CCC T CGGG ACCA ACA AGG GG T AG T A CAG  137146
CC T T GCG T CC T T GA ACCGA T A A CCA T C T T T CGGC T A ACC T AGCC T CC T CC GT CCC T CGGG ACCA ACA AGG GG T AG T A CAG  138159

GA A T A T T CA C C T GT T GT CCA T CGAC T ACGC C T T T CGGCC T GA T C T T AGGC CC T GA C T CAC CC T CCG T GGA CGA A CC T T GC  137109

140.980 141.000 141.020 141.040

GA A T A T T CA C C T GT T GT CCA T CGAC T ACGC C T T T CGGCC T GA T C T T AGGC CC T GA C T CAC CC T CCG T GGA CGA A CC T T GC  136069
GA A T A T T CA C C T GT T GT CCA T CGAC T ACGC C T T T CGGCC T GA T C T T AGGC CC T GA C T CAC CC T CCG T GGA CGA A CC T T GC  136903
GA A T A T T CA C C T GT T GT CCA T CGAC T ACGC C T T T CGGCC T GA T C T T AGGC CC T GA C T CAC CC T CCG T GGA CGA A CC T T GC  137226
GA A T A T T CA C C T GT T GT CCA T CGAC T ACGC C T T T CGGCC T GA T C T T AGGC CC T GA C T CAC CC T CCG T GGA CGA A CC T T GC  138239

GGAGGA ACCC T T GGG T T T T C GGGGCA T T GG A T T C T CACCA A T GT T TGCGT T A C T CA AGCC GACA T T C T CG C T T CCGC T T C  137189

141.060 141.080 141.100 141.120

GGAGGA ACCC T T GGG T T T T C GGGGCA T T GG A T T C T CACCA A T GT T TGCGT T A C T CA AGCC GACA T T C T CG C T T CCGC T T C  136149
GGAGGA ACCC T T GGG T T T T C GGGGCA T T GG A T T C T CACCA A T GT T TGCGT T A C T CA AGCC GACA T T C T CG C T T CCGC T T C  136983
GGAGGA ACCC T T GGG T T T T C GGGGCA T T GG A T T C T CACCA A T GT T TGCGT T A C T CA AGCC GACA T T C T CG C T T CCGC T T C  137306
GGAGGA ACCC T T GGG T T T T C GGGGCA T T GG A T T C T CACCA A T GT T TGCGT T A C T CA AGCC GACA T T C T CG C T T CCGC T T C  138319
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G T C T ACCGCC GC T CGCGCGG GT GC T T CCC T C T A AGGCGGA A CGC T CCCC T ACCGA T GCA T T T T T ACA T CC CACAGC T T CG  137269

141.140 141.160 141.180 141.200

G T CCACCGCC GC T CGCGCGG GT GC T T CCC T C T A AGGCGGA A CGC T CCCC T ACCGA T GCA T T T T T ACA T CC CACAGC T T CG  136229
G T CCACCGCC GC T CGCGCGG GGGC T T T CC T C T CAGGCGGA A CGC T CCCC T ACCGA T GCA T T T T T ACA T CC CACAGC T T CG  137063
G T CCACCGCC GC T CGCGCGG GGGC T T CCC T C T CAGGCGGA A CGC T CCCC T ACCGA T GCA T T T T T ACA T CC CACAGC T T CG  137386
G T CCACCGCC GC T CGCGCGG GT GC T T CCC T C T A AGGCGGA A CGC T CCCC T ACCGA T GCA T T T T T ACA T CC CACAGC T T CG  138399

GCAGA T CGC T T AGCCCCG T T CA T C T T CGGC GCA AGAGCGC T CGA T CAG TG AGC T A T T A CG CAC T C T T T CA AGGG T GGC TG  137349

141.220 141.240 141.260 141.280

GCAGA T CGC T T AGCCCCG T T CA T C T T CGGC GCA AGAGCGC T CGA T CAG TG AGC T A T T A CG CAC T C T T T CA AGGG T GGC TG  136309
GCAGA T CGC T T AGCCCCG T T CA T C T T CGGC GCA AGAGCGC T CGA T CAG TG AGC T A T T A CG CAC T C T T T CA AGGG T GGC TG  137143
GCAGA T CGC T T AGCCCCG T T CA T C T T CGGC GCA AGAGCGC T CGA T CAG TG AGC T A T T A CG CAC T C T T T CA AGGG T GGC TG  137466
GCAGA T CGC T T AGCCCCG T T CA T C T T CGGC GCA AGAGCGC T CGA T CAG TG AGC T A T T A CG CAC T C T T T CA AGGG T GGC TG  138479

C T T C T AGGCA A ACC T CC T GG C T G T C T C T GC ACCCC T ACC T CC T T T A T CAC TGAGCGGT CA T T T AGGGGCC T T AGC TGG TG  137429

141.300 141.320 141.340 141.360

C T T C T AGGCA A ACC T CC T GG C T G T C T C T GC ACCCC T ACC T CC T T T A T CAC TGAGCGGT CA T T T AGGGGCC T T AGC TGG TG  136389
C T T C T AGGCA A ACC T CC T GG C T G T C T C T GC ACCCC T ACC T CC T T T A T CAC TGAGCGGT CA T T T AGGGGCC T T AGC TGG TG  137223
C T T C T AGGCA A ACC T CC T GG C T G T C T C T GC ACCCC T ACC T CC T T T A T CAC TGAGCGGT CA T T T AGGGGCC T T AGC TGG TG  137546
C T T C T AGGCA A ACC T CC T GG C T G T C T C T GC ACCCC T ACC T CC T T T A T CAC TGAGCGGT CA T T T AGGGGCC T T AGC TGG TG  138559

A T CCGGGC T G T T T CCC T C T C GA CGA T GA AG C T T A T CCCCC A T CG T C T CAC TGGCCGACC T T GA CCCC TG T T A T T T TGAGG  137509

141.380 141.400 141.420 141.440

A T CCGGGC T G T T T CCC T C T C GA CGA T GA AG C T T A T CCCCC A T CG T C T CAC TGGCCGACC T T GA CCCC TG T T A T T T TGAGG  136469
A T CCGGGC T G T T T CCC T C T C GA CGA T GA AG C T T A T CCCCC A T CG T C T CAC TGGCCGACC T T GA CCCC TG T T A T T T TGAGG  137303
A T CCGGGC T G T T T CCC T C T C GA CGA T GA AG C T T A T CCCCC A T CG T C T CAC TGGCCGACC T T GA CCCC TG T T A T T T TGAGG  137626
A T CCGGGC T G T T T CCC T C T C GA CGA T GA AG C T T A T CCCCC A T CG T C T CAC TGGCCGACC T T GA CCCC TG T T A T T T TGAGG  138639

T CA T A T C T AG T A T T CAGAGT T T GCC T CGA T T TGG T A CCGC T C T CGCGGCC CGCACCGA A A CAG T GC T T T A CCCC T AGA TG  137589

141.460 141.480 141.500 141.520

T CA T A T C T AG T A T T CAGAGT T T GCC T CGA T T TGG T A CCGC T C T CGCGGCC CGCACCGA A A CAG T GC T T T A CCCC T AGA TG  136549
T CA T A T C T AG T A T T CAGAGT T T GCC T CGA T T TGG T A CCGC T C T CGCGGCC CGCACCGA A A CAG T GC T T T A CCCC T AGA TG  137383
T CA T A T C T AG T A T T CAGAGT T T GCC T CGA T T TGG T A CCGC T C T CGCGGCC CGCACCGA A A CAG T GC T T T A CCCC T AGA TG  137706
T CA T A T C T AG T A T T CAGAGT T T GCC T CGA T T TGG T A CCGC T C T CGCGGCC CGCACCGA A A CAG T GC T T T A CCCC T AGA TG  138719

T CCAGT CA A C T GC T GCGCC T CA ACGCA T T T CGGGGAGA A C CAGC T AGC T C TGGGT T CGAG T GGCA T T T CA CCCC T A A CCA  137669

141.540 141.560 141.580 141.600

T CCAGT CA A C T GC T GCGCC T CA ACGCA T T T CGGGGAGA A C CAGC T AGC T C TGGGT T CGAG T GGCA T T T CA CCCC T A A CCA  136629
T CCAGT CA A C T GC T GCGCC T CA ACGCA T T T CGGGGAGA A C CAGC T AGC T C TGGGT T CGAG T GGCA T T T CA CCCC T A A CCA  137463
T CCAGT CA A C T GC T GCGCC T CA ACGCA T T T CGGGGAGA A C CAGC T AGC T C TGGGT T CGAG T GGCA T T T CA CCCC T A A CCA  137786
T CCAGT CA A C T GC T GCGCC T CA ACGCA T T T CGGGGAGA A C CAGC T AGC T C TGGGT T CGAG T GGCA T T T CA CCCC T A A CCA  138799

CA A C T CA T CC GC TGA T T C T T CA ACA T CAG T CGG T T CGGA C C T CCAC T T AG T T T CA CCCA A GC T T CA T CC T GG T CA TGGA T  137749

141.620 141.640 141.660 141.680

CA A C T CA T CC GC TGA T T C T T CA ACA T CAG T CGG T T CGGA C C T CCAC T T AG T T T CA CCCA A GC T T CA T CC T GG T CA TGGA T  136709
CA A C T CA T CC GC TGA T T C T T CA ACA T CAG T CGG T T CGGA C C T CCAC T T AG T T T CA CCCA A GC T T CA T CC T GG T CA TGGA T  137543
CA A C T CA T CC GC TGA T T C T T CA ACA T CAG T CGG T T CGGA C C T CCAC T T AG T T T CA CCCA A GC T T CA T CC T GG T CA TGGA T  137866
CA A C T CA T CC GC TGA T T C T T CA ACA T CAG T CGG T T CGGA C C T CCAC T T AG T T T CA CCCA A GC T T CA T CC T GG T CA TGGA T  138879

AGA T CA CCCA GG T T CGGG T C CA T A AGCAG T GACA A T T GCC C T A T GA AGAC T CGC T T T CGC T ACGGC T CCG G T GGG T T CCC  137829

141.700 141.720 141.740 141.760

AGA T CA CCCA GG T T CGGG T C CA T A AGCAG T GACA A T T GCC C T A T GA AGAC T CGC T T T CGC T ACGGC T CCG G T GGG T T CCC  136789
AGA T CA CCCA GG T T CGGG T C CA T A AGCAG T GACA A T T GCC C T A T GA AGAC T CGC T T T CGC T ACGGC T CCG G T GGG T T CCC  137623
AGA T CA CCCA GG T T CGGG T C CA T A AGCAG T GACA A T T GCC C T A T GA AGAC T CGC T T T CGC T ACGGC T CCG G T GGG T T CCC  137946
AGA T CA CCCA GG T T CGGG T C CA T A AGCAG T GACA A T T GCC C T A T GA AGAC T CGC T T T CGC T ACGGC T CCG G T GGG T T CCC  138959

T T A ACCA AGC CAC T GCC T A T GAG T CGCCGG C T CA T T C T T C A ACAGGCACG CGG T CAGAGC CC T GGGC T CC T CCCAC T GC T  137909

141.780 141.800 141.820 141.840

T T A ACCA AGC CAC T GCC T A T GAG T CGCCGG C T CA T T C T T C A ACAGGCACG CGG T CAGAGC CCCGGGC T CC T CCCAC T GC T  136869
T T A ACCA AGC CAC T GCC T A T GAG T CGCCGG C T CA T T C T T C A ACAGGCACG CGG T CAGAGC CGT GGGC T CC T CCCAC T GC T  137703
T T A ACCA AGC CAC T GCC T A T GAG T CGCCGG C T CA T T C T T C A ACAGGCACG CGG T CAGAGC CGT GGGC T CC T CCCAC T GC T  138026
T T A ACCA AGC CAC T GCC T A T GAG T CGCCGG C T CA T T C T T C A ACAGGCACG CGG T CAGAGC CGT GGGC T CC T CCCAC T GC T  139039

T GGGAGC T T A CGGT T T CA TG T T C T A T T T CA C T CCCCGA T G GGGG T T C T T T T CACCC T T CC C T CACGG T A C T AC T T CGC T A  137989

141.860 141.880 141.900 141.920

T GGGAGC T T A CGGT T T CA TG T T C T A T T T CA C T CCCCGA T G GGGG T T C T T T T CACCC T T CC C T CACGG T A C T AC T T CGC T A  136949
T GGGAGC T T A CGGT T T CA TG T T C T A T T T CA C T CCCCGA T G GGGG T T C T T T T CACCC T T CC C T CACGG T A C T AC T T CGC T A  137783
T GGGAGC T T A CGGT T T CA TG T T C T A T T T CA C T CCCCGA T G GGGG T T C T T T T CACCC T T CC C T CACGG T A C T AC T T CGC T A  138106
T GGGAGC T T A CGGT T T CA TG T T C T A T T T CA C T CCCCGA T G GGGG T T C T T T T CACCC T T CC C T CACGG T A C T AC T T CGC T A  139119

T CGG T CACCC AGGAG T A T T T AGCC T T GCA A GGT GGT CC T T GC TGA T T CAC ACGGGA T T CC ACG T GCCCCA T GC T AC T CGG  138069

141.940 141.960 141.980 142.000

T CGG T CACCC AGGAG T A T T T AGCC T T GCA A GGT GGT CC T T GC TGA T T CAC ACGGGA T T CC ACG T GCCCCA T GC T AC T CGG  137029
T CGG T CACCC AGGAG T A T T T AGCC T T GCA A GGT GGT CC T T GC TGA T T CAC ACGGGA T T CC ACG T GCCCCA T GC T AC T CGG  137863
T CGG T CACCC AGGAG T A T T T AGCC T T GCA A GGT GGT CC T T GC TGA T T CAC ACGGGA T T CC ACG T GCCCCA T GC T AC T CGG  138186
T CGG T CACCC AGGAG T A T T T AGCC T T GCA A GGT GGT CC T T GC TGA T T CAC ACGGGA T T CC ACG T GCCCCA T GC T AC T CGG  139199

G T CAGAGCG T A AGC T AG T GA TGC T T T CGGC T AC T GGAC T T T AGCCA T C T A GGG TGCGGCA C T CCACCGC T T CGCC T AGCA  138149

142.020 142.040 142.060 142.080

G T CAGAGCG T A AGC T AG T GA TGC T T T CGGC T AC T GGAC T C T CGCCA T C T A GGG TGCAGCA C T CCACCGC T T CGCC T AGCA  137109
G T CAGAGCG T A AGC T AG T GA TGC T T T CGGC T AC T GGAC T C T CGCCA T C T A GGG TGCGG T A C T CCACCGC T T CGCC T AGCA  137943
G T CAGAGCG T A AGC T AG T GA TGC T T T CGGC T AC T GGAC T C T CGCCA T C T A GGG TGCGG T A C T CCACCGC T T CGCC T AGCA  138266
G T CAGAGCG T A AGC T AG T GA TGC T T T CGGC T AC T GGAC T C T CGCCA T C T A GGG TGCAGCA C T CCACCGC T T CGCC T AGCA  139279

GCA CGA CGC T T G T A T TGC T C T CCCA CA A CC CCG T T T T CA C GG T T T AGGC T GC T CCCA T T T CGC T CGCCGC T AC T ACGGGA  138229

142.100 142.120 142.140 142.160

GCA CGA CGC T T G T A T TGC T C T CCCA CA A CC CCG T T T T CA C GG T T T AGGC T GC T CCCA T T T CGC T CGCCGC T AC T ACGGGA  137189
GCA CGA CGC T T G T A T TGC T C T CCCA CA A CC CCG T T T T CA C GG T T T AGGC T GC T CCCA T T T CGC T CGCCGC T AC T ACGGGA  138023
GCA CGA CGC T T G T A T TGC T C T CCCA CA A CC CCG T T T T CA C GG T T T AGGC T GC T CCCA T T T CGC T CGCCGC T AC T ACGGGA  138346
GCA CGA CGC T T G T A T TGC T C T CCCA CA A CC CCG T T T T CA C GG T T T AGGC T GC T CCCA T T T CGC T CGCCGC T AC T ACGGGA  139359

A T CGC T T T T G C T T T C T T T T C C T C TGGC T AC T A AGA T G T T T CAGT T CGCCA GG T TG T C T C T T GCC TGCCCA T GGA T T CAGC  138309

142.180 142.200 142.220 142.240

A T CGC T T T T G C T T T C T T T T C C T C TGGC T AC T A AGA T G T T T CAGT T CGCCA GG T TG T C T C T T GCC TGCCCA T GGA T T CAGC  137269
A T CGC T T T T G C T T T C T T T T C C T C TGGC T AC T A AGA T G T T T CAGT T CGCCA GG T TG T C T C T T GCC TGCCCA T GGA T T CAGC  138103
A T CGC T T T T G C T T T C T T T T C C T C TGGC T AC T A AGA T G T T T CAGT T CGCCA GG T TG T C T C T T GCC TGCCCA T GGA T T CAGC  138426
A T CGC T T T T G C T T T C T T T T C C T C TGGC T AC T A AGA T G T T T CAGT T CGCCA GG T TG T C T C T T GCC TGCCCA T GGA T T CAGC  139439
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AGCAGT T CGA A AGG T TGACC T A T T CGGGA A T C T CCGGA T C T ACGC T T A T T T T CA A C T CCC CGA AGCA T T T CG T CGC T T AC  138389

142.260 142.280 142.300 142.320

AGCAGT T CGA A AGG T TGACC T A T T CGGGA A T C T CCGGA T C T ACGC T T A T T T T CA A C T CCC CGA AGCA T T T CG T CGC T T AC  137349
AGCAGT T CGA A AGG T TGACC T A T T CGGGA A T C T CCGGA T C T ACGC T T A T T T T CA A C T CCC CGA AGCA T T T CG T CGC T T AC  138183
AGCAGT T CGA A AGG T TGACC T A T T CGGGA A T C T CCGGA T C T ACGC T T A T T T T CA A C T CCC CGA AGCA T T T CG T CGC T T AC  138506
AGCAGT T CGA A AGG T TGACC T A T T CGGGA A T C T CCGGA T C T ACGC T T A T T T T CA A C T CCC CGA AGCA T T T CG T CGC T T AC  139519

T ACGCCC T T C C T CG T C T C TG GG T GCC T AGG T A T CCA CCG T A AGCC T T T CC T T G T T T GA AC C T CGCCC T T A A C T T GAC T T T  138469

142.340 142.360 142.380 142.400

T ACGCCC T T C C T CG T C T C TG GG T GCC T AGG T A T CCA CCG T A AGCC T T T CC T T G T T T GA AC C T CGCCC T T A A C T T GAC T T T  137429
T ACGCCC T T C C T CG T C T C TG GG T GCC T AGG T A T CCA CCG T A AGCC T T T CC T T C T T T GA AC C T CGCCC T T A A C T T GAC T T T  138263
T ACGCCC T T C C T CG T C T C TG GG T GCC T AGG T A T CCA CCG T A AGCC T T T CC T T C T T T GA AC C T CGCCC T T A A C T T GAC T T T  138586
T ACGCCC T T C C T CG T C T C TG GG T GCC T AGG T A T CCA CCG T A AGCC T T T CC T T G T T T GA AC C T CGCCC T T A A C T T GAC T T T  139599

A AGGC T A TGC CA T CC T A AGG TGC TGC T A A A T GGA AGGA T C T T A T CA A CGT CCA TGA A T GA T A A ACCA T AG A T CGA AC T GC  138549

142.420 142.440 142.460 142.480

A AGGC T A TGC CA T CC T A AGG TGC TGC T A A A T GGA AGGA T C T T A T CA A CGT CCA TGA A T A A T A A ACCA T AG A T CGA AC T GC  137509
A AGGC T A TGC CA T CC T A AGG TGC TGC T A A A T GGA AGGA T C T T A T CA A CGT CCA TGA A T GA T A A ACCA T AG A T CGA AC T GC  138343
A AGGC T A TGC CA T CC T A AGG TGC TGC T A A A T GGA AGGA T C T T A T CA A CGT CCA TGA A T GA T A A ACCA T AG A T CGA AC T GC  138666
A AGGC T A TGC CA T CC T A AGG TGC TGC T A A A T GGA AGGA T C T T A T CA A CGT CCA TGA A T GA T A A ACCA T AG A T CGA AC T GC  139679

CGA A T CGGA A A A A T T GGG TG C T A T CA T A T T CA T A T AGC T T T G T A T CGGC T A AG T T CACGA G T T GGAGA T A AGCGGAC T CG  138629

142.500 142.520 142.540 142.560

CGA A T CGGA A A A A T T GGG TG C T A T CA T A T T CA T A T AGC T T T G T A T CGGC T A AG T T CACGA G T T GGAGA T A AGCGGAC T CG  137589
CGA A T CGGA A A A A T T GGG TG C T A T CA T A T T CA T A T AGC T T T G T A T CGGC T A AG T T CACGA G T T GGAGA T A AGCGGAC T CG  138423
CGA A T CGGA A A A A T T GGG TG C T A T CA T A T T CA T A T AGC T T T G T A T CGGC T A AG T T CACGA G T T GGAGA T A AGCGGAC T CG  138746
CGA A T CGGA A A A A T T GGG TG C T A T CA T A T T CA T A T AGC T T T G T A T CGGC T A AG T T CACGA G T T GGAGA T A AGCGGAC T CG  139759

A ACCGC T GA C A T CCGCCACA GGG T A A ACCA CCGCC T C T CA GGCCCCCAC T GA T T C T ACCA T AGAGGCCA A CGA T AGA CA A  138709

142.580 142.600 142.620 142.640

A ACCGC T GA C A T CCGCCACA GGG T A A ACCA CCGCC T C T CA GGCCCCCAC T GA T T C T ACCA T AGAGGCCA A CGA T AGA CA A  137669
A ACCGC T GA C A T CCGCCACA GGG T A A ACCA CCGCC T C T CA GGCCCCCACA GA T T C T ACCA T AGAGGCCA A CGA T AGA CA A  138503
A ACCGC T GA C A T CCGCCACA GGG T A A ACCA CCGCC T CGCA GGCCCCCAC T GA T T C T ACCA T AGAGGCCA A CGA T AGA CA A  138826
A ACCGC T GA C A T CCGCCACA GGG T A A ACCA CCGCC T C T CA GGCCCCCAC T GA T T C T ACCA T AGAGGCCA A CGA T AGA CA A  139839

T A A C T CCCCC CCGA ACA CAG C T T ACA AC T T T CA T CG T AC T G T GC T C T CCA A AGAGCA A C T C T T C T CA A A A T C T CA A A AGG  138789

142.660 142.680 142.700 142.720

T A A C T CCCCC CCGA ACA CAG C T T ACA AC T T T CA T CG T AC T G T GC T C T CCA A AGAGCA A C T C T T C T CA A A A T C T CA A A AGG  137749
T A A C T CCCCC CCGA ACA CAG C T T ACA AC T T T CA T CG T AC T G T GC T C T CCA A AGAGCA A C T C T T C T CA A A A T C T CA A A AGG  138583
T A A C T CCCCC CCGA ACA CAG C T T ACA AC T T T CA T CG T AC T G T GC T C T CCA A AGAGCA A C T C T T C T CA A A A T C T CA A A AGG  138906
T A A C T CCCCC CCGA ACA CAG C T T ACA AC T T T CA T CG T AC T G T GC T C T CCA A AGAGCA A C T C T T C T CA A A A T C T CA A A AGG  139919

T GC T GAG T T G GA A T CCCA T T C T A AC T A AGG A T T C T T G TGG T T CCGGAGGA T CCAGC T A CA GGAGA A CCAG GA ACGGAGAG  138869

142.740 142.760 142.780 142.800

T GC T GAG T T G GA A T CCCA T T C T A AC T A AGA A T T C T T G TGG T T CCGGAGGA T CCAGC T A CA GGAGA A CCAG GA ACGGAGAG  137829
T GC T GAG T T G GA A T CCCA T T C T A AC T A AGG A T T C T T G TGG T T CCGGAGGA T CCAGC T A CA GGAGA A CCAG GA ACGGAGAG  138663
T GC T GAG T T G GA A T CCCA T T C T A AC T A AGG A T T C T T G TGG T T CCGGAGGA T CCAGC T A CA GGAGA A CCAG GA ACGGAGAG  138986
T GC T GAG T T G GA A T CCCA T T C T A AC T A AGG A T T C T T G TGG T T CCGGAGGA T CCAGC T A CA GGAGA A CCAG GA ACGGAGAG  139999

C T T T CCCCCC T T T T CCGCCC CCAC T C T T T G G T C T T A AGA A T GC T GGT T T T A AGA A T GAG T - - - - - - - - - - - - - - - - - - - -   138929

142.820 142.840 142.860 142.880

C T T T CCCCCC T T T T CCGCCC CCAC T C T T T G G T C T T A AGA A T GC T GGT T T T A AGA A T GAG T GA T T GC T CC T T C T CCGA CCG  137909
C T T T CCCCCC T T T T CCGCCC CCAC T C T T T G T T C T T A AGA A T GC T GGT T T T A AGA A T GAG T GA T T GC T CC T T C T CCGA CCG  138743
C T T T CCCCCC T T T T CCGCCC CCAC T C T T T G T T C T T A AGA A T GC T GGT T T T A AGA A T GAG T GA T T GC T CC T T C T CCGA CCG  139066
C T T T CCCCCC T T T T CCGCCC CCAC T C T T T G G T C T T A AGA A T GC T GGT T T T A AGA A T GAG T - - - - - - - - - - - - - - - - - - - -   140059

- - - - - - - - - - - - - - - - - - A A T T GCCC T T C T CCGACCC T T A C T GCCCA ACC TGAGAG TGGA CAGC T A A TGC A T T CCAC T T A  138991

142.900 142.920 142.940 142.960

CAGG T T T T A A GA A T GAG T A A T T GCCC T T C T CCGACCC T T A C T GCCCA ACC TGAGAG TGGA CAGC T A A TGC A T T CCAC T T A  137989
CAGG T T T T A A GA A T GAG T A A T T GCCC T T C T CCGACCC T T A C T GCCCA ACC TGAGAG TGGA CAGC T A A TGC A T T CCAC T T A  138823
CAGG T T T T A A GA A T GAG T A A T T GCCC T T C T CCGACCC T T A C T GCCCA ACC TGAGAG TGGA CAGC T A A TGC A T T CCAC T T A  139146
- - - - - - - - - - - - - - - - - - A A T T GCCC T T C T CCGACCC T T A C T GCCCA ACC TGAGAG TGGA CAGC T A A TGC A T T CCAC T T A  140121

T TGAGCAGGG T T C T A TGG T C GG T CCGCGAC CCC T GGA T A C CGA AGGCG T C C T T GGGGT GA T C T CGT AGT T CC T A CGGGGT  139071

142.980 143.000 143.020 143.040

T TGAGCAGGG T T C T A TGG T C GG T CCGCGAC CCC T GGA T A C CGA AGGCG T C C T T GGGGT GA T C T CGT AGT T CC T A CGGGGT  138069
T TGAGCAGGG T T C T A TGG T C GG T CCGCGAC CCC T GGA T A C CGA AGGCG T C C T T GGGGT GA T C T CGT AGT T CC T A CGGGGT  138903
T TGAGCGGGG T T C T A TGG T C GG T CCGCGAC CCC T GGA T A C CGA AGGCG T C C T T GGGGT GA T C T CGT AGT T CC T A CGGGGT  139226
T TGAGCAGGG T T C T A TGG T C GG T CCGCGAC CCC T GGA T A C CGA AGGCG T C C T T GGGGT GA T C T CGT AGT T CC T A CGGGGT  140201

GGAGACGA T G GGGT CGG T CC A T GGA T T T T C C T T CC T T T T G T CGCA T T T CG C T CA A AGGG T T GA AGGGAGA T AGT GCA T CA  139151

143.060 143.080 143.100 143.120

GGAGACGA T G GGGT CGG T CC A T GGA T T T T C C T T CC T T T T G T CGCA T T T CG C T CA A AGGG T T GA AGGGAGA T AGT GCA T CA  138149
GGAGACGA T G GGGT CGG T CC A T GGA T T T T C C T T CC T T T T G T CGCA T T T CG C T CA A AGGG T T GA AGGGAGA T AGT GCA T CA  138983
GGAGACGA T G GGGT CGG T CC A T GGA T T T T C C T T CC T T T T G T CGCA T T T CG C T CA A AGGG T T GA AGGGAGA T AGT GCA T CA  139306
GGAGACGA T G GGGT CGG T CC A T GGA T T T T C C T T CC T T T T G T CGCA T T T CG C T CA A AGGG T T GA AGGGGGA T AGT GCA T CA  140281

AGC T GT T CGC A AGGGCCA AC T T GA T CC T C T T CCCCAGGGA T CCCAGA T GA GGGA A CCC T A AGAGAGCCGC CGAC T CCA AC  139231

143.140 143.160 143.180 143.200

AGC T GT T CGC A AGGGCCA AC T T GA T CC T C T T CCCCAGGGA T CCCAGA T GA GGGA A CCC T A AGAGAGCCGC CGAC T CCA AC  138229
AGC T GT T CGC A AGGGCCA AC T T GA T CC T C T T CCCCAGGGA T CCCAGA T GA GGGA A CCC T A AGAGAGCCGC CGAC T CCA AC  139063
AGC T GT T CGC A AGGGCCA AC T T GA T CC T C T T CCCCAGGGA T CCCAGA T GA GGGA A CCC T A AGAGAGCCGC CGAC T CCA AC  139386
AGC T GT T CGC A AGGGCCA AC T T GA T CC T C T T CCCCAGGGA T CCCAGA T GA GGGA A CCC T A AGAGAGCCGC CGAC T CCA AC  140361

T ACCGT CCA T G T ACGA T CCA T A C T AGA T C T GACCA A CCGC CCA T CC T ACC T C T T C T ACG T T C T T GA CAGC CCA T C T T T GT  139311

143.220 143.240 143.260 143.280

T ACCGT CCA T G T ACGA T CCA T A C T AGA T C T GACCA A CCGC CCA T CC T ACC T C T T C T ACG T T C T T GA CAGC CCA T C T T T GT  138309
T ACCGT CCA T G T ACGA T CCA T A C T AGA T C T GACCA A CCGC CCA T CC T ACC T C T T C T ACG T T C T T GA CAGC CCA T C T T T GT  139143
T ACCGT CCA T G T ACGA T CCA T A C T AGA T C T GACCA A CCGC CCA T CC T ACC T C T T C T ACG T T C T T GA CAGC CCA T C T T T GT  139466
T ACCGT CCA T G T ACGA T CCA T A C T AGA T C T GACCA A CCGC CCA T CC T ACC T C T T C T ACG T T C T T GA CAGC CCA T C T T T GT  140441

C T CAGT AGAG T C T T T CAG TG GCA TG T T T CG G T CC T C T T CC CCA T T AC T T A GA A A A AGT GA GCCACCGGT T CAGG T ACA AG  139391

143.300 143.320 143.340 143.360

C T CAGT AGAG T C T T T CAG TG GCA TG T T T CG G T CC T C T T CC CCA T T AC T T A GA A A A AGT GA GCCACCGGT T CAGG T ACA AG  138389
C T CAGT AGAG T C T T T CAG TG GCA TG T T T CG G T CC T C T T CC CCA T T AC T T A GA A A A AGT GA GCCACCGGT T CAGG T ACA AG  139223
C T CAGT AGAG T C T T T CAG TG GCA TG T T T CG G T CC T C T T CC CCA T T AC T T A GA A A A AGT GA GCCACCGGT T CAGG T ACA AG  139546
C T CAGT AGAG T C T T T CAG TG GCA TG T T T CG G T CC T C T T CC CCA T T AC T T A GA A A A AGT GA GCCACCGGT T CAGG T ACA AG  140521

128



E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica

A T A C T A T CA T T ACCGCC T GG ACA A T T AGAC A T CCA A CCCG T A A T CGCA AC GA CCCA A T T G CA AGAGCGGA GC T C T ACCA A  139471

143.380 143.400 143.420 143.440

A T A C T A T CA T T ACCGCC T GG ACA A T T AGAC A T CCA A CCCG T A A T CGCA AC GA CCCA A T T G CA AGAGCGGA GC T C T ACCA A  138469
A T A C T A T CA T T ACCGCC T GG ACA A T T AGAC A T CCA A CCCG T A A T CGCA AC GA CCCA A T T G CA AGAGCGGA GC T C T ACCA A  139303
A T A C T A T CA T T ACCGCC T GG ACA A T T AGAC A T CCA A CCCG T A A T CGCA AC GA CCCA A T T G CA AGAGCGGA GC T C T ACCA A  139626
A T A C T A T CA T T ACCGCC T GG ACA A T T AGAC A T CCA A CCCG T A A T CGCA AC GA CCCA A T T G CA AGAGCGGA GC T C T ACCA A  140601

C TGAGC T A T A T CCCCCCGAG CCA AG T GGAG CA T GCA T GA A GGAG T CCGA T GC T T C T T C T A T T C T T T T T C T T T T CC T T GGC  139551

143.460 143.480 143.500 143.520

C TGAGC T A T A T CCCCCCGAG CCA AG T GGAG CA T GCA T GA A GGAG T CCGA T GC T T C T T C T A T T C T T T T T C T T T T CC T T GGC  138549
C TGAGC T A T A T CCCCCCGAG CCA AG T GGAG CA T GCA T GA A GGAG T CCGA T GC T T C T T C T A T T C T T T T T C T T T T CC T T GGC  139383
C TGAGC T A T A T CCCCCCGAG CCA AG T GGAG CA T GCA T GA A GGAG T CCGA T GC T T C T T C T A T T C T T T T T C T T T T CC T T GGC  139706
C TGAGC T A T A T CCCCCCGAG CCA AG T GGAG CA T GCA T GA A GGAG T CCGA T GC T T C T T C T A T T C T T T T T C T T T T CC T T GGC  140681

GCAGC T GGGC CA T CC TGGA T T T GA A CCAGA GACC T CGCCC G T GA AGT A A A T CA T CGCA CC T ACGGT CCA A CCA A T TGGGA  139631

143.540 143.560 143.580 143.600

GCAGC T GGGC CA T CC TGGA T T T GA A CCAGA GACC T CGCCC G T GA AGT A A A T CA T CGCA CC T ACGGT CCA A CCA A T TGGGA  138629
GCAGC T GGGC CA T CC TGGA T T T GA A CCAGA GACC T CGCCC G T GA AGT A A A T CA T CGCA CC T ACGGT CCA A CCA A T TGGGA  139463
GCAGC T GGGC CA T CC TGGA T T T GA A CCAGA GACC T CGCCC G T GA AGT A A A T CA T CGCA CC T ACGGT CCA A CCA A T TGGGA  139786
GCAGC T GGGC CA T CC TGGA T T T GA A CCAGA GACC T CGCCC G T GA AGT A A A T CA T CGCA CC T ACGGT CCA A CCA A T TGGGA  140761

GAGA A T CA A C GGA T T CC T T T T CGGGAGCGA T T CA T CC T T C CCGA ACGCAG CA T ACA AC T C T CCG T T G T A C T GCGC T C T CC  139711

143.620 143.640 143.660 143.680

GAGA A T CA A C GGA T T CC T T T T CGGGAGCGA T T CA T CC T T C CCGA ACGCAG CA T ACA AC T C T CCG T T G T A C T GCGC T C T CC  138709
GAGA A T CA A C GGA T T CC T T T T CGGGAGCGA T T CA T CC T T C CCGA ACGCAG CA T ACA AC T C T CCG T T G T A C T GCGC T C T CC  139543
GAGA A T CA A C GGA T T CC T T T T CGGGAGCGA T T CA T CC T T C CCGA ACGCAG CA T ACA AC T C T CCG T T G T A C T GCGC T C T CC  139866
GAGA A T CA A T GGA T T CC T T T T CGGGAGCGA T T CA T CC T T C CCGA ACGCAG CA T ACA AC T C T CCG T T G T A C T GCGC T C T CC  140841

A AG T GT GC T T G T T CCCCCC T T C T T CC T T A T CA T GGCA AG T A T T T GGGA A A T A AC T CCGA T GAGA AGA A A A A AGA AGGCGT  139791

143.700 143.720 143.740 143.760

A AG T GT GC T T G T T CCCCCC T T C T T CC T T A T CA T GGCA AG T A T T T GGGA A A T A AC T CCGA T GAGA AGA A A A A AGA AGGCGT  138789
A AG T GT GC T T G T T CCCCCC T T C T T CC T T A T CA T GGCA AG T A T T T GGGA A A T A AC T CCGA T GAGA AGA A A A A AGA AGGCGT  139623
A AG T GT GC T T G T T CCCCCC T T C T T CC T T A T CA T GGCA AG T A T T T GGGA A A T A AC T CCGA T GAGA AGA A A A A AGA AGGCGT  139946
A AG T GT GC T T G T T CCCCCC T T C T T CC T T A T CA T GGCA AG T A T T T G TGA A A T A AC T CCGA T GAGA AGA A A A A AGA AGGCGT  140921

T A AGAGACCC T CCCGGCCCA ACCC T AGA CA C T C T A AGA T C C T T T T T CA A A CC T GC T CCCA T T T C T AG T CA AGAGA T AGA T  139871

143.780 143.800 143.820 143.840

T A AGAGACCC T CCCGGCCCA ACCC T AGA CA C T C T A AGA T C C T T T T T CA A A CC T GC T CCCA T T T CGAG T CA AGAGA T AGA T  138869
T A AGAGACCC T CCCGGCCCA ACCC T AGA CA C T C T A AGA T C C T T T T T CA A A CC T GC T CCCA T T T CGAG T CA AGAGA T AGA T  139703
T A AGAGACCC T CCCGGCCCA ACCC T AGA CA C T C T A AGA T C C T T T T T CA A A CC T GC T CCCA T T T CGAG T CA AGAGA T AGA T  140026
T A AGAGACCC T CCCGGCCCA ACCC T AGA CA C T C T A AGA T C C T T T T T CA A A CC T GC T CCCA T T T CGAG T CA AGAGA T AGA T  141001

A A A T AGACA C A T CCCA T T GC ACC T A T CGGG GGCG T T CGT A G T GA C TGAGG GGG T CGA AGA CCA AGA AGT G AG T T A T T T A T  139951

143.860 143.880 143.900 143.920

A A A T AGACA C A T CCCA T T GC ACC T A T CGGG GGCG T T CGT A G T GA C TGAGG GGG T CGA AGA CCA AGA AGT G AG T T A T T T A T  138949
A A A T AGACA C A T CCCA T T GC ACC T A T CGGG GGCG T T CGT A G T GA C TGAGG GGG T CGA AGA CCA AGA AGT G AG T T A T T T A T  139783
A A A T AGACA C A T CCCA T T GC ACC T A T CGGG GGCG T T CGT A G T GA C TGAGG GGG T CGA AGA CCA AGA AGT G AG T T A T T T A T  140106
A A A T AGACA C A T CCCA T T GC ACC T A T CGGG GGCG T T CGT A G T GA C TGAGG GGG T CGA AGA CCA AGA AGT G AG T T A T T T A T  141081

CAGCCA AGCA T T C T T C T T AC GGC T AGA T CC A A T C T CC TGG T CCC T GCGGA A AGGA A A AGG A A A A AGA A T T T CACG T T C T T  140031

143.940 143.960 143.980 144.000

CAGCCA AGCA T T C T T C T T AC GGC T AGA T CC A A T C T CC TGG T CCC T GCGGA A AGGA A A AGG A A A A AGA A T T T CACG T T C T T  139029
CAGCCA AGCA T T C T T C T T AC GGC T AGA T CC A A T C T CC TGG T CCC T GCGGA A AGGA A A AGG A A A A AGA A T T T CACG T T C T T  139863
CAGCCA AGCA T T C T T C T T AC GGC T AGA T CC A A T C T CC TGG T CCC T GCGGA A AGGA A A AGG A A A A AGA A T T T CACG T T C T T  140186
CAGCCA AGCA T T C T T C T T AC GGC T AGA T CC A A T C T CC TGG T CCC T GCGGA A AGGA A A AGG A A A A AGA A T T T CACG T T C T T  141161

CC T T T CGGGA AGGGAGGA T T AGGA A A A T CC T A T T GA T TGC AGC T T T C T CC AGACC T CCGG GA A A AGCA T G A A A A A A A AGG  140111

144.020 144.040 144.060 144.080

CC T T T CGGGA AGGGAGGA T T AGGA A A A T CC T A T T GA T TGC AGC T T T C T CC AGACC T CCGG GA A A AGCA T G A A A A A A A AGG  139109
CC T T T CGGGA AGGGAGGA T T AGGA A A A T CC T A T T GA T TGC AGC T T T C T CC AGACC T CCGG GA A A AGCA T G A A A A A A A AGG  139943
CC T T T CGGGA AGGGAGGA T T AGGA A A A T CC T A T T GA T TGC AGC T T T C T CC AGACC T CCGG GA A A AGCA T G A A A A A A A AGG  140266
CC T T T CGGGA AGGGAGGA T T AGGA A A A T CC T A T T GA T TGC AGC T T T C T CC AGACC T CCGG GA A A AGCA T G A A A A A A A AGG  141241

C T CGA A T GG T A CGA T CCC T C CG T CA CCCCA GA A T GA A A T G A A AGGGGCGA T C T CG T AG T T C T T GGT C TG T GA AGA T A CGT  140191

144.100 144.120 144.140 144.160

C T CGA A T GG T A CGA T CCC T C CG T CA CCCCA GA A T GA A A T G A A AGGGGCGA T C T CG T AG T T C T T GGT C TG T GA AGA T A CGT  139189
C T CGA A T GG T A CGA T CCC T C CG T CA CCCCA GA A T GA A A T G A A AGGGGCGA T C T CG T AG T T C T T GGT C TG T GA AGA T A CGT  140023
C T CGA A T GG T A CGA T CCC T C CG T CA CCCCA GA A T GA A A T G A A AGGGGCGA T C T CG T AG T T C T T GGT C TG T GA AGA T A CGT  140346
C T CGA A T GG T A CGA T CCC T C CG T CA CCCCA GA A T GA A A T G A A AGGGGCGA T C T CG T AG T T C T T GGT C TG T GA AGA T A CGT  141321

T GT T AGG TGC T CCA T T T T T T T T - CCCA T T G AGGCCGA ACC T A A A CC T G TG C T CGAGAGA T AGC T GT CCA T A CAC T GA T A A  140270

144.180 144.200 144.220 144.240

T GT T AGG TGC T CCA T T T T T T T T - CCCA T T G AGGCCGA ACC T A A A CC T G TG C T CGAGAGA T AGC T GT CCA T A CAC T GA T A A  139268
T GT T AGG TGC T CCA T T T T T T T T - CCCA T T G AGGCCGA ACC T A A A CC T G TG C T CGAGAGA T AGC T GT CCA T A CAC T GA T A A  140102
T GT T AGG TGC T CCA T T T T T T T T - CCCA T T G AGGCCGA ACC T A A A CC T G TG C T CGAGAGA T AGC T GT CCA T A CAC T GA T A A  140425
T GT T AGG TGC T CCA T T T T T T T T T CCCA T T G AGGCCGA ACC T A A A CC T G TG C T CGAGAGA T AGC T GT CCA T A CAC T GA T A A  141401

GGGA TG T A T G GA T T A T CGAG A AGAGAGGAG CCG T GG T GG T CCCCCCCGGA CCGCCCGGA T CCCACGAGT G A A T AGA A AGT  140350

144.260 144.280 144.300 144.320

GGGA TG T A T G GA T T A T CGAG A AGAGAGGAG CCG T GG T GG T CCCCCCCGGA CCGCCCGGA T CCCACGAGT G A A T AGA A AGT  139348
GGGA TG T A T G GA T T A T CGAG A AGAGAGGAG CCG T GG T GG T CCCCCCCGGA CCGCCCGGA T CCCACGAGT G A A T AGA A AGT  140182
GGGA TG T A T G GA T T A T CGAG A AGAGAGGAG CCG T GG T GG T CCCCCCCGGA CCGCCCGGA T CCCACGAGT G A A T AGA A AGT  140505
GGGA TG T A T G GA T T A T CGAG A AGAGAGGAG CCG T GG T GG T CCCCCCCGGA CCGCCCGGA T CCCACGAGT G A A T AGA A AGT  141481

T GGA T C T ACA T T GGA T C T CA CC T GA A T CGC CCCA T C T A T C C T CC T GAGGA GGAGT T TG T T T T CA A A CCCC CGGT T CGA AC  140430

144.340 144.360 144.380 144.400

T GGA T C T ACA T T GGA T C T CA CC T GA A T CGC CCCA T C T A T C C T CC T GAGGA GGAGT T TG T T T T CA A A CCCC CGGT T CGA AC  139428
T GGA T C T ACA T T GGA T C T CA CC T GA A T CGC CCCA T C T A T C C T CC T GAGGA GGAGT T TG T T T T CA A A CCCC CGGT T CGA AC  140262
T GGA T C T ACA T T GGA T C T CA CC T GA A T CGC CCCA T C T A T C C T CC T GAGGA GGAGT T TG T T T T CA A A CCCC CGGT T CGA AC  140585
T GGA T C T ACA T T GGA T C T CA CC T GA A T CGC CCCA T C T A T C C T CCCGAGGA GGAGT T TG T T T T CA A A CCCC CGA T - CGA AC  141560

AGGAGA AGT A CGCCA TGC T A A T G TGCC T T G GA T GA T CCA C A T C T CAGGGT CAGGCGC T GA T GAGCA CA T T GA AC T A T CCA  140510

144.420 144.440 144.460 144.480

AGGAGA AGT A CGCCA TGC T A A T G TGCC T T G GA T GA T CCA C A T C T CAGGGT CAGGCGC T GA T GAGCA CA T T GA AC T A T CCA  139508
AGGAGA AGT A CGCCA TGC T A A T G TGCC T T G GA T GA T CCA C A T C T CAGGGT CAGGCGC T GA T GAGCA CA T T GA AC T A T CCA  140342
AGGAGA AGT A CGCCA TGC T A A T G TGCC T T G GA T GA T CCA C A T C T CAGGGT CAGGCGC T GA T GAGCA CA T T GA AC T A T CCA  140665
AGGAGA AGT A CGCCA TGC T A A T G TGCC T T G GA T GA T CCA C A T C T CAGGGT CAGGCGC T GA T GAGCA CA T T GA AC T A T CCA  141640
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T GT GGC T GAG AGCCC T CACA GCCCAGGCAC A ACGACGCA A T T A T CAGGGG CGCGC T C T AC CAC T GAGC T A A T AGCCCG T C  140590

144.500 144.520 144.540 144.560

T GT GGC T GAG AGCCC T CACA GCCCAGGCAC A ACGACGCA A T T A T CAGGGG CGCGC T C T AC CAC T GAGC T A A T AGCCCG T C  139588
T GT GGC T GAG AGCCC T CACA GCCCAGGCAC A ACGACGCA A T T A T CAGGGG CGCGC T C T AC CAC T GAGC T A A T AGCCCG T C  140422
T GT GGC T GAG AGCCC T CACA GCCCAGGCAC A ACGACGCA A T T A T CAGGGG CGCGC T C T AC CAC T GAGC T A A T AGCCCG T C  140745
T GT GGC T GAG AGCCC T CACA GCCCAGGCAC A ACGACGCA A T T A T CAGGGG CGCGC T C T AC CAC T GAGC T A A T AGCCCG T C  141720

G TGCGGGCC T CCCGC TGGGG - CCCA C T A T G CCA A A AGCGA GAGA A ACCCC A T CCC T C T C T T T CC T T T T T A CGCCCCCA TG  140669

144.580 144.600 144.620 144.640

G TGCGGGCC T CCCGC TGGGG GCCCA C T A T G CCA A A AGCGA GAGA A ACCCC A T CCC T C T C T T T CC T T T T T A CGCCCCCA TG  139668
G TGCGGGCC T CCCGC TGGGG GCCCA C T A T G CCA A A AGCGA GAGA A ACCCC A T CCC T C T C T T T CC T T T T T A CGCCCCCA TG  140502
G TGCGGGCC T CCCGC TGGGG GCCCA C T A T G CCA A A AGCGA GAGA A ACCCC A T CCC T C T C T T T CC T T T T T A CGCCCCCA TG  140825
G TGCGGGCC T CCCGC TGGGG GCCCA C T A T G CCA A A AGCGA GAGA A ACCCC A T CCC T C T C T T T CC T T T T T C CGCCCCCA TG  141800

T CCC T CCCG T G T GGCGA CA T GGGGGCGT A A A AGGGGGA T C C T A T CA A C T T GT T CCGACC T AGGA T A A T A A GC T CA TGGGC  140749

144.660 144.680 144.700 144.720

T CCC T CCCG T G T GGCGA CA T GGGGGCGT A A A AGGGGGA T C C T A T CA A C T T GT T CCGACC T AGGA T A A T A A GC T CA TGGGC  139748
T CGCCA CACG GGAGGGA CA T GGGGGCGT A A A AGGGGGA T C C T A T CA A C T T GT T CCGACC T AGGA T A A T A A GC T CA TGGGC  140582
T CCC T CCCG T G T GGCGA CA T GGGGGCGT A A A AGGGGGA T C C T A T CA A C T T GT T CCGACC T AGGA T A A T A A GC T CA TGGGC  140905
T CGCCA CACG GGAGGGA CA T GGGGGCGGA A A AGGGGGA T C C T A T CA A C T T GT T CCGACC T AGGA T A A T A A GC T T A TGGGC  141880

T TGG T C T T A C T T CA CCG T CG AGA A A CGA A A GA AGAC T T CC A T C T CCA AGT T T CAC T CAGG CGT AGC T CGC T T C T T T T T GG  140829

144.740 144.760 144.780 144.800

T TGG T C T T A C T T CA CCG T CG AGA A A CGA A A GA AGAC T T CC A T C T CCA AGT T T CAC T CAGG CGT AGC T CGC T T C T T T T T GG  139828
T TGG T C T T A C T T CA CCG T CG AGA A A CGA A A GA AGAC T T CC A T C T CCA AGT T T CAC T CAGG CGT AGC T CGC T T C T T T T T GG  140662
T TGG T C T T A C T T CA CCG T CG AGA A A CGA A A GA AGAC T T CC A T C T CCA AGT T T CAC T CAGG CGT AGC T CGC T T C T T GT T GG  140985
T TGG T C T T A C T T CA CCG T CG AGA A A CGA A A GA AGAC T T CC A T C T CCA AGT T T A AC T CAGG CGT AGC T CGC T T C T T T T T GG  141960

G TG T GA AGCG G T GT CA A ACC A A A A T ACCCA ACA AGCA T T C GC T C T CCC TG A A A AGGAGG T GA T CCAGCCG CACC T T CCAG  140909

144.820 144.840 144.860 144.880

G TG T GA AGCG G T GT CA A ACC A A A A T ACCCA ACA AGCA T T C GC T C T CCC TG A A A AGGAGG T GA T CCAGCCG CACC T T CCAG  139908
G TG T GA AGCG G T GT CA A ACC A A A A T ACCCA ACA AGCA T T C GC T C T CCC TG A A A AGGAGG T GA T CCAGCCG CACC T T CCAG  140742
G TG T GA AGCG G T GT CA A ACC A A A A T ACCCA ACA AGCA T T C GC T C T CCC TG A A A AGGAGG T GA T CCAGCCG CACC T T CCAG  141065
G TG T GA AGCG G T GT CA A ACC A A A A T ACCCA ACA AGCA T T C GC T CCCCC TG A A A AGGAGG T GA T CCAGCCG CACC T T CCAG  142040

T ACGGC T ACC T T GT T ACGAC T T CAC T CCAG T CA C T AGCCC T GCC T T CGGC ACCCCCC T CC T TGCGG T T A A GG T A ACGAC T  140989

144.900 144.920 144.940 144.960

T ACGGC T ACC T T GT T ACGAC T T CAC T CCAG T CA C T AGCCC T GCC T T CGGC ACCCCCC T CC T TGCGG T T A A GG T A ACGAC T  139988
T ACGGC T ACC T T GT T ACGAC T T CAC T CCAG T CA C T AGCCC T GCC T T CGGC ACCCCCC T CC T TGCGG T T A A GG T A ACGAC T  140822
T ACGGC T ACC T T GT T ACGAC T T CAC T CCAG T CA C T AGCCC T GCC T T CGGC ACCCCCC T CC T TGCGG T T A A GG T A ACGAC T  141145
T ACGGC T ACC T T GT T ACGAC T T CAC T CCAG T CA C T AGCCC T GCC T T CGGC ACCCCCC T CC T TGCGG T T A A GG T A ACGAC T  142120

T CGGGCA TGG CCAGC T CCCA T AG TG T GA CG GGCGGT G TG T A CA AGGCCCG GGA ACGA A T T CACCGCCGT A T GGC T GA CCG  141069

144.980 145.000 145.020 145.040

T CGGGCA TGG CCAGC T CCCA T AG TG T GA CG GGCGGT G TG T A CA AGGCCCG GGA ACGA A T T CACCGCCGT A T GGC T GA CCG  140068
T CGGGCA TGG CCAGC T CCCA T AG TG T GA CG GGCGGT G TG T A CA AGGCCCG GGA ACGA A T T CACCGCCGT A T GGC T GA CCG  140902
T CGGGCA TGG CCAGC T CCCA T AG TG T GA CG GGCGGT G TG T A CA AGGCCCG GGA ACGA A T T CACCGCCGT A T GGC T GA CCG  141225
T CGGGCA TGG CCAGC T CCCA T AG TG T GA CG GGCGGT G TG T A CA AGGCCCG GGA ACGA A T T CACCGCCGT A T GGC T GA CCG  142200

GCGA T T AC T A GCGA T T CCGG C T T CA T GCAG GCGAGT T GCA GCC T GCA A T C CGA AC T GAGG ACGGGT T T T T GGAG T T AGC T  141149

145.060 145.080 145.100 145.120

GCGA T T AC T A GCGA T T CCGG C T T CA T GCAG GCGAGT T GCA GCC T GCA A T C CGA AC T GAGG ACGGGT T T T T GGAG T T AGC T  140148
GCGA T T AC T A GCGA T T CCGG C T T CA T GCAG GCGAGT T GCA GCC T GCA A T C CGA AC T GAGG ACGGGT T T T T GGAG T T AGC T  140982
GCGA T T AC T A GCGA T T CCGG C T T CA T GCAG GCGAGT T GCA GCC T GCA A T C CGA AC T GAGG ACGGGT T T T T GGAG T T AGC T  141305
GCGA T T AC T A GCGA T T CCGG C T T CA T GCAG GCGAGT T GCA GCC T GCA A T C CGA AC T GAGG ACGGGT T T T T GGAG T T AGC T  142280

CACCC T CGCG GGA T CGCGAC CC T T T G T CCC GGCCA T T GT A GCACG TG T GT CGCCCAGGGC A T A AGGGGCA T GA T GAC T TG  141229

145.140 145.160 145.180 145.200

CACCC T CGCG GGA T CGCGAC CC T T T G T CCC GGCCA T T GT A GCACG TG T GT CGCCCAGGGC A T A AGGGGCA T GA T GAC T TG  140228
CACCC T CGCG GGA T CGCGAC CC T T T G T CCC GGCCA T T GT A GCACG TG T GT CGCCCAGGGC A T A AGGGGCA T GA T GAC T TG  141062
CACCC T CGCG GGA T CGCGAC CC T T T G T CCC GGCCA T T GT A GCACG TG T GT CGCCCAGGGC A T A AGGGGCA T GA T GAC T TG  141385
CACCC T CGCG GGA T CGCGAC CC T T T G T CCC GGCCA T T GT A GCACG TG T GT CGCCCAGGGC A T A AGGGGCA T GA T GAC T TG  142360

ACG T CA T CC T CACC T T CC T C CGGC T T A T CA CCGGCAG T C T GC T CAGGG T T CCA A A C T CA A CGG T GGCA A C T A AGCACGAG  141309

145.220 145.240 145.260 145.280

ACG T CA T CC T CACC T T CC T C CGGC T T A T CA CCGGCAG T C T GC T CAGGG T T CCA A A C T CA A CGG T GGCA A C T A AGCACGAG  140308
ACG T CA T CC T CACC T T CC T C CGGC T T A T CA CCGGCAG T C T GC T CAGGG T T CCA A A C T CA A CGG T GGCA A C T A AGCACGAG  141142
ACG T CA T CC T CACC T T CC T C CGGC T T A T CA CCGGCAG T C T GC T CAGGG T T CCA A A C T CA A CGG T GGCA A C T A AGCACGAG  141465
ACG T CA T CC T CACC T T CC T C CGGC T T A T CA CCGGCAG T C T GC T CAGGG T T CCA A A C T CA A CGG T GGCA A C T A AGCACGAG  142440

GGT T GCGC T C G T TGCGGGAC T T A ACCCA AC ACC T T A CGGC A CGAGC T GAC GA CAGCCA T G CACCACC TG T G T CCGCG T T C  141389

145.300 145.320 145.340 145.360

GGT T GCGC T C G T TGCGGGAC T T A ACCCA AC ACC T T A CGGC A CGAGC T GAC GA CAGCCA T G CACCACC TG T G T CCGCG T T C  140388
GGT T GCGC T C G T TGCGGGAC T T A ACCCA AC ACC T T A CGGC A CGAGC T GAC GA CAGCCA T G CACCACC TG T G T CCGCG T T C  141222
GGT T GCGC T C G T TGCGGGAC T T A ACCCA AC ACC T T A CGGC A CGAGC T GAC GA CAGCCA T G CACCACC TG T G T CCGCG T T C  141545
GGT T GCGC T C G T TGCGGGAC T T A ACCCA AC ACC T T A CGGC A CGAGC T GAC GA CAGCCA T G CACCACC TG T G T CCGCG T T C  142520

CCGA AGGCA C CCC T C T C T T T CA AGAGGA T T CGCGGCA TG T CA AGCCC T GG T A AGG T T C T T CGC T T T GCA T CGA A T T A A AC  141469

145.380 145.400 145.420 145.440

CCGA AGGCA C CCC T C T C T T T CA AGAGGA T T CGCGGCA TG T CA AGCCC T GG T A AGG T T C T T CGC T T T GCA T CGA A T T A A AC  140468
CCGA AGGCA C CCC T C T C T T T CA AGAGGA T T CGCGGCA TG T CA AGCCC T GG T A AGG T T C T T CGC T T T GCA T CGA A T T A A AC  141302
CCGA AGGCA C CCC T C T C T T T CA AGAGGA T T CGCGGCA TG T CA AGCCC T GG T A AGG T T C T T CGC T T T GCA T CGA A T T A A AC  141625
CCGA AGGCA C CCC T C T C T T T CA AGAGGA T T CGCGGCA TG T CA AGCCC T GG T A AGG T T C T T CGC T T T GCA T CGA A T T A A AC  142600

CACA TGC T CC A CCGC T T G TG CGGGCCCCCG T CA A T T CC T T T GAG T T T CA T T C T TGCGA AC G T A C T CCCCA GGCGGGA T AC  141549

145.460 145.480 145.500 145.520

CACA TGC T CC A CCGC T T G TG CGGGCCCCCG T CA A T T CC T T T GAG T T T CA T T C T TGCGA AC G T A C T CCCCA GGCGGGA T AC  140548
CACA TGC T CC A CCGC T T G TG CGGGCCCCCG T CA A T T CC T T T GAG T T T CA T T C T TGCGA AC G T A C T CCCCA GGCGGGA T AC  141382
CACA TGC T CC A CCGC T T G TG CGGGCCCCCG T CA A T T CC T T T GAG T T T CA T T C T TGCGA AC G T A C T CCCCA GGCGGGA T AC  141705
CACA TGC T CC A CCGC T T G TG CGGGCCCCCG T CA A T T CC T T T GAG T T T CA T T C T TGCGA AC G T A C T CCCCA GGCGGGA T AC  142680

T T A ACGCGT T AGC T ACAGCA C T GCA CGGG T CGA T ACGCA C AGCGCC T AGT A T CCA T CG T T T ACGGC T AGG A C T A C TGGGG  141629

145.540 145.560 145.580 145.600

T T A ACGCGT T AGC T ACAGCA C T GCA CGGG T CGA T ACGCA C AGCGCC T AGT A T CCA T CG T T T ACGGC T AGG A C T A C TGGGG  140628
T T A ACGCGT T AGC T ACAGCA C T GCA CGGG T CGA T ACGCA C AGCGCC T AGT A T CCA T CG T T T ACGGC T AGG A C T A C TGGGG  141462
T T A ACGCGT T AGC T ACAGCA C T GCA CGGG T CGA T ACGCA C AGCGCC T AGT A T CCA T CG T T T ACGGC T AGG A C T A C TGGGG  141785
T T A ACGCGT T AGC T ACAGCA C T GCA CGGG T CGA T ACGCA C AGCGCC T AGT A T CCA T CG T T T ACGGC T AGG A C T A C TGGGG  142760
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T A T C T A A T CC CA T T CGC T CC CC T AGC T T T C G T C T C T CAG T G T CAG TG T CG GCCCAGCAGA G TGC T T T CGC CG T T GGT G T T  141709

145.620 145.640 145.660 145.680

T A T C T A A T CC CA T T CGC T CC CC T AGC T T T C G T C T C T CAG T G T CAG TG T CG GCCCAGCAGA G TGC T T T CGC CG T T GGT G T T  140708
T A T C T A A T CC CA T T CGC T CC CC T AGC T T T C G T C T C T CAG T G T CAG TG T CG GCCCAGCAGA G TGC T T T CGC CG T T GGT G T T  141542
T A T C T A A T CC CA T T CGC T CC CC T AGC T T T C G T C T C T CAG T G T CAG TG T CG GCCCAGCAGA G TGC T T T CGC CG T T GGT G T T  141865
T A T C T A A T CC CA T T CGC T CC CC T AGC T T T C G T C T C T CAG T G T CAG TG T CG GCCCAGCAGA G TGC T T T CGC CG T T GGT G T T  142840

C T T T CCGA T C T C T A CGCA T T T CACCGC T CC ACCGGA A A T T CCC T C TGCCC C T ACCG T A C T CCAGC T T GG T AG T T T CCACC  141789

145.700 145.720 145.740 145.760

C T T T CCGA T C T C T A CGCA T T T CACCGC T CC ACCGGA A A T T CCC T C TGCCC C T ACCG T A C T CCAGC T T GG T AG T T T CCACC  140788
C T T T CCGA T C T C T A CGCA T T T CACCGC T CC ACCGGA A A T T CCC T C TGCCC C T ACCG T A C T CCAGC T T GG T AG T T T CCACC  141622
C T T T CCGA T C T C T A CGCA T T T CACCGC T CC ACCGGA A A T T CCC T C TGCCC C T ACCG T A C T CCAGC T T GG T AG T T T CCACC  141945
C T T T CCGA T C T C T A CGCA T T T CACCGC T CC ACCGGA A A T T CCC T C TGCCC C T ACCG T A C T CCAGC T T GG T AG T T T CCACC  142920

GCC T GT CCAG GG T T GAGCCC TGGGA T T T GA CGGCGGAC T T A A A A AGCCAC C T ACAGACGC T T T ACGCCCA A T CA T T CCGG  141869

145.780 145.800 145.820 145.840

GCC T GT CCAG GG T T GAGCCC TGGGA T T T GA CGGCGGAC T T A A A A AGCCAC C T ACAGACGC T T T ACGCCCA A T CA T T CCGG  140868
GCC T GT CCAG GG T T GAGCCC TGGGA T T T GA CGGCGGAC T T A A A A AGCCAC C T ACAGACGC T T T ACGCCCA A T CA T T CCGG  141702
GCC T GT CCAG GG T T GAGCCC TGGGA T T T GA CGGCGGAC T T A A A A AGCCAC C T ACAGACGC T T T ACGCCCA A T CA T T CCGG  142025
GCC T GT CCAG GG T T GAGCCC TGGGA T T T GA CGGCGGAC T T A A A A AGCCAC C T ACAGACGC T T T ACGCCCA A T CA T T CCGG  143000

A T A ACGC T T G CA T CC T C T GT A T T ACCGCGG C TGC TGGCA C AGAG T T AGCC GA T GC T T A T T CCCCAGA T A C CG T CA T T GC T  141949

145.860 145.880 145.900 145.920

A T A ACGC T T G CA T CC T C T GT A T T ACCGCGG C TGC TGGCA C AGAG T T AGCC GA T GC T T A T T CCCCAGA T A C CG T CA T T GC T  140948
A T A ACGC T T G CA T CC T C T GT A T T ACCGCGG C TGC TGGCA C AGAG T T AGCC GA T GC T T A T T CCCCAGA T A C CG T CA T T GC T  141782
A T A ACGC T T G CA T CC T C T GT A T T ACCGCGG C TGC TGGCA C AGAG T T AGCC GA T GC T T A T T CCCCAGA T A C CG T CA T T GC T  142105
A T A ACGC T T G CA T CC T C T GT A T T ACCGCGG C TGC TGGCA C AGAG T T AGCC GA T GC T T A T T CCCCAGA T A C CG T CA T T GC T  143080

T C T T C T CCGG GA A A AGA AGT T CACGACCCG T GGGCC T T C T A CC T CCA CGC GGCA T T GC T C CGT CAGGC T T T CGCCCA T TG  142029

145.940 145.960 145.980 146.000

T C T T C T CCGG GA A A AGA AGT T CACGACCCG T GGGCC T T C T A CC T CCA CGC GGCA T T GC T C CGT CAGGC T T T CGCCCA T TG  141028
T C T T C T CCGG GA A A AGA AGT T CACGACCCG T GGGCC T T C T A CC T CCA CGC GGCA T T GC T C CGT CAGGC T T T CGCCCA T TG  141862
T C T T C T CCGG GA A A AGA AGT T CACGACCCG T GGGCC T T C T A CC T CCA CGC GGCA T T GC T C CGT CAGGC T T T CGCCCA T TG  142185
T C T T C T CCGG GA A A AGA AGT T CACGACCCG T GGGCC T T C T A CC T CCA CGC GGCA T T GC T C CGT CAGGC T T T CGCCCA T TG  143160

CGGA A A A T T C CCCA C TGC TG CC T CCCGT AG GAG T C T GGGC CG TG T C T CAG T CCCAG TG T G GC T GA T CA T C C T C T CGGACC  142109

146.020 146.040 146.060 146.080

CGGA A A A T T C CCCA C TGC TG CC T CCCGT AG GAG T C T GGGC CG TG T C T CAG T CCCAG TG T G GC T GA T CA T C C T C T CGGACC  141108
CGGA A A A T T C CCCA C TGC TG CC T CCCGT AG GAG T C T GGGC CG TG T C T CAG T CCCAG TG T G GC T GA T CA T C C T C T CGGACC  141942
CGGA A A A T T C CCCA C TGC TG CC T CCCGT AG GAG T C T GGGC CG TG T C T CAG T CCCAG TG T G GC T GA T CA T C C T C T CGGACC  142265
CGGA A A A T T C CCCA C TGC TG CC T CCCGT AG GAG T C T GGGC CG TG T C T CAG T CCCAG TG T G GC T GA T CA T C C T C T CGGACC  143240

AGC T AC T GA T CA T CGCC T TG GT A AGC T A T T GCC T CA CCA A C T AGC T A A T C AGACGCGAGC CCC T CC T CGG GCGGA T T CC T  142189

146.100 146.120 146.140 146.160

AGC T AC T GA T CA T CGCC T TG GT A AGC T A T T GCC T CA CCA A C T AGC T A A T C AGACGCGAGC CCC T CC T CGG GCGGA T T CC T  141188
AGC T AC T GA T CA T CGCC T TG GT A AGC T A T T GCC T CA CCA A C T AGC T A A T C AGACGCGAGC CCC T CC T CGG GCGGA T T CC T  142022
AGC T AC T GA T CA T CGCC T TG GT A AGC T A T T GCC T CA CCA A C T AGC T A A T C AGACGCGAGC CCC T CC T CGG GCGGA T T CC T  142345
AGC T AC T GA T CA T CGCC T TG GT A AGC T A T T GCC T CA CCA A C T AGC T A A T C AGACGCGAGC CCC T CC T CGG GCGGA T T CC T  143320

CC T T T T GC T C C T CAGCC T AC GGGGT A T T AG CAGCCG T T T C CAGC T GT T GT T CCCC T CCCA AGGGCAGGT T C T T A CGCG T T  142269

146.180 146.200 146.220 146.240

CC T T T T GC T C C T CAGCC T AC GGGGT A T T AG CAGCCG T T T C CAGC T GT T GT T CCCC T CCCA AGGGCAGGT T C T T A CGCG T T  141268
CC T T T T GC T C C T CAGCC T AC GGGGT A T T AG CAGCCG T T T C CAGC T GT T GT T CCCC T CCCA AGGGCAGGT T C T T A CGCG T T  142102
CC T T T T GC T C C T CAGCC T AC GGGGT A T T AG CAGCCG T T T C CAGC T GT T GT T CCCC T CCCA AGGGCAGGT T C T T A CGCG T T  142425
CC T T T T GC T C C T CAGCC T AC GGGGT A T T AG CAGCCG T T T C CAGC T GT T GT T CCCC T CCCA AGGGCAGGT T C T T A CGCG T T  143400

AC T CACCCG T CCGCCAC T GG A A ACA CCA C T T CCCGT CCGA C T TGCA T G TG T T A AGCA T GC CGCCAGCGT T CA T CC TGAGC  142349

146.260 146.280 146.300 146.320

AC T CACCCG T CCGCCAC T GG A A ACA CCA C T T CCCGT CCGA C T TGCA T G TG T T A AGCA T GC CGCCAGCGT T CA T CC TGAGC  141348
AC T CACCCG T CCGCCAC T GG A A ACA CCA C T T CCCGT CCGA C T TGCA T G TG T T A AGCA T GC CGCCAGCGT T CA T CC TGAGC  142182
AC T CACCCG T CCGCCAC T GG A A ACA CCA C T T CCCGT CCGA C T TGCA T G TG T T A AGCA T GC CGCCAGCGT T CA T CC TGAGC  142505
AC T CACCCG T CCGCCAC T GG A A ACA CCA C T T CCCGT CCGA C T TGCA T G TG T T A AGCA T GC CGCCAGCGT T CA T CC TGAGC  143480

CAGGA T CGA A C T C T CCA T GA GA T T CA T AG T T GCA T T AC T T A T AGC T T CC T TG T T CG T AGA CA A AGC T GA T T CGGA A T T GT  142429

146.340 146.360 146.380 146.400

CAGGA T CGA A C T C T CCA T GA GA T T CA T AG T T GCA T T AC T T A T AGC T T CC T TG T T CG T AGA CA A AGC T GA T T CGGA A T T GT  141428
CAGGA T CGA A C T C T CCA T GA GA T T CA T AG T T GCA T T AC T T A T AGC T T CC T TG T T CG T AGA CA A AGC T GA T T CGGA A T T GT  142262
CAGGA T CGA A C T C T CCA T GA GA T T CA T AG T T GCA T T AC T T A T AGC T T CC T TG T T CG T AGA CA A AGC T GA T T CGGA A T T GT  142585
CAGGA T CGA A C T C T CCA T GA GA T T CA T AG T T GCA T T AC T T A T AGC T T CC T TG T T CG T AGA CA A AGCGGA T T CGGA A T T GT  143560

C T T T CA T T CC A AGGCA T A AC T T G T A T CCA T GCGC T T CA T A T T CGCC T GGA GT T CGC T CCC AGA A A T A T AG CCA T CCC T AC  142509

146.420 146.440 146.460 146.480

C T T T CA T T CC A AGGCA T A AC T T G T A T CCA T GCGC T T CA T A T T CGCC T GGA GT T CGC T CCC AGA A A T A T AG CCA T CCC T AC  141508
C T T T CA T T CC A AGGCA T A AC T T G T A T CCA T GCGC T T CA T A T T CGCC T GGA GT T CGC T CCC AGA A A T A T AG CCA T CCC T AC  142342
C T T T CA T T CC A AGGCA T A AC T T G T A T CCA T GCGC T T CA T A T T CGCC T GGA GT T CGC T CCC AGA A A T A T AG CCA T CCC T AC  142665
C T T T CA T T CC A AGGCA T A AC T T G T A T CCA T GCGC T T CA T A T T CGCC T GGA GT T CGC T CCC AGA A A T A T AG CCA T CCC T AC  143640

CCCC T CACG T CA A T CCCACG AGCC T C T T A T CCA T T CCCA T T C T T A T T CGA T CACGGCGGG GGGGCA AGT C A A A A T AGA A A  142589

146.500 146.520 146.540 146.560

CCCC T CACG T CA A T CCCACG AGCC T C T T A T CCA T T CCCA T T C T T A T T CGA T CACGGCGGG GGGGCA AGT C A A A A T AGA A A  141588
CCCC T CACG T CA A T CCCACG AGCC T C T T A T CCA T T CCCA T T C T T A T T CGA T CACGGCGGG GGGGCA AGT A A A A A T AGA A A  142422
CCCC T CACG T CA A T CCCACG AGCC T C T T A T CCA T T CCCA T T C T T A T T CGA T CACGGCGGG GGGGCA AGT A A A A A T AGA A A  142745
CCCC T CACG T CA A T CCCACA AGCC T C T T A T CCA T T CCCA T T C T T A T T CGA T CACGGCGGG GGGGCA AGT C A A A A T AGA A A  143720

A AC T CA CA A C T CA T A T T GGG T T T AGGGA T A A T CAGGC T CG A AC T GA T GAC T T CCA CCA CG T CA AGG T GA C A C T C T ACCGC  142669

146.580 146.600 146.620 146.640

A AC T CA CA A C T CA T A T T GGG T T T AGGGA T A A T CAGGC T CG A AC T GA T GAC T T CCA CCA CG T CA AGG T GA C A C T C T ACCGC  141668
A AC T CA CA A C T CA T A T T GGG T T T AGGGA T A A T CAGGC T CG A AC T GA T GAC T T CCA CCCCG T CA AGG T GA C A C T C T ACCGC  142502
A AC T CA CA A C T CA T A T T GGG T T T AGGGA T A A T CAGGC T CG A AC T GA T GAC T T CCA CCCCG T CA AGG T GA C A C T C T ACCGC  142825
A AC T CA CA A C T CA T A T T GGG T T T AGGGA T A A T CAGGC T CG A AC T GA T GAC T T CCA CCA CG T CA AGG T GA C A C T C T ACCGC  143800

T GAG T T A T A T CCC T T CCC TG CC T CCACCA A GA A A T AGAGC T GAC T A A T CC T A AGGCA A AG GGT CGAGA A A C T CA ACGCCA  142749

146.660 146.680 146.700 146.720

T GAG T T A T A T CCC T T CCC TG CC T CCACCA A GA A A T AGAGC T GAC T A A T CC T A AGGCA A AG GGT CGAGA A A C T CA ACGCCA  141748
T GAG T T A T A T CCC T T CCC TG CC T CCACCA A GA A A T AGAGC T GAC T A A T CC T A AGGCA A AG GGT CGAGA A A C T CA ACGCCA  142582
T GAG T T A T A T CCC T T CCCCG CC T CCACCA A GA A A T AGAGC T GAC T A A T CC T A AGGCA A AG GGT CGAGA A A C T CA ACGCCA  142905
T GAG T T A T A T CCC T T CCC TG CCCCCACCA A GA A A T AGAGC T GAC T A A T CC T A AGGCA A AG GGT CGAGA A A C T CA ACGCCA  143880
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C T A T T C T TGA A CA A C T T GGA GCCGGGCC T T CC T T T CGCA C T A T T ACGGA T ACGA A A T T A A T GGGA A A A A T T GGA T T CA A T  142829

146.740 146.760 146.780 146.800

C T A T T C T TGA A CA A C T T GGA GCCGGGCC T T CC T T T CGCA C T A T T ACGGA T ACGA A A T T A A T GGGA A A A A T T GGA T T CA A T  141828
C T A T T C T TGA A CA A C T T GGA GCCGGGCC T T CC T T T CGCA C T A T T ACGGA T ACGA A A T T A A T GGGA A A A A T T GGA T T CA A T  142662
C T A T T C T TGA A CA A C T T GGA GCCGGGCC T T CC T T T CGCA C T A T T ACGGA T ACGA A A T T A A T GGGA A A A A T T GGA T T CA A T  142985
C T A T T C T TGA A CA A C T T GGA GCCGGGCC T T CC T T T CGCA C T A T T ACGGA T ACGA A A T T A A T GGGA A A A A T T GGA T T CCA T  143960

T GT CA A C TGC T CC T AGA A A T AGGA T T GA C T ACGGA T T CGA A CCG T AGCAC A T GC T T T C T T T CA T A A A ACC G T ACGA T T C T  142909

146.820 146.840 146.860 146.880

T GT CA A C TGC T CC T AGA A A T AGGA T T GA C T ACGGA T T CGA A CCG T AGCAC A T GC T T T C - - - - A T A A A ACC G T ACGA T T C T  141904
T GT CA A C TGC T CC T AGA A A T AGGA T T GA C T ACGGA T T CGA A CCG T AGCAC A T GC T T T C - - - - A T A A A ACC G T ACGA T T C T  142738
T GT CA A C TGC T CC T AGA A A T AGGA T T GA C T ACGGA T T CGA A CCG T AGCAC A T GC T T T C - - - - A T A A A ACC G T ACGA T T C T  143061
T GT CA A C TGC T CC T AGA A A T AGGA T T GA C T ACGGA T T CGA A CCG T AGCAC A T GC T T T C - - - - A T CA A ACC G T ACGA T T C T  144036

CCCGA T C T A A A T CA AGCAGG T T T T - - CCA T GA AGA AG T T C T A T T CGA T AC GGG T AGGAGA AGCGGT A T T C T T A A A A A A A T  142987

146.900 146.920 146.940 146.960

CCCGA T C T A A A T CA AGCAGG T T T T - - CCA T GA AGA AG T T C T A T T CGA T AC GGG T AGGAGA AGCGGT A T T C T T A A A A A A A T  141982
CCCGA T C T A A A T CA AGCAGG T T T T - - CCA T GA AGA AG T T C T A T T CGA T AC GGG T AGGAGA AGCGGT A T T C T T A A A A A A A T  142816
CCCGA T C T A A A T CA AGCAGG T T T T - - CCA T GA AGA AG T T C T A T T CGA T AC GGG T AGGAGA AGCGGT A T T C T T A A A A A A A T  143139
CCCGA T C T A A A T CA AGCAGG T T T T T T CCA T GA AGA AG T T C T A T T CGA T AC GGG T AGGAGA AGCGGT A T T C T T A A A AGA A T  144116

AGAGA A A T CA GA ACCA AG T C A AGA T GA T AC GGA T CA ACCC C T T C T T C T TG CGCCA A AGA T C T T ACCA T T T CCA A AGGA AC  143067

146.980 147.000 147.020 147.040

AGAGA A A T CA GA ACCA AG T C A AGA T GA T AC GGA T CA ACCC C T T C T T C T TG CGCCA A AGA T C T T ACCA T T T CCA A AGGA AC  142062
AGAGA A A T CA GA ACCA AG T C A AGA T GA T AC GGA T CA ACCC C T T C T T C T TG CGCCA A AGA T C T T ACCA T T T CCA A AGGA AC  142896
AGAGA A A T CA GA ACCA AG T C A AGA T GA T AC GGA T CA ACCC C T T C T T C T TG CGCCA A AGA T C T T ACCA T T T CCA A AGGA AC  143219
AGAGA A A T CA GA ACCA AG T C A AGA T GA T AC GGA T CA ACCC C T T C T T C T TG CGCCA A AGA T T T T ACCA T T T CCGA AGGA AC  144196

T GGAGT T ACA T C T C T T T T CC A T T T CCA T T C A AGAGT T C T T A T GT C T T T CC ACGCCCC T T T A AGACCCCGA A A A A T TGACA  143147

147.060 147.080 147.100 147.120

T GGAGT T ACA T C T C T T T T CC A T T T CCA T T C A AGAGT T C T T A T GT C T T T CC ACGCCCC T T T A AGACCCCGA A A A A T TGACA  142142
T GGAGT T ACA T C T C T T T T CC A T T T CCA T T C A AGAGT T C T T A T GT C T T T CC ACGCCCC T T T A A A ACCCCGA A A A A T TGACA  142976
T GGAGT T ACA T C T C T T T T CC A T T T CCA T T C A AGAGT T C T T A T GT C T T T CC ACGCCCC - - - - - - - - - - - GA A A A A T TGACA  143288
T GGAGT T CCA T C T C T T T T CC A T T T CCA T T C A AGAGT T C T T A T GT C T T T CC ACGCCCC T T T A AGACCCCGA A A A A T TGACA  144276

A A A CGA T T A A C T AC T T CA T T T C T GA A T T T C A T AG T A A T A - - - - - - - - - - - - - - - - - - - - - - GA A A T ACA T G T CC T ACCGA  143205

147.140 147.160 147.180 147.200

A A A CGA T T A A C T AC T T CA T T T C T GA A T T T C A T AG T A A T A - - - - - - - - - - - - - - - - - - - - - - GA A A T ACA T G T CC T ACCGA  142200
A A A CGA T T A A C T AC T T CA T T T C T GA A T T T C A T AG T A A T A - - - - - - - - - - - - - - - - - - - - - - GA A A T ACA T G T CC T ACCGA  143034
A A A CGA T T A A C T AC T T CA T T T C T GA A T T T C A T AG T A A T A - - - - - - - - - - - - - - - - - - - - - - GA A A T ACA T G T CC T ACCGA  143346
A A A CGA T T A A C T AC T T CA T T T A T GA A T T T C A T AGGA A T A A T T T A T GA A T T T CA T AGGA A T AGA A A T ACA T G T CC T ACCGA  144356

A ACAGA A T T T T T A A C T T GC T A T CC T C T T GC C T AGCAGGCA A AGA T T T GCC T CCGT GGA A A AGA T GA T T CA T T CGGA T CA A  143285

147.220 147.240 147.260 147.280

A ACAGA A T T T T T A A C T T GC T A T CC T C T T GC C T AGCAGGCA A AGA T T T GCC T CCGT GGA A A AGA T GA T T CA T T CGGA T CA A  142280
A ACAGA A T T T T T A A C T T GC T A T CC T C T T GC C T AGCAGGCA A AGA T T T GCC T CCGT GGA A A AGA T GA T T CA T T CGGA T CA A  143114
A ACAGA A T T T T GA A C T T GC T A T CC T C T T GC C T AGCAGGCA A AGA T T T GCC T CCGT GGA A A AGA T GA T T CA T T CGGA T CA A  143426
A ACAGA A T T T T T A A C T T GC T A T CC T C T T GC C T AGCAGGCA A AGA T T T GCC T CCGT GGA A A AGA T GA T T CA T T CGGA T CA A  144436

GA T GA A AGT C CA AC T ACA T T GCA T T GCCAG A A T ACA T GT T G T A T A T T T GA A AGAGG T T GA CC T CC T T GC T T C T C T CA T GG  143365

147.300 147.320 147.340 147.360

GA T GA A AGT C CA AC T ACA T T GCA T T GCCAG A A T ACA T GT T G T A T A T T T GA A AGAGG T T GA CC T C - - - - - - T C T C T CA T GG  142354
GA T GA A AGT C CA AC T ACA T T GCA T T GCCAG A A T ACA T GT T G T A T A T T T GA A AGAGG T T GA CC T CC T T GC T T C T C T CA T GG  143194
GA T GA A AGT C CA AC T ACA T T GCA T T GCCAG A A T ACA T GT T G T A T A T T T GA A AGAGG T T GA CC T CC T T GC T T C T C T CA T GG  143506
GA T GA A AGT C CA AC T ACA T T GCA T T GCCAG A A T CCA T GT T G T A T A T T T GA A AGAGG T T GA CC T CC T T GC T T C T C T CA T GG  144516

T ACA A T CC T C T T CCCGCCGA GCCCCC T T T C T CC T CGG T CC A CAGAGA CA A A A T GT AGGAC T GG T GCCA A C AG T T A A T CAC  143445

147.380 147.400 147.420 147.440

T ACA A T CC T C T T CCCGCCGA GCCCCC T T T C T CC T CGG T CC A CAGAGA CA A A A T GT AGGAC T GG T GCCA A C AG T T A A T CAC  142434
T ACA A T CC T C T T CCCGCCGA GCCCCC T T T C T CC T CGG T CC A CAGAGA CA A A A T GT AGGAC T GG T GCCA A C AG T T A A T CAC  143274
T ACA A T CC T C T T CCCGCCGA GCCCCC T T T C T CC T CGG T CC A CAGAGA CA A A A T GT AGGAC T GG T GCCA A C AG T T A A T CAC  143586
T ACA A T CC T C T T CCC - CCGA GCCCCC T T T C T CC T CGG T CC A CAGAGA CA A A A T GT AGGAC T GG T GCCA A C AG T T A A T CAC  144595

GGA AGA A AGG A C T CAC T GAG CCGGGA T CAC T A A C T A A T A C T A A T C T A A T A C T A A T AGA A T AGA A A A T AC T A A T A T A A - - -   143522

147.460 147.480 147.500 147.520

GGA AGA A AGG A C T CAC T GAG CCGGGA T CAC T A A C T A A T A C T A A T C T A A T A C T A A T AGA A T AGA A A A T AC T A A T A T A A - - -   142511
GGA AGA A AGG A C T CAC T GAG CCGGGA T CAC T A A C T A A T A C T A A T C T A A T A C T A A T AGA A T AGA A A A T AC T A A T A T A A - - -   143351
GGA AGA A AGG A C T CAC T GAG CCGGGA T CAC T A A C T A A T A C T A A T C T A A T A C T A A T AGA A T AGA A A A T AC T A A T A T A A - - -   143663
GGA AGA A AGG A C T CAC T GAG CCGGGA T CAC T A A C T A A T A C T A A T C T A A T A C T A A T AGA A T AGA A A A T AC T A A T A T A A A A A  144675

- - - - - - - - - - - T AGA A A AGA AC T GT C T T T T C TG T A T AC T T A T GT A T A C T T T CCCCGGT T C CGT T GC T ACC GCGGGC T T T A  143591

147.540 147.560 147.580 147.600

- - - - - - - - - - - T AGA A A AGA AC T GT C T T T T C TG T A T AC T T A T GT A T A C T T T CCCCGGT T C CGT T GC T ACC GCGGGC T T T A  142580
- - - - - - - - - - - T AGA A A AGA AC T GT C T T T T C TG T A T AC T T A T GT A T A C T T T CCCCGGT T C CGT T GC T ACC GCGGGC T T T A  143420
- - - - - - - - - - - T AGA A A AGA AC T GT C T T T T C TG T A T AC T T A T GT A T A C T T T CCCCGGT T C CGT T GC T ACC GCGGGC T T T A  143732
T AC T A A T C T A A T AGA A A AGA ACCGT C T T T T C TG T A T AC T T A T GT A T A C T T T CCCCGGT T C CC T T GC T ACC GCGGG T T T T A  144755

CGCA A T CGA T CGGA T CA T A T AGA T A T CCC T T CA ACA CA A C A T AGG T CG T C GA A AGGA T C T CGGAGA CCCA CCA A AGCACG  143671

147.620 147.640 147.660 147.680

CGCA A T CGA T CGGA T CA T A T AGA T A T CCC T T CA ACA CA A C A T AGG T CG T C GA A AGGA T C T CGGAGA CCCA CCA A AGCACG  142660
CGCA A T CGA T CGGA T CA T A T AGA T A T CCC T T CA ACA CA A C A T AGG T CG T C GA A AGGA T C T CGGAGA CCCA CCA A AGCACG  143500
CGCA A T CGA T CGGA T CA T A T AGA T A T CCC T T CA ACA CA A C A T AGG T CG T C GA A AGGA T C T CGGAGA CCCA CCA A AGCACG  143812
CGCA A T CGA T CGGA T CA T A T AGA T A T CCC T T CA ACA CA A C A T AGG T CG T C GA A AGGA T C T CGGAGA CCCA CCA A AGCACG  144835

A A AGCCAGGA T C T T T CAGA A A A T GGA T T CC CA T T CGA AGA G T GCA T A ACC GCA TGGA T A A GC T CACAC T A A CCCG T CA A T  143751

147.700 147.720 147.740 147.760

A A AGCCAGGA T C T T T CAGA A A A T GGA T T CC CA T T CGA AGA G T GCA T A ACC GCA TGGA T A A GC T CACAC T A A CCCG T CA A T  142740
A A AGCCAGGA T C T T T CAGA A A A T GGA T T CC CA T T CGA AGA G T GCA T A ACC GCA TGGA T A A GC T CACAC T A A CCCG T CA A T  143580
A A AGCCAGGA T C T T T CAGA A A A T GGA T T CC CA T T CGA AGA G T GCA T A ACC GCA TGGA T A A GC T CACAC T A A CCCG T CA A T  143892
A A AGCCAGGA T C T T T CAGA A A A T GGA T T CC CA T T CGA AGA G T GCA T A ACC GCA TGGA T A A GC T CACAC T A A CCCG T CA A T  144915

T TGGGA T CCA A T T CGGGA T T T T CC T T GGGA GGT A T CGGGA AGGA A T T GGA A T GGA A T A A T A T CGA T T CA T C T AGA T A CAG  143831

147.780 147.800 147.820 147.840

T TGGGA T CCA A T T CGGGA T T T T CC T T GGGA GGT A T CGGGA AGGA A T T GGA A T GGA A T A A T A T CGA T T CA T C T AGA T A CAG  142820
T TGGGA T CCA A T T CGGGA T T T T CC T T GGGA GGT A T CGGGA AGGA A T T GGA A T GGA AGA A T A T CGA T T CA T C T AGA T A CAG  143660
T TGGGA T CCA A T T CGGGA T T T T CC T T GGGA GGT A T CGGGA AGGA A T T GGA A T GGA AGA A T A T CGA T T CA T C T AGA T A CAG  143972
T TGGGA T CCA A T T CGGGA T T T T CC T T GGGA GGT A T CGGGA AGGA A T T GGA A T G T A A T A A T A T CGA T T CA T A T AGA T A CAG  144995
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A AGA A A AGG T T C T C T A T T GA T T CA A A TGC T G T A CC T A TGG GA T AGGGA T A GAGA A AGAGG A A A A ACCGA A GA T T T CA CA T  143911

147.860 147.880 147.900 147.920

A AGA A A AGG T T C T C T A T T GA T T CA A A TGC T G T A CC T A TGG GA T AGGGA T A GAGA A AGAGG A A A A ACCGA A GA T T T CA CA T  142900
A AGA A A AGG T T C T C T A T T GA T T CA A A TGC T G T A CCCA TGG GA T AGGGA T A GAGA A AGAGG A A A A ACCGA A GA T T T CA CA T  143740
A AGA A A AGG T T C T C T A T T GA T T CA A A TGC T G T A CC T A TGG GA T AGGGA T A GAGA A AGAGG A A A A ACCGA A GA T T T CA CA T  144052
A AGA A A AGG T T C T C T A T T GA T T CA A A TGC T G T A CCCA TGG GA T AGGGA T A GAGA A AGAGG A A A A ACCGA A GA T T T CA CA T  145075

AGT AC T T T T G A T CGA A A A A T CA A T CCGA T T T A T T T CG T A C CC T T CGC T CA A T GAGA A A A T GGA T CAGA T T C T A T AGGA T C  143991

147.940 147.960 147.980 148.000

AGT AC T T T T G A T CGA A A A A T CA A T CCGA T T T A T T T CG T A C CC T T CGC T CA A T GAGA A A A T GGA T CAGA T T C T A T AGGA T C  142980
AGT AC T T T T G A T CGA A A A A T CA A T CCGA T T T A T T T CG T A C CC T T CGC T CA A T GAGA A A A T GGA T CAGA T T C T A T AGGA T C  143820
AGT AC T T T T G A T CGA A A A A T CA A T CCGA T T T A T T T CG T A C CC T T CGC T CA A T GAGA A A A T GGA T CAGA T T C T A T AGGA T C  144132
AGT AC T T T T G A T CGA A A A A T CA A T CCGA T T T A T T T CG T A C CC T T CGC T CA A T GAGA A A A T GGA T CAGA T T C T A T AGGA T C  145155

A A A CC T A TGG GAC T T A AGGA A T GA T GGA AG GGA A T A A A A T A A A A A A A A A A AGA A A T A A A A A A AGA A - - - - - - - - - - A A A A  144061

148.020 148.040 148.060 148.080

A A A CC T A TGG GAC T T A AGGA A T GA T GGA AG GGA A T A A A A T A A A A A A A A AG A A A T A A A A A A AGA A A A - - GA GAGGGA A A A A  143058
A A A CC T A TGG GAC T T A AGGA A T GA T GGA AG GGA A T A A A A T A A A A A A A A A A AGA A A T A A A A A A AGA A A AGA GAGGGA A A A A  143900
A A A CC T A TGG GAC T T A AGGA A T GA T GGA AG AGA A T CA A A T A A A A A A A A A A AGA A A T A A A A A A AGA A A AGA GAGGGA A A A A  144212
A A A CC T A TGG GAC T T A AGGA A T GA T GGA AG GGA A T A A A A T A A A A A A A A A A AGA A A T CA A A A A AGA A A AGA GAGGA A A A A A  145235

A A A T A A T A A A GA A A T A AG T A A A T A A A A A T G A AG T AGA AGA A CCCAGA T T C CA A A T GA A CA A A T T CA A AC T T GA A A AGGA T  144141

148.100 148.120 148.140 148.160

A A A T A A T A A A GA A A T A AG T A A A T A A A A A T G A AG T AGA AGA A CCCAGA T T C CA A A T GA A CA A A T T CA A AC T T GA A A AGGA T  143138
A A A T A A T A A A GA A A T A AG T A A A T A A A A A T G A AG T AGA AGA A CCCAGA T T C CA A A T GA A CA A A T T CA A AC T T GA A A AGGA T  143980
A A A T A A T A A A GA A A T A AG T A A A T A A A A A T G A AG T AGA AGA A CCCAGA T T C CA A A T GA A CA A A T T CA A AC T T GA A A AGGA T  144292
A A A T A A T A A A GA A A T A AG T A A A T A A A A A T G A AG T AGA AGA A CCCAGA T T C CA A A T GA A CA A A T T CA A AC T T GA A A AGGA T  145315

C T T T C T GA T T C T CGA A A A A T GAGGGGCA A A GGGA T T GA T C GAGA A AGA T C T C T TG T T C T T A T T A T A AGAG CG TG T GA T TG  144221

148.180 148.200 148.220 148.240

C T T T C T GA T T C T CGA A A A A T GAGGGGCA A A GGGA T T GA T C GAGA A AGA T C T C T TG T T C T T A T T A T A AGAG CG TG T GA T TG  143218
C T T T C T GA T T C T CGA A A A A T GAGGGGCA A A GGGA T T GA T C GAGA A AGA T C T C T TG T T C T T A T T A T A AGAG CG TG T GA T TG  144060
C T T T C T GA T T C T CGA A A A A T GAGGGGCA A A GGGA T T GA T C GAGA A AGA T C T C T TG T T C T T A T T A T A AGAG CG TG T GA T TG  144372
C T T T C T GA T T C T CGA AGA A T GAGGGGCA A A GGGA T T GA T C GAGA A AGA T C T C T TG T T C T T A T T A T A AGA T CG TG T GA T TG  145395

GA T CCGCAGA T G T T T GG T A A A A AGA A T A A T C T T C T CC T T T GAGA A T A A T C A A A A A T GGA A AGT G T T CA A T T GGA ACA T GA  144301

148.260 148.280 148.300 148.320

GA T CCGCAGA T G T T T GG T A A A A AGA A T A A T C T T C T CC T T T GAGA A T A A T C A A A A A T GGA A AGT G T T CA A T T GGA ACA T GA  143298
GA T CCGCAGA T G T T T GG T A A A A AGA A T A A T C T T C T CC T T T GAGA A T A A T C A A A A A T GGA A AGT G T T CA A T T GGA ACA T GA  144140
GA T CCGCAGA T G T T T GG T A A A A AGA A T A A T C T T C T CC T T T GAGA A T A A T C A A A A A T GGA A AGT G T T CA A T T GGA ACA T GA  144452
GA T T CGCAGA T G T T T GG T A A A A AGA A T A A T C T T C T CC T T T GAGA A T A A T C A A A A A T GGA A AGT G T T CA A T T GGA ACAGGA  145475

A A A CGT GAC T GA A T T GG T CC T AG T T AC T C T CGGGGA CGGA G T GGA AGA AG GGAGGAGA T T A T CGA A CGAG GA A A AGGACC  144381

148.340 148.360 148.380 148.400

A A A CGT GAC T GA A T T GG T CC T AG T T AC T C T T GGGGA CGGA G T GGA AGA AG GGAGGAGA T T A T CGA A CGAG GA A A AGGACC  143378
A A A CGT GAC T GA A T T GG T CC T AG T T AC T C T T GGGGA CGGA G T GGA AGA AG GGAGGAGA T T A T CGA A CGAG GA A A AGGACC  144220
A A A CGT GAC T GA A T T GG T CC T AG T T AC T C T T GGGGA CGGA G T GGA AGA AG GGAGGAGA T T A T CGA A CGAG GA A A AGGACC  144532
A A A CGT GAC T GA A T T GG T CC T AG T T AC T C T T GGGGA CGGA G T GGA AGA AG GGAGGAGA T T A T CGA A CGAG GA A A AGGACC  145555

CA A T GA C T T C GA A AGA A T TG A A CGAGGAGC CGT A TGAGG T GA A A A T C T CA TG T ACGGT T C T GT AGAG TGG CAGT A AGGGT  144461

148.420 148.440 148.460 148.480

CA A T GA C T T C GA A AGA A T TG A A CGAGGAGC CGT A TGAGG T GA A A A T C T CA TG T ACGGT T C T GT AGAG TGG CAGT A AGGGT  143458
CA A T GA C T T C GA A AGA A T TG A A CGAGGAGC CGT A TGAGG T GA A A A T C T CA TG T ACGGT T C T GT AGAG TGG CAGT A AGGGT  144300
CA A T GA C T T C GA A AGA A T TG A A CGAGGAGC CGT A TGAGG T GA A A A T C T CA TG T ACGGT T C T GT AGAG TGG CAGT A AGGGT  144612
CA A T GA C T T C GA A AGA A T TG A A CGAGGAGC CGT A TGAGG T GA A A A T C T CA TG T ACGGT T C T GT AGAG TGG CAGT A AGGGT  145635

GAC T T A T C T G T CA A C T T T T C CA C T A T CA CC CCCA A A A A A C CA A A C T C T GC C T T ACG T A A A G T T GCCAGAG T ACGA T T A AC  144541

148.500 148.520 148.540 148.560

GAC T T A T C T G T CA A C T T T T C CA C T A T CA CC CCCA A A A A A C CA A A C T C T GC C T T ACG T A A A G T T GCCAGAG T ACGA T T A AC  143538
GAC T T A T C T G T CA A C T T T T C CA C T A T CA CC CCCA A A A A A C CA A A C T C T GC C T T ACG T A A A G T T GCCAGAG T ACGA T T A AC  144380
GAC T T A T C T G T CA A C T T T T C CA C T A T CA CC CCCA A A A A A C CA A A C T C T GC C T T ACG T A A A G T T GCCAGAG T ACGA T T A AC  144692
GAC T T A T C T G T CA A C T T T T C CA C T A T CA CC CCCA A A A A A C CA A A C T C T GC C T T ACG T A A A G T T GCCAGAG T ACGA T T A AC  145715

C T C T GGG T T T GA A A T CA C TG C T T A T A T A CC AGG T A T T GGC CA T A A T T CAC A AGA A CA T T C T GT AGT C T T A G T A AGAGGGG  144621

148.580 148.600 148.620 148.640

C T C T GGG T T T GA A A T CA C TG C T T A T A T A CC T GG T A T T GGC CA T A A T T CAC A AGA A CA T T C T GT AGT C T T A G T A AGAGGGG  143618
C T C T GGG T T T GA A A T CA C TG C T T A T A T A CC T GG T A T T GGC CA T A A T T CAC A AGA A CA T T C T GT AGT C T T A G T A AGAGGGG  144460
C T C T GGG T T T GA A A T CA C TG C T T A T A T A CC T GG T A T T GGC CA T A A T T CAC A AGA A CA T T C T GT AGT C T T A G T A AGAGGGG  144772
C T C T GGG T T T GA A A T CA C TG C T T A T A T A CC T GG T A T T GGC CA T A A T T CAC A AGA A CA T T C T GT AGT C T T A G T A AGAGGGG  145795

GGAGGG T T A A GGA T T T A CCC GG T GT GAGA T A T CACA T TG T T CGAGGA ACC C T AGA T GC T G T CGGAG T A A A GGA T CGT CA A  144701

148.660 148.680 148.700 148.720

GGAGGG T T A A GGA T T T A CCC GG T GT GAGA T A T CACA T TG T T CGAGGA ACC C T AGA T GC T G T CGGAG T A A A GGA T CGT CA A  143698
GGAGGG T T A A GGA T T T A CCC GG T GT GAGA T A T CACA T TG T T CGAGGA ACC C T AGA T GC T G T CGGAG T A A A GGA T CGT CA A  144540
GGAGGG T T A A GGA T T T A CCC GG T GT GAGA T A T CACA T TG T T CGAGGA ACC C T AGA T GC T G T CGGAG T A A A GGA T CGT CA A  144852
GGAGGG T T A A GGA T T T A CCC GG T GT GAGA T A T CACA T TG T T CGAGGA ACC C T AGA T GCCG T CGGAG T A A A GGA T CGT CA A  145875

CA AGGGCGT T C T AG T GCG T T GT AGA T T C T T A T CCA AGAC T T G T A T CA T T T GA T GA T GCCA T GT GA A T CGC T AGA A ACA TG  144781

148.740 148.760 148.780 148.800

CA AGGGCGT T C T AG T GCG T T GT AGA T T C T T A T CCA AGAC T T G T A T CA T T T GA T GA T GCCA T GT GA A T CGC T AGA A ACA TG  143778
CA AGGGCGT T C T AG T GCG T T GT AGA T T C T T A T CCA AGAC T T G T A T CA T T T GA T GA T GCCA T GT GA A T CGC T AGA A ACA TG  144620
CA AGGGCGT T C T AG T GCG T T GT AGA T T C T T A T CCA AGAC T T G T A T CA T T T GA T GA T GCCA T GT GA A T CGC T AGA A ACA TG  144932
CA AGGGCGT T C T AG T GCG T T GT AGA T T C T T A T CCA AGAC T T G T A T CA T T T GA T GA T GCCA T GT GA A T CGC T AGA A ACA TG  145955

T GA AGT G T A T GGC T A ACCCA A T A ACGA A AG T T T CGT A AGG GGAC T GGAGC AGGC T ACCA T GAGACA A A AG A T C T T C T T T C  144861

148.820 148.840 148.860 148.880

T GA AGT G T A T GGC T A ACCCA A T A ACGA A AG T T T CGT A AGG GGAC T GGAGC AGGC T ACCA T GAGACA A A AG A T C T T C T T T C  143858
T GA AGT G T A T GGC T A ACCCA A T A ACGA A AG T T T CGT A AGG GGAC T GGAGC AGGC T ACCA T GAGACA A A AG A T C T T C T T T C  144700
T GA AGT G T A T GGC T A ACCCA A T A ACGA A AG T T T CGT A AGG GGAC T GGAGC AGGC T ACCA T GAGACA A A AG A T C T T C T T T C  145012
T GA AGT G T A T GGC T A ACCCA A T A ACGA A AG T T T CGT A AGG GGAC T GGAGC AGGC T ACCA T GAGACA A A AG A T C T T C T T T C  146035

T A A AGAGA T T CGA T T CGGA A C T A T T A T A T G T CCA AGG T CC A A T A T TGA A A T A A T T T T AGA GGT T T T CCC T GAC T T TG T CC  144941

148.900 148.920 148.940 148.960

T A A AGAGA T T CGA T T CGGA A C T A T T A T A T G T CCA AGG T CC A A T A T TGA A A T A A T T T T AGA GGT T T T CCC T GAC T T TG T CC  143938
T A A AGAGA T T CGA T T CGGA A C T A T T A T A T G T CCA AGG T CC A A T A T TGA A A T A A T T T T AGA GGT T T T CCC T GAC T T TG T CC  144780
T A A AGAGA T T CGA T T CGGA A C T A T T A T A T G T CCA AGG T CC A A T A T TGA A A T A A T T T T AGA GGT T T T CCC T GAC T T TG T CC  145092
T A A AGAGA T T CGA T T CGGA A C T A T T A T A T G T CCA AGG T CC A A T A T TGA A A T A A T T T T AGA GGT T T T CCC T GAC T T TG T CC  146115
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G TG T CA ACA A A CA A T T CGA A A T GCC T CGAC T T T T T T AGA A CAGG T CCGGG T CA A A T AGCA A TGA T T CGA A GCAC T T C T T T  145021

148.980 149.000 149.020 149.040

G TG T CA ACA A A CA A T T CGA A A T GCC T CGAC T T T T T T AGA A CAGG T CCGGG T CA A A T AGCA A TGA T T CGA A GCAC T T C T T T  144018
G TG T CA ACA A A CA A T T CGA A A T GCC T CGAC T T T T T T AGA A CAGG T CCGGG T CA A A T AGCA A TGA T T CGA A GCAC T T C T T T  144860
G TG T CA ACA A A CA A T T CGA A A T GCC T CGAC T T T T T T AGA A CAGG T CCGGG T CA A A T AGCA A TGA T T CGA A GCAC T T C T T T  145172
G TG T CA ACA A A CA A T T CGA A A T GCC T CGAC T T T T T T AGA A CAGG T CCGGG T CA A A T AGCA A TGA T T CGA A GCAC T T C T T T  146195

T T A CAC T A T T T CGGA A A CCC A AGGA C T CA A T CG T A T GGA T A T GT A A A A T A CAGGA T T T CC A A T CC T AGCA GGA A AGGGGG  145101

149.060 149.080 149.100 149.120

T T A CAC T A T T T CGGA A A CCC A AGGA C T CA A T CG T A T GGA T A T GT A A A A T A CAGGA T T T CC A A T CC T AGCA GGA A AGGGGG  144098
T T A CAC T A T T T CGGA A A CCC A AGGA C T CA A T CG T A T GGA T A T GT A A A A T A CAGGA T T T CC A A T CC T AGCA GGA A AGGGAG  144940
T T A CAC T A T T T CGGA A A CCC A AGGA C T CA A T CG T A T GGA T A T GT A A A A T A CAGGA T T T CC A A T CC T AGCA GGA A AGGGGG  145252
T T A CAC T A T T T CGGA A A CCC A AGGA C T CA A T CG T A T GGA T A T GT A A A A T A CAGGA T T T CC A A T CC T AGCA GGA A AGGGGG  146275

GG - - A A ACGG A T AC T CA A T T T A A AG T GAG T A A A CAGA A T T CCA T AC T CGA T C T CA T AGA T ACA T A T AGA A T T C T G TGGA A  145179

149.140 149.160 149.180 149.200

GG - - A A ACGG A T AC T CA A T T T A A AG T GAG T A A A CAGA A T T CCA T AC T CGA T C T CA T AGA T ACA T A T AGA A T T C T G TGGA A  144176
GG - - A A ACGG A T AC T CA A T T T A A AG T GAG T A A A CAGA A T T CCA T AC T CGA T C T CA T AGA T ACA T A T AGA A T T C T G TGGA A  145018
GG - - A A ACGG A T AC T CA A T T T A A AG T GAG T A A A CAGA A T T CCA T AC T CGA T C T CA T AGA T ACA T A T AGA A T T C T G TGGA A  145330
GGGGA A ACGG A T AC T CA A T T T T A AG T GAG T A A A CAGA A T T CCA T AC T CGA T C T CA T AGA T ACA T A T AGA A T T C T G TGGA A  146355

AGCCGT A T T C GA TGA A AG T C GT A TG T ACGG C T T GGAGGGA GA T C T T T CA T A T C T T T CGAG A T CCACCC T A CA A T A TGGGG  145259

149.220 149.240 149.260 149.280

AGCCGT A T T C GA TGA A AG T C GT A TG T ACGG C T T GGAGGGA GA T C T T T CA T A T C T T T CGAG A T CCACCC T A CA A T A TGGGG  144256
AGCCGT A T T C GA TGA A AG T C GT A TG T ACGG C T T GGAGGGA GA T C T T T CA T A T C T T T CGAG A T CCACCC T A CA A T A TGGGG  145098
AGCCGT A T T C GA TGA A AG T C GT A TG T ACGG C T T GGAGGGA GA T C T T T CA T A T C T T T CGAG A T CCACCC T A CA A T A TGGGG  145410
AGCCGT A T T C GA TGA A AG T C GT A TG T ACGG C T T GGAGGGA GA T C T T T CA T A T C T T T CGAG A T CGACCC T A CA A T A TGGGG  146435

T CA A A A AGCC A A A A T A A A TG A T T T T AGCCC T T A T A A A A AG A A A A CGGA T T C T T GA AC T CC T T T CGCGC T C A T GT CACG T C  145339

149.300 149.320 149.340 149.360

T CA A A A AGCC A A A A T A A A TG A T T T T AGCCC T T A T A A A A AG A A A A CGGA T T C T T GA AC T CC T T T CGCGC T C A T GT CACG T C  144336
T CA A A A AGCC A A A A T A A A TG A T T T T AGCCC T T A T A A A A AG A A A A CGGA T T C T T GA AC T CC T T T CGCGC T C A T GT CACG T C  145178
T CA A A A AGCC A A A A T A A A TG A T T T T AGCCC T T A T A A A A AG A A A A CGGA T T C T T GA AC T CC T T T CGCGC T C A T GT CACG T C  145490
T CA A A A AGCC A A A A T A A A TG A T T T T AGCCC T T A T A A A A AG A A A A CGGA T T C T T GA ACCCC T T T CGCGC T C A T GT CACG T C  146515

GAGG T A C T A C AGA AGA A A A A AC T GCA A AG T CCGA T CCA A T T T A T CGT A A T CGA T T AGT T A ACA T GT T GG T T A ACCGT A T T  145419

149.380 149.400 149.420 149.440

GAGG T A C T A C AGA AGA A A A A AC T GCA A AG T CCGA T CCA A T T T A T CGT A A T CGA T T AGT T A ACA T GT T GG T T A ACCGT A T T  144416
GAGG T A C T A C AGA AGA A A A A AC T GCA A AG T CCGA T CCA A T T T A T CGT A A T CGA T T AGT T A ACA T GT T GG T T A ACCGT A T T  145258
GAGG T A C T A C AGA AGA A A A A AC T GCA A AG T CCGA T CCA A T T T A T CGT A A T CGA T T AGT T A ACA T GT T GG T T A ACCGT A T T  145570
GAGG T A C T A C AGA AGA A A A A AC T GCA A AG T CCGA T CCA A T T T A T CGT A A T CGA T T AGT T A ACA T GT T GG T T A ACCGT A T T  146595

C TGA A A CACG GA A A A A A A T C A T T GGC T T A T CA A A T T A T C T A T CGAGCC T T GA A A A AGA T T CA A CA A A AGA CAGA A A A A A A  145499

149.460 149.480 149.500 149.520

C TGA A A CACG GA A A A A A A T C A T T GGC T T A T CA A A T T A T C T A T CGAGCC T T GA A A A AGA T T CA A CA A A AGA CAGA A A A A A A  144496
C TGA A A CACG GA A A A A A A T C A T T GGC T T A T CA A A T T A T C T A T CGAGCC T T GA A A A AGA T T CA A CA A A AGA CAGA A A A A A A  145338
C TGA A A CACG GA A A A A A A T C A T T GGC T T A T CA A A T T A T C T A T CGAGCC T T GA A A A AGA T T CA A CA A A AGA CAGA A A A A A A  145650
C TGA A A CACG GA A A A A A A T C A T T GGC T T A T CA A A T T A T C T A T CGAGCC T T GA A A A AGA T T CA A CA A A AGA CAGA A A A A A A  146675

T CCAC T A T C T G T T T T ACG T C A AGCA A T A CG T GGAGT A AC T CCCGA T A T AG CAG T A A A AGC A AGACG T GT A GGCGGA T CGA  145579

149.540 149.560 149.580 149.600

T CCAC T A T C T G T T T T ACG T C A AGCA A T A CG T GGAGT A AC T CCCGA T A T AG CAG T A A A AGC A AGACG T GT A GGCGGA T CGA  144576
T CCAC T A T C T G T T T T ACG T C A AGCA A T A CG T GGAGT A AC T CCCGA T A T AG CAG T A A A AGC A AGACG T GT A GGCGGA T CGA  145418
T CCAC T A T C T G T T T T ACG T C A AGCA A T A CG T GGAGT A AC T CCCGA T A T AG CAG T A A A AGC A AGACG T GT A GGCGGA T CGA  145730
T CCAC T A T C T G T T T T ACG T C A AGCA A T A CG T GGAGT A AC T CCCGA T A T AG CAG T A A A AGC A AGACG T GT A GGCGGA T CGA  146755

C T CA T CA AG T T CCCA T T GA A A T AGGA T CCG CACA AGGA A A AGCA C T T GCC GT T CG T TGG T T A T T AGGGGC A T CCCGA A A A  145659

149.620 149.640 149.660 149.680

C T CA T CA AG T T CCCA T T GA A A T AGGA T CCG CACA AGGA A A AGCA C T T GCC GT T CG T TGG T T A T T AGGGGC A T CCCGA A A A  144656
C T CA T CA AG T T CCCA T T GA A A T AGGA T CCG CACA AGGA A A AGCA C T T GCC GT T CG T TGG T T A T T AGGGGC A T CCCGA A A A  145498
C T CA T CA AG T T CCCA T T GA A A T AGGA T CCG CACA AGGA A A AGCA C T T GCC GT T CG T TGG T T A T T AGGGGC A T CCCGA A A A  145810
C T CA T CA AG T T CCCA T T GA A A T AGGA T CCG CACA AGGA A A AGCA C T T GCC GT T CG T TGG T T A T T AGGGGC A T CCCGA A A A  146835

CGT CCGGGT C GA A A T A T GGC T T T CA A A T T A AGT T CCGA A T T AGT GGA T GC TGCCA A AGGG AGT GGCGA T G CCA T ACGCA A  145739

149.700 149.720 149.740 149.760

CGT CCGGGT C GA A A T A T GGC T T T CA A A T T A AGT T CCGA A T T AGT GGA T GC TGCCA A AGGG AGT GGCGA T G CCA T ACGCA A  144736
CGT CCGGGT C GA A A T A T GGC T T T CA A A T T A AGT T CCGA A T T AGT GGA T GC TGCCA A AGGG AGT GGCGA T G CCA T ACGCA A  145578
CGT CCGGGT C GA A A T A T GGC T T T CA A A T T A AGT T CCGA A T T AGT GGA T GC TGCCA A AGGG AGT GGCGA T G CCA T ACGCA A  145890
CGT CCGGGT C GA A A T A T GGC T T T CA A A T T A AGT T CCGA A T T AGT GGA T GC TGCCA A AGGG AGT GGCGA T G CCA T ACGCA A  146915

A A AGGA AGAG A C T CA T AGA A TGGCAGAGGC A A A T AGAGC T T T TGCACA T T T T CGT T A A T C CA T A ACAGGG T C T A T A T AGA  145819

149.780 149.800 149.820 149.840

A A AGGA AGAG A C T CA T AGA A TGGCAGAGGC A A A T AGAGC T T T TGCACA T T T T CGT T A A T C CA T A ACAGGG T C T A T A T AGA  144816
A A AGGA AGAG A C T CA T AGA A TGGCAGAGGC A A A T AGAGC T T T TGCACA T T T T CGT T A A T C CA T A ACAGGG T C T A T A T AGA  145658
A A AGGA AGAG A C T CA T AGA A TGGCAGAGGC A A A T AGAGC T T T TGCACA T T T T CGT T A A T C CA T A ACAGGG T C T A T A T AGA  145970
A A AGGA AGAG A C T CA T AGA A TGGCAGAGGC A A A T AGAGC T T T TGCACA T T T T CGT T A A T C CA T A ACAGGG T C T A T A T AGA  146995

CACA T AGA T C CG TGGA T CCA T A CA T C T CGA GCGGA A A AGA A T CA A T AGA A A A AGA A AGAG T CGGA A T TGA T CGA T A T A T T  145899

149.860 149.880 149.900 149.920

CACA T AGA T C CG TGGA T CCA T A CA T C T CGA GCGGA A A AGA A T CA A T AGA A A A AGA A AGAG T CGGA A T TGA T CGA T A T A T T  144896
CACA T AGA T C CG TGGA T CCA T A CA T C T CGA GCGGA A A AGA A T CA A T AGA A A A AGA A AGAG T CGGA A T TGA T CGA T A T A T T  145738
CACA T AGA T C CG TGGA T CCA T A CA T C T CGA GCGGA A A AGA A T CA A T AGA A A A AGA A AGAG T CGGA A T TGA T CGA T A T A T T  146050
- - - - - - - - T C CG TGGA T CCA T A CA T C T CGA GCGGA A A AGA A T CA A T AGA A A A AGA A AGAG T CGGA A T TGA T CGA T A T A T T  147067

T C T CGA A ACA A ACGA A A AGG A A ACGA A AGA T GA A ACA T A A A T CA T GGA T C A A C T A AGCCC T C T CGGGGA C T T GC T T A AGA  145979

149.940 149.960 149.980 150.000

T C T CGA A ACA A ACGA A A AGG A A ACGA A AGA T GA A ACA T A A A T CA T GGA T C A A C T A AGCCC T C T CGGGGA C T T GC T T A AGA  144976
T C T CGA A ACA A ACGA A A AGG A A ACGA A AGA T GA A ACA T A A A T CA T GGA T C A A C T A AGCCC T C T CGGGGA C T T GC T T A AGA  145818
T C T CGA A ACA A ACGA A A AGG A A ACGA A AGA T GA A ACA T A A A T CA T GGA T C A A C T A AGCCC T C T CGGGGA C T T GC T T A AGA  146130
T C T CGA A ACA A ACGA A A AGG A A ACGA A AGA T GA A ACA T A A A T CA T GGA T C A A C T A AGCCC T C T CGGGGA C T T GC T T A AGA  147147

A T A AGA A AGA GGA A T C T CA T GT A A A T ACCA T GGA A T A AGG T T TGA T CC T A T T CA T GGGGA T T CCGT A A A T A T T CCA T T CC  146059

150.020 150.040 150.060 150.080

A T A AGA A AGA GGA A T C T CA T GT A A A T ACCA T GGA A T A AGG T T TGA T CC T A T T CA T GGGGA T T CCGT A A A T A T T CCA T T CC  145056
A T A AGA A AGA GGA A T C T CA T GT A A A T ACCA T GGA A T A AGG T T TGA T CC T A T T CA T GGGGA T T CCGT A A A T A T T CCA T T CC  145898
A T A AGA A AGA GGA A T C T CA T GT A A A T ACCA T GGA A T A AGG T T TGA T CC T A T T CA T GGGGA T T CCGT A A A T A T T CCA T T CC  146210
A T A AGA A AGA GGA A T C T CA T GT A A A T ACCA T GGA A T A AGG T T TGA T CC T A T T CA T GGGGA T T CCGT A A A T A T T CCA T T CC  147227
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A A A A A T AGA A AG T T CGA A AC A A T TGGGA T T T T T T T - GGAG A T TG T A T GCA GT T AC T A A T T CA T GA T C TGG CA TG T ACAGA  146138

150.100 150.120 150.140 150.160

A A A A A T AGA A AG T T CGA A AC A A T TGGGA T T T T T T T - GGAG A T TG T A T GCA GT T AC T A A T T CA T GA T C TGG CA TG T ACAGA  145135
A A A A A T AGA A AG T T CGA A AC A A T TGGGA T T T T T T T - GGAG A T TG T A T GCA GT T AC T A A T T CA T GA T C TGG CA TG T ACAGA  145977
A A A A A T AGA A AG T T CGA A AC A A T TGGGA T T T T T T T - GGAG A T TG T A T GCA GT T AC T A A T T CA T GA T C TGG CA TG T ACAGA  146289
A A A A A T AGA A AG T T CGA A AC A A T TGGGA T T T T T T T T GGAG A T TG T A T GCA GT T AC T A A T T CC T GA T C TGG CA TG T ACAGA  147307

A TGA A A AC T T CA T T C T CGA T T C T ACGAGA A T T T T T A T GA A AGCC T T T CA T T T GC T T C T C T T CGA TGGA AG T T T T A T T T T C  146218

150.180 150.200 150.220 150.240

A TGA A A AC T T CA T T C T CGA T T C T ACGAGA A T T T T T A T GA A AGCC T T T CA T T T GC T T C T C T T CGA TGGA AG T T T T A T T T T C  145215
A TGA A A AC T T CA T T C T CGA T T C T ACGAGA A T T T T T A T GA A AGCC T T T CA T T T GC T T C T C T T CGA TGGA AG T T T T A T T T T C  146057
A TGA A A AC T T CA T T C T CGA T T C T ACGAGA A T T T T T A T GA A AGCC T T T CA T T T GC T T C T C T T CGA TGGA AG T T T T A T T T T C  146369
A TGA A A AC T T CA T T C T CGA T T C T ACGAGA A T T T T T A T GA A AGCC T T T CA T T T GC T T C T C T T CGA TGGA AG T T T T A T T T T C  147387

CCAGA A T GT A T CC T A A T T T T TGGCC T A A T T C T T C T T C TGA T GA T CGA T T C A A CC T C TGA T CA A A A AGA T A T ACC T TGG T T  146298

150.260 150.280 150.300 150.320

CCAGA A T GT A T CC T A A T T T T TGGCC T A A T T C T T C T T C TGA T GA T CGA T T C A A CC T C TGA T CA A A A AGA T A T ACC T TGG T T  145295
CCAGA A T GT A T CC T A A T T T T TGGCC T A A T T C T T C T T C TGA T GA T CGA T T C A A CC T C TGA T CA A A A AGA T A T ACC T TGG T T  146137
CCAGA A T GT A T CC T A A T T T T TGGCC T A A T T C T T C T T C TGA T GA T CGA T T C A A CC T C TGA T CA A A A AGA T A T ACC T TGG T T  146449
CCAGA A T GT A T CC T A A T T T T TGGCC T A A T T C T T C T T C TGA T GA T CGA T T C A A CC T C TGA T CA A A A AGA T A T ACC T TGG T T  147467

A T A T T T CA T C T C T T CA A CA A GT T T AG T A A T GAGCA T A ACG GCCC T A T T GT T CCGA T GGAG AGA AGA ACC T A T GA T T AGC T  146378

150.340 150.360 150.380 150.400

A T A T T T CA T C T C T T CA A CA A GT T T AG T A A T GAGCA T A ACG GCCC T A T T GT T CCGA T GGAG AGA AGA ACC T A T GA T T AGC T  145375
A T A T T T CA T C T C T T CA A CA A GT T T AG T A A T GAGCA T A ACG GCCC T A T T GT T CCGA T GGAG AGA AGA ACC T A T GA T T AGC T  146217
A T A T T T CA T C T C T T CA A CA A GT T T AG T A A T GAGCA T A ACG GCCC T A T T GT T CCGA T GGAG AGA AGA ACC T A T GA T T AGC T  146529
A T A T T T CA T C T C T T CA A CA A GT T T AG T A A T GAGCA T A ACG GCCC T A T T GT T CCGA T GGAG AGA AGA ACC T A T GA T T AGC T  147547

T T T CGGGA A A T T T CCA A ACG A A CA A T T T CA ACGA A A T C T T T CA A T T T C T T A T T T T AC T A T G T T CA A C T C T A T GT A T T CC T  146458

150.420 150.440 150.460 150.480

T T T CGGGA A A T T T CCA A ACG A A CA A T T T CA ACGA A A T C T T T CA A T T T C T T A T T T T AC T A T G T T CA A C T C T A T GT A T T CC T  145455
T T T CGGGA A A T T T CCA A ACG A A CA A T T T CA ACGA A A T C T T T CA A T T T C T T A T T T T AC T G T G T T CA A C T C T A T GT A T T CC T  146297
T T T CGGGA A A T T T CCA A ACG A A CA A T T T CA ACGA A A T C T T T CA A T T T C T T A T T T T AC T G T G T T CA A C T C T A T GT A T T CC T  146609
T T T CGGGA A A T T T CCA A ACG A A CA A T T T CA ACGA A A T C T T T CA A T T T C T T A T T T T AC T A T G T T CA A C T C T A T GT A T T CC T  147627

C T A T CCG TGG AG T A CA T T GA A T G T A CAGA A A TGGC T A T A A CAGAG T T T C T GT T A T T CG T A T T A ACAGC T A C T C T AGGAGG  146538

150.500 150.520 150.540 150.560

C T A T CCG TGG AG T A CA T T GA A T G T A CAGA A A TGGC T A T A A CAGAG T T T C T GT T A T T CG T A T T A ACAGC T A C T C T AGGAGG  145535
C T A T CCG TGG AG T A CA T T GA A T G T A CAGA A A TGGC T A T A A CAGAG T T T C T GT T A T T CG T A T T A ACAGC T A C T C T AGGAGG  146377
C T A T CCG TGG AG T A CA T T GA A T G T A CAGA A A TGGC T A T A A CAGAG T T T C T GT T A T T CG T A T T A ACAGC T A C T C T AGGAGG  146689
C T A T CCG TGG AG T A CA T T GA A T G T A CAGA A A TGGC T A T A A CAGAG T T T C T C T T A T T CG T A T T A ACAGC T A C T C T AGGAGG  147707

A A T G T T T T T A T GCGG TGC T A ACGA T T T A A T A AC T A T C T T T G T AGC T CCAG A A T GT T T CAG T T T A TGC T CC T ACC T A T T A T  146618

150.580 150.600 150.620 150.640

A A T G T T T T T A T GCGG TGC T A ACGA T T T A A T A AC T A T C T T T G T AGC T CCAG A A T GT T T CAG T T T A TGC T CC T ACC T A T T A T  145615
A A T G T T T T T A T GCGG TGC T A ACGA T T T A A T A AC T A T C T T T G T AGC T CCAG A A T GT T T CAG T T T A TGC T CC T ACC T A T T A T  146457
A A T G T T T T T A T GCGG TGC T A ACGA T T T A A T A AC T A T C T T T G T AGC T CCAG A A T GT T T CAG T T T A TGC T CC T ACC T A T T A T  146769
A A T G T T T T T A T GCGG TGC T A ACGA T T T A A T A AC T A T C T T T G T AGC T CCAG A A T GT T T CAG T T T A TGC T CC T ACC T A T T A T  147787

C TGGA T A T A C CA AGA A AGAC GT ACGG T C T A A TGAGGC T A C T A TGA A A T A T T T AC T CA T GG G TGGGGCA AG C T C T T C T A T T  146698

150.660 150.680 150.700 150.720

C TGGA T A T A C CA AGA A AGAC GT ACGG T C T A A TGAGGC T A C T A TGA A A T A T T T AC T CA T GG G TGGGGCA AG C T C T T C T A T T  145695
C TGGA T A T A C CA AGA A AGAC GT ACGG T C T A A TGAGGC T A C T A TGA A A T A T T T AC T CA T GG G TGGGGCA AG C T C T T C T A T T  146537
C TGGA T A T A C CA AGA A AGAC GT ACGG T C T A A TGAGGC T A C T A TGA A A T A T T T AC T CA T GG G TGGGGCA AG C T C T T C T A T T  146849
C TGGA T A T A C CA AGA A AGAC GT ACGG T C T A A TGAGGC T A C T A TGA A A T A T T T AC T CA T GG G TGGGGCA AG C T C T T C T A T T  147867

C TGG T T CA T G G T T T C T C T TG GC T A T A TGG T T CA T CCGGGG GCGAGA T CGA GC T T CA AGA A A T AG TGA A T G G T C T T A T CA A  146778

150.740 150.760 150.780 150.800

C TGG T T CA T G G T T T C T C T TG GC T A T A TGG T T CA T CCGGGG GCGAGA T CGA GC T T CA AGA A A T AG TGA A T G G T C T T A T CA A  145775
C TGG T T CA T G G T T T C T C T TG GC T A T A TGG T T CA T CCGGGG GCGAGA T CGA GC T T CA AGA A A T AG TGA A T G G T C T T A T CA A  146617
C TGG T T CA T G G T T T C T C T TG GC T A T A TGG T T CA T CCGGGG GCGAGA T CGA GC T T CA AGA A A T AG TGA A T G G T C T T A T CA A  146929
C TGG T T CA T G G T T T C T C T TG GC T A T A TGG T T CA T CCGGGG GCGAGA T CGA GC T T CA AGA A A T AG TGA A T G G T C T T A T CA A  147947

T ACACA A A T G T A T A AC T CCC CAGGA A T T T C A A T T GCGC T T A T A T T CA T CA CCG T AGGA A T T GGG T T CA AG C T T T CCCCAG  146858

150.820 150.840 150.860 150.880

T ACACA A A T G T A T A AC T CCC CAGGA A T T T C A A T T GCGC T T A T A T T CA T CA CCG T AGGA A T T GGG T T CA AG C T T T CCCCAG  145855
T ACACA A A T G T A T A AC T CCC CAGGA A T T T C A A T T GCGC T T A T A T T CA T CA CCG T AGGA A T T GGG T T CA AG C T T T CCCCAG  146697
T ACACA A A T G T A T A AC T CCC CAGGA A T T T C A A T T GCGC T T A T A T T CA T CA CCG T AGGA A T T GGG T T CA AG C T T T CCCCAG  147009
T ACACA A A T G T A T A AC T CCC CAGGA A T T T C A A T T GCGC T T A T A T T CA T CA C T G T AGGA A T T GGG T T CA AG C T T T CCCCAG  148027

CCCC T T C T CA T CA A T GGAC T CC T GA CGT A T ACGA AGGAG T GCGG T T CG T T CGA T A A A T T C C T A CC T C T C T A T C T A T C T C T  146938

150.900 150.920 150.940 150.960

CCCC T T C T CA T CA A T GGAC T CC T GA CGT A T ACGA AGGAG T GCGG T T CG T T CGA T A A A T T C C T A CC T C T C T A T C T A T C T C T  145935
CCCC T T C T CA T CA A T GGAC T CC T GA CGT A T ACGA AGGAG T GCGG T T CG T T CGA T A A A T T C C T A CC T C T C T A T C T A T C T CG  146777
CCCC T T C T CA T CA A T GGAC T CC T GA CGT A T ACGA AGGAG T GCGG T T CG T T CGA T A A A T T C C T A CC T C T C T A T C T A T C T CG  147089
CCCC T T C T CA T CA A T GGAC T CC T GA CGT A T ACGA AGGAG T GCGG T T CG T T CGA T A A A T T C C T A CC T C T C T A T C T A T C T C T  148107

GAGA TG T T T G GA T T T T T CA A A A C T CCA T GG ACA T GCAGA A GAGA A A T GC T A T CCCCAC T A GGA CCA AGA C A T A A C T T T T A  147018

150.980 151.000 151.020 151.040

GAGA TG T T T G GA T T T T T CA A A A C T CCA T GG ACA T GCAGA A GAGA A A T GC T A T CCCCAC T C GGA CCA AGA C A T A A C T T T T A  146015
GAGA TG T T T G GA T T T T T CA A A A C T CCA T GG ACA T GCAGA A GAGA A A T GC T A T CCCCAC T C GGA CCA AGA C A T A A C T T T T A  146857
GAGA TG T T T G GA T T T T T CA A A A C T CCA T GG ACA T GCAGA A GAGA A A T GC T A T CCCCAC T C GGA CCA AGA C A T A A C T T T T A  147169
GAGA TG T T T G GA T T T T T CA A A A C T CCA T GG ACA T GCAGA A GAGA A A T GC T A T CCCCAC T C GGA CCA AGA C A T A A C T T T T A  148187

C T T G T T CA A A T A ACA A T T A A GG T CA AGCAG GGT CAGGA A C A ACGA A T C T C T T T A T GA T A A ACAGA T CCA T T T TGCA AG T T  147098

151.060 151.080 151.100 151.120

C T T G T T CA A A T A ACA A T T A A GG T CA AGCAG GGT CAGGA A C A ACGA A T C T C T T T A T GA T A A ACAGA T CCA T T T TGCA AG T T  146095
C T T G T T CA A A T A ACA A T T A A GG T CA AGCAG GGT CAGGA A C A ACGA A T C T C T T T A T GA T A A ACAGA T CCA T T T TGCA AG T T  146937
C T T G T T CA A A T A ACA A T T A A GG T CA AGCAG GGT CAGGA A C A ACGA A T C T C T T T A T GA T A A ACAGA T CCA T T T TGCA AG T T  147249
C T T G T T CA A A T A ACA A T T A A GG T CA AGCAG GGT CAGGA A C A ACGA A T C T C T T T A T GA T A A ACAGA T CCA T T T TGCA AG T T  148267

CGT T A T T ACG GG T AG T T CC T ACA A AGGA T C GGA C T A A TGA CG T A T ACA A T AC T TGA A T T C T CGA TG T AGA T GC T ACAGGG  147178

151.140 151.160 151.180 151.200

CGT T A T T ACG GG T AG T T CC T ACA A AGGA T C GGA C T A A TGA CG T A T ACA A T AC T TGA A T T C T CGA TG T AGA T GC T ACAGGG  146175
CGT T A T T ACG GG T AG T T CC T ACA A AGGA T C GGA C T A A TGA CG T A T ACA A T AC T TGA A T T C T CGA TG T AGA T GC T ACAGGG  147017
CGT T A T T ACG GG T AG T T CC T ACA A AGGA T C GGA C T A A TGA CG T A T ACA A T AC T TGA A T T C T CGA TG T AGA T GC T ACAGGG  147329
CGT T A T T ACG GG T AG T T CC T ACA A AGGA T C GGA C T A A TGA CG T A T ACA A T AC T TGA A T T C T CGA TG T AGA T GC T ACAGAG  148347
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T TGA T T C T CA T CC T T CAGAG AC T ACGAG T G T A A T AGGAGC A T CCG T CGAC A A A AGGA T CA CCC T A AGA T G A T CA T C T CA T  147258

151.220 151.240 151.260 151.280

T TGA T T C T CA T CC T T CAGAG AC T ACGAG T G T A A T AGGAGC A T CCG T CGAC A A A AGGA T CA CCC T A AGA T G A T CA T C T CA T  146255
T TGA T T C T CA T CC T T CAGAG AC T ACGAG T G T A A T AGGAGC A T CCG T CGAC A A A AGGA T CA CCC T A AGA T G A T CA T C T CA T  147097
T TGA T T C T CA T CC T T CAGAG AC T ACGAG T G T A A T AGGAGC A T CCG T CGAC A A A AGGA T CA CCC T A AGA T G A T CA T C T CA T  147409
T T T A T T C T CA T CC T T CAGAG AC T ACGAG T G T A A T AGGAGC A T CCG T CGAC A A A AGGA T CA CCC T A AGA T G A T CA T C T CA T  148427

GGC T A T T GAG A ACGA A T CA A A T CAGA TGG T T C T A T T T C T C A A T C T T T C TG AC T TGC T CC T ACGGA A CCA A GG T CGA A A AG  147338

151.300 151.320 151.340 151.360

GGC T A T T GAG A ACGA A T CA A A T CAGA TGG T T C T A T T T C T C A A T C T T T C TG AC T TGC T CC T ACGGA A CCA A GG T CGA A A AG  146335
GGC T A T T GAG A ACGA A T CA A A T CAGA TGG T T C T A T T T C T C A A T C T T T C TG AC T TGC T CC T ACGGA A C T A A GG T CGA A A AG  147177
GGC T A T T GAG A ACGA A T CA A A T CAGA TGG T T C T A T T T C T C A A T C T T T C TG AC T TGC T CC T ACGGA A C T A A GG T CGA A A AG  147489
GGC T A T T GAG A ACGA A T CA A A T CAGA TGG T T C T A T T T C T C A A T C T T T C TG AC T TGC T CC T ACGGA A CCA A GG T CGA A A AG  148507

A T T GAGA A A A A T CAG T CA T T CA CA A CCA C T GA T GA AGGA T T CC T CGA A A A GT T A AGGA T T AGT A A T CC T T T T T AGA A A T C  147418

151.380 151.400 151.420 151.440

A T T GAGA A A A A T CAG T CA T T CA CA A CCA C T GA T GA AGGA T T CC T CGA A A A GT T A AGGA T T AGT A A T CC T T T T T AGA A A T C  146415
A T T GAGA A A A A T CAG T CA T T CA CA A CCA C T GA T GA AGGA T T CC T CGA A A A GT T A AGGA T T AGT A A T CC T T T T T AGA A A T C  147257
A T T GAGA A A A A T CAG T CA T T CA CA A CCA C T GA T GA AGGA T T CC T CGA A A A GT T A AGGA T T AGT A A T CC T T T T T AGA A A T C  147569
A T T GAGA A A A A T CAG T CA T T CA CA A CCA C T GA T GA AGGA T T CC T CGA A A A GT T A AGGA T T AGT A A T CC T T T T T CGA A A T C  148587

GA A T GGA T T C GA T C T T A T AC A T ACGCGAGG A AGG T A A T CA A A A A AGA A AG A AGA T GAG T T C T T C T T T AC T T T T A T CA C T T  147498

151.460 151.480 151.500 151.520

GA A T GGA T T C GA T C T T A T AC A T ACGCGAGG A AGG T A A T CA A A A A A A A A AG A AGA T GAG T T C T T C T T T AC T T T T A T CA C T T  146495
GA A T GGA T T C GA T C T T A T AC A T ACGCGAGG A AGG T A A T CA A A A A AGA A AG A AGA T GAG T T C T T C T T T AC T T T T A T CA C T T  147337
GA A T GGA T T C GA T C T T A T AC A T ACGCGAGG A AGG T A A T CA A A A A AGA A AG A AGA T GAG T T C T T C T T T AC T T T T A T CA C T T  147649
GA A T GGA T T C GA T C T T A T AC A T ACGCGAGG A AGG T A A T CA A A A A AGA A AG A AGA T GAG T T C T T C T T T AC T T T T A T CA C T T  148667

AGGAGCCGT G CGAGA TGA A A GT C T CA TGCA CGG T T T T GA A T GAGAGA A AG A AG TGAGGA A T CC T C T T T T C GAC T C TGAC T  147578

151.540 151.560 151.580 151.600

AGGAGCCGT G CGAGA TGA A A GT C T CA TGCA CGG T T T T GA A T GAGAGA A AG A AG TGAGGA A T CC T C T T T T C GAC T C TGAC T  146575
AGGAGCCGT G CGAGA TGA A A GT C T CA TGCA CGG T T T T GA A T GAGAGA A AG A AG TGAGGA A T CC T C T T T T C GAC T C TGAC T  147417
AGGAGCCGT G CGAGA TGA A A GT C T CA TGCA CGG T T T T GA A T GAGAGA A AG A AG TGAGGA A T CC T C T T T T C GAC T C TGAC T  147729
AGGAGCCGT G CGAGA TGA A A GT C T CA TGCA CGG T T T T GA A T GAGAGA A AG A AG TGAGGA A T CC T C T T T T C GAC T C TGAC T  148747

C T CCCA C T CC AG T CG T T GC T T T T C T T T C T G T T A C T T CGA A AG T AGC T GC T T CAGC T T CAG CCA C T CGA A T T T T CGA T A T T  147658

151.620 151.640 151.660 151.680

C T CCCA C T CC AG T CG T T GC T T T T C T T T C T G T T A C T T CGA A AG T AGC T GC T T CAGC T T CAG CCA C T CGA A T T T T CGA T A T T  146655
C T CCCA C T CC AG T CG T T GC T T T T C T T T C T G T T A C T T CGA A AG T AGC T GC T T CAGC T T CAG CCA C T CGA A T T T T CGA T A T T  147497
C T CCCA C T CC AG T CG T T GC T T T T C T T T C T G T T A C T T CGA A AG T AGC T GC T T CAGC T T CAG CCA C T CGA A T T T T CGA T A T T  147809
C T CCCA C T CC AG T CG T T GC T T T T C T T T C T G T T A C T T CGA A AG T AGC T GC T T CAGC T T CAG CCA C T CGA A T T T T CGA T A T T  148827

CC T T T T T A T T T C T CA T CA A A CGA A T GGCA T C T T C T T C TGG A A A T CC T AGC T A T T C T T AGC A TGA T A T TGG GGA A T C T CA T  147738

151.700 151.720 151.740 151.760

CC T T T T T A T T T C T CA T CA A A CGA A T GGCA T C T T C T T C TGG A A A T CC T AGC T A T T C T T AGC A TGA T A T TGG GGA A T C T CA T  146735
CC T T T T T A T T T C T CA T CA A A CGA A T GGCA T C T T C T T C TGG A A A T CC T AGC T A T T C T T AGC A TGA T A T TGG GGA A T C T CA T  147577
CC T T T T T A T T T C T CA T CA A A CGA A T GGCA T C T T C T T C TGG A A A T CC T AGC T A T T C T T AGC A TGA T A T TGG GGA A T C T CA T  147889
CC T T T T T A T T T C T CA T CA A A TGA A T GGCA T C T T C T T C TGG A A A T CC T AGC T A T T C T T AGC A TGA T A T TGG GGA A T C T CA T  148907

T GC T A T T AC T CA A A CA AGCA TGA A A CGT A T GC T T GCA T A T T CGT CCA T AG GT CA A A T CGG A T A T GT A A T T A T TGGA A T A A  147818

151.780 151.800 151.820 151.840

T GC T A T T AC T CA A A CA AGCA TGA A A CGT A T GC T T GCA T A T T CGT CCA T AG GT CA A A T CGG A T A T GT A A T T A T TGGA A T A A  146815
T GC T A T T AC T CA A A CA AGCA TGA A A CGT A T GC T T GCA T A T T CGT CCA T AG GT CA A A T CGG A T A T GT A A T T A T TGGA A T A A  147657
T GC T A T T AC T CA A A CA AGCA TGA A A CGT A T GC T T GCA T A T T CGT CCA T AG GT CA A A T CGG A T A T GT A A T T A T TGGA A T A A  147969
T GC T A T T AC T CA A A CA AGCA TGA A A CGT A T GC T T GCA T A T T CGT CCA T AG GT CA A A T CGG A T A T GT A A T T A T TGGA A T A A  148987

T TG T TGGAGA C T CA A A T GGT GGA T A T GCGA GCA T GA T A A C T T A T A TGC TG T T C T A T A T C T CCA T GA A T C T AGGA AC T T T T  147898

151.860 151.880 151.900 151.920

T TG T TGGAGA C T CA A A T GGT GGA T A T GCGA GCA T GA T A A C T T A T A TGC TG T T C T A T A T C T CCA T GA A T C T AGGA AC T T T T  146895
T TG T TGGAGA C T CA A A T GGT GGA T A T GCGA GCA T GA T A A C T T A T A TGC TG T T C T A T A T C T CCA T GA A T C T AGGA AC T T T T  147737
T TG T TGGAGA C T CA A A T GGT GGA T A T GCGA GCA T GA T A A C T T A T A TGC TG T T C T A T A T C T CCA T GA A T C T AGGA AC T T T T  148049
T TG T TGGAGA C T CA A A T GGT GGA T A T GCGA GCA T GA T A A C T T A T A TGC TG T T C T A T A T C T CCA T GA A T C T AGGA AC T T T T  149067

GC T T GCA T T G T A T T A T T T GG T C T ACG T A CC GGA AC T GA T A A CA T T CGAGA T T A TGCAGGA T T A T ACACA A A AGA T CC T T T  147978

151.940 151.960 151.980 152.000

GC T T GCA T T G T A T T A T T T GG T C T ACG T A CC GGA AC T GA T A A CA T T CGAGA T T A TGCAGGA T T A T ACACA A A AGA T CC T T T  146975
GC T T GCA T T G T A T T A T T T GG T C T ACG T A CC GGA AC T GA T A A CA T T CGAGA T T A TGCAGGA T T A T ACACA A A AGA T CC T T T  147817
GC T T GCA T T G T A T T A T T T GG T C T ACG T A CC GGA AC T GA T A A CA T T CGAGA T T A TGCAGGA T T A T ACACA A A AGA T CC T T T  148129
GC T T GCA T T G T A T T A T T T GG T C T ACG T A CC GGA AC T GA T A A CA T T CGAGA T T A TGCAGGA T T A T ACACA A A AGA T CC T T T  149147

T T T GGC T C T C T C T T T AGC T C T A T GT C T C T T A T CCC T AGGA GG T C T T CC T C CA C T AGCAGG T T T T T T CGGA A A AC T C T A T T  148058

152.020 152.040 152.060 152.080

T T T GGC T C T C T C T T T AGC T C T A T GT C T C T T A T CCC T AGGA GG T C T T CC T C CA C T AGCAGG T T T T T T CGGA A A AC T CCA T T  147055
T T T GGC T C T C T C T T T AGC T C T A T GT C T C T T A T CCC T AGGA GG T C T T CC T C CA C T AGCAGG T T T T T T CGGA A A AC T CCA T T  147897
T T T GGC T C T C T C T T T AGC T C T A T GT C T C T T A T CCC T AGGA GG T C T T CC T C CA C T AGCAGG T T T T T T CGGA A A AC T CCA T T  148209
T T T GGC T C T C T C T T T AGC T C T A T GT C T C T T A T CCC T AGGA GG T C T T CC T C CA C T AGCAGG T T T T T T CGGA A A AC T CCA T T  149227

T A T T C T GGT G T GGA T GGCAG GCAGGCC T A T A T T T C T T GG T T T CA A T AGGA C T CC T T ACGA GCG T TG T T T C T A T C T AC T A T  148138

152.100 152.120 152.140 152.160

T A T T C T GGT G T GGA T GGCAG GCAGGCC T A T A T T T C T T GG T T T CA A T AGGA C T CC T T ACGA GCG T TG T T T C T A T C T AC T A T  147135
T A T T C T GGT G T GGA T GGCAG GCAGGCC T A T A T T T C T T GG T T T CA A T AGGA C T CC T T ACGA GCG T TG T T T C T A T C T AC T A T  147977
T A T T C T GGT G T GGA T GGCAG GCAGGCC T A T A T T T C T T GG T T T CA A T AGGA C T CC T T ACGA GCG T TG T T T C T A T C T AC T A T  148289
T A T T C T GGT G T GGA T GGCAG GCAGGCC T A T A T T T C T T GG T T T CA A T AGGA C T CC T T ACGA GCG T TG T T T C T A T C T AC T A T  149307

T A T C T A A A A A T A A T CA AG T T A T T A A T GA C T GGA CGA A AGC A AGA A A T A AC CCC T CACG T G CGA A A T T A T A GAGGA T CCCC  148218

152.180 152.200 152.220 152.240

T A T C T A A A A A T A A T CA AG T T A T T A A T GA C T GGA CGA A AGC A AGA A A T A AC CCC T CACG T G CGA A A T T A T A GAGGA T CCCC  147215
T A T C T A A A A A T A A T CA AG T T A T T A A T GA C T GGA CGA A AGC A AGA A A T A AC CCC T CACG T G CGA A A T T A T A GAGGA T CCCC  148057
T A T C T A A A A A T A A T CA AG T T A T T A A T GA C T GGA CGA A AGC A AGA A A T A AC CCC T CACG T G CGA A A T T A T A GAGGA T CCCC  148369
T A T C T A A A A A T A A T CA AG T T A T T A A T GA C T GGA CGA A AGC A AGA A A T A AC CCC T CACG T G CGA A A T T A T A GAGGA T CCCC  149387

T T T A AGA T CA A ACA A T T CCA T CGA A T TGAG T A T GA T T GT A T G TG T GA T AG CA T C T AC T A T ACCAGGA A T A T CA A T GA ACC  148298

152.260 152.280 152.300 152.320

T T T A AGA T CA A ACA A T T CCA T CGA A T TGAG T A T GA T T GT A T G TG T GA T AG CA T C T AC T A T ACCAGGA A T A T CA A T GA ACC  147295
T T T A AGA T CA A ACA A T T CCA T CGA A T TGAG T A T GA T T GT A T G TG T GA T AG CA T C T AC T A T ACCAGGA A T A T CA A T GA ACC  148137
T T T A AGA T CA A ACA A T T CCA T CGA A T TGAG T A T GA T T C T A T G TG T GA T AG CA T C T AC T A T ACCAGGA A T A T CA A T GA ACC  148449
T T T A AGA T CA A ACA A T T CCA T CGA A T TGAG T A T GA T T GT A T G TG T GA T AG CA T C T AC T A T ACCAGGA A T A T CA A T GA ACC  149467
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CGA T T A T TGC A A T T GC T CAG GA T ACCC T T T T T T AGC T T C T AG T T AGC T T C T AGA A T C T A T T T C T T AG T T C A AGA T CCC T C  148378

152.340 152.360 152.380 152.400

CGA T T A T TGC A A T T GC T CAG GA T ACCC T T T T T T AGC T T C T AG T T AGC T T C T AGA A T C T A T T T C T T AG T T C A AGA T CCC T C  147375
CGA T T A T TGC A A T T GC T CAG GA T ACCC T T T T T T AGC T T C T AG T T AGC T T C T AGA A T C T A T T T C T T AG T T C A AGA T CCC T C  148217
CGA T T A T TGC A A T T GC T CAG GA T ACCC T T T T T T AGC T T C T AG T T AGC T T C T AGA A T C T A T T T C T T AG T T C A AGA T CCC T C  148529
CGA T T A T TGC A A T T GC T CAG GA T ACCC T T T T T T AGC T T C T AG T T AGC T T C T AGA A T C T A T T T C T T AG T T C A AGA T CCC T C  149547

T T A C T A AC T G GA A T CA A AGA A T T AG T AGA T C TG T T CCGA A CA A A A TGGGA A T GGGC T AGG G T T A TGA AC T T A T A A T C T A T  148458

152.420 152.440 152.460 152.480

T T A C T A AC T G GA A T CA A AGA A T T AG T AGA T C TG T T CCGA A CA A A A TGGGA A T GGGC T AGG G T T A TGA AC T T A T A A T C T A T  147455
T T A C T A AC T G GA A T CA A AGA A T T AG T AGA T C TG T T CCGA A CA A A A TGGGA A T GGGC T AGG G T T A TGA AC T T A T A A T C T A T  148297
T T A C T A AC T G GA A T CA A AGA A T T AG T AGA T C TG T T CCGA A CA A A A TGGGA A T GGGC T AGG G T T A TGA AC T T A T A A T C T A T  148609
T T A C T A AC T G GA A T CA A AGA A T T AG T AGA T C TG T T CCGA A CA A A A TGGGA A T GGGC T AGG G T T A TGA AC T T A T A A T C T A T  149627

A A T C TGA TGA T CGAG T CGA T T CCA T GA T T A T A AG T T CA T T CCA T ACCGGA CCAGA CCGGA A T AGGG T T A T A T ACA T T C T C  148538

152.500 152.520 152.540 152.560

A A T C TGA TGA T CGAG T CGA T T CCA T GA T T A T A AG T T CA T T CCA T ACCGGA CCAGA CCGGA A T AGGG T T A T A T ACA T T C T C  147535
A A T C TGA TGA T CGAG T CGA T T CCA T GA T T A T A AG T T CA T T CCA T ACCGGA CCAGA CCGGA A T AGGG T T A T A T ACA T T C T C  148377
A A T C TGA TGA T CGAG T CGA T T CCA T GA T T A T A AG T T CA T T CCA T ACCGGA CCAGA CCGGA A T AGGG T T A T A T ACA T T C T C  148689
A A T C TGC TGA T CGAG T CGA T T CCA T GA T T A T A AG T T CA T T CCA T ACCGGA CCAGA CCGGA A T AGGG T T A T A T ACA T T C T C  149707

A T T A TGAGA A GGGG T CA T T C GAGCG T A T C T A A A T AGA T A C T A TG T T T ACA T A T GGA T CCC T ACG T CG T T A CA T T CCA T T T  148618

152.580 152.600 152.620 152.640

A T T A TGAGA A GGGG T CA T T C GAGCG T A T C T A A A T AGA T A C T A TG T T T ACA T A T GGA T CCC T ACG T CG T T A CA T T CCA T T T  147615
A T T A TGAGA A GGGG T CA T T C GAGCG T A T C T A A A T AGA T A C T A TG T T T ACA T A T GGA T CCC T ACG T CG T T A CA T T CCA T T T  148457
A T T A TGAGA A GGGG T CA T T C GAGCG T A T C T A A A T AGA T A C T A TG T T T ACA T A T GGA T CCC T ACG T CG T T A CA T T CCA T T T  148769
A T T A TGAGA A GGGG T CA T T C GAGCG T A T C T A A A T AGA T A C T A TG T T T CCA T A T GGA T CCC T ACG T CG T T C CA T T CCA T T T  149787

AGGA T T AGGA A T AGGCG T A A T CGGA CC T GC T T T T T A CA T A T C T C T CG T T A T T T GGGACCC T A T T CA CC T C T T TGGGC T T C  148698

152.660 152.680 152.700 152.720

AGGA T T AGGA A T AGGCG T A A T CGGA CC T GC T T T T T A CA T A T C T C T CG T T A T T T GGGACCC T A T T CA CC T C T T TGGGC T T C  147695
AGGA T T AGGA A T AGGCG T A A T CGGA CC T GC T T T T T A CA T A T C T C T CG T T A T T T GGGACCC T A T T CA CC T C T T TGGGC T T C  148537
AGGA T T AGGA A T AGGCG T A A T CGGA CC T GC T T T T T A CA T A T C T C T CG T T A T T T GGGACCC T A T T CA CC T C T T TGGGC T T C  148849
AGA A T T AGGA A T AGGCG T A A T CGGA CC T GC T T T T T A CA T A T C T C T CG T T A T T T GGGACCC T A T T CA CC T C T T TGGGC T T C  149867

T A T T GA A T CG AGA A A T AGGT T T GA T T GT CC A T C T T T T TGA T A T A A T A T T A A T A T AGA T A A T AGA T A AGGC A T CC T CCGGA  148778

152.740 152.760 152.780 152.800

T A T T GA A T CG AGA A A T AGGT T T GA T T GT CC A T C T T T T TGA T A T A A T A T T A A T A T AGA T A A - - - - - - - GGC A T CC T CCGGA  147768
T A T T GA A T CG AGA A A T AGGT T T GA T T GT CC A T C T T T T TGA T A T A A T A T T A A T A T AGA T A A - - - - - - - GGC A T CC T CCGGA  148610
T A T T GA A T CG AGA A A T AGGT T T GA T T GT CC A T C T T T T TGA T A T A A T A T T A A T A T AGA T A A - - - - - - - GGC A T CC T CCGGA  148922
T A T T GA A T CG AGA A A T AGGT T T GA T T GT CC A T C T T T T TGA T A T A A T A T T A A T A T A T A T A - - - - - T A AGGC A T CC T CCGGA  149942

T A A T T CA A A T CGA AGCA A T T GGA TG T CCGA T TGGGGCC T A T A TGACA T GA CCGA T CAC T A GA A A T A C T CC A ACA C T CCAC  148858

152.820 152.840 152.860 152.880

T A A T T CA A A T CGA AGCA A T T GGA TG T CCGA T TGGGGCC T A T A TGACA T GA CCGA T CAC T A GA A A T A C T CC A ACA C T CCAC  147848
T A A T T CA A A T CGA AGCA A T T GGA TG T CCGA T TGGGGCC T A T A TGACA T GA CCGA T CAC T A GA A A T A C T CC A ACA C T CCAC  148690
T A A T T CA A A T CGA AGCA A T T GGA TG T CCGA T TGGGGCC T A T A TGACA T GA CCGA T CAC T A GA A A T A C T CC A ACA C T CCAC  149002
T A A T T CA A A T CGA AGCA A T T GGA TG T CCGA T TGGGGCC T A T A TGACA T GA CCGA T CAC T A GA A A T A C T CC A ACA C T CCAC  150022

CC T T GT CA T A T A T T CCA T AC A T CACAC T AG A T AGA T A T CA T C T T CA T GGA A T ACGA T T CA C T T T CA AGA T GCC T T GG T GG  148938

152.900 152.920 152.940 152.960

CC T T GT CA T A T A T T CCA T AC A T CACAC T AG A T AGA T A T CA T C T T CA T GGA A T ACGA T T CA C T T T CA AGA T GCC T T GG T GG  147928
CC T T GT CA T A T A T T CCA T AC A T CACAC T AG A T AGA T A T CA T C T T CA T GGA A T ACGA T T CA C T T T CA AGA T GCC T T GG T GG  148770
CC T T GT CA T A T A T T CCA T AC A T CACAC T AG A T AGA T A T CA T C T T CA T GGA A T ACGA T T CA C T T T CA AGA T GCC T T GG T GG  149082
C T T T GT CA T A T A T T C T A T AC A T CACAC T AG A T AGA T A T CA T C T T CA T GGA A T ACGA T T CA C T T T CA AGA T GCC T T GG T GG  150102

T GA A A T GGT A GACA CGCGAG AC T CA A A A T C T CG T GC T A A A GAGCG TGGAG GT T CGAGT CC T C T T CA AGGC A T A A T A T T GA  149018

152.980 153.000 153.020 153.040

T GA A A T GGT A GACA CGCGAG AC T CA A A A T C T CG T GC T A A A GAGCG TGGAG GT T CGAGT CC T C T T CA AGGC A T A A T A T T GA  148008
T GA A A T GGT A GACA CGCGAG AC T CA A A A T C T CG T GC T A A A GAGCG TGGAG GT T CGAGT CC T C T T CA AGGC A T A A T A T T GA  148850
T GA A A T GGT A GACA CGCGAG AC T CA A A A T C T CG T GC T A A A GAGCG TGGAG GT T CGAGT CC T C T T CA AGGC A T A A T A T T GA  149162
T GA A A T GGT A GACA CGCGAG AC T CA A A A T C T CG T GC T A A A GAGCG TGGAG GT T CGAGT CC T C T T CA AGGC A T A A T A T T GA  150182

GA A T GC T CA T T GA A T GAGCA A T T CA A T A AG AGA T C T CGGA T CGA A T CGA T A T T GA T A T A T CGA T T CGA T C CGAGA T C T TG  149098

153.060 153.080 153.100 153.120

GA A T GC T CA T T GA A T GAGCA A T T CA A T A AG AGA T C T CGGA T CGA A T CGA T A T A T CA A T A T CGA T T CGA T C CGAGA T C T TG  148088
GA A T GC T CA T T GA A T GAGCA A T T CA AGA AG AGA T C T CGGA T CGA A T CGA T A T T GA T A T A T CGA T T CGA T C CGAGA T C T TG  148930
GA A T GC T CA T T GA A T GAGCA A T T CA AGA AG AGA T C T CGGA T CGA A T CGA T A T A T CA A T A T CGA T T CGA T C CGAGA T C T TG  149242
GA A T GC T CA T T GA A T T AGCA A T T CA A T A AG AGA T C T CGGA T CGA A T CGA T A T T GA T A T AC CGA T T CGA T C CGAGA T C T TG  150262

GA A T TGGA A T A AGT T CGGCA GCGGA T CA CG A A A T C T T GT T GA T C T T C T C T A T C T A A TGA A T GGGGAG T CC GC T T T GA A A T  149178

153.140 153.160 153.180 153.200

GA A T TGGA A T A AGT T CGGCA GCGGA T CA CG A A A T C T T GT T GA T C T T C T C T A T C T A A TGA A T GGGGAG T CC GC T T T GA A A T  148168
GA A T TGGA A T A AGT T CGGCA GCGGA T CA CG A A A T C T T GT T GA T C T T C T C T A T C T A A TGA A T GGGGAG T CC GC T T T GA A A T  149010
GA A T TGGA A T A AGT T CGGCA GCGGA T CA CG A A A T C T T GT T GA T C T T C T C T A T C T A A TGA A T GGGGAG T CC GC T T T GA A A T  149322
GA A T TGGA A T A AGT T CGGCA GCGGA T CA CG A A A T C T T GT T GA T C T T C T C T A T C T A A TGA A T GGGGAGGCC GC T T T GA A A T  150342

CGT CCGCCC T GCACCCA CCC CCCGAG T A T A T GC T T CA ACA GGA A T CA CAC A AGGG T AGA T T GA T ACA A T A T A A A CC T C TG  149258

153.220 153.240 153.260 153.280

CGT CCGCCC T GCACCCA CCC CCCGAG T A T A T GC T T CA ACA GGA A T CA CAC A AGGG T AGA T T GA T ACA A T A T A A A CC T C TG  148248
CGT CCGCCC T GCACCCA CCC CCCGAG T A T A T GC T T CA ACA GGA A T CA CAC A AGGG T AGA T T GA T ACA A T A T A A A CC T C TG  149090
CGT CCGCCC T GCACCCA CCC CCCGAG T A T A T GC T T CA ACA GGA A T CA CAC A AGGG T AGA T T GA T ACA A T A T A A A CC T C TG  149402
CGT CCGCCC T GCACCCA CCC CCCGAG T A T A T GC T T CA ACA GGA A T CA CAC A AGGG T AGA T T GA T ACA A T A T A A A CC T C TG  150422

G T A A A A T GCC CGCC T GT A AC CCAGCAGA T A A AG T ACA T T A CA T AG T CCGT T T T AGGGA T T GGCGAC T T A C CCGT T CAG TG  149338

153.300 153.320 153.340 153.360

G T A A A A T GCC CGCC T GT A AC CCAGCAGA T A A AG T ACA T T A CA T AG T CCGT T T T AGGGA T T GGCGAC T T A C CCGT T CAG TG  148328
G T A A A A T GCC CGCC T GT A AC CCAGCAGA T A A AG T ACA T T A CA T AG T CCGT T T T AGGGA T T GGCGAC T T A C CCGT T CAG TG  149170
G T A A A A T GCC CGCC T GT A AC CCAGCAGA T A A AG T ACA T T A CA T AG T CCGT T T T AGGGA T T GGCGAC T T A C CCGT T CAG TG  149482
G T A A A A T GCC CGCC T GT A AC CCAGCAGA T A A AG T ACA T T A CA T AG T CCGT T T T AGGGA T T GGCGAC T T A C CCGT T CAG TG  150502

AC T T TGGCA C T GGA CGT T CC CA A A A T TGG T AC T A T CGGG T CGGG T GA A T T CA A T A A T AGA CGCC TG T TGG CA T T CCAGCC  149418

153.380 153.400 153.420 153.440

AC T T TGGCA C T GGA CGT T CC CA A A A T TGG T AC T A T - - - - - - - - - - - - - - - - - - - A A T AGA CGCC TG T TGG CA T T CCAGCC  148389
AC T T TGGCA C T GGA CGT T CC CA A A A T TGG T AC T A T CGGG T CGGG T GA A T T CA A T A A T AGA CGCC TG T TGG CA T T CCAGCC  149250
AC T T TGGCA C T GGA CGT T CC CA A A A T TGG T AC T A T CGGG T CGGG T GA A T T CA A T A A T AGA CGCC TG T TGG CA T T CCAGCC  149562
AC T T TGGCA C T GGA CGT T CC CA A A A T TGG T AC T A T CGGG T CGGG T GA A T T CCA T A A T AGA CGCC TG T TGG CA T T CCAGCC  150582
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T T CC T T C T CC T T T CAGGACC T A T CCGA A AG AGA A T CCAG T A C T T C T T C T T C T T GG T CG T G A A T A - - - - - - - - GGGCGA AC  149490

153.460 153.480 153.500 153.520

T T CC T T C T CC T T T CAGGACC T A T CCGA A A A AGA A T CCAG T A C T T C T T C T T C T T GG T CG T G A A T A T C T GA A T AGGGCGA AC  148469
T T CC T T C T CC T T T CAGGACC T A T CCGA A AG AGA A T CCAG T A C T T C T T C T T C T T GG T CG T G A A T A T C T GA A T AGGGCGA AC  149330
T T CC T T C T CC T T T CAGGACC T A T CCGA A AG AGA A T CCAG T A C T T C T T C T T C T T GG T CG T G A A T A T C T GA A T AGGGCGA AC  149642
T T CC T T C T CC T T T CAGGACC T A T CCGA A AG AGA A T CCAG T A C T T C T T C T T C T T GG T CG T G A A T A T C T GA A T AGGGCGA AC  150662

CGCCCCA TGG A T A T C T T T CC T T CGGA ACA A A AGA A T T CGA A T T AGGC T CG GT CA A C TGGA A TG T GT A T T A T CCA T A T AGG  149570

153.540 153.560 153.580 153.600

CGCCCCA TGG A T A T C T T T CC T T CGGA ACA A A AGA A T T CGA A T T AGGC T CG GT CA A C TGGA A TG T GT A T T A T CCA T A T AGG  148549
CGCCCCA TGG A T A T C T T T CC T T CGGA ACA A A AGA A T T CGA A T T AGGC T CG GT CA A C TGGA A TG T GT A T T A T CCA T A T AGG  149410
CGCCCCA TGG A T A T C T T T CC T T CGGA ACA A A AGA A T T CGA A T T AGGC T CG GT CA A C TGGA A TG T GT A T T A T CCA T A T AGG  149722
CGCCCCA TGG A T A T C T T T CC T T CGGA ACA A A AGA A T T CGA A T T AGGC T CG GT CA A C TGGA A TG T GT A T T A T CCA T A T AGG  150742

GGA T C T T CCA A T TGAGA AGA T CCA T CGA CC T GAGACGA AG AGA AGGG T C T A T C T A T T T T A T T T AGT T A T T CAGT T A A ACC  149650

153.620 153.640 153.660 153.680

GGA T C T T CCA A T TGAGA AGA T CCA T CGA CC T GAGACGA AG AGA AGGG T C T A T C T A T T T T A T T T AGT T A T T CAGT T A A ACC  148629
GGA T C T T CCA A T TGAGA AGA T CCA T CGA CC T GAGACGA AG AGA AGGG T C T A T C T A T T T T A T T T AGT T A T T CAGT T A A ACC  149490
GGA T C T T CCA A T TGAGA AGA T CCA T CGA CC T GAGACGA AG AGA AGGG T C T A T C T A T T T T A T T T AGT T A T T CAGT T A A ACC  149802
GGA T C T T CCA A T TGAGA AGA T CCA T CGA CC T GAGACGA AG AGA AGGG T C T A T C T A T T T T A T T T AGT T A T T CAGT T A A ACC  150822

A A T GA T T CG T T A T T GGAGCA GA T AGCA A CA ACCA T T T CA T CCGA CA T GCG T A T T T T TGA T T T T CCA A T AG A T T T ACA T C T  149730

153.700 153.720 153.740 153.760

A A T GA T T CG T T A T T GGAGCA GA T AGCA A CA ACCA T T T CA T CCGA CA T GCG T A T T T T TGA T T T T CCA A T AG A T T T ACA T C T  148709
A A T GA T T CG T T A T T GGAGCA GA T AGCA A CA ACCA T T T CA T CCGA CA T GCG T A T T T T TGA T T T T CCA A T AG A T T T ACA T C T  149570
A A T GA T T CG T T A T T GGAGCA GA T AGCA A CA ACCA T T T CA T CCGA CA T GCG T A T T T T TGA T T T T CCA A T AG A T T T ACA T C T  149882
A A T GA T T CG T T A T T GGAGCA GA T AGCA A CA A T CA T T T CA T CCGA CA T GCG T A T T T T TGA T T T T CCA A T AG A T T T ACA T C T  150902

T T A T C T T T CA T T A A T GGA A A T T T T T T GA T G T AG T T AG T A A T AGC T C T GGC GG T T CGC T G T T CA AGA A T T C T T GT T T A AGC  149810

153.780 153.800 153.820 153.840

T T A T C T T T CA T T A A T GGA A A T T T T T T GA T G T AG T T AG T A A T AGC T C T GGC GG T T CGC T G T T CA AGA A T T C T T GT T T A AGC  148789
T T A T C T T T CA T T A A T GGA A A T T T T T T GA T G T AG T T AG T A A T AGC T C T GGC GG T T CGC T G T T CA AGA A T T C T T GT T T A AGC  149650
T T A T C T T T CA T T A A T GGA A A T T T T T T GA T G T AG T T AG T A A T AGC T C T GGC GG T T CGC T G T T CA AGA A T T C T T GT T T A AGC  149962
T T A T C T T T CA T T A A T GGA A A T T T T T T GA T G T AG T T AG T A A T AGC T C T GGT GG T T CGC T G T T CA AGA A T T C T T GT T T A AGC  150982

AGT T CA T ACC A T CCA T A CA T AG T GT T T T GA T C - - - - - - - - - A A T T C T T C T A T G T T T CAGC AGT AGCA T A T T G T T CCA T GG  149881

153.860 153.880 153.900 153.920

AGT T CA T ACC A T CCA T A CA T AG T GT T T T GA T C - - - - - - - - - A A T T C T T C T A T G T T T CAGC AGT AGCA T A T T G T T CCA T GG  148860
AGT T CA T ACC A T CCA T A CA T AG T GT T T T GA T C - - - - - - - - - A A T T C T T C T A T G T T T CAGC AGT AGCA T A T T G T T CCA T GG  149721
AGT T CA T ACC A T CCA T A CA T AG T GT T T T GA T C - - - - - - - - - A A T T C T T C T A T G T T T CAGC AGT AGCA T A T T G T T CCA T GG  150033
AGT T CA T ACC A T CCA T A - - - - G T GT T T T GA T C T A AGA T T T CA A T T C T T C T A T G T T T CAGC AGT AGCA T A T T G T T CCA T GG  151058

AGC T A AGGT C CA A A A T A T GG A AGA A ACAGG T GT T T CCACG A C T C T ACCAC CCAGT CA A T T C TG T T CCAC T T A A T CCC T A T  149961

153.940 153.960 153.980 154.000

AGC T A AGGT C CA A A A T A T GG A AGA A ACAGG T GT T T CCACG A C T C T ACCAC CCAGT CA A T T C TG T T CCAC T T A A T CCC T A T  148940
AGC T A AGGT C CA A A A T A T GG A AGA A AGAGG T GT T T CCACG A C T C T ACCAC CCAGT CA A T T C TG T T CCAC T T A A T CCC T A T  149801
AGC T A AGGT C CA A A A T A T GG A AGA A ACAGG T GT T T CCACG A C T C T ACCAC CCAGT CA A T T C TG T T CCAC T T A A T CCC T A T  150113
AGC T A AGGT C CA A A A - - - - G A AGA A ACAGG T GT T T CCACG A C T C T ACCAC CCAGT CA A T T C TG T T CCAC T T A A T CCC T A T  151134

T T CA TGGCCA CA T A T C T T T C CGGC T A AG T A A TGGGA A ACC T T T C T CC T GT T A CA T GA A T T CA A T T T T CA T T T CA T CCGGG  150041

154.020 154.040 154.060 154.080

T T CA TGGCCA CA T A T C T T T C CGGC T A AG T A A TGGGA A ACC T T T C T CC T GT T A CA T GA A T T CA A T T T T CA T T T CA T CCGGG  149020
T T CA TGGCCA CA T A T C T T T C CGGC T A AG T A A TGGGA A ACC T T T C T CC T GT T A CA T GA A T T CA A T T T T CA T T T CA T CCGGG  149881
T T CA TGGCCA CA T A T C T T T C CGGC T A AG T A A TGGGA A ACC T T T C T CC T GT T A CA T GA A T T CCA T T T T CA T T T CA T CCGGG  150193
T T CA TGGCCA CA T A T C T T T C CGGC T A AG T A A TGGGA A ACC T T T C T CC T C T T A CA T GA A T T CA A T T T T CA T T T CA T CCGGG  151214

A A A AGCCA T C T T T T T C T CA A CA A TG T C T T T G T CA T T T GA T CCA A T AGCGT T CCGT T AGA T AGGA ACAGA T T T GA T A A A T A  150121

154.100 154.120 154.140 154.160

A A A AGCCA T C T T T T T C T CA A CA A TG T C T T T G T CA T T T GA T CCA A T AGCGT T CCGT T AGA T AGGA ACAGA T T T GA T A A A T A  149100
A A A AGCCA T C T T T T T C T CA A CA A TG T C T T T G T CA T T T GA T CCA A T AGCGT T CCGT T AGA T AGGA ACAGA T T T GA T A A A T A  149961
A A A AGCCA T C T T T T T C T CA A CA A TG T C T T T G T CA T T T GA T CCA A T AGCGT T CCGT T AGA T AGGA ACAGA T T T GA T A A A T A  150273
A A A AGCCA T C T T T T T C T CA A CA A TG T C T T T G T CA T T T GA T CCA A T AGCGC T CCGT T AGA T AGGA ACAGA T T T GA T A A A T A  151294

C TGA T A AC T C T CGGA TGGAG T A T T AGA A CG GA A A A A T CCA T T AGA T A A TG A A C T A T TGG T T C T A AGCCA T C T CCGGCGA T  150201

154.180 154.200 154.220 154.240

C TGA T A AC T C T CGGA TGGAG T A T T AGA A CG GA A A A A T CCA T T AGA T A A TG A A C T A T TGG T T C T A AGCCA T C T CCGGCGA T  149180
C TGA T A AC T C T CGGA TGGAG T A T T AGA A CG GA A A A A T CCA T T AGA T A A TG A A C T A T TGG T T C T A AGCCA T C T CCGGCGA T  150041
C TGA T A AC T C T CGGA TGGAG T A T T AGA A CG GA A A A A T CCA T T AGA T A A TG A A C T A T TGG T T C T A AGCCA T C T CCGGCGA T  150353
C TGA T A AC T C T CGGA TGGAG T A T T AGA A CG GA A A A A T CCA T T AGA T A A TG A A C T A T TGG T T C T A AGCCA T C T C T GGCGA T  151374

GA A T CA ACA A T T CGA AG T GC T T T T C T TGCG T A T T C T T GA T A A ACCAGCGT T T AGA T A T AG A TG T AGGAGG A T C T GGT T GG  150281

154.260 154.280 154.300 154.320

GA A T CA ACA A T T CGA AG T GC T T T T C T TGCG T A T T C T T GA T A A ACCAGCGT T T AGA T A T AG A TG T AGGAGG A T C T GGT T GG  149260
GA A T CA ACA A T T CGA AG T GC T T T T C T TGCG T A T T C T T GA T A A ACCAGCGT T T AGA T A T AG A TG T AGGAGG A T C T GGT T GG  150121
GA A T CA ACA A T T CGA AG T GC T T T T C T TGCG T A T T C T T GA T A A ACCAGCGT T T AGA T A T AG A TG T AGGAGG A T C T GGT T GG  150433
GA A T CA ACA A T T CGA AG T GC T T T T C T TGCG T A T T C T T GA T A A ACCAGCGT T T AGA T A T AG A TG T AGGACG A T C T GGT T GG  151454

GA AG T A AGA A GCCCC T T T GA CA T C T C T T CA T C T GCA A AGA A T T C T CGA TG TGA A A AGA CA GAGACA AGGG GC TGA T CG T T  150361

154.340 154.360 154.380 154.400

GA AG T A AGA A GCCCC T T T GA CA T C T C T T CA T C T GCA A AGA A T T C T CGA TG TGA A A AGA CA GAGACA AGGG GC TGA T CG T T  149340
GA AG T A AGA A GCCCC T T T GA CA T C T C T T CA T C T GCA A AGA A T T C T CGA TG TGA A A AGA CA GAGACA AGGG GC TGA T CG T T  150201
GA AG T A AGA A GCCCC T T T GA CA T C T C T T CA T C T GCA A AGA A T T C T CGA TG TGA A A AGA CA GAGACA AGGG GC TGA T CG T T  150513
GA AG T A AGA A GCCCC T T T GA CA T C T C T T CA T C T GCA A AGA A T T C T CGA TG TGA A A ACA CA GAGACA AGGG GC TGA T C T T T  151534

GA A T AGGA A A A AGAG TGGA T CCGCAGGG T C CCA A A T GA A T T GGC T T A T T C GA A A A A AGCC T TG T T C T T T G GA AGA T C T A T  150441

154.420 154.440 154.460 154.480

GA A T AGGA A A A AGAG TGGA T CCGCAGGG T C CCA A A T GA A T T GGC T T A T T C GA A A A A AGCC T TG T T C T T T G GA AGA T C T A T  149420
GA A T AGGA A A A AGAG TGGA T CCGCAGGG T C CCA A A T GA A T T GGC T T A T T C GA A A A A AGCC T TG T T C T T T G GA AGA T C T A T  150281
GA A T AGGA A A A AGAG TGGA T CCGCAGGG T C CCA A A T GA A T T GGC T T A T T C GA A A A A AGCC T TG T T C T T T G GA AGA T C T A T  150593
GA A T AGGA A A A AGAG TGGA T CCGCAGGG T C CCA A A T GA A T T GGC T T A T T C GA A A A A AGCC T TG T T C T T T G GA A A A T C T A T  151614

C T CG TG T C T G G T AC T GCA TG GC T C T AC T C T GCA AGA AC T C CGA A T CA T T C T C T TGA AGC T CA T CC T T T T C A T CA T A A A TG  150521

154.500 154.520 154.540 154.560

C T CG TG T C T G G T AC T GCA TG GC T C T AC T C T GCA AGA AC T C CGA A T CA T T C T C T TGA AGC T CA T CC T T T T C A T CA T A A A TG  149500
C T CG TG T C T G G T AC T GCA TG GC T C T AC T C T GCA AGA AC T C CGA A T CA T T C T C T TGA AGC T CA T CC T T T T C A T CA T A A A TG  150361
C T CG TG T C T G G T AC T GCA TG GC T C T AC T C T GCA AGA AC T C CGA A T CA T T C T C T TGA AGC T CA T CC T T T T C A T CA T A A A TG  150673
C T CG TG T C T G G T AC T GCA TG GT T C T AC T C T GCA AGA AC T C CGA A T CA T T C T C T TGA AGC T CA T CC T T T T C A T CA T A A A TG  151694
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A T CCGC T TGC CCCGA A A T GA CCCGGCCCGA T AGGGA A A T C CCA A T T CA T T GGGCC T T T CG A T A CA A T CA A A T AGA A AGCC  150601

154.580 154.600 154.620 154.640

A T CCGC T TGC CCCGA A A T GA CCCGGCCCGA T AGGGA A A T C CCA A T T CA T T GGGCC T T T CG A T A CA A T CA A A T AGA A AGCC  149580
A T CCGC T TGC CCCGA A A T GA CCCGGCCCGA T AGGGA A A T C CCA A T T CA T T GGGCC T T T CG A T A CA A T CA A A T AGA A AGCC  150441
A T CCGC T TGC CCCGA A A T GA CCCGGCCCGA T AGGGA A A T C CCA A T T CA T T GGGCC T T T CG A T A CA A T CA A A T AGA A AGCC  150753
A T CCGC T TGC CCCGA A A T GA CCCGGCCCGA T AGGGA A A T C CCA A T T CA TG GGGCC T T T CG A T A CA A T CA A A T AGA A AGCC  151774

CCAGGGGCGC CA T A T T C T AG GAGCCCAGAC T A T G TGA T T G A A T A A A T CC T CC T C T A T C T G T TGCGGG T CG AGGA C T CC T T  150681

154.660 154.680 154.700 154.720

CCAGGGGCGC CA T A T T C T AG GAGCCCAGAC T A T G TGA T T G A A T A A A T CC T CC T C T A T C T G T TGCGGG T CG AGGA C T CC T T  149660
CCAGGGGCGC CA T A T T C T AG GAGCCCAGAC T A T G TGA T T G A A T A A A T CC T CC T C T A T C T G T TGCGGG T CG AGGA C T CC T T  150521
CCAGGGGCGC CA T A T T C T AG GAGCCCAGAC T A T G TGA T T G A A T A A A T CC T CC T C T A T C T G T TGCGGG T CG AGGA C T CC T T  150833
CCAGGGGCGC CA T A T T C T AG GAGCCCAGAC T A T G TGA T T G A A T A A A T CC T CC T C T A T C T G T TGCGGG T CG AGGA C T CC T T  151854

C - - - - - - CCC T T C T T CA A AC T CCGA T T CG T A T T T T T CA T A GAGA A A T C T C TGA T CA ACGA T AGA ACA AGA T CCA T T T T GC  150755

154.740 154.760 154.780 154.800

C T CC T T CCCC T T C T T CA A AC T CCGA T T CG T A T T T T T CA T A GAGA A A T C T C TGA T CA ACGA T AGA ACA AGA T CCA T T T T GC  149740
C T CC T T CCCC T T C T T CA A AC T CCGA T T CG T A T T T T T CA T A GAGA A ACC T C TGA T CA ACGA T AGA ACA AGA T CCA T T T T GC  150601
C T CC T T CCCC T T C T T CA A AC T CCGA T T CG T A T T T T T CA T A GAGA A A T C T C TGA T CA ACGA T AGA ACA AGA T CCA T T T T GC  150913
C T CC T T CCCC T T C T T CA A AC T CCGA T T CG T A T T T T T CA T A GAGA A A T C T C TGA T CA ACGA T AGA ACA AGA T CCA T T T T GC  151934

A T CA T A T C T A AGGGA T T CC T TGG T T CGGGC CGA AGA AGCA A T GT CAC T CG A T CA T T A T CA A ACCGA C TGC A A T C T T T T T C  150835

154.820 154.840 154.860 154.880

A T CA T A T C T A AGGGA T T CC T TGG T T CGGGC CGA AGA AGCA A T GT CAC T CG A T CA T T A T CA A ACCGA C TGC A A T C T T T T T C  149820
A T CA T A T C T A AGGGA T T CC T TGG T T CGGGC CGA AGA AGCA A T GT CAC T CG A T CA T T A T CA A ACCGA C TGC A A T C T C T T T C  150681
A T CA T A T C T A AGGGA T T CC T TGG T T CGGGC CGA AGA AGCA A T GT CAC T CG A T CA T T A T CA A ACCGA C TGC A A T C T C T T T C  150993
A T CA T A T C T A AGGGA T T CC T TGC T T CGGGC CGA AGA AGCA A T GT CAC T CG A T CA T T A T CA A ACCGA C TGC A A T C T T T T T C  152014

T GT CCG T GAG GA T CCCA CCA GAGCGCC T T C T AC T T C T A A T AGGCCA T GGA C T AGA T CAGA A T CA T T C T CA A CGAG T CCAG  150915

154.900 154.920 154.940 154.960

T GT CCG T GAG GA T CCCA CCA GAGCGCC T T C T AC T T C T A A T AGGCCA T GGA C T AGA T CAGA A T CA T T C T CA A CGAG T CCAG  149900
T GT CCG T GAG GA T CCCA CCA GAGCGCC T T C T AC T T C T A A T AGGCCA T GGA C T AGA T CAGA A T CA T T C T CA A CGAG T CCAG  150761
T GT CCG T GAG GA T CCCA CCA GAGCGCC T T C T AC T T C T A A T AGGCCA T GGA C T AGA T CAGA A T CA T T C T CA A CGAG T CCAG  151073
T GT CCG T GAG GA T CCCA CCA GAGCA CC T T C T AC T T C T A A T AGGCCA T GGA C T AGA T CAGA A T CA T T C T CA A CGAG T C T AG  152094

A AGA AG T GA T CCCG T T T T T T T CA T CGGG T C CGGG T AGAGA CCA A AGG T C T TGAGCGACCG A T CCGGCAGA A CA A C T CA A A  150995

154.980 155.000 155.020 155.040

A AGA AG T GA T CCCG T T T T T T T CA T CGGG T C CGGG T AGAGA CCA A AGG T C T TGAGCGACCG A T CCGGCAGA A CA A C T CA A A  149980
A AGA AG T GA T CCCG T T T T T T T CA T CGGG T C CGGG T AGAGA CCA A AGG T C T TGAGCGACCG A T CCGGCAGA A CA A C T CA A A  150841
A AGA AG T GA T CCCG T T T T T T T CA T CGGG T C CGGG T AGAGA CCA A AGG T C T TGAGCGACCG A T CCGGCAGA A CA A C T CA A A  151153
A AGA AG T GA T CCCG T T T T T T T CA T CGGG T C CGGG T AGAGA CCA A AGG T C T TGAGCGACCG A T CCGGCAGA A CA A C T CA A A  152174

AGA T A A AGA A G T A T CGT T A A T T T C T T CA T G C T CG T T CCA A G T T CGA AG T A CCA T T T GT AC A A A T A AGA A T CCCC T T CG T T  151075

155.060 155.080 155.100 155.120

AGA T A A AGA A G T A T CGT T A A T T T C T T CA T G C T CG T T CCA A G T T CGA AG T A CCA T T T GT AC A A A T A AGA A T CCCC T T CG T T  150060
AGA T A A AGA A G T A T CGT T A A T T T C T T CA T G C T CG T T CCA A G T T CGA AG T A CCA T T T GT AC A A A T A AGA A T CCCC T T CG T T  150921
AGA T A A AGA A G T A T CGT T A A T T T C T T CA T G C T CG T T CCA A G T T CGA AG T A CCA T T T GT AC A A A T A AGA A T CCCC T T CG T T  151233
AGA T A A AGA A G T A T CGT T A A T T T C T T CA T G C T CG T T CCA A G T T CGA AG T A CCA T T T GT AC A A A T A AGA A T CCCC T T CG T T  152254

ACA T GA T T T C T T C T T CA T A T AGA T AGA T A T AGGA T C T A T G GGGCA A T T AC T T AGA AGT AC A T T T TG T GCA A CAGCCC T T C  151155

155.140 155.160 155.180 155.200

ACA T GA T T T C T T C T T CA T A T AGA T AGA T A T AGGA T C T A T G GGGCA A T T AC T T AGA AGT AC A T T T TG T GCA A CAGCCC T T C  150140
ACA T GA T T T C T T C T T CA T A T AGA T AGA T A T AGGA T C T A T G GGGCA A T T AC T T AGA AGT AC A T T T TG T GCA A CAGCCC T T C  151001
ACA T GA T T T C T T C T T CA T A T AGA T AGA T A T AGGA T C T A T G GGGCA A T T AC T T AGA AGT AC A T T T TG T GCA A CAGCCC T T C  151313
ACA T GA T T T C T T C T T CA T A T AGA T AGA T A T AGGA T C T A T G AGGCA A T T AC T T ACA AGT AC A T T T TG T GCA A CAGCCC T T C  152334

C T A T C T GA T A GA A A AGGA T C CCA TGA T CC T GA A CCGA T C T T ACC T GGGA T CGCA A A T CCC A AG T T T G T C T A T GA AGAGCA  151235

155.220 155.240 155.260 155.280

C T A T C T GA T A GA A A AGGA T C CCA TGA T CC T GA A CCGA T C T T ACC T GGGA T CGCA A A T CCC A AG T T T G T C T A T GA AGAGCA  150220
C T A T C T GA T A GA A A AGGA T C CCA TGA T CC T GA A CCGA T C T T ACC T GGGA T CGCA A A T CCC A AG T T T G T C T A T GA AGAGCA  151081
C T A T C T GA T A GA A A AGGA T C CCA TGA T CC T GA A CCGA T C T T ACC T GGGA T CGCA A A T CCC A AG T T T G T C T A T GA AGAGCA  151393
C T A T C T GA T A GA A A AGGA T C CCA TGA T CC T GA A CCGA T C T T ACC T GGGA T CGCA A A T CCC A AG T T T G T T T A T GA AGAGCA  152414

GA T C T A A T T G T A T T AGT G T C T A T A A T TGA T T T C T T C T GT G T A A T AC T A A T CGA T AGGGCC T CA T TGG T A A G T GC T ACA AG  151315

155.300 155.320 155.340 155.360

GA T C T A A T T G T A T T AGT G T C T A T A A T TGA T T T C T T C T GT G T A A T AC T A A T CGA T AGGGCC T CA T TGG T A A G T GC T ACA AG  150300
GA T C T A A T T G T A T T AGT G T C T A T A A T TGA T T T C T T C T GT G T A A T AC T A A T CGA T AGGGCC T CA T TGG T A A G T GC T ACA AG  151161
GA T C T A A T T G T A T T AGT G T C T A T A A T TGA T T T C T T C T GT G T A A T AC T A A T CGA T AGGGCC T CA T TGG T A A G T GC T ACA AG  151473
GA T C T A A T T G T A T T AGT G T C T A T A A T TGA T T T C T T C T GT G T A A T AC T A A T CGA T AGGGCC T CA T TGG T A A G T GC T ACA AG  152494

A T C T CG T GCA T T GGA ACCCA TGG T T A TGGA CCCGA A T CCA T T AG T A T GGA ACA T T T T C T T T T CCA AG TGA A A T CCCC T AG  151395

155.380 155.400 155.420 155.440

A T C T CG T GCA T T GGA ACCCA TGG T T A TGGA CCCGA A T CCA T T AG T A T GGA ACA T T T T C T T T T CCA AG TGA A A T CCCC T AG  150380
A T C T CG T GCA T T GGA ACCCA TGG T T A TGGA CCCGA A T CCA T T AG T A T GGA ACA T T T T C T T T T CCA AG TGA A A T CCCC T AG  151241
A T C T CG T GCA T T GGA ACCCA TGG T T A TGGA CCCGA A T CCA T T AG T A T GGA ACA T T T T C T T T T CCA AG TGA A A T CCCC T AG  151553
A T C T CG T GCA T T GGA ACCCA TGG T T A TGGA CCCGA A T CCA T T AG T A T GGA ACA T T T T C T T T T CCA AG TGA A A T CCCC T AG  152574

T A T A TGA A AG AG TGA A A A AG TGC T T T CG T T G T T G TGGA A T A AGA AGCC T T CG T A T C T T A A T GCA TG T A T T T A A T T T A T T C  151475

155.460 155.480 155.500 155.520

T A T A TGA A AG AG TGA A A A AG TGC T T T CG T T G T T G TGGA A T A AGA AGCC T T CG T A T C T T A A T GCA TG T A T T T A A T T T A T T C  150460
T A T A TGA A AG AG TGA A A A AG TGC T T T CG T T G T T G TGGA A T A AGA AGCC T T CG T A T C T T A A T GCA TG T A T T T A A T T T A T T C  151321
T A T A TGA A AG AG TGA A A A AG TGC T T T CG T T G T T G TGGA A T A AGA AGCC T T CG T A T C T T A A T GCA TG T A T T T A A T T T A T T C  151633
T A T A TGA A AG AG TGA A A A AG TGC T T T CG T T G T T G TGGA A T A AGA AGCC T T CG T A T C T T A A T GCA TG T A T T T A A T T T A T T C  152654

GGGGC T A T T A GAGCGGGA T C CA C T T T T T GG GGA A T A T GAG T CGA AGCA A T A A CA AGA A T A T T T C T AG TGG A ACA T C T T T C  151555

155.540 155.560 155.580 155.600

GGGGC T A T T A GAGCGGGA T C CA C T T T T T GG GGA A T A T GAG T CGA AGCA A T A A CA AGA A T A T T T C T AG TGG A ACA T C T T T C  150540
GGGGC T A T T A GAGCGGGA T C CA C T T T T T GG GGA A T A T GAG T CGA AGCA A T A A CA AGA A T A T T T C T AG TGG A ACA T C T T T C  151401
GGGGC T A T T A GAGCGGGA T C CA C T T T T T GG GGA A T A T GAG T CGA AGCA A T A A CA AGA A T A T T T C T AG TGG A ACA T C T T T C  151713
GGGGC T A T T A GAGCGGGA T C CA C T T T T T GG GGA A T A T GAG T CGA AGCA A T A A CA AGA A T A T T T C T AG TGG A ACA T C T T T C  152734

ACA A T CCC T G GAGAGA T AGT T CAC T A A T AG ACCGAGGGA T A AGT A A T T CG AC T CA T T CAC A T CCAGA T CA T GA A T GT T TG  151635

155.620 155.640 155.660 155.680

ACA A T CCC T G GAGAGA T AGT T CAC T A A T AG ACCGAGGGA T A AGT A A T T CG AC T CA T T CAC A T CCAGA T CA T GA A T GT T TG  150620
ACA A T CCC T G GAGAGA T AGT T CAC T A A T AG ACCGAGGGA T A AGT A A T T CG AC T CA T T CAC A T CCAGA T CA T GA A T GT T TG  151481
ACA A T CCC T G GAGAGA T AGT T CAC T A A T AG ACCGAGGGA T A AGT A A T T CG AC T CA T T CAC A T CCAGA T CA T GA A T GT T TG  151793
ACA A T CCC T G GAGAGA T AGT T CAC T A A T AG ACCGAGGGA T A AGT A A T T CG AC T CA T T CAC C T CCAGA T CA T GA A T GT T TG  152814
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GA A T CCA T A T T A TGCA AGGA GA CA T T GC T T T TGC T A A T T C GA A T T CA AGG GT GA T A T A A A A T CGGCC T A T T T CCGACA T C  151715

155.700 155.720 155.740 155.760

GA A T CCA T A T T A TGCA AGGA GA CA T T GC T T T TGC T A A T T C GA A T T CA AGG GT GA T A T A A A A T CGGCC T A T T T CCGACA T C  150700
GA A T CCA T A T T A TGCA AGGA GA CA T T GC T T T TGC T A A T T C GA A T T CA AGG GT GA T A T A A A A T CGGCC T A T T T CCGACA T C  151561
GA A T CCA T A T T A TGCA AGGA GA CA T T GC T T T TGC T A A T T C GA A T T CA AGG GT GA T A T A A A A T CGGCC T A T T T CCGACA T C  151873
GA A T CCA T A T T A TGCA AGGA GA CA T T GC T T T TGC T A A T T C GA A T T CA AGG GT GA T A T A A A A T CGGCC T A T T T CCGACA T C  152894

A T A T CGA T AG T T AGCGCA T T CA T CA T AG T T AGA AGC T CCA GC T CCGT A T C A AGGT CACGA T CGA T A T CG T CAC T AGCA T C  151795

155.780 155.800 155.820 155.840

A T A T CGA T AG T T AGCGCA T T CA T CA T AG T T AGA AGC T CCA GC T CCGT A T C A AGGT CACGA T CGA T A T CG T CAC T AGCA T C  150780
A T A T CGA T AG T T AGCGCA T T CA T CA T AG T T AGA AGC T CCA GC T CCGT A T C A AGGT CACGA T CGA T A T CG T CAC T AGCA T C  151641
A T A T CGA T AG T T AGCGCA T T CA T CA T AG T T AGA AGC T CCA GC T CCGT A T C A AGGT CACGA T CGA T A T CG T CAC T AGCA T C  151953
A T A T CGA T AG T T AGCGCA T T CA T CA T AG T T AGA AGC T CC - - - - - - GT A T C A AGGT CACGA T CGC T A T CG T CAC T AGCA T C  152968

A A T A T CG T CA C T AGCA T CA A T A T CG T CA C T AGCA T CA A T A T CGT CAC T A T CA T CA A T A T C GA T A T CA T CA A T A AGA A A AC  151875

155.860 155.880 155.900 155.920

A A T A T CG T CA C T A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T CA T CA A T A T C GA T A T CA T CA A T A AGA A A AC  150824
A A T A T CG T CA C T AGCA T CA A T A T CA T CA C T AGCA T CA A T A T CGT CAC T AG CA T CA A T A T C GA T A T CA T CA A T A AGA A A AC  151721
A A T A T CG T CA C T AGCA T CA A T A T CA T CA C T AGCA T CA A T A T CGT CAC T A T CA T CA A T A T C GA T A T CA T CA A T A AGA A A AC  152033
A A T A T CG T T A C T AGCA T CA A T A T C - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - G T C AC T A T CA T CA A T A A T A A A AC  153015

C T T T AGGC T T G T T A T CCAGG A A C T T G T T CA GA A A T A C TG T A A TGA A AGGA ACA T AGGAG T T TG T CGC T AG G T A T T TGACC  151955

155.940 155.960 155.980 156.000

C T T T AGGC T T G T T A T CCAGG A A C T T G T T CA GA A A T A C TG T A A TGA A AGGA ACA T AGGAG T T TG T CGC T AG G T A T T TGACC  150904
C T T T AGGC T T G T T A T CCAGG A A C T T G T T CA GA A A T A C TG T A A TGA A AGGA ACA T AGGAG T T TG T CGC T AG G T A T T TGACC  151801
C T T T AGGC T T G T T A T CCAGG A A C T T G T T CA GA A A T A C TG T A A TGA A AGGA ACA T AGGAG T T TG T CGC T AG G T A T T TGACC  152113
C T T T AGGC T T G T T A T CCAGG A A C T T G T T CA GA A A T A C TG T A A TGA A AGGA ACA T AGGAG T T TG T CGC T AG G T A T T TGACC  153095

A A A T AGGAGC G T CCGGT T CC T A T AGA ACC T A T CAC T A A A A T ACCCC T AGA GGGGGA T AGG GC T AGGCGGA GCGA A A AGGG  152035

156.020 156.040 156.060 156.080

A A A T AGGAGC G T CCGGT T CC T A T AGA ACC T A T CAC T A A A A T ACCCC T AGA GGGGGA T AGG GC T AGGCGGA GCGA A A AGGG  150984
A A A T AGGAGC G T CCGGT T CC T A T AGA ACC T A T CAC T A A A A T ACCCC T AGA GGGGGA T AGG GC T AGGCGGA GCGA A A AGGG  151881
A A A T AGGAGC G T CCGGT T CC T A T AGA ACC T A T CAC T A A A A T ACCCC T AGA GGGGGA T AGG GC T AGGCGGA GCGA A A AGGG  152193
A A A T AGGAGC G T CCGGT T CC T A T AGA ACC T A T CAC T A A A A T ACCCC T AGA GGGGGA T AGG GC T AGGCGGA GCGA A A AGGG  153175

T T T T CCA TGA GA TGGGA A A T GA A A A C T A T T AGCCCCACA C GA AG T T T G TG A A T A AG TGA T T GT C TGA T A A T GAGCA AGGA  152115

156.100 156.120 156.140 156.160

T T T T CCA TGA GA TGGGA A A T GA A A A C T A T T AGCCCCACA C GA AG T T T G TG A A T A AG TGA T T GT C TGA T A A T GAGCA AGGA  151064
T T T T CCA TGA GA TGGGA A A T GA A A A C T A T T AGCCCCACA C GA AG T T T G TG A A T A AG TGA T T GT C TGA T A A T GAGCA AGGA  151961
T T T T CCA TGA GA TGGGA A A T GA A A A C T A T T AGCCCCACA C GA AG T T T G TG A A T A AG TGA T T GT C TGA T A A T GAGCA AGGA  152273
T T T T CCA TGA GA TGGGA A A T GA A A A C T A T T AGCCCCACA C GA AG T T T G TG A A T A AG TGA T T GT C TGA T A A T GAGCA AGGA  153255

A T A T CCG T C T T T C T GC T A A A CAGGA T GT A T T GA AC T CA T A A T T CA T T A A A TGC T T T T T A T GA A T GT CA A C T A AG T A T CGT  152195

156.180 156.200 156.220 156.240

A T A T CCG T C T T T C T GC T A A A CAGGA T GT A T T GA AC T CA T A A T T CA T T A A A TGC T T T T T A T GA A T GT CA A C T A AG T A T CGT  151144
A T A T CCG T C T T T C T GC T A A A CAGGA T GT A T T GA AC T CA T A A T T CA T T A A A TGC T T T T T A T GA A T GT CA A C T A AG T A T CGT  152041
A T A T CCG T C T T T C T GC T A A A CAGGA T GT A T T GA AC T CA T A A T T CA T T A A A TGC T T T T T A T GA A T GT CA A C T A AG T A T CGT  152353
A T A T CCG T C T T T C T GC T A A A CAGGA T GT A T T GA AC T CA T A A T T CA T T A A A TGC T T T T T A T GA A T GT CA A C T A AG T A T CGT  153335

A AG T A A A T T G T T CCCGG T TG T T CA A T CA T T T GA T A A CCAG AG T CA T T C T T TGA T A A A T GA T CA C T A T GAG T CAGAC T CA A  152275

156.260 156.280 156.300 156.320

A AG T A A A T T G T T CCCGG T TG T T CA A T CA T T T GA T A A CCAG AG T CA T T C T T TGA T A A AGGA T CA C T A T GAG T CAGAC T CA A  151224
A AG T A A A T T G T T CCCGG T TG T T CA A T CA T T T GA T A A CCAG AG T CA T T C T T TGA T A A A T GA T CA C T A T GAG T CAGAC T CA A  152121
A AG T A A A T T G T T CCCGG T TG T T CA A T CA T T T GA T A A CCAG AG T CA T T C T T TGA T A A A T GA T CA C T A T GAG T CAGAC T CA A  152433
A AG T A A A T T G T T CCCGG T TG T T CA A T CA T T T GA T A A CCAG AG T CA T T C T T TGA T A A A T GA T CA C T A T GAG T CAGAC T CA A  153415

T AGA A T T TGA T CA A T CC T T T T T T C T G T CG T T A AGGT GGAG A AC T GA A CCA AGA A T T C T C T T T C T T T A T CA T CA A T CCA A T  152355

156.340 156.360 156.380 156.400

T AGA A T T TGA T CA A T CC T T T T T T C T G T CG T T A AGGT GGAG A AC T GA A CCA AGA A T T C T C T T T C T T T A T CA T CA A T CCA A T  151304
T AGA A T T TGA T CA A T CC T T T T T T C T G T CG T T A AGGT GGAG A AC T GA A CCA AGA A T T C T C T T T C T T T A T CA T CA A T CCA A T  152201
T AGA A T T TGA T CA A T CC T T T T T T C T G T CG T T A AGGT GGAG A AC T GA A CCA AGA A T T C T C T T T C T T T A T CA T CA A T CCA A T  152513
T AGA A T T TGA T CA A T CC T T T T T T C T G T CG T T A AGGT GGA A A AC T GA A CCA AGA A T T C T C T T T C T T T A T CA T CA A T CCA A T  153495

CAC T GT T CGC GACCCAGGA T T C T A T T T T A T CA T CA A T CCA A T CA CCG T T C CCC T T T T T T C T T T T T C T T A T CA A T GA A T AG  152435

156.420 156.440 156.460 156.480

CAC T GT T CGC GACCCAGGA T T C T A T T T T A T CA T CA A T CCA A T CA CCG T T C CCC T T T T T T C T T T T T C T T A T CA A T GA A T AG  151384
CAC T GT T CGC GACCCAGGA T T C T A T T T T A T CA T CA A T CCA A T CA CCG T T C CCC T T T T T T C T T T T T C T T A T CA A T GA A T AG  152281
CAC T GT T CGC GACCCAGGA T T C T A T T T T A T CA T CA A T CCA A T CA CCG T T C CCC T T T T T T C T T T T T C T T A T CA A T GA A T AG  152593
CAC T GT T CGC GACCCAGGA T T C T A T T T T A T CA T CA A T CCA A T CA CCG T T C CCC T T T T T T C T T T T T C T T A T CA A T GA A T AG  153575

A T C T C T T T A C T T GT A TGAC T T AGA T G T C T C G T A T T T C T CG A A A A AGT GA T T CGA T T GA T G GGA T T T GGT A T GA T AC T T A T  152515

156.500 156.520 156.540 156.560

A T C T C T T T A C T T GT A TGAC T T AGA T G T C T C G T A T T T C T CG A A A A AGT GA T T CGA T T GA T G GGA T T T GGT A T GA T AC T T A T  151464
A T C T C T T T A C T T GT A TGAC T T AGA T G T C T C G T A T T T C T CG A A A A AGT GA T T CGA T T GA T G GGA T T T GGT A T GA T AC T T A T  152361
A T C T C T T T A C T T GT A TGAC T T AGA T G T C T C G T A T T T C T CG A A A A AGT GA T T CGA T T GA T G GGA T T T GGT A T GA T AC T T A T  152673
A T C T C T T T A C T T GT A TGAC T T AGA T G T C T C G T A T T T C TGG A A A A AGT GA T T CGA T T GA T G GGA T T T GGT A T GA T AC T T A T  153655

GAGA T CGA T G A T A T CGA T GA GA T TGA T A T T CA A A T C T T T C G T C T T AGA AC GT A T T GA T T T A ACCCCA T CC GCGGGACCAC  152595

156.580 156.600 156.620 156.640

GAGA T CGA T G A T A T CGA T GA GA T TGA T A T T CA A A T C T T T C G T C T T AGA AC GT A T T GA T T T A ACCCCA T CC GCGGGACCAC  151544
GAGA T CGA T G A T A T CGA T GA GA T TGA T A T T CA A A T C T T T C G T C T T AGA AC GT A T T GA T T T A ACCCCA T CC GCGGGACCAC  152441
GAGA T CGA T G A T A T CGA T GA GA T TGA T A T T CA A A T C T T T C G T C T T AGA AC GT A T T GA T T T A ACCCCA T CC GCGGGACCAC  152753
GAGA T CGA T G A - - - - - - - - - GA T TGA T A T T CA A A T C T T T C G T C T T AGA A T GT A T T GA T T T A ACCCCA T CC GCGGGACCAC  153726

CACCCCA T AG CA TG T TGCCG CCA A A AGCGG A ACCCCG T A T T T C T T C T AGA GA A T C T CC T A A T T G T T CCAG AGCA AC T AGA  152675

156.660 156.680 156.700 156.720

CACCCCA T AG CA TG T TGCCG CCA A A AGCAG A ACCCCG T A T T T C T T C T AGA GA A T C T CC T A A T T G T T CCAG AGCA AC T AGA  151624
CACCCCA T AG CA TG T TGCCG CCA A A AGCAG A ACCCCG T A T T T C T T C T AGA GA A T C T CC T A A T T G T T CCAG AGCA AC T AGA  152521
CACCCCA T AG CA TG T TGCCG CCA A A AGCAG A ACCCCG T A T T T C T T C T AGA GA A T C T CC T A A T T G T T CCAG AGCA AC T AGA  152833
CACCCCA T AG CA TG T TGCCG CCA A A AGCAG A ACCCCG T A T T T C T T C T AGA GA A T C T CC T A A T T G T T CCAG AGCA AC T AGA  153806

A AGAGA T T C T T T A A CCAGA A AGA A T T CAG T T CGGA T G TGG GA T A CC T A T C CAGA AG T T T T CGCA AC T CA A T CA T G T A T GA  152755

156.740 156.760 156.780 156.800

A AGAGA T T C T T T A A CCAGA A AGA A T T CAG T T CGGA T G TGG GA T A CC T A T C CAGA AG T T T T CGCA AC T CA A T CA T G T A T GA  151704
A AGAGA T T C T T T A A CCAGA A AGA A T T CAG T T CGGA T G TGG GA T A CC T A T C CAGA AG T T T T CGCA AC T CA A T CA T G T A T GA  152601
A AGAGA T T C T T T A A CCAGA A AGA A T T CAG T T CGGA T G TGG GA T A CC T A T C CAGA AG T T T T CGCA AC T CA A T CA T G T A T GA  152913
A AGAGA T T C T T T A A CCAGA A AGA A T T CAG T T CAGA T G TGG GA T A CC T A T C CAGA AG T T T T CGCA AC T CA A T CA T G T A T GA  153886
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T GGA A T CA T C A A AGA T T T GA CC T T T T CGA A C T C T GT C TG T A AC T CAC T A T AGGC T CGGGA A ACA A AGAGA AGA T G TG T AC  152835

156.820 156.840 156.860 156.880

T GGA A T CA T C A A AGA T T T GA CC T T T T CGA A C T C T GT C TG T A AC T CAC T A T AGGC T CGGGA A ACA A AGAGA AGA T G TG T AC  151784
T GGA A T CA T C A A AGA T T T GA CC T T T T CGA A C T C T GT C TG T A AC T CAC T A T AGGC T CGGGA A ACA A AGAGA AGA T G TG T AC  152681
T GGA A T CA T C A A AGA T T T GA CC T T T T CGA A C T C T GT C TG T A AC T CAC T A T AGGC T CGGGA A ACA A AGAGA AGA T G TG T AC  152993
T GGA A T CA T C A A AGA T T T GA CC T T T T CGA A C T C T GT C TG T A AC T CAC T A T AGGC T CGGGA A ACA A AGAGA AGA T G TG T AC  153966

GA A CGAGA T A T CCAGCA ACA AGA AGA AGGA A A AGGA T TGA A T AGAGGA AC T CCCGA ACA T T TGGCGA T C T CAGA T GT G T C  152915

156.900 156.920 156.940 156.960

GA A CGAGA T A T CCAGCA ACA AGA AGA AGGA A A AGGA T TGA A T AGAGGA AC T CCCGA ACA T T TGGCGA T C T CAGA T GT G T C  151864
GA A CGAGA T A T CCAGCA ACA AGA AGA AGGA A A AGGA T TGA A T AGAGGA AC T CCCGA ACA T T TGGCGA T C T CAGA T GT G T C  152761
GA A CGAGA T A T CCAGCA ACA AGA AGA AGGA A A AGGA T TGA A T AGAGGA AC T CCCGA ACA T T TGGCGA T C T CAGA T GT G T C  153073
A A A CGAGA T A T CCAGCA ACA AGA AGA AGGA A ACGGA T TGA A T AGAGGA AC T CCCGA ACA T T TGGCGA T C T CAGA T GT G T C  154046

GA T A T CA A T G G T GA C T CA T T A T T T CGA T GA A T CA T T T C T T CGGA CAGA AG A AGA T T A T G T A A A CAC T T A C T CGA A A T C T C  152995

156.980 157.000 157.020 157.040

GA T A T CA A T G G T GA C T CA T T A T T T CGA T GA A T CA T T T C T T CGGA CAGA AG A AGA T T A T G T A A A CAC T T A C T CGA A A T C T C  151944
GA T A T CA A T G G T GA C T CA T T A T T T CGA T GA A T CA T T T C T T CGGA CAGA AG A AGA T T A T G T A A A CAC T T A C T CGA A A T C T C  152841
GA T A T CA A T G G T GA C T CA T T A T T T CGA T GA A T CA T T T C T T CGGA CAGA AG A AGA T T A T G T A A A CAC T T A C T CGA A A T C T C  153153
GA T A T CA A T G G T GA C T CA T T A T T T CGA T GA A T CA T T T C T T CGGA CAGA AG A AGA T T A T G T A A A CAC T T A C T CGA A A T C T C  154126

AC T T A T CAGA T T CCA - - - T T GT GGA AGA CA CCA T T T T T T C T GA AGA A T T C GCCA T GA T A T A T C T GA T CCA T GCA T A A T A T  153072

157.060 157.080 157.100 157.120

AC T T A T CAGA T T CCA - - - T T GT GGA AGA CA CCA T T T T T T C T GA AGA A T T C GCCA T GA T A T A T C T GA T CCA T GCA T A A T A T  152021
AC T T A T CAGA T T CCA - - - T T GT GGA AGA CA CCA T T T T T T C T GA AGA A T T C GCCA T GA T A T A T C T GA T CCA T GCA T A A T A T  152918
AC T T A T CAGA T T CCA - - - T T GT GGA AGA CA CCA T T T T T T C T GA AGA A T T C GCCA T GA T A T A T C T GA T CCA T GCA T A A T A T  153230
AC T T A T CAGA T T CCACCA T T GT GGA AGA CA CCA T T T T T T C T GA AGA A T T T GCCA T GA T - - - - - - - - - CCA T GCA T A A T A T  154197

CA T GA A A A A T GGA T ACA A A T T T T TGAC T GC T AC T T AG - - - - - - T ACCGGC A A T AGG T C T G A A A A AG T A T C T A A A A A T A T C  153146

157.140 157.160 157.180 157.200

CA T GA A A A A T GGA T ACA A A T T T T TGAC T GC T AC T T AG - - - - - - T ACCGGC A A T AGG T C T G A A A A AG T A T C T A A A A A T A T C  152095
CA T GA A A A A T GGA T ACA A A T T T T TGAC T GC T AC T T AG - - - - - - T ACCGGC A A T AGG T C T G A A A A AG T A T C T A A A A A T A T C  152992
CA T GA A A A A T GGA T ACA A A T T T T TGAC T GC T AC T T AG - - - - - - T ACCGGC A A T AGG T C T G A A A A AG T A T C T A A A A A T A T C  153304
CA T GA A A A A T GGA T ACA A A T T T G TGAC T GC T AC T T AGAC T T AGT ACCGGC A A T AGG T C T G A A A A AG T A T C T A A A A A T A T C  154277

A A A T T T AGA T A T T T G T A CCC TG T CGA AG T A AGGA ACCA T G GCA T A T A T GT T T GGA A T AGA T T CCA T T T T G AGAGAGT T GA  153226

157.220 157.240 157.260 157.280

A A A T T T AGA T A T T T G T A CCC TG T CGA AG T A AGGA ACCA T G GCA T A T A T GT T T GGA A T AGA T T CCA T T T T G AGAGAGT T GA  152175
A A A T T T AGA T A T T T G T A CCC TG T CGA AG T A AGGA ACCA T G GCA T A T A T GT T T GGA A T AGA T T CCA T T T T G AGAGAGT T GA  153072
A A A T T T AGA T A T T T G T A CCC TG T CGA AG T A AGGA ACCA T G GCA T A T A T GT T T GGA A T AGA T T CCA T T T T G AGAGAGT T GA  153384
A A A T T T AGA T A T T T G T A CCC TG T CGA AG T A AGGA ACCA T G GCA T A T A T GT T T GGA A T AGA T T CCA T T T T G AGAGAGT T GA  154357

A A A AGCAC T G T C T CG T T GA A AGG T T C T A T A CA T C TGCCC T T T C T CA A CGC A T T T C T T T AG ACA A AGAC T C CG T T T T T T CC  153306

157.300 157.320 157.340 157.360

A A A - - - - - - G T C T CG T T GA A AGG T T C T A T A CA T C TGCCC T T T C T CA A CGC A T T T C T T T AG ACA A AGAC T C CG T T T T T T CC  152249
A A A AGCAC T G T C T CG T T GA A AGG T T C T A T A CA T C TGCCC T T T C T CA A CGC A T T T C T T T AG ACA A AGAC T C CG T T T T T T CC  153152
A A A AGCAC T G T C T CG T T GA A AGG T T C T A T A CA T C TGCCC T T T C T CA A CGC A T T T C T T T AG ACA A AGAC T C CG T T T T T T CC  153464
A A A AGCAC T G T C T CG T T GA A AGG T T C T A T A CA T C TGCC T T T T C T CA A CGC A T T T C T T T AG ACA A AGAC T C CG T T T T T T CC  154437

T C T T T T CGGA T GGT A A A T A T T T C T CAGA AC A TGGAG T GT G A A T CA A A CCC A T G T T T GA A T T GA A A T T GAG A T AC T GA T GC  153386

157.380 157.400 157.420 157.440

T C T T T T CGGA T GGT A A A T A T T T C T CAGA AC A TGGAG T GT G A A T CA A A CCC A T G T T T GA A T T GA A A T T GAG A T AC T GA T GC  152329
T C T T T T CGGA T GGT A A A T A T T T C T CAGA AC A TGGAG T GT G A A T CA A A CCC A T G T T T GA A T T GA A A T T GAG A T AC T GA T GC  153232
T C T T T T CGGA T GGT A A A T A T T T C T CAGA AC A TGGAG T GT G A A T CA A A CCC A T G T T T GA A T T GA A A T T GAG A T AC T GA T GC  153544
T C T T T T CGGA T GGT A A A T A T T T C T CAGA AC A TGGAG T GT G A A T CA A A CCC A T G T T T GA A T T GA A A T T GAG A T AC T GA T GC  154517

A AG T T C T T C T C T T C T GA A T C AGA T AGA T T C A T A T C T GA A A GAGG T TGACA A T A AG T T C T T T CA A A A T TGA C T A T T TG T CC  153466

157.460 157.480 157.500 157.520

A AG T T C T T C T C T T C T GA A T C AGA T AGA T T C A T A T C T GA A A GAGG T TGACA A T A AG T T C T T T CA A A A T TGA C T A T T TG T CC  152409
A AG T T C T T C T C T T C T GA A T C AGA T AGA T T C A T A T C T GA A A GAGG T TGACA A T A AG T T C T T T CA A A A T TGA C T A T T TG T CC  153312
A AG T T C T T C T C T T C T GA A T C AGA TGGA T T C A T A T C T GA A A GAGG T TGACA A T A AG T T C T T T CA A A A T TGA C T A T T TG T CC  153624
A AG T T C T T C T C T T C T GA A T C AGA T AGA T T C A T A T C T GA A A GAGG T TGACA A T A AG T T T T T T CA A A A T TGA C T A T T TG T CC  154597

C T C T GT T AGA GG TG T T CCAG A A A TGGC T GC GA T CGAG T A A A T AGC T C T AC GA AC T A A T AG A T CGGA T CGA A T TGGA A A AG  153546

157.540 157.560 157.580 157.600

C T C T GT T AGA GG TG T T CCAG A A A TGGC T GC GA T CGAG T A A A T AGC T C T AC GA AC T A A T AG A T CGGA T CGA A T TGGA A A AG  152489
C T C T GT T AGA GG TG T T CCAG A A A TGGC T GC GA T CGAG T A A A T AGC T C T AC GA AC T A A T AG A T CGGA T CGA A T TGGA A A AG  153392
C T C T GT T AGA GG TG T T CCAG A A A TGGC T GC GA T CGAG T A A A T AGC T C T AC GA AC T A A T AG A T CGGA T CGA A T TGGA A A AG  153704
C T C T C T T AGA GG TG T T CCAG A A A TGGC T GC GA T CGAG T A A A T AGC T C T AC GA AC T A A T AG A T CGGA T CGA A T TGGA A A AG  154677

GGA A AGA T T T G T ACA AG T T A T A CC T T T CG T CACCAC T T T G T GGA A A A T CG T T AGG T A T GA A T A T GT T AGA T ACC T GT GAC  153626

157.620 157.640 157.660 157.680

GGA A AGA T T T G T ACA AG T T A T A CC T T T CG T CACCAC T T T G T GGA A A A T CG T T AGG T A T GA A T A T GT T AGA T ACC T GT GAC  152569
GGA A AGA T T T G T ACA AG T T A T A CC T T T CG T CACCAC T T T G T GGA A A A T CG T T AGG T A T GA A T A T GT T AGA T ACC T GT GAC  153472
GGA A AGA T T T G T ACA AG T T A T A CC T T T CG T CACCAC T T T G T GGA A A A T CG T T AGG T A T GA A T A T GT T AGA T ACC T GT GAC  153784
GGA A AGA T T T G T A T A AG T T A T A CC T T T CG T CACCAC T T T G T GGA A A A T CG T T AGG T A T GA A T A T GT T AGA T ACC T GT GAC  154757

T CGA T T GGT G A A A T AGT A T C T C T C T CCA A A A A AGCA T GT T T T T T T T T ACC GCCGCACA A A GA A A A T A T T T T G T T GCGA A T  153706

157.700 157.720 157.740 157.760

T CGA T T GGT G A A A T AGT A T C T C T C T CCA A A A A AGCA T GT T T T T T T T T ACC GCCGCACA A A GA A A A T A T T T T G T T GCGA A T  152649
T CGA T T GGT G A A A T AGT A T C T C T C T CCA A A A A AGCA T GT T T T T T T T T ACC GCCGCACA A A GA A A A T A T T T T G T T GCGA A T  153552
T CGA T T GGT G A A A T AGT A T C T C T C T CCA A A A A AGCA T GT T T T T T T T T ACC GCCGCACA A A GA A A A T A T T T T G T T GCGA A T  153864
T CGA T T GGT G A A A T AGT A T C T C T C T CCA A A A A AGCA T GT T T T T T T T T ACC GCCGCACA A A GA A A A T A T T T T G T T GCGA A T  154837

GA A CA AGA T A T T GAGGA A T T GT CCA T ACG T A A A A T CA T A A T T A T T GA T AC GGGCC T T T T C CACA T A A A A A GGGA A T C T T T  153786

157.780 157.800 157.820 157.840

GA A CA AGA T A T T GAGGA A T T GT CCA T ACG T A A A A T CA T A A T T A T T GA T AC GGGCC T T T T C CACA T A A A A A GGGA A T C T T T  152729
GA A CA AGA T A T T GAGGA A T T GT CCA T ACG T A A A A T CA T A A T T A T T GA T AC GGGCC T T T T C CACA T A A A A A GGGA A T C T T T  153632
GA A CA AGA T A T T GAGGA A T T GT CCA T ACG T A A A A T CA T A A T T A T T GA T AC GGGCC T T T T C CACA T A A A A A GGGA A T C T T T  153944
GA A CA AGA T A T T GAGGA A T T GT CCA T ACG T A A A A T CA T A A T T C T T GA T AC GGGCC T T T T C CACA T A A A A A GGGA A T CC T T  154917

T GT T ACA A T A GA AGCGGA AG CGA TG T GGA T T A T T CA AGA A T CGA AGT CGA T T T GC T T T A T A A A A AGA AGA T A T CA A T GA A  153866

157.860 157.880 157.900 157.920

T GT T ACA A T A GA AGCGGA AG CGA TG T GGA T T A T T CA AGA A T CGA AGT CGA T T T GC T T T A T A A A A AGA AGA T A T CA A T GA A  152809
T GT T ACA A T A GA AGCGGA AG CGA TG T GGA T T A T T CA AGA A T CGA AGT CGA T T T GC T T T A T A A A A AGA AGA T A T CA A T GA A  153712
T GT T ACA A T A GA AGCGGA AG CGA TG T GGA T T A T T CA AGA A T CGA AGT CGA T T T GC T T T A T A A A A AGA AGA T A T CA A T GA A  154024
T GT T ACA A T A GA AGCGGA AG CGA TG T GGA T T A T T CA AGA A T CGA AGT CGA T T T GC T T T A T A A A A AGA AGA T A T CA A T GA A  154997
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C T T C T A T GA A A T GG T T T CAC AGGA T T CAGC CA A T TG T C T T GA T CG TGGGA T A T CA T TGAG A A A T AGGA A T CCGT G T T A T C  153946

157.940 157.960 157.980 158.000

C T T C T A T GA A A T GG T T T CAC AGGA T T CAGC CA A T TG T C T T GA T CG TGGGA T A T CA T TGAG A A A T AGGA A T CCGT G T T A T C  152889
C T T C T A T GA A A T GG T T T CAC AGGA T T CAGC CA A T TG T C T T GA T CG TGGGA T A T CA T TGAG A A A T AGGA A T CCGT G T T A T C  153792
C T T C T A T GA A A T GG T T T CAC AGGA T T CAGC CA A T TG T C T T GA T CG TGGGA T A T CA T TGAG A A A T AGGA A T CCGT G T T A T C  154104
C T T C T A T GA A A T GG T T T CAC AGGA T T CAGC CA A T TG T C T T GA T CG TGGGA T A T CA T TGAG A A A T AGGA A T CCGT G T T A T C  155077

A A A AGA T T T C C T GCGA T T A T T T C T AG T A T G GA A T GAG T CA A T CA T CCAC T T T GGT A T C T T A T T GA A CA A A A A TGG TGA T A  154026

158.020 158.040 158.060 158.080

A A A AGA T T T C C T GCGA T T A T T T C T AG T A T G GA A T GAG T CA A T CA T CCAC T T T GGT A T C T T A T T GA A CA A A A A TGG TGA T A  152969
A A A AGA T T T C C T GCGA T T A T T T C T AG T A T G GA A T GAG T CA A T CA T CCAC T T T GGT A T C T T A T T GA A CA A A A A TGG TGA T A  153872
A A A AGA T T T C C T GCGA T T A T T T C T AG T A T G GA A T GAG T CA A T CA T CCAC T T T GGT A T C T T A T T GA A CA A A A A TGG TGA T A  154184
A A A AGA T T T C C T GCGA T T A T T T C T AG T A T G GA A T GAG T CA A T CA T CCAC T T T GGT A T C T T A T T GA A CA A A A A TGG TGA T A  155157

T T C T T CC T CC A T TGA T CA AG A A T T T CGA T T T T T GGGA AG T A T T A T GA T CA T CCA A T A AGA AGGG T T T CA A T T T T T T CA A A  154106

158.100 158.120 158.140 158.160

T T C T T CC T CC A T TGA T CA AG A A T T T CGA T T T T T GGGA AG T A T T A T GA T CA T CCA A T A AGA AGGG T T T CA A T T T T T T CA A A  153049
T T C T T CC T CC A T TGA T CA AG A A T T T CGA T T T T T GGGA AG T A T T A T GA T CA T CCA A T A AGA AGGG T T T CA A T T T T T T CA A A  153952
T T C T T CC T CC A T TGA T CA AG A A T T T CGA T T T T T GGGA AG T A T T A T GA T CA T CCA A T A AGA AGGG T T T CA A T T T T T T CA A A  154264
T T C T T CC T CC A T TGA T CA AG A A T T T CGA T T T T T GGGA AG T A T T A T GA T CA T CCA A T A AGA AGGG T T T CA A T T T T T T CA A A  155237

T GA ACGA T T T GA AGACC T A T TGA T T C T A AC A AC T GA T TGC AGAG T TGA T C A T T CGGACC T T T CA A T T CA T AGA T G TGGA T  154186

158.180 158.200 158.220 158.240

T GA ACGA T T T GA AGACC T A T TGA T T C T A AC A AC T GA T TGC AGAG T TGA T C A T T CGGACC T T T CA A T T CA T AGA T G TGGA T  153129
T GA ACGA T T T GA AGACC T A T TGA T T C T A AC A AC T GA T TGC AGAG T TGA T C A T T CGGACC T T T CA A T T CA T AGA T G TGGA T  154032
T GA ACGA T T T GA AGACC T A T TGA T T C T A AC A AC T GA T TGC AGAG T TGA T C A T T CGGACC T T T CA A T T CA T AGA T G TGGA T  154344
T GA ACGA T T T GA AGACC T A T TGA T T C T A AC A AC T GA T TGC AGAG T TGA T C A T T CGGACC T T T CA A T T CA T AGA T G TGGA T  155317

C T CAGA CC T A T GA A T GGGGA T A T T CCCGA A AC T CACA A AG A A A A A AGGA A GT G - - - - - - A G T T AGA CA A A A AGA A A AGCA  154260

158.260 158.280 158.300 158.320

C T CAGA CC T A T GA A T GGGGA T A T T CCCGA A AC T CACA A AG A A A A A AGGA A GT G - - - - - - A G T T AGA CA A A A AGA A A AGCA  153203
C T CAGA CC T A T GA A T GGGGA T A T T CCCGA A AC T CACA A AG A A A A A AGGA A GT GGA AGT GA G T T AGA CA A A A AGA A A AGCA  154112
C T CAGA CC T A T GA A T GGGGA T A T T CCCGA A AC T CACA A AG A A A A A AGGA A GT G - - - - - - A G T T AGA CA A A A AGA A A AGCA  154418
C T CAGA CC T A T GA A T GGGGA T A T T CCCGA A AC T CACA A AG A A A A A AGGA A GT G - - - - - - A G T T AGA CA A A A AGA A A AGCA  155391

AC T T GGACA A A A AGA A A CGA AG T GA C T T AG ACA A A T C T T T T T TG T CGA T A ACC T CAGA CC A A T CA A T CGA A T A T T GA T T A  154340

158.340 158.360 158.380 158.400

AC T T GGACA A A A AGA A A CGA AG T GA C T T AG ACA A A T C T T T T T TG T CGA T A ACC T CAGA CC A A T CA A T CGA A T A T T GA T T A  153283
AC T T GGACA A A A AGA A A CGA AG T GA C T T AG ACA A A T C T T T T T TG T CGA T A ACC T CAGA CC A A T CA A T CGA A T A T T GA T T A  154192
AC T T GGACA A A A AGA A A CGA AG T GA C T T AG ACA A A T C T T T T T TG T CGA T A ACC T CAGA CC A A T CA A T CGA A T A T T GA T T A  154498
AC T T GGACA A A A AGA A A CGA AG T GA C T T AG ACA A A T C T T T T T TG T CGA T A ACC T CAGA CC A A T CA A T CGA A T A T T GA T T A  155471

A T A CGT A A T C GA T CGA A CAC T A C T T GA A A A CGGC T C T T C T GC T CAGA A AC GA A A T G T T CC A A A T GC T CC T GGA A A T T C T T  154420

158.420 158.440 158.460 158.480

A T A CGT A A T C GA T CGA A CAC T A C T T GA A A A CGGC T C T T C T GC T CAGA A AC GA A A T G T T CC A A A T GC T CC T GGA A A T T C T T  153363
A T A CGT A A T C GA T CGA A CAC T A C T T GA A A A CGGC T C T T C T GC T CAGA A AC GA A A T G T T CC A A A T GC T CC T GGA A A T T C T T  154272
A T A CGT A A T C GA T CGA A CAC T A C T T GA A A A CGGC T C T T C T GC T CAGA A AC GA A A T G T T CC A A A T GC T CC T GGA A A T T C T T  154578
A T A CGT A A T C GA T CGA A CAC T A C T T GA A A A CGGC T C T T C T GC T CAGA A AC GA A A T G T T CC A A A T GC T CC T GGA A A T T C T T  155551

GC T CCCA T T G GACCA T T T GT A T C T A T A T GC A T T AGGA T CC CGA T T CA T GA A T C T C T CGG T T CGAGA A A T C A A A A T A AGAG  154500

158.500 158.520 158.540 158.560

GC T CCCA T T G GACCA T T T GT A T C T A T A T GC A T T AGGA T CC CGA T T CA T GA A T C T C T CGG T T CGAGA A A T C A A A A T A AGAG  153443
GC T CCCA T T G GACCA T T T GT A T C T A T A T GC A T T AGGA T CC CGA T T CA T GA A T C T C T CGG T T CGAGA A A T C A A A A T A AGAG  154352
GC T CCCA T T G GACCA T T T GT A T C T A T A T GC A T T AGGA T CC CGA T T CA T GA A T C T C T CGG T T CGAGA A A T C A A A A T A AGAG  154658
GC T CCCA T T G GACCA T T T GT A T C T A T A T GC A T T AGGA T CC CGA T T CA T GA A T C T C T CGG T T CGAGA A A T A A A A A T A AGAG  155631

GA T CGA ACCA T T T C T T C T GA C T C T T T T T CA A A T T CGA T A A A T GT T GG T TG A T CGT A T A T T T CA T T A T AG T T C T A T GA T T C  154580

158.580 158.600 158.620 158.640

GA T CGA ACCA T T T C T T C T GA C T C T T T T T CA A A T T CGA T A A A T GT T GG T TG A T CGT A T A T T T CA T T A T AG T T C T A T GA T T C  153523
GA T CGA ACCA T T T C T T C T GA C T C T T T T T CA A A T T CGA T A A A T GT T GG T TG A T CGT A T A T T T CA T T A T AG T T C T A T GA T T C  154432
GA T CGA ACCA T T T C T T C T GA C T C T T T T T CA A A T T CGA T A A A T GT T GG T TG A T CGT A T A T T T CA T T A T AG T T C T A T GA T T C  154738
GA T CGA ACCA T T T C T T C T GA C T C T T T T T CA A A T T CGA T A A A T GT T GG T TG A T CGT A T A T T T CA T T A T AG T T C T A T GA T T C  155711

AGAG T A T CA T T T CC T A T T TG A T CCC T GT GA A T T CCA T A T T CGA AG T T GCG A T CGGA T C T A T T CA T T A A A A AGA A T CGA T T  154660

158.660 158.680 158.700 158.720

AGAG T A T CA T T T CC T A T T TG A T CCC T GT GA A T T CCA T A T T CGA AG T T GCG A T CGGA T C T A T T CA T T A A A A AGA A T CGA T T  153603
AGAG T A T CA T T T CC T A T T TG A T CCC T GT GA A T T CCA T A T T CGA AG T T GCG A T CGGA T C T A T T CA T T A A A A AGA A T CGA T T  154512
AGAG T A T CA T T T CC T A T T TG A T CCC T GT GA A T T CCA T A T T CGA AG T T GCG A T CGGA T C T A T T CA T T A A A A AGA A T CGA T T  154818
AGAG T A T CA T T T CC T A T T TG A T CCC T GT GA A T T CCA T A T T CGA AG T T GCG A T CGGA T C T A T T CA T T A A A A AGA A T CGA T T  155791

CA A T ACA T T T C T T A T GT ACC CA T AGG TGC T A T A T TGGA T T T GA A T CCA A T T T CGGA T CA A T C T A T A T TGA T T GA C TGCC T  154740

158.740 158.760 158.780 158.800

CA A T ACA T T T C T T A T GT ACC CA T AGG T A C T A T A T TGGA T T T GA A T CCA A T T T CGGA T CA A T C T A T A T TGA T T GA C TGCC T  153683
CA A T ACA T T T C T T A T GT ACC CA T AGG TGC T A T A T TGGA T T T GA A T CCA A T T T CGGA T CA A T C T A T A T TGA T T GA C TGCC T  154592
CA A T ACA T T T C T T A T GT ACC CA T AGG TGC T A T A T TGGA T T T GA A T CCA A T T T CGGA T CA A T C T A T A T TGA T T GA C TGCC T  154898
CA A T ACA T T T C T T A T GT ACC CA T AGG TGCC A T A T TGGA T T T GA A T CCGA T T T CGGA T CA A T C T A T A T TGC T T GA C TGCC T  155871

CCA T T A T GT T G T TGC T AGCA A A T ACCAC T C T T T T TGG T T T T GGA T C T T CC A A A T CA T T CC CGCAGGAGA T CCGGACCCA T  154820

158.820 158.840 158.860 158.880

CCA T T A T GT T G T TGC T AGCA A A T ACCAC T C T T T T TGG T T T T GGA T C T T CC A A A T CA T T CC CGCAGGAGA T CCGGACCCA T  153763
CCA T T A T GT T G T TGC T AGCA A A T ACCAC T C T T T T TGG T T T T GGA T C T T CC A A A T CA T T CC CGCAGGAGA T CCGGACCCA T  154672
CCA T T A T GT T G T TGC T AGCA A A T ACCAC T C T T T T TGG T T T T GGA T C T T CC A A A T CA T T CC CGCAGGAGA T CCGGACCCA T  154978
CCA T T A T GT T G T TGC T AGCA A A T ACCAC T A T T T T TGG T T T T GGA T C T T CC A A A T CA T T CC CGCAGGAGA T CCGGACCCA T  155951

T T T T T T C TGA T CC T T CGA T A A A A AGA T T CA T T C T C T T CA T A A A A A A T AGG AGG T AGA A CC A A T A A AGA T T T C T T T T T CGA  154900

158.900 158.920 158.940 158.960

T T T T T T C TGA T CC T T CGA T A A A A AGA T T CA T T C T C T T CA T A A A A A A T AGG AGG T AGA A CC A A T A A AGA T T T C T T T T T CGA  153843
T T T T T T C TGA T CC T T CGA T A A A A AGA T T CA T T C T C T T CA T A A A A A A T AGG AGG T AGA A CC A A T A A AGA T T T C T T T T T CGA  154752
T T T T T T C TGA T CC T T CGA T A A A A AGA T T CA T T C T C T T CA T A A A A A A T AGG AGG T AGA A CC A A T A A AGA T T T C T T T T T CGA  155058
T T T T T T C TGA T CC T T CGA T A A A A A A A T T CA T T C T C T T CA T A A A A A A T AGG AGG T AGA A CC A A T A A AGA T T T C T T T T T CGA  156031

T T CA T T CC T G GAGT T GA A T A CC T CA T T CA A GA A T TG T T T T T GA T CCA A T C CG T AGGA A T C A A T AGA A A AG GCA A A T CCC T  154980

158.980 159.000 159.020 159.040

T T CA T T CC T G GAGT T GA A T A CC T CA T T CA A GA A T TG T T T T T GA T CCA A T C CG T AGGA A T C A A T AGA A A AG GCA A A T CCC T  153923
T T CA T T CC T G GAGT T GA A T A CC T CA T T CA A GA A T TG T T T T T GA T CCA A T C CG T AGGA A T C A A T AGA A A AG GCA A A T CCC T  154832
T T CA T T CC T G GAGT T GA A T A CC T CA T T CA A GA A T TG T T T T T GA T CCA A T C CG T AGGA A T C A A T AGA A A AG GCA A A T CCC T  155138
T T CA T T CC T G GAGT T GA A T A CC T CA T T CA A GA A T TG T T T T T GA T CCA A T C CG T AGGA A T C A A T AGA A A AG GCA A A T CCC T  156111
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T A T GA T ACA C CAGA T CCGGC T CGGT T A T T G A T AGAG T GA A T AGA T C T GCC A T T T C T TGA A A T C T C T C T T C T GA T T CA A A A  155060

159.060 159.080 159.100 159.120

T A T GA T ACA C CAGA T CCGGC T CGGT T A T T G A T AGAG T GA A T AGA T C T GCC A T T T C T TGA A A T C T C T C T T C T GA T T CA A A A  154003
T A T GA T ACA C CAGA T CCGGC T CGGT T A T T G A T AGAG T GA A T AGA T C T GCC A T T T C T TGA A A T C T C T C T T C T GA T T CA A A A  154912
T A T GA T ACA C CAGA T CCGGC T CGGT T A T T G A T AGAG T GA A T AGA T C T GCC A T T T C T TGA A A T C T C T C T T C T GA T T CA A A A  155218
T A T GA T ACA C CAGA T CCGGC T CGGT T A T T G A T AGAG T GA A T AGA T C T GCC A T T T C T TGA A A T C T C T C T T C T GA T T CA A A A  156191

T CG T GG T GT A A CGT G T A T CC CCCCC T GT T C CGG T CA T GGA A T AGA TGA A A T A A A T CA A A A A A T GGA T T T T T G T T T A AGA A  155140

159.140 159.160 159.180 159.200

T CG T GG T GT A A CGT G T A T CC CCCCC T GT T C CGG T CA T GGA A T AGA TGA A A T A A A T CA A A A A A T GGA T T T T T G T T T A AGA A  154083
T CG T GG T GT A A CGT G T A T CC CCCCC T GT T C CGG T CA T GGA A T AGA TGA A A T A A A T CA A A A A A T GGA T T T T T G T T T A AGA A  154992
T CG T GG T GT A A CGT G T A T CC CCCCC T GT T C CGG T CA T GGA A T AGA TGA A A T A A A T CA A A A A A T GGA T T T T T G T T T A AGA A  155298
T CG T GG T GT A A CGT G T A T CC CCCCC T GT T C CGG T CA T GGA A T AGA TGA A A T A A A T CA A A A A A T GGA T T T T T G T T T A AGA A  156271

T GA A A T C T T A T T GGA AC T GT CCA T A T CCAG T T CA T CC T T C GGA A CCA T A T CA CA T CCCGG A T C T GA T GA A A T AGGA T GA A  155220

159.220 159.240 159.260 159.280

T GA A A T C T T A T T GGA AC T GT CCA T A T CCAG T T CA T CC T T C GGA A CCA T A T CA CA T CCCGG A T C T GA T GA A A T AGGA T GA A  154163
T GA A A T C T T A T T GGA AC T GT CCA T A T CCAG T T CA T CC T T C GGA A CCA T A T CA CA T CCCGG A T C T GA T GA A A T AGGA T GA A  155072
T GA A A T C T T A T T GGA AC T GT CCA T A T CCAG T T CA T CC T T C GGA A CCA T A T CA CA T CCCGG A T C T GA T GA A A T AGGA T GA A  155378
T GA A A T C T T A T T GGA AC T GT CCA T A T CCAG T T CA T CC T T C GGA A CCA T A T CA CA T CCCGG A T C T GA T GA A A T AGGA T GA A  156351

T TGAGA CGG T A T T T T GT A A A T A CGT A A T T A T C T T GA A T A T A T T A AC T A T T T C T T T A T T T T CCGA T CGCC T GGA AGGGACA  155300

159.300 159.320 159.340 159.360

T TGAGA CGG T A T T T T GT A A A T A CGT A A T T A T C T T GA A T A T A T T A AC T A T T T C T T T A T T T T CCGA T CGCC T GGA AGGGACA  154243
T TGAGA CGG T A T T T T GT A A A T A CGT A A T T A T C T T GA A T A T A T T A AC T A T T T C T T T A T T T T CCGA T CGCC T GGA AGGGACA  155152
T TGAGA CGG T A T T T T GT A A A T A CGT A A T T A T C T T GA A T A T A T T A AC T A T T T C T T T A T T T T CCGA T CGCC T GGA AGGGACA  155458
T TGAGA CGG T A T T T T GT A A A T A CGT A A T T A T C T T GA A T A T A T T A AC T A T T T C T T T A T T T T CCGA T CG T C T GGA AGGGACA  156431

A A AGA A ACA T CC T C T T C T T T C T T CA ACA A T T T C T GA T C T C T AGT GGA CC T C T CAG T AGGA T T CGA A CCCA GA TGA AG T T C  155380

159.380 159.400 159.420 159.440

A A AGA A ACA T CC T C T T C T T T C T T CA ACA A T T T C T GA T C T C T AGT GGA CC T C T CAG T AGGA T T CGA A CCCA GA TGA AG T T C  154323
A A AGA A ACA T CC T C T T C T T T C T T CA ACA A T T T C T GA T C T C T AGT GGA CC T C T CAG T AGGA T T CGA A CCCA GA TGA AG T T C  155232
A A AGA A ACA T CC T C T T C T T T C T T CA ACA A T T T C T GA T C T C T AGT GGA CC T C T CAG T AGGA T T CGA A CCCA GA TGA AG T T C  155538
A A AGA A ACA T CC T C T T C T T T C T T CA ACA A T T T C T GA T C T C T AGT GGA CC T C T CAG T AGGA T T CGA A CCCA GA T A A AG T T C  156511

T GA CCA T C T G T CAGAGA A A A A AGA A CGA A T GGA T C T T GT A GGA T T CCCA A GA A A T T C T T C GA T T T C T T CC GGA AGCAGA T  155460

159.460 159.480 159.500 159.520

T GA CCA T C T G T CAGAGA A A A A AGA A CGA A T GGA T C T T GT A GGA T T CCCA A GA A A T T C T T C GA T T T C T T CC GGA AGCAGA T  154403
T GA CCA T C T G T CAGAGA A A A A AGA A CGA A T GGA T C T T GT A GGA T T CCCA A GA A A T T C T T C GA T T T C T T T C GGA AGCAGA T  155312
T GA CCA T C T G T CAGAGA A A A A AGA A CGA A T GGA T C T T GT A GGA T T CCCA A GA A A T T C T T C GA T T T C T T T C GGA AGCAGA T  155618
T GA CCA T C T G T CAGAGA A A A A AGA A CGA A T GGA T C T T GT A GGA T T CCCA A GA A A T T C T T C GA T T T C T T CC GGA AGCAGA T  156591

GC T T A T T CA T C T GCC T T T CA CG T T CCGT GA A T AGCCGGGA CA T T GAGGA A T A T CCAGA A A GGC T T T T AGG GA A T CGG T C T  155540

159.540 159.560 159.580 159.600

GC T T A T T CA T C T GCC T T T CA CG T T CCGT GA A T AGCCGGGA CA T T GAGGA A T A T CCAGA A A GGC T T T T AGG GA A T CGA T C T  154483
GC T T A T T CA T C T GCC T T T CA CG T T CCGT GA A T AGCCGGGA CA T T GAGGA A T A T CCAGA A A GGC T T T T AGG GA A T CGG T C T  155392
GC T T A T T CA T C T GCC T T T CA CG T T CCGT GA A T AGCCGGGA CA T T GAGGA A T A T CCAGA A A GGC T T T T AGG GA A T CGG T C T  155698
GC T T A T T CA T C T GCC T T T CA CG T T CCGT GA A T AGCCGGGA CA T T GAGGA A T A T CCAGA A A GGC T T T T AGG GA A T CGG T C T  156671

GA T T C T A T C T C T GT T CG T T C CG T T T GA AGA A AGGA AGGA T CCCA A AGA A T CGA T C T T T C T T T T AGT T GT T GA A T C T C T C T  155620

159.620 159.640 159.660 159.680

GA T T C T A T C T C T GT T CG T T C TG T T T GA AGA A AGGA AGGA T CCCA A AGA A T CGA T C T T T C T T T T AGT T GT T GA A T C T C T C T  154563
GA T T C T A T C T C T GT T CG T T C CG T T T GA AGA A AGGA AGGA T CCCA A AGA A T CGA T C T T T C T T T T AGT T GT T GA A T C T C T C T  155472
GA T T C T A T C T C T GT T CG T T C CG T T T GA AGA A AGGA AGGA T CCCA A AGA A T CGA T C T T T C T T T T AGT T GG T GA A T C T C T C T  155778
GA T T C T A T C T C T GT T CG T T C CG T T T GA AGA A AGGA AGGA T CCCA A AGA A T CGA T C T T T C T T T T AGT T GT T GA A T C T C T C T  156751

T TGA T T GA T C A A TG T GT GA T A T T CCGA A T C C T CA T T AC T A A T GGA A T CGA A A T GA T C T C T GGA T TGA T CA GA AGA T CC T T  155700

159.700 159.720 159.740 159.760

T TGA T T GA T C A A TG T GT GA T A T T CCGA A T C C T CA T T AC T A A T GGA A T CGA A A T GA T C T C T GGA T TGA T CA GA AGA T CC T T  154643
T TGA T T GA T C A A TG T GT GA T A T T CCGA A T C C T CA T T AC T A A T GGA A T CGA A A T GA T C T C T GGA T TGA T CA GA AGA T CC T T  155552
T TGA T T GA T C A A TG T GGGA T A T T CCGA A T C C T CA T T AC T A A T GGA A T CGA A A T GA T C T C T GGA T TGA T CA GA AGA T CC T T  155858
T TGA T T GA T C A A TG T GT GA T A T T CCGA A T C C T CA T T AC T A A T GGA A T CGA A AGGA T C T C T GGA T TGA T CA GA AGA T CC T T  156831

T CA A T T GGC T AGA A T CCG T T AC T TGA ACGA A AC T AGA T C T T G TGGA A T CA T A T TGA A T A T T TGACGA T A C A T T CCGT ACC  155780

159.780 159.800 159.820 159.840

T CA A T T GGC T AGA A T CCG T T AC T TGA ACGA A AC T AGA T C T T G TGGA A T CA T A T TGA A T A T T TGACGA T A C A T T CCGT ACC  154723
T CA A T T GGC T AGA A T CCG T T AC T TGA ACGA A AC T AGA T C T T G TGGA A T CA T A T TGA A T A T T TGACGA T A C A T T CCGT ACC  155632
T CA A T T GGC T AGA A T CCG T T AC T TGA ACGA A AC T AGA T C T T G TGGA A T CA T A T TGA A T A T T TGACGA T A C A T T CCGT ACC  155938
T CA A T T GGC T AGA A T CCG T T AC T TGA ACGA A AC T AGA T C T T G TGGA A T CA T A T TGA A T A T T TGACGA T CC A T T CCGT ACC  156911

T TGC T A A A A A A T CGA T CC T T GT T T A CCA AC CACACA T TG T C T A A CCA A A T CCA A T T C T C T C T CGA T A TG T T CC T CA A A A A  155860

159.860 159.880 159.900 159.920

T TGC T A A A A A A T CGA T CC T T GT T T A CCA AC CACACA T TG T C T A A CCA A A T CCA A T T C T C T C T CGA T A TG T T CC T CA A A A A  154803
T TGC T A A A A A A T CGA T CC T T GT T T A CCA AC CACACA T TG T C T A A CCA A A T CCA A T T C T C T C T CGA T A TG T T CC T CA A A A A  155712
T TGC T A A A A A A T CGA T CC T T GT T T A CCA AC CACACA T TG T C T A A CCA A A T CCA A T T C T C T C T CGA T A TG T T CC T CA A A A A  156018
T TGC T A A A A A A T CGA T CC T T GT T T A CCA AC CACACA T TG T C T A A CCA A A T CCA A T T C T C T C T CGA T A TG T T CC T CA A A A A  156991

A T CCGA T T CG T GCGGA T T C T T CCCCCA A C T A ACGA AGAGA T C T T GGCGGA A T T GCCACA T A TGA A A T TGA GCACA A T T T T  155940

159.940 159.960 159.980 160.000

A T CCGA T T CG T GCGGA T T C T T CCCCCA A C T A ACGA AGAGA T C T T GGCGGA A T T GCCACA T A TGA A A T TGA GCACA A T T T T  154883
A T CCGA T T CG T GCGGA T T C T T CCCCCA A C T A ACGA AGAGA T CC T GGCGGA A T T GCCACA T A TGA A A T TGA GCACA A T T T T  155792
A T CCGA T T CG T GCGGA T T C T T CCCCCA A C T A ACGA AGAGA T C T T GGCGGA A T T GCCACA T A TGA A A T TGA GCACA A T T T T  156098
A T CCGA T T CG T GCGGA T T C T T CCCCCA A C T A ACGA AGAGA T C T T G T CGGA A T T GCCACA T A TGA A A T TGA GCACA A T T T T  157071

GCA A AGA A A T AGCCCAC T TG T T T C T CA AGA AGAGA T GGGA A A A A CGC T CA A T A T CA T T T G A T T GA A T AG T T GACCCAGC T  156020

160.020 160.040 160.060 160.080

GCA A AGA A A T AGCCCAC T TG T T T C T CA AGA AGAGA T GGGA A A A A CGC T CA A T A T CA T T T G A T T GA A T AG T T GACCCAGC T  154963
GCA A AGA A A T AGCCCAC T TG T T T C T CA AGA AGAGA T GGGA A A A A CGC T CA A T A T CA T T T G A T T GA A T AG T T GACCCAGC T  155872
GCA A AGA A A T AGCCCAC T TG T T T C T CA AGA AGAGA T GGGA A A A A CGC T CA A T A T CA T T T G A T T GA A T AG T T GACCCAGC T  156178
GCA A AGA A A T AGCCCAC T TG T T T C T CA AGA AGAGA T GGGA A A A A CGC T CA A T A T CA T T T G A T T GA A T AG T T GACCCAGC T  157151

CC T T GT T GT T T GA A A A A ACC C T CCA C T T CA A T T GGT A T T T T T T CACGA A A AGCA A ACA T G AGA T A A CA A A T CCAG T C T T T  156100

160.100 160.120 160.140 160.160

CC T T GT T GT T T GA A A A A ACC C T CCA C T T CA A T T GGT A T T T T T T CACGA A A AGCA A ACA T G AGA T A A CA A A T CCAG T C T T T  155043
CC T T GT T GT T T GA A A A A ACC C T CCA C T T CA A T T GGT A T T T T T T CACGA A A AGCA A ACA T G AGA T A A CA A A T CCAG T C T T T  155952
CC T T GT T GT T T GA A A A A ACC C T CCA C T T CA A T T GGT A T T T T T T CACGA A A AGCA A ACA T G AGA T A A CA A A T CCAG T C T T T  156258
CC T T GT T GT T T GA AGA A ACC C T CCA C T T CA A T T GGT A T T T T T T CACGA A A AGCA A ACA T G AGA T A A CA A A T CCAG T C T T T  157231
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CAC T A AGA T T T CGA A T AGA T GT CCCGA A T T CA AG T T GA T T A T GT T T CGCC T C T T A C T CGG AGA A AGACGA T CA A ACA A T T  156180

160.180 160.200 160.220 160.240

CAC T A AGA T T T CGA A T AGA T GT CCCGA A T T CA AG T T GA T T A T GT T T CGCC T C T T A C T CGG AGA A AGACGA T CA A ACA A T T  155123
CAC T A AGA T T T CGA A T AGA T GT CCCGA A T T CA AG T T GA T T A T GT T T CGCC T C T T A C T CGG AGA A AGACGA T CA A ACA A T T  156032
CAC T A AGA T T T CGA A T AGA T GT CCCGA A T T CA AG T T GA T T A T GT T T CGCC T C T T A C T CGG AGA A AGACGA T CA A ACA A T T  156338
CAC T A AGA T T T CGA A T AGA T GT CCCGA A T T CA AG T T GA T T A T GT T T CGCC T C T T A C T CGG AGA A AGACGA T CA A ACA A T T  157311

CCCA A T CA T G G T CC T TGCGG A T CGGA T CA T CCA T A T A A T A T ACA A A A AGA A A C T CCAGA T A T T T GA T A T C T T T C T C T T TG  156260

160.260 160.280 160.300 160.320

CCCA A T CA T G G T CC T TGCGG A T CGGA T CA T CCA T A T A A T A T ACA A A A AGA A A C T CCAGA T A T T T GA T A T C T T T C T C T T TG  155203
CCCA A T CA T G G T CC T TGCGG A T CGGA T CA T CCA T A T A A T A T ACA A A A AGA A A C T CCAGA T A T T T GA T A T C T T T C T C T T TG  156112
CCCA A T CA T G G T CC T TGCGG A T CGGA T CA T CCA T A T A A T A T ACA A A A AGA A A C T CCAGA T A T T T GA T A T C T T T C T C T T TG  156418
CCCA A T CA T G G T CC T TGCGG GT CGGA T CA T CCA T A T A A T A T ACA A A A AGA A A C T CCAGA T A T T T GA T A T C T T T C T C T T TG  157391

A A T GAGA T C T CA A T T CCAGC GA CGG T T T CA T T AGA T A T C T T ACA AC T AGA A T CCC T C T T T T T T CCGAGCC AG T T CC T CCA  156340

160.340 160.360 160.380 160.400

A A T GAGA T C T CA A T T CCAGC GA CGG T T T CA T T AGA T A T C T T ACA AC T AGA A T CCC T C T T T T T T CCGAGCC AG T T CC T CCA  155283
A A T GAGA T C T CA A T T CCAGC GA CGG T T T CA T T AGA T A T C T T ACA AC T AGA A T CCC T C T T T T T T CCGAGCC AG T T CC T CCA  156192
A A T GAGA T C T CA A T T CCAGC GA CGG T T T CA T T AGA T A T C T T ACA AC T AGA A T CCC T C T T T T T T CCGAGCC AG T T CC T CCA  156498
A A T GAGA T C T CA A T T CCAGC GA T GG T T T CA T T AGA T A T C T T ACA AC T AGA ACCCC T C T T T T T T CCGAGCC AG T T CC T CCA  157471

CCA CCGCGA A CCCCAGT T AG A T T CAGGCA T GA T ACA C T T T T T AG T T A T TG GGAGA ACCCA AGT AC T C T C T T T CGGA T CCA  156420

160.420 160.440 160.460 160.480

CCA CCGCGA A CCCCAGT T AG A T T CAGGCA T GA T ACA C T T T T T AG T T A T TG GGAGA ACCCA AGT AC T C T C T T T CGGA T CCA  155363
CCA CCGCGA A CCCCAGT T AG A T T CAGGCA T GA T ACA C T T T T T AG T T A T TG GGAGA ACCCA AGT AC T C T C T T T CGGA T CCA  156272
CCA CCGCGA A CCCCAGT T AG A T T CAGGCA T GA T ACA C T T T T T AG T T A T TG GGAGA ACCCA AGT AC T C T C T T T CGGA T CCA  156578
CCA CCGCGA A CCCCAGT T AG A T T CAGGCA T GA T ACA C T T T T T AG T T A T TG GGAGA ACCCA AGT AC T C T C T T T CGGA T CCA  157551

GGA A A A AGC T C T CAGAGA T C T T T T T T CC T T T TGGA AGA T A CAGGAGCGA A ACA A T CA A CC T A T T GA T A T T GGA AGACCCA  156500

160.500 160.520 160.540 160.560

GGA A A A AGC T C T CAGAGA T C T T T T T T AC T T T TGGA AGA T A CAGGAGCGA A ACA A T CA A CC T A T T GA T A T T GGA AGACCCA  155443
GGA A A A AGC T C T CAGAGA T C T T T T T T CC T T T TGGA AGA T A CAGGAGCGA A ACA A T CA A CC T A T T GA T A T T GGA AGACCCA  156352
GGA A A A AGC T C T CAGAGA T C T T T T T T CC T T T TGGA AGA T A CAGGAGCGA A ACA A T CA A CC T A T T GA T A T T GGA AGACCCA  156658
GGA A A A AGC T C T CAGAGA T C T T T T T T CC T T T TGGA AGA T A CAGGAGCGA A ACA A T CA A CC T A T T GA T A T T AGA AGACCCA  157631

A A AGA T T C T T CCA A T GT A T C A T T T C T GGG T CCA A TGGA A T T CA T AGG T A T AGGA AGA AGC CC T G T CA A A T AGAGA T T T T T  156580

160.580 160.600 160.620 160.640

A A AGA T T C T T CCA A T GT A T C A T T T C T GGG T CCA A TGGA A T T CA T AGG T A T AGGA AGA AGC CC T G T CA A A T AGAGA T T T T T  155523
A A AGA T T C T T CCA A T GT A T C A T T T C T GGG T CCA A TGGA A T T CA T AGG T A T AGGA AGA AGC CC T G T CA A A T AGAGA T T T T T  156432
A A AGA T T C T T CCA A T GT A T C A T T T C T GGG T CCA A TGGA A T T CA T AGG T A T AGGA AGA AGC CC T G T CA A A T AGAGA T T T T T  156738
A A AGA T T C T T CCA A T GT A T C A T T T C T GGG T CCA A TGGA A T T CA T AGG T A T AGGA AGA AGC CC T G T CA A A T AGAGA T T T T T  157711

T C T T T CGACC A T A T T T CGA T TG T T A A T A CG A T A T A T A AGG A T CGC T A C T A CA A A T AGT AC T ACACCC T T G A T CG T GA A A T  156660

160.660 160.680 160.700 160.720

T C T T T CGACC A T A T T T CGA T TG T T A A T A CG A T A T A T A AGG A T CGC T A C T A CA A A T AGT AC T ACACCC T T G A T CG T GA A A T  155603
T C T T T CGACC A T A T T T CGA T TG T T A A T A CG A T A T A T A AGG A T CGC T A C T A CA A A T AGT AC T ACACCC T T G A T CG T GA A A T  156512
T C T T T CGACC A T A T T T CGA T TG T T A A T A CG A T A T A T A AGG A T CGC T A C T A CA A A T AGT AC T ACACCC T T G A T CG T GA A A T  156818
T C T T T CGACC A T A T T T CGA T TG T T A A T A CG A T A T A T A AGG A T CGC T A C T A CA A A T AGT AC T ACACCC T T G A T CG T GA A A T  157791

A T CGA T T GC T T G T T GA A CCC TG T GA A T T GC G TGA A AG T AG GA T A C T CCA A A T T CG T GGG T CCA AGAG T T T T A T A A A A CGT  156740

160.740 160.760 160.780 160.800

A T CGA T T GC T T G T T GA A CCC TG T GA A T T GC G TGA A AG T AG GA T A C T CCA A A T T CG T GGG T CCA AGAG T T T T A T A A A A CGT  155683
A T CGA T T GC T T G T T GA A CCC TG T GA A T T GC G TGA A AG T AG GA T A C T CCA A A T T CG T GGG T CCA AGAG T T T T A T A A A A CGT  156592
A T CGA T T GC T T G T T GA A CCC TG T GA A T T GC G TGA A AG T AG GA T A C T CCA A A T T CG T GGG T CCA AGAG T T T T A T A A A A CGT  156898
A T CGA T T GC T T G T T GA A CCC TG T GA A T T GC G TGA A AG T AG GA T A C T CCA A A T T CG T GGG T CCA AGAG T T T T A T A A A A CGT  157871

T C T T GG T GGA A A A A A A T G TG A A T GA A AGA T CCCAC T GA A T T GA A T TGGGT CCA TGA A T C T A AGA A A T AG T GAGA A T T C T T  156820

160.820 160.840 160.860 160.880

T C T T GG T GGA A A A A A A T G TG A A T GA A AGA T CCCAC T GA A T T GA A T TGGGT CCA TGA A T C T A AGA A A T AG T GAGA A T T C T T  155763
T C T T GG T GGA A A A A A A T G TG A A T GA A AGA T CCCAC T GA A T T GA A T TGGGT CCA TGA A T C T A AGA A A T AG T GAGA A T T C T T  156672
T C T T GG T GGA A A A A A A T G TG A A T GA A AGA T CCCAC T GA A T T GA A T TGGGT CCA TGA A T C T A AGA A A T AG T GAGA A T T C T T  156978
T C T T GG T GGA A A A A A A T G TG A A T GA A AGA T CCCAC T GA A T T GA A T TGGGT CCA TGA A T C T A AGA A A T AG T CAGA A T T C T T  157951

GA T C T C T C T C A A T A T C T C T C T CA A T T CGA A A AGCCAGGA T T T GA A T T GA T GT CC T T T CA T T GA T T CC T CC T A A A T TGCA T  156900

160.900 160.920 160.940 160.960

GA T C T C T C T C A A T A T C T C T C T CA A T T CGA A A AGCCAGGA T T T GA A T T GA T GT CC T T T CA T T GA T T CC T CC T A A A T TGCA T  155843
GA T C T C T C T C A A T A T C T C T C T CA A T T CGA A A AGCCAGGA T T T GA A T T GA T GT CC T T T CA T T GA T T CC T CC T A A A T TGCA T  156752
GA T C T C T C T C A A T A T C T C T C T CA A T T CGA A A AGCCAGGA T T T GA A T T GA T GT CC T T T CA T T GA T T CC T CC T A A A T TGCA T  157058
GA T C T C T C T C A A T A T C T C T C T CA A T T CGA A A A T CCAGA A T T T GA A T T GA T GT CCG T T CA T T GA T T CC T CC T A A A T TGCA T  158031

T GA T T T A T CC T A A AGA T T T C A T T T CA A T T G GA A T T T GGT T A T T CACCA TG T A CGAGGA T C CCCGC T A AGC A T CCA TGGC T  156980

160.980 161.000 161.020 161.040

T GA T T T A T CC T A A AGA T T T C A T T T CA A T T G GA A T T T GGT T A T T CACCA TG T A CGAGGA T C CCCGC T A AGC A T CCA TGGC T  155923
T GA T T T A T CC T A A AGA T T T C A T T T CA A T T G GA A T T T GGT T A T T CACCA TG T A CGAGGA T C CCCGC T A AGC A T CCA TGGC T  156832
T GA T T T A T CC T A A AGA T T T C A T T T CA A T T G GA A T T T GGT T A T T CACCA TG T A CGAGGA T C CCCGC T A AGC A T CCA TGGC T  157138
T GA T T T A T CC T A A AGA T T T C A T T T CA A T T G GA A T T T GGT T A T T CACCA TG T A CGAGGA T C CCCGC T A AGC A T CCA TGGC T  158111

GA A T GG T T A A AGCGCCCA AC T CA T A A T T GG CGA A T T CGT A GG T T CA A T T C C T AC T GGA T G CACGCCA A T G GGACCC T CCA  157060

161.060 161.080 161.100 161.120

GA A T GG T T A A AGCGCCCA AC T CA T A A T T GG CGA A T T CGT A GG T T CA A T T C C T AC T GGA T G CACGCCA A T G GGACCC T CCA  156003
GA A T GG T T A A AGCGCCCA AC T CA T A A T T GG CGA A T T CGT A GG T T CA A T T C C T AC T GGA T G CACGCCA A T G GGACCC T CCA  156912
GA A T GG T T A A AGCGCCCA AC T CA T A A T T GG CGA A T T CGT A GG T T CA A T T C C T AC T GGA T G CACGCCA A T G GGACCC T CCA  157218
GA A T GG T T A A AGCGCCCA AC T CA T A A T T GG CGA A T T CGT A GG T T CA A T T C C T AC T GGA T G CACGCCA A T G GGACCC T CCA  158191

A T A AGT C T A T T GGA A T T GGC T C T GT A T CA A T GGA A T C T CA T CA T C T A T AC A T A ACGA A T T GGT G TGG T A T A T T CA T A T CA  157140

161.140 161.160 161.180 161.200

A T A AGT C T A T T GGA A T T GGC T C T GT A T CA A T GGA A T C T CA T CA T C T A T AC A T A ACGA A T T GGT G TGG T A T A T T CA T A T CA  156083
A T A AGT C T A T T GGA A T T GGC T C T GT A T CA A T GGA A T C T CA T CA T C T A T AC A T A ACGA A T T GGT G TGG T A T A T T CA T A T CA  156992
A T A AGT C T A T T GGA A T T GGC T C T GT A T CA A T GGA A T C T CA T CA T C T A T AC A T A ACGA A T T GGT G TGG T A T A T T CA T A T CA  157298
A T A AGT C T A T T GGA A T T GGC T C T GT A T CA A T GGA A T T T CA T CA T C T A T AC A T A ACGA A T T GGT G T AG T A T A T T CA T A T CA  158271

T A A CA T A TGA A CAG T A AGA A C T AGCA T T C T T A T T GAGAC T CGA A C T CA T A GGGA AGA A A A T CGA T T T A T G GA TGGA A T CA  157220

161.220 161.240 161.260 161.280

T A A CA T A TGA A CAG T A AGA A C T AGCA T T C T T A T T GAGAC T CGA A C T CA T A GGGA AGA A A A T CGA T T T A T G GA TGGA A T CA  156163
T A A CA T A TGA A CAG T A AGA A C T AGCA T T C T T A T T GAGAC T CGA A C T CA T A GGGA AGA A A A T CGA T T T A T G GA TGGA A T CA  157072
T A A CA T A TGA A CAG T A AGA A C T AGCA T T C T T A T T GAGAC T CGA A C T CA T A GGGA AGA A A A T CGA T T T A T G GA TGGA A T CA  157378
T A A CA T A TGA A CAG T A AGA A C T AGCA T T C T T A T T GAGAC T CGA A C T CA T A GGGA AGA A A A T CGA T T T A T G GA TGGA A T CA  158351
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A A T A TGCAG T A T T T ACAGAC A A A AG T A T T C GGT T A T T GGG GA A A A A T CA A T A T AC T T C T A A TG T CGA A T C AGGA T CA AC T  157300

161.300 161.320 161.340 161.360

A A T A TGCAG T A T T T ACAGAC A A A AG T A T T C GGT T A T T GGG GA A A A A T CA A T A T AC T T C T A A TG T CGA A T C AGGA T CA AC T  156243
A A T A TGCAG T A T T T ACAGAC A A A AG T A T T C GGT T A T T GGG GA A A A A T CA A T A T AC T T C T A A TG T CGA A T C AGGA T CA AC T  157152
A A T A TGCAG T A T T T ACAGAC A A A AG T A T T C GGT T A T T GGG GA A A A A T CA A T A T AC T T C T A A TG T CGA A T C AGGA T CA AC T  157458
A A T A TGCAG T A T T T ACAGAC A A A AG T A T T C GGT T A T T GGG GA A A A A T CA A T A T AC T T C T A A TG T CGA A T C AGGA T CA AC T  158431

AGGACAGA A A T A A AGA A T TG GG T CGA AC T C T T C T T T GGT G T CA AGGT A A T AGC T A T GA A T AGT CA T CA A C T CCCCGGA A A  157380

161.380 161.400 161.420 161.440

AGGACAGA A A T A A AGA A T TG GG T CGA AC T C T T C T T T GGT G T CA AGGT A A T AGC T A T GA A T AGT CA T CA A C T CCCCGGA A A  156323
AGGACAGA A A T A A AGA A T TG GG T CGA AC T C T T C T T T GGT G T CA AGGT A A T AGC T A T GA A T AGT CA T CA A C T CCCCGGA A A  157232
AGGACAGA A A T A A AGA A T TG GG T CGA AC T C T T C T T T GGT G T CA AGGT A A T AGC T A T GA A T AGT CA T CA A C T CCCCGGA A A  157538
AGGACAGA A A T A A AGCA T TG GG T CGA AC T C T T C T T T GGT G T CA AGGT A A T AGC T A T GA A T AGT CA T CA A C T CCCCCGA A A  158511

GGG T AGA AGA A T GGGACC T A T T A TGGGA CA T ACA A T GCA T T ACAGACG T A TGA T CA T T AC GC T T CA ACCG GG T T A T T C T A  157460

161.460 161.480 161.500 161.520

GGG T AGA AGA A T GGGACC T A T T A TGGGA CA T ACA A T GCA T T ACAGACG T A TGA T CA T T AC GC T T CA ACCG GG T T A T T C T A  156403
GGG T AGA AGA A T GGGACC T A T T A TGGGA CA T ACA A T GCA T T ACAGACG T A TGA T CA T T AC GC T T CA ACCG GG T T A T T C T A  157312
GGG T AGA AGA A T GGGACC T A T T A TGGGA CA T ACA A T GCA T T ACAGACG T A TGA T CA T T AC GC T T CA ACCG GG T T A T T C T A  157618
GGG T AGA AGA A T GGGACC T A T T A TGGGA CA T ACA ACGCA T T ACAGACG T A TGA T CA T T AC GC T T CA ACCG GG T T A T T C T A  158591

T T CCACC T C T T AGA A AGA A A AGA AC T T A A A T CA A A A T AC T T A A T AGCA TG GCGA T ACA T T T A T ACA A A A C T T C T ACCCCG  157540

161.540 161.560 161.580 161.600

T T CCACC T C T T AGA A AGA A A AGA AC T T A A A T CA A A A T AC T T A A T AGCA TG GCGA T ACA T T T A T ACA A A A C T T C T ACCCCG  156483
T T CCACC T C T T AGA A AGA A A AGA AC T T A A A T CA A A A T AC T T A A T AGCA TG GCGA T ACA T T T A T ACA A A A C T T C T ACCCCG  157392
T T CCACC T C T T AGA A AGA A A AGA AC T T A A A T CA A A A T AC T T A A T AGCA TG ACGA T ACA T T T A T ACA A A A C T T C T ACCCCG  157698
T T CCACC T C T T AGA A AGA A A AGA AC T T A A A T CA A A A T AC T T A A T AGCA TG GCGA T ACA T T T A T ACA A A A C T T C T ACCCCG  158671

AGCACA CGCA A T GGAGCCGT AGACAG T CA A G TGA A A T CCA A T CCACGA A A T A A T T T GA T C T A T GGA CAGC A T CG T TG T GG  157620

161.620 161.640 161.660 161.680

AGCACA CGCA A T GGAGCCGT AGACAG T CA A G TGA A A T CCA A T CCACGA A A T A A T T T GA T C T A T GGA CAGC A T CG T TG T GG  156563
AGCACA CGCA A T GGAGCCGT AGACAG T CA A G TGA A A T CCA A T CCACGA A A T A A T T T GA T C T A T GGA CAGC A T CG T TG T GG  157472
AGCACA CGCA A T GGAGCCGT AGACAG T CA A G TGA A A T CCA A T CCACGA A A T A A T T T GA T C T A T GGA CAGC A T CG T TG T GG  157778
AGCACA CGCA A T GGAGCCGT AGACAG T CA A G TGA A A T CCA A T CCACGA A A T A A T T T GA T C T A T GGA CAGC A T CG T TG T GG  158751

T A A AGG T CG T A A TGCCAGAG GA A T CA T T AC CGCAGGGCA T AGAGGGGGAG GT CA T A AGCG T C T A T A CCG T A A A A T CGA T T  157700

161.700 161.720 161.740 161.760

T A A AGG T CG T A A TGCCAGAG GA A T CA T T AC CGCAGGGCA T AGAGGGGGAG GT CA T A AGCG T C T A T A CCG T A A A A T CGA T T  156643
T A A AGG T CG T A A TGCCAGAG GA A T CA T T AC CGCAGGGCA T AGAGGGGGAG GT CA T A AGCG T C T A T A CCG T A A A A T CGA T T  157552
T A A AGG T CG T A A TGCCAGAG GA A T CA T T AC CGCAGGGCA T AGAGGGGGAG GT CA T A AGCG T C T A T A CCG T A A A A T CGA T T  157858
T A A AGG T CG T A A TGCCAGAG GA A T CA T T AC CGCAGGGCA T AGAGGGGGAG GT CA T A AGCG T C T A T A CCG T A A A A T CGA T T  158831

T T CGACGGA A T GA A A A AGAC A T A T A T GG T A GA A T CG T A A C CA T AGA A T AC GA CCC T A A T C GA A A TGCA T A CA T T T GT C T C  157780

161.780 161.800 161.820 161.840

T T CGACGGA A T GA A A A AGAC A T A T A T GG T A GA A T CG T A A C CA T AGA A T AC GA CCC T A A T C GA A A TGCA T A CA T T T GT C T C  156723
T T CGACGGA A T GA A A A AGAC A T A T A T GG T A GA A T CG T A A C CA T AGA A T AC GA CCC T A A T C GA A A TGCA T A CA T T T GT C T C  157632
T T CGACGGA A T GA A A A AGAC A T A T A T GG T A GA A T CG T A A C CA T AGA A T AC GA CCC T A A T C GA A A TGCA T A CA T T T GT C T C  157938
T T CGACGGA A T GA A A A AGAC A T A T A T GG T A GA A T CG T A A C CA T AGA A T AC GA CCC T A A T C GA A A TGCA T A CA T T T GT C T C  158911

A T A CAC T A T G GGGA T GG T GA GA AGAGA T A T A T T T T A CA T C CCAGAGGGGC T A T A A T TGGA GA T ACCA T T G T T T C T GG T AC  157860

161.860 161.880 161.900 161.920

A T A CAC T A T G GGGA T GG T GA GA AGAGA T A T A T T T T A CA T C CCAGAGGGGC T A T A A T TGGA GA T ACCA T T G T T T C T GG T AC  156803
A T A CAC T A T G GGGA T GG T GA GA AGAGA T A T A T T T T A CA T C CCAGAGGGGC T A T A A T TGGA GA T ACCA T T G T T T C T GG T AC  157712
A T A CAC T A T G GGGA T GG T GA GA AGAGA T A T A T T T T A CA T C CCAGAGGGGC T A T A A T TGGA GA T ACCA T T G T T T C T GG T AC  158018
A T A CAC T A T G GGGA T GG T GA GA AGAGA T A T A T T T T A CA T C CCAGAGGGGC T A T A A T TGGA GA T ACCA T T G T T T C T GG T AC  158991

AGAGGT T CC T A T A A A A A T GG GA A A T GCCC T ACC T T T GAG T GCGG T T T GA A C T A T T GA T T T ACG T A A T TGG A AGT A ACCA A  157940

161.940 161.960 161.980 162.000

AGA AGT T CC T A T A A A A A T GG GA A A T GCCC T ACC T T T GAG T GCGG T T T GA A C T A T T GA T T T ACG T A A T TGG A AGT A ACCA A  156883
AGA AGT T CC T A T A A A A A T GG GA A A T GCCC T ACC T T T GAG T GCGG T T T GA A C T A T T GA T T T ACG T A A T TGG A AGT A ACCA A  157792
AGA AGT T CC T A T A A A A A T GG GA A A T GCCC T ACC T T T GAG T GCGG T T T GA A C T A T T GA T T T ACG T A A T TGG A AGT A ACCA A  158098
AGA AGT T CC T A T A A A A A T GG GA A A T GCCC T ACC T T T GAG T GCGG T T T GA A C T A T T GA T T T ACG T A A T TGG A AGT A ACCA A  159071

T T AGGT T T A C GACGA A A CC T AGA A A T CGA T CAC T GA T CCA A T T T GAG T AC C T C T A CAGGA T AGACC T CA A CAGA A A A C TG  158020

162.020 162.040 162.060 162.080

T T AGGT T T A C GACGA A A CC T AGA A A T CGA T CAC T GA T CCA A T T T GAG T AC C T C T A CAGGA T AGACC T CA A CAGA A A A C TG  156963
T T AGGT T T A C GACGA A A CC T AGA A A T CGA T CAC T GA T CCA A T T T GAG T AC C T C T A CAGGA T AGACC T CA A CAGA A A A C TG  157872
T T AGGT T T A C GACGA A A CC T AGA A A T CGA T CAC T GA T CCA A T T T GAG T AC C T C T A CAGGA T AGACC T CA A CAGA A A A C TG  158178
T T AGGT T T A C GACGA A A CC T AGA A A T CGA T CAC T GA T CCA A T T T GAG T AC C T C T A CAGGA T AGACC T CA A CAGA A A A C TG  159151

A AGAGT A ACG GCAGCA AG TG A T T GAG T T CA G T AG T T CC T C A T A T A A A A T T A T T GA C T C T A GAGA T A T AG T A A T A T GGAGA  158100

162.100 162.120 162.140 162.160

A AGAGT A ACG GCAGCA AG TG A T T GAG T T CA G T AG T T CC T C A T A T A A A A T T A T T GA C T C T A GAGA T A T AG T A A T A T GGAGA  157043
A AGAGT A ACG GCAGCA AG TG A T T GAG T T CA G T AG T T CC T C A T A T A A A A T T A T T GA C T C T A GAGA T A T AG T A A T A T GGAGA  157952
A AGAGT A ACG GCAGCA AG TG A T T GAG T T CA G T AG T T CC T C A T A T A A A A T T A T T GA C T C T A GAGA T A T AG T A A T A T GGAGA  158258
A AGAGT A ACG GCAGCA AG TG A T T GAG T T CA G T AG T T CC T C A T A T A A A A T T A T T GA C T C T A GAGA T A T AG T A A T A T GGAGA  159231

AGA CA A A A T T G T T T CA AGCA CCGACAGA AC CAGA AGCGCC CC T T G T T T CA A AGAGAGGAG GACGGG T T A T T CACA T T T GA  158180

162.180 162.200 162.220 162.240

AGA CA A A A T T G T T T CA AGCA CCGACAGA AC CAGA AGCGCC CC T T G T T T CA A AGAGAGGAG GACGGG T T A T T CACA T T T GA  157123
AGA CA A A A T T G T T T CA AGCA CCGACAGA AC CAGA AGCGCC CC T T G T T T CA A AGAGAGGAG GACGGG T T A T T CACA T T T GA  158032
AGA CA A A A T T G T T T CA AGCA CCGACAGA AC CAGA AGCGCC CC T T G T T T CA A AGAGAGGAG GACGGG T T A T T CACA T T T GA  158338
AGA CA A A A T T G T T T CA AGCA CCGACAGA AC CAGA AGCGCC CC T T G T T T CA A AGAGAGGAG GACGGG T T A T T CACA T T T GA  159311

T T T GA T GGT C AGAGGCGA A T TGA A AGC T A A GCAG TGG T A A T - - - - - - T AG A A AGA T T T CC CGGGGA A A A A T AGAGA T G T C  158254

162.260 162.280 162.300 162.320

T T T GA T GGT C AGAGGCGA A T TGA A AGC T A A GCAG TGG T A A T GGT A A T T AG A A AGA T T T CC CGGGGA A A A A T AGAGA T G T C  157203
T T T GA T GGT C AGAGGCGA A T TGA A AGC T A A GCAG TGG T A A T GGT A A T T AG A A AGA T T T CC CGGGGA A A A A T AGAGA T G T C  158112
T T T GA T GGT C AGAGGCGA A T TGA A AGC T A A GCAG TGG T A A T GGT A A T T AG A A AGA T T T CC CGGGGA A A A A T AGAGA T G T C  158418
T T T GA T GGT C AGAGGCGA A T TGA A AGC T A A GCAG TGG T A A T GGT A A T T AG A A AGA T T T CC CGGGGA A A A A T AGAGA T G T C  159391

T CC T ACG T T A CCCA T A A T A T GT GGA AGT A T CGA CGT A A T T T CA T AGAG T C A T T CGG T C T G A A T GC T ACA T GA AGA ACA T A  158334

162.340 162.360 162.380 162.400

T CC T ACG T T A CCCA T A A T A T GT GGA AGT A T CGA CGT A A T T T CA T AGAG T C A T T CGG T C T G A A T GC T ACA T GA AGA ACA T A  157283
T CC T ACG T T A CCCA T A A T A T GT GGA AGT A T CGA CGT A A T T T CA T AGAG T C A T T CGG T C T G A A T GC T ACA T GA AGA ACA T A  158192
T CC T ACG T T A CCCA T A A T A T GT GGA AGT A T CGA CGT A A T T T CA T AGAG T C A T T CGG T C T G A A T GC T ACA T GA AGA ACA T A  158498
T CC T ACG T T A CCCA T A A T A T GT GGA AGT A T CGA CGT A A T T T CA T AGAG T C A T T CGG T C T G A A T GC T ACA T GA AGA ACAGA  159471
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AGCCAGA TGA CGGA ACGGGA AGACC T AGGA T GT AGA AGA T CA T A ACA T GA GT GA T T CGGC AGA T T T GGA T T CC T A T A T A T  158414

162.420 162.440 162.460 162.480

AGCCAGA TGA CGGA ACGGGA A A ACC T AGGA T GT AGA AGA T CA T A ACA T GA GT GA T T CGGC AGA T T T GGA T T CC T A T A T A T  157363
AGCCAGA TGA CGGA ACGGGA AGACC T AGGA T GT AGA AGA T CA T A ACA T GA GT GA T T CGGC AGA T T T GGA T T CC T A T A T A T  158272
AGCCAGA TGA CGGA ACGGGA AGACC T AGGA T GT AGA AGA T CA T A ACA T GA GT GA T T CGGC AGA T T T GGA T T CC T A T A T A T  158578
AGCCAGA TGA CGGA ACGGGA A A ACC T AGGA T GT AGA AGA T CA T A ACA T GA GT GA T T CGGC AGA T T T GGA T T CC T A T A T A T  159551

CCA C T CA TG T GG T A C T T CA T T A T A T GA T A T A T A T - - - - - - - - - - - - - - A A GA T CCA T C T G T A T AGA T A T C A T CA T C T ACA  158480

162.500 162.520 162.540 162.560

CCA C T CA TG T GG T A C T T CA T T A T A T GA T A T A T A T - - - - - - - - - - - - - - A A GA T CCA T C T G T A T AGA T A T C A T CA T C T ACA  157429
CCA C T CA TG T GG T A C T T CA T T A T A T GA T A T A T A T T A T A T G A T A T A T A T A A GA T CCA T C T G T A T AGA T A T C A T CA T C T ACA  158352
CCA C T CA TG T GG T A C T T CA T T A T A T GA T A T A T A T T A T A T G A T A T A T A T A A GA T CCA T C T G T A T AGA T A T C A T CA T C T ACA  158658
CCA C T CA TG T GG T A C T T CA T T A T A T GA T A T A T A T - - - - - - - - - - - - - - A A GA T CCA T C T G T A T AGA T A T C A T CA T C T ACA  159617

T CCAGA A AGC CG T A T GC T T T GGA AGA AGC T T GT ACAG T T T GGGA AGGGGT T T T GA T TGA T CA A A A AGACG A A T C T AC T T C  158560

162.580 162.600 162.620 162.640

T CCAGA A AGC CG T A T GC T T T GGA AGA AGC T T GT ACAG T T T GGGA AGGGGT T T T GA T TGA T CA A A A AGACG A A T C T AC T T C  157509
T CCAGA A AGC CG T A T GC T T T GGA AGA AGC T T GT ACAG T T T GGGA AGGGGT T T T GA T TGA T CA A A A AGACG A A T C T AC T T C  158432
T CCAGA A AGC CG T A T GC T T T GGA AGA AGC T T GT ACAG T T T GGGA AGGGGT T T T GA T TGA T CA A A A AGACG A A T C T AC T T C  158738
T CCAGA A AGC CG T A T GC T T T GGA AGA AGC T T GT ACAG T T T GGGA AGGGGT T T T GA T TGA T CA A A A AGACG A A T C T AC T T C  159697

A ACCGA T A T G CCC T T AGGCA CGGCCA T A CA T A A CA T AGA A A T CA CAC T TG GA A AGGGT GG ACA A T T AGC T AGAGCAGCGG  158640

162.660 162.680 162.700 162.720

A ACCGA T A T G CCC T T AGGCA CGGCCA T A CA T A A CA T AGA A A T CA CAC T TG GA A AGGGT GG ACA A T T AGC T AGAGCAGCGG  157589
A ACCGA T A T G CCC T T AGGCA CGGCCA T A CA T A A CA T AGA A A T CA CAC T TG GA A AGGGT GG ACA A T T AGC T AGAGCAGCGG  158512
A ACCGA T A T G CCC T T AGGCA CGGCCA T A CA T A A CA T AGA A A T CA CAC T TG GA A AGGGT GG ACA A T T AGC T AGAGCAGCGG  158818
A ACCGA T A T G CCC T T AGGCA CGGCCA T A CA T A A CA T AGA A A T CA CAC T TG GA A AGGGT GG ACA A T T AGC T AGAGCAGCGG  159777

G TGC TG T AGC GA A A C TGA T T GCA A A AGAGG GGA A A T CGGC CACA T T A A A A T T ACC T T C T G GGGAGG T CCG T T TGA T A T CC  158720

162.740 162.760 162.780 162.800

G TGC TG T AGC GA A A C TGA T T GCA A A AGAGG GGA A A T CGGC CACA T T A A A A T T ACC T T C T G GGGAGG T CCG T T TGA T A T CC  157669
G TGC TG T AGC GA A A C TGA T T GCA A A AGAGG GGA A A T CGGC CACA T T A A A A T T ACC T T C T G GGGAGG T CCG T T TGA T A T CC  158592
G TGC TG T AGC GA A A C TGA T T GCA A A AGAGG GGA A A T CGGC CACA T T A A A A T T ACC T T C T G GGGAGG T CCG T T TGA T A T CC  158898
G TGC TG T AGC GA A A C TGA T T GCA A A AGAGG GGA A A T CGGC CACA T T A A A A T T ACC T T C T G GGGAGG T CCG T T TGA T A T CC  159857

A A A A AC T GC T CAGCA ACAGT CGGACA AG T G GGGA A T G T T G GGGT GA A CCA GA A A AG T T T G GGT AGAGCCG GA T C T A A A TG  158800

162.820 162.840 162.860 162.880

A A A A AC T GC T CAGCA ACAGT CGGACA AG T G GGGA A T G T T G GGGT GA A CCA GA A A AG T T T G GGT AGAGCCG GA T C T A A A TG  157749
A A A A AC T GC T CAGCA ACAGT CGGACA AG T G GGGA A T G T T G GGGT GA A CCA GA A A AG T T T G GGT AGAGCCG GA T C T A A A TG  158672
A A A A AC T GC T CAGCA ACAGT CGGACA AG T G GGGA A T G T T G GGGT GA A CCA GA A A AG T T T G GGT AGAGCCG GA T C T A A A TG  158978
A A A A AC T GC T CAGCA ACAGT CGGACA AG T G GGGA A T G T T G GGGT GA A CCA GA A A AG T T T G GGT AGAGCCG GA T C T A A A TG  159937

T TGGC T AGG T A AGCG T CC TG T AG T A AGAGG AGT AGT T A T G A ACCC TG T AG ACCACCCCCA T GGGGG T GG T GA AGGA AGGG  158880

162.900 162.920 162.940 162.960

T TGGC T AGG T A AGCG T CC TG T AG T A AGAGG AGT AGT T A T G A ACCC TG T AG ACCACCCCCA T GGGGG T GG T GA AGGA AGGG  157829
T TGGC T AGG T A AGCG T CC TG T AG T A AGAGG AGT AGT T A T G A ACCC TG T AG ACCACCCCCA T GGGGG T GG T GA AGGA AGGG  158752
T TGGC T AGG T A AGCG T CC TG T AG T A AGAGG AGT AGT T A T G A ACCC TG T AG ACCACCCCCA T GGGGG T GG T GA AGGA AGGG  159058
T TGGC T AGG T A AGCG T CC T A T AG T A AGAGG AGT AGT T A T G A ACCC TG T AG ACCACCCCCA T GGGGG T GG T GA AGGA AGGG  160017

C T CCA A T TGG T AGA A A A AGA CCCGCA ACCC C T T GGGG T T A T CC T GCA C T T GGA AGA AGA A G T AGA A A A AG GA A T A A A T A T  158960

162.980 163.000 163.020 163.040

C T CCA A T TGG T AGA A A A AGA CCCGCA ACCC C T T GGGG T T A T CC T GCA C T T GGA AGA AGA A G T AGA A A A AG GA A T A A A T A T  157909
C T CCA A T TGG T AGA A A A AGA CCCGCA ACCC C T T GGGG T T A T CC T GCA C T T GGA AGA AGA A G T AGA A A A AG GA A T A A A T A T  158832
C T CCA A T TGG T AGA A A A AGA CCCGCA ACCC C T T GGGG T T A T CC T GCA C T T GGA AGA AGA A G T AGA A A A AG GA A T A A A T A T  159138
C T CCA A T TGG T AGA A A A AGA CCCGCA ACCC C T T GGGG T T A T CC T GCCC T T GGA AGA AGA A G T AGA A A A AG GA A T A A A T A T  160097

AGT GAGA A T T T GA T T C T T CG CCGCCG T AG T A A A T AGGAGA GA A A A T AGA A T T T C T T T C T T CGT T T T T ACA A T T T ACA A A A  159040

163.060 163.080 163.100 163.120

AGT GA T A A T T T GA T T C T T CG T CGCCG T AG T A A A T AGGAGA GA A A A T AGA A T T T C T T T C T T CGT T T T T ACA A T T T ACA A A A  157989
AGT GA T A A T T T GA T T C T T CG CCGCCG T AG T A A A T AGGAGA GA A A A T AGA A T T T C T T T C T T CGT T T T T ACA A T T T ACA A A A  158912
AGT GA T A A T T T GA T T C T T CG CCGCCG T AG T A A A T AGGAGA GA A A A T AGA A T T T C T T T C T T CGT T T T T ACA A T T T ACA A A A  159218
AGT GA T A A T T T GA T T C T T CG CCGCCG T AG T A A A T AGGAGA GA A A A T CGA A T T T C T T T C T T CGT T T T T ACA A T T T ACA A A A  160177

GA A A A A A A T A GGAG T T A A T T A A C TG T GA CA CGT T CA C T A A A A A A A A A T CC T T T TG T AGCG A A T CA T T T A T T A AGA A A A A T  159120

163.140 163.160 163.180 163.200

GA A A A A A A T A GGAG T T A A T T A A C TG T GA CA CGT T CA C T A A A A A A A A A T CC T T T TG T AGCG A A T CA T T T A T T A AGA A A A A T  158069
GA A A A A A A T A GGAG T T A A T T A A C TG T GA CA CGT T CA C T A A A A A A A A A T CC T T T TG T AGCG A A T CA T T T A T T A AGA A A A A T  158992
GA A A A A A A T A GGAG T T A A T T A A C TG T GA CA CGT T CA C T A A A A A A A A A T CC T T T TG T AGCG A A T CC T T T A T T A AGA A A A A T  159298
GA A A A A A A T A GGAG T T A A T C A A C TG T GA CA CGT T CA C T A A A A A A A A A T CC T T T TG T AGCG A A T CA T T T A T T A AGA A A A A T  160257

CGA T A AGC T T A A T A CA A A AG CGGA A A A AGA A A T A A T A A T A A C T T GGT CCC GGGCA T C T AC CA T T A T ACCC A CA A T GG T CG  159200

163.220 163.240 163.260 163.280

CGA T A AGC T T A A T A CA A A AG CGGA A A A AGA A A T A A T A A T A A C T T GGT CCC GGGCA T C T AC CA T T A T ACCC A CA A T GG T CG  158149
CGA T A AGC T T A A T A CA A A AG CGGA A A A AGA A A T A A T A A T A A C T T GGT CCC GGGCA T C T AC CA T T A T ACCC A CA A T GG T CG  159072
CGA T A AGC T T A A T A CA A A AG CGGA A A A AGA A A T A A T A A T A A C T T GGT CCC GGGCA T C T AC CA T T A T ACCC A CA A T GG T CG  159378
CGA T A AGC T T A A T A CA A A AG CGGA A A A AGA A A T A A T A A T A A C T T GGT CCC GGGCA T C T AC CA T T A T ACCC A CA A T GG T CG  160337

GCCA T A C T A T T GC T A T CCA T A A T GGA AGGG A ACA T T T GCC T A T T T A T A T A ACAGA T CG T A T GG T AGGACA T A A A T TGGGA  159280

163.300 163.320 163.340 163.360

GCCA T A C T A T T GC T A T CCA T A A T GGA AGGG A ACA T T T GCC T A T T T A T A T A ACAGA T CG T A T GG T AGGACA T A A A T TGGGA  158229
GCCA T A C T A T T GC T A T CCA T A A T GGA AGGG AGCA T T T GCC T A T T T A T A T A ACAGA T CG T A T GG T AGGACA T A A A T TGGGA  159152
GCCA T A C T A T T GC T A T CCA T A A T GGA AGGG A ACA T T T T CC T A T T T A T A T A ACAGA T CG T A T GG T AGGACA T A A A T TGGGA  159458
GCCA T A C T A T T GC T A T CCA T A A T GGA A AGG A ACA T T T GCC T A T T T A T A T A ACAGA T CG T A T GG T AGGACA T A A A T TGGGA  160417

GA A T T T GCGC CCAC T A T A A A T T T CCG TGGA CA T GCA A A A A A T GA T A A T AG A T CCCG T CG T T A A T CG T T A A T A A AG TGA A T  159360

163.380 163.400 163.420 163.440

GA A T T T GCGC CCAC T A T A A A T T T CCG TGGA CA T GCA A A A A A T GA T A A T AG A T CCCG T CG T T A A T CG T T A A T A A AG TGA A T  158309
GA A T T T GCGC CCAC T A T A A A T T T CCG TGGA CA T GCA A A A A A T GA T A A T AG A T CCCG T CG T T A A T CG T T A A T A A AG TGA A T  159232
GA A T T T GCGC CCAC T A T A A A T T T CCG TGGA CA T GCA A A A A A T GA T A A T AG A T CCCG T CG T T A A T CG T T A A T A A AG TGA A T  159538
GA A T T T GCGC CCAC T A T A A A T T T CCG TGGA CA T GCA A A A A A T GA T A A T AG A T CCCG T CG T T A A T CG T T A A T A A AG TGA A T  160497

A T AGA T T CA T T GGT GAGAGG TGA ACC T T A T GA T GA AGA T A A T A A AGA AGA AGG T AGA AG T A T A T GC T T T A GG T CA ACA T A  159440

163.460 163.480 163.500 163.520

A T AGA T T CA T T GGT GAGAGG TGA ACC T T A T GA T A A AGA T A A T A A AGA AGA A AG T AGA AG T A T A T GC T T T A GG T CA ACA T A  158389
A T AGA T T CA T T GGT GAGAGG TGA ACC T T A T GACA AGGA T A A T AGAGA ACA CGG T AGA AG T A T A T GC T T T A GG T CA ACA T A  159312
A T AGA T T CA T T GGT GAGAGG TGA ACC T T A T GACA A AGA T A A T AGAGA ACA CGG T AGA AG T A T A T GC T T T A GG T CA ACA T A  159618
A T AGA T T CA T T GGT GAGAGG TGA ACC T T A T GA T A A AGA T A A T A A AGA AGA AGG T AGA AG T A T A T GC T T T A GG T CA ACA T A  160577
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T A T G T A T GT C T GC T CACA A A GCCCGA AGGG T A A T TGA T CA GA T T CGT GGA CG T T C T T A CG AGGA A A CCC T T A TGA T A C T A  159520

163.540 163.560 163.580 163.600

T A T G T A T GT C T GC T CACA A A GCCCGA AGGG T A A T TGA T CA GA T T CGT GGA CG T T C T T A CG AGGA A A CCC T T A TGA T A C T A  158469
T A T G T A T GT C T GC T CACA A A GCCCGA AGGG T A A T TGA T CA GA T T CGT GGA CG T T C T T A CG AGGA A A CCC T T A TGA T A C T A  159392
T A T G T A T GT C T GC T CACA A A GCCCGA AGGG T A A T TGA T CA GA T T CGT GGA CG T T C T T A CG AGGA A A CCC T T A TGA T A C T A  159698
T A T G T A T GT C T GC T CACA A A GCCCGA AGGG T A A T TGA T CA GA T T CGT GGA CG T T C T T A CG AGGA A A CCC T T A TGA T A C T A  160657

GA A C T CA TGC C T T A T CGAGC A T G T T A T CCC A T T T T T A A A T T GGT T T A T T C TGCAGCAGCA A A T GGT A T T C A CA A T C T GAG  159600

163.620 163.640 163.660 163.680

GA A C T CA TGC C T T A T CGAGC A T G T T A T CCC A T T T T T A A A T T GGT T T A T T C TGCAGCAGCA A A T GGT A T T C A CA A T C T GGG  158549
GA A C T CA TGC C T T A T CGAGC A T G T T A T CCC A T T T TGA A A T T GGT T T A T T C TGCAGCAGCA A A T GGT A T T C A CA A T C T GGA  159472
GA A C T CA TGC C T T A T CGAGC A T G T T A T CCC A T T T TGA A A T T GGT T T A T T C TGCAGCAGCA A A T GGT A T T C A A A A T C T GGG  159778
GA A C T CA TGC C T T A T CGAGC A T G T T A T CCC A T T T T T A A A T T GGT T T A T T C TGCAGCAGCA A ACGGT A T T C A CA A T C T GGG  160737

T T T CA A CGA - - -   159609
T T T CA A CA A - - -   158558
T T T CA A CA A C GA  159484
T T T CA A CGA - - -   159787
- - - - - - - - - - - -   160737
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