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A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C A AC A AC ACGA C T T CC T A T AC CC AC T T C T T T T T CGGGAG T A  80
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A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C A AC A AC ACGA C T T CC T A T AC CC AC T T C T T T T T CGGGAG T A  80
A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C A AC A AC ACGA C T T CC T A T AC CC AC T T C T T T T T CGGGAG T A  80
A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C A AC A AC ACGA C T T CC T A T AC CC AC T T C T T T T T AGGGAG T A  80
A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C A AC A AC ACGA C T T CC T A T AC CC AC T T C T T T T T CGGGAG T A  80
A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C AGC A AC ACGA C T T CC T A T AC CC A T T GC T T T T T CGGGAG T A  80
A T GGAGGA A T T T C A AG T C T A T T T CGA AC T A GA TGGA T C T C AGC A AC ACC A C T T CC T A T AC CC AC T GC T T T T T CGT GAG T A  80
A T GGA AGA A T T T C A AG T A T A T T T AGA T C T A A A T AGA T C T C A AC A AC A AGA C T T CC T A T AC CC AC T T C T T T T T CGAGAG T A  80
A T GGAGGA A T T T C A AG T A T A T T T AGA AC T A GA T AGA T C T C A AC A AC ACGA C T T CC T A T AC CC AC T T C T T T T T CGGGAG T A  80
- - - - - - GA A T A T C A A A T CC A T T T AGA AC T A GA T AGA T C T C AGC A AC ACA A C T T CC T A T AC CC AC T T C T T T T T CGAGAG T A  74

T A T T T A T GCA C T T GC T GA T G A T CA TGG T T T A A A T AGA T CG ACGA T T T CA T T GGA A A A TG T GGGT T A T GAC A A T A A A T C T A  160

100 120 140 160

T A T T T A T GCA C T T GC T GA T G A T CA TGG T T T A A A T AGA T CG ACGA T T T CA T T GGA A A A TG T GGGT T A T GAC A A T A A A T C T A  160
T A T T T A T GCA C T T GC T GA T G A T CA TGG T T T A A A T AGA T CG ACGA T T T CA T T GGA A A A TG T GGGT T A T GA A A A T A A A T C T A  160
T A T T T A T GCA C T T GC T GA T G A T CA TGG T T T A A A T AGA T CG ACGA T T T CA T T GGA A A A TG T GGGT T A T GA A A A T A A A T A T A  160
T A T T T A T G T A C T T GC T CA T G A T CA TGG T T T A A A T A A A T CG A T GA T T T CA T T GGA A A A TGG GGA T T A T GAC A A T A A A T C T A  160
T A T T T A T GCA C T T GC T CA T G A T CA TGA T T T CA A T AGG T CG AGGA T T T CG T T GCA A A A TGG GAGT T A T GAC A A T A A A T C T A  160
T A T T T A T GCA C T T GC T CA T G A T CA TGC T T T A A A T AGA T CG AGG T T T T CG T T GGA A A A TGG GGA T T A T GAC A A T A A A T C T A  160
T A T T T A T GCA C T T GC T CA T G A T CA TGG T T T A A A T AGA T CG A T GA T C T CA T T GGA A A A TGG GGGT T A T T AC A A T A A A T T T A  160
T A T T T A T G T A C T T GC T CA T G A T CA TGG T T T A A A T AGC T CG A T GA T G T CA T T GGA AGG TGG G T T T T A T GAC A A T A A A T C T A  160
T A T T T A T ACA C T T GC T CA T G A T CACGG T T T A A A T AGA T CG ACGA T T CCG T T GGA A A A TGG GGGT T A T GAC A A T A A A T C T A  154

G T T CAC T A AG TG T GA A ACGG T T A A T T AC T C GA A T G T A T CA ACCGA T T T A T - - - - - - - - - - - - - - - - - - T T GAG T A T T T T T  222

180 200 220 240

G T T CAC T A AG TG T GA A ACGG T T A A T T AC T C GA A T G T A T CA ACCGA T T T A T - - - - - - - - - - - - - - - - - - T T GAG T A T T T T T  222
G T T CAC T A AG TG T GA A ACGG T T A A T T AC T C GA A T G T A T CA ACCGA T T T A T - - - - - - - - - - - - - - - - - - T T GAG T A T T T T T  222
G T T CAC T A AG TG T GA A AGGG T T A A T T AC T C GA A T G T A T CA ACCGA T T T A T - - - - - - - - - - - - - - - - - - T T GAG T A T T T T T  222
G T T CAC T A AG TG T GA A ACGG T T A A T T AC T C GA A T G T A T CA ACCGA T T T A T - - - - - - - - - - - - - - - - - - T T GAG T A T T T C T  222
G T T CAC T A AG TG T GA A ACG T T T A A T T AC T C GA A T G T A T CA ACCGA T T CA T - - - - - - - - - - - - - - - - - - T T GAG T A T T T C T  222
G T T CAC T A AG TG T GA A ACG T T T A A T T A T T C GAC T G T A T CA ACGGA T T CA A CCG T A T C A AC GGA T T CAG T T GAG T A T T T C T  240
G T T CAC T A A A TG T GA A ACGG T T A A T T AC T C GA A T C T A T CA ACAGA T T A A T - - - - - - - - - - - - - - - - - - T T GAG T A T T T C T  222
G T T CAC T A AG TG T GA A ACGG T T A A T T AC T A GA A T G T A T CA ACGGA T T A A T - - - - - - - - - - - - - - - - - - T T GAG T A T TGC T  222
G T T CAC T C AG TG T GA A ACG T T T A A T T AGT C GGACG T A T CA ACGGA T T CA T - - - - - - - - - - - - - - - - - - T T GAG T A T T T A T  216

G T T A A TGA T T C T A ACC A A A A T CA A T T T T T T GGGCACA AC T A T A A T T T T T A T T C T CA A A T T C T A T C AGAGG T A T T T GCAG T  302
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G T T A A TGA T T C T A ACC A A A A T CA A T T T T T T GGGCACA AC T A T A A T T T T T A T T C T CA A A T T C T A T C AGAGG T A T T T GCAG T  302
T T T A A TGA T T C T A ACC A A A A T CA A T T T T T T GGGCACA AC T A T A A T T T T T A T T C T CA A A T T A T A T C AGAGG T A T T T T CAG T  302
G T T A A TGA T T C T A ACC A A A A T CA A T T T T T T GGGCACA AC T A T A A T T T T GA T T C T CA A A T T C T A T C AGAGG T A T T T GGAG T  302
GC T A A TGA T T C T A ACC A A A A T CA A T T T T T T GGGCACA AC T C T A A T T TG T A T T C T CA A A T T A T A T C AGAGG T A T T T GCAG T  302
GC T A A TGA T T C T A ACC A A A A T CA AC T T A T T GC ACACA ACA A T A A T T TGGA T T C T CA A A T G A T A T C AGAGG T A T T T GCAG T  302
AC T A A TGA T T C T A A T C A A A A T A A A T T T A T T GGACACA ACA A T A AG T TG T A T T CGCA A A T G A T A T C AGAGG GG T T T GCAG T  320
GC T A A TGA T T C T A A AC A A A A T CA A T T G T T G GGGCACA ACA A T A A T T TG T A T T A T CA A A T G A T A T C AGAGG GC T T T GCAG T  302
GC T A A TGA T T CGA A T C A A A A T CCGA T T T T T GGGCACA ACA A T A AG T T A T A T T C T CA A A T T A T A T C AGAGG T A T T T GC T GC  302
GC T A AGGA T T CGA A T CCA A A T CA A T T T A T T GGACACA ACA A T C A A T T T T A T T CGCA A A T G A T A T CGGAGG GA T T T T CAG T  296

CA T T G TGGA A A T T CCA T T T T CCC T AGGA T T AG T AGC T T C T T T AGA AGGGA A AGA A A T AGA A A - - - - - - A A T C T T A T A A T T  376

340 360 380 400

CA T T G TGGA A A T T CCA T T T T CCC T AGGA T T AG T AGC T T C T T T AGA AGGGA A AGA A A T AGA A A - - - - - - A A T C T T A T A A T T  376
CA T T G TGGA A A T T CCA T T T T CCC T AGGAC T AG T AGC T T C T T T AGA AGGGA A AGA A A T AGA A A - - - - - - A A T C T T A T A A T T  376
CA T T G TGGA A A T T CCA T T T T CCC T AGGAC T AG T AGC T T C T T T AGAGGGGA A AGA A A T AGA A A - - - - - - A A T C T T A T A A T T  376
CA T T G TGGA A A T T CCA T T T T CCC T AGA A T T AG T AGC T T T T T T AGA AGGGA A AGA T A T AGA A A - - - - - - A A T C T CA T A A T T  376
CA T T G TGGA A A T T CCA T T T T CCC T ACGA T T AG T A T CC T T C T T AGA AGGGA A AGA A A T AGC A A - - - - - - A A T C T CA T A A T T  376
CA T T G TGGA A A T T C T A T T T T CCC T ACGA T T T G T C T C T T T C T T AGA AGGGA A AGA A A T A T C A A - - - - - - A A T C T CA T A A T T  394
CA T T G TGGA A A T T CCA T T T T CCC T ACGA T T AG T AGC T T T T T T AGA AGGGA A AGA A A T AGA A A - - - - - - A A T C T CA A A A T T  376
T G TGG TGGA A A T T CCA T T T T CCC T ACGGT T GG TGGC T T T T T T AGA AGGGA A AGA A A T TGA A A - - - - - - A A T CGCC T A A T T  376
CA T T G TGGA A A T T CCA T T T T CCC T ACGA T T AG T AGC T T T C T T AGA AGGGA A AGA A A A AGA A A TGGCGA A A T C T CA T A A T T  376

T ACA A T CA A T T CA T T C A A T A T T T CC T T T T T T CGAGGAC A A A T T C T C ACA T T T A A A T T A T G T G T T AGA T GT AC T A A T ACCC  456

420 440 460 480

T ACA A T CA A T T CA T T C A A T A T T T CC T T T T T T CGAGGAC A A A T T C T C ACA T T T A A A T T A T G T G T T AGA T GT AC T A A T ACCC  456
T ACA A T CA A T T CA T T C A A T A T T T CC T T T T T GCGAGGAC A A A T T C T C ACA T T T A A A T T A T G T G T T AGA T GT AC T A A T ACCC  456
T ACA A T CA A T T CA T T C A A T A T T T CC T T T T T T CGAGGAC A A A T T C T C ACA T T T A A A T T A T G T G T T AGA T GT AC T A A T ACCC  456
CACA A T CA A T T CA T T C A A T A T T T CC T T T T T T CGAGGAC A A A T T T T C ACA T T T A A A T T A T G T G T T AGA T GG AC T A A T ACCC  456
T CCA A T CA A T T CA T T C A A T A T T T CCC T T T T T CGAGGAC A A A T T T T C ACA T T T A A A T T A T G T G T T AGA T GT AC T A A T ACCC  456
T CCA A T CA A T TGA T T C A A T A T T T CC T T T T T T CGAGGAC A A A T T C T C ACA T T T A A A T T A T G T C T T AGA T GT AC T A A T ACCC  474
T CCA A T CA A T T CA T T C A A T A T T T CC T T T T T T T GAGGAC A A A T T C T T ACA T T T A A A T T A T G T G T T AGAGGT AC T A A T ACCC  456
T CCA A T CA A T T CA T T C A A T A T T T CC T T T T T T CGAGGA T A A A T T GT CCCA T T T A A A T T A T G T G T T AGA T GT ACGA A T ACCC  456
T CCA A T CA A T T CA T T C A A T A T T T CC T T T T T T CGAGA AC A A T T T C T C ACA T T T AC AC T A T G T C T T AGA T GT AC T A A T ACCC  456

CACCCCA T T C GCCCCGA A A T C T T GGT T CA A CCCC T T CGC T AC T GGG T A A A AGA T GT C T CC T C T T T ACA T T T A T T ACGG T T  536
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CACCCCA T T C GCCCCGA A A T C T T GGT T CA A CCCC T T CGC T AC T GGG T A A A AGA T GCC T CC T C T T T ACA T T T A T T ACGG T T  536
CACCCCA T T C GCCCCGA A A T C T T GGT T CA A CCCC T T CGC T AC T GGG T A A A AGA T GCC T CC T C T T T ACA T T T A T T ACGG T T  536
CACCCCA T T C GCCCCGA A A T C T T GGT T CA A CCCC T T CGC T AC T GGG T A A A AGA T GCC T CC T C T T T ACA T T T A T T ACGG T T  536
CAC T ACA T T C GCCCCGA A A T C T T GGT T CA A C T CC T T CGC T AC T GGG T A A A AGACGCC T C T T C T T T ACA T T T A T T ACGG T C  536
CACCC T A T T C GCCCAGA A A T C T T GGT T CA A ACCC T T CGC T AC T GGG T A A A AGA T GCC T C T T C T T T ACA T T T A T T ACGT T T  536
CACCCCA T T C GC T CGGA A A T C T T GGT T CA A A T CC T T CGC T AC T GGG T A A A AGA T GCC T C T T C T T T ACA T T T A T T ACGG T T  554
T ACCCCA T T T GCCCCGA A A T CC T GGT T CA A CCCC T T CGC T AC T GGG T A A A AGACGCC T C T T C T T T ACA T T T A T T ACGG T T  536
T ACCCCA T T T GT CCCGA A A T C T T GGT T CA A ACCC T T CGCG A A T GGG T A A A GGA T GCC T C T T C T T T ACA T T T A T T ACGG T T  536
T ACCCCA T T C GCCCGGA A A T C T T GGT T CGA GCC T T T CGC T A T T GGG T A A A AGA T GCC T CC T C T T T ACA T T T A T TGCGA T T  536

C T T T C T CC AC GAGCA T T T T A A T T - - - - - - G GA A T AGT A T T A T T A T T CCA A AGA AC T CCA T T T CCA T T T T T T CA A A A AGGA  610

580 600 620 640

C T T T C T CC AC GAGCA T T T T A A T T - - - - - - G GA A T AGT C T T A T T A T T CCA A AGA AC T CCA T T T CCA T T T T T T CA A A A AGGA  610
C T T T C T CC AC GAGCA T T T T C A T T - - - - - - G GA A T AGT C T T A T T A T T CCA A AGA AC T CCA T T T CCA T T T T T T CA A A A AGGA  610
C T T T C T CC AC GAGCA T T T T C A T T - - - - - - G GA A T AGT C T T A T T A T T CCA A AGA AC T CCA T T T CCA T T T T T T CA A A A A AGA  610
C T T T C T CC AC GAGCA T T T T C A T T T GA A T T G GA A T AGT C T T A T T AG T T CA A AGA AC T CCA T T T CC T T T T T T T CA A AC AGGA  616
C T T T C T AC AC GA A T A T T T T A A T T - - - - - - G GA A T AGT C T T A T T AC T CCA A AGA A A T CGA T T T CCA T T T T T T CA A A A AG T A  610
A T T T C T A T AC GAG T A T T T T A A T T T GA A T T G GA A T AGT C T T AG T AC T CCA A AGA A A T C T A T T T CC T T T T T T T CA A A A AG T A  634
C T T T C T CC AC GAG T A T T T T A A T T - - - - - - - - - GCA A T AC T CCA A A T CCA A AGA AC T C T AG T T CC T T T T T T T CA A A A AG T A  607
C T T T C T CC AC GAG T A T T T T A A T T C - - - - - - GA ACAGT C T T A T T AC T CCA A AGA AC T C T A T T T C T G T T T T T T T A A A A AG T A  610
C T T T C T T C A T GAG T A T T T T A AC T - - - - - - G GA A T AGT C T T A T T AC T CCA A AGA A A T C A A A T T CCA T T T T T T CA ACA AGC A  610

1

Alignment of the matK gene sequences of 5 Meliaceae species (Table 2) and 5 non-Meliaceae members 
of the order Sapindales (Boswellia sacra, NC_029420.1; Anacardium occidentale, NC_035235.1; 
Leitneria floridana, NC_030482.1; Citrus sinensis, NC_008334.1; Acer buergerianum, NC_034744.1) 
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A T CCA AGA T T C T T A T T GT T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCA T C T T C T T T T T T C T C TG T A ACCA A T C T  690
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A T CCA AGA T T C T T A T T GT T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCG T C T T C T T T T T T C T C TG T A ACCA A T C T  690
A T CCA AGA T T C T T A T T C T T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCA T C T T C T T T T T T C T C TG T A ACCA A T C T  690
A T CCA AGA T T C T T A T T GT T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCA T C T T C T T T T T T C T C TG T A ACCA A T C T  690
A T T CA AGA T T A T T A T T GT T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCA T C T T C T T T GG T C T C TG T A ACCA A T T T  696
A T CCA AGA T T A T T C T T GT T C C T A T A T A A T T C T CA T GT A T T TGA A T A TGA A T CCA T C T T C T T T T T T C T CCG T A ACCA A T C T  690
A T T CA AGA T T A T T C T T GT T C C T A T A T A A T T C T CA T GT A TG TGA A T A TGA A T CCA T C T T C T T T T T T C T CCG T A ACCA A T C T  714
A T CCA AGA T T A T T A T T GT T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCA T C T T T T T T T T T C T C TG T A ACCA A T C T  687
A T CCA AGA T T GT T A T T GT T T C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CCA T CC T C T T T T T T C T C TG T A ACCA A T CG  690
A T CCA AGA T T T T T C T T GT T C C T A T A T A A T T C T CA T GT A T A TGA A T A TGA A T CA A T C T T C T T T T T T C T CCG T A ACCA A T C T  690

T C T CA T T T AC GA T CA ACA T C C T C T GGAGT C C T CG T TGAGC GA A T A T A T T T C T A T AGA A A A G T CGA AC - - - - - - A T C T T G T  764
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T C T CA T T T AC GA T CA ACA T C C T C T GGAGT T C T CG T TGAGC GA A T A T A T T T C T A T AGA A A A G T CGA A T - - - - - - A T C T T G T  764
T C T CA T T T AC GA T CA ACA T C C T C T GGAGT C C T CG T TGAGC GA A T A T A T T T C T A T AGA A A A G T CGA AC - - - - - - A T C T T G T  764
T C T CA T T T AC GA T CA ACA T C C T C T GGAGT C C T CG T TGAGC GA A T C T A T T T C T A T AGA A A A G T CGA AC - - - - - - A T C T T G T  764
T C T CA T T T AC GA T CA ACA T C C T C T GGAGCC C T TG T TGAGC GA A T AGA T T T T T A T AGA A A A G T CGACG - - - - - - A T C T T G T  770
T A T CA T T T AC GA T T A A T A T C T T C T GGAGT C T T T C T TGAGC GA A T A T A T T T C T A T CGA A A A G T AGA A T - - - - - - A T C T T G T  764
T C T CA T T T AC GA T CA ACA T C T T C T GGA A T C C T T C T TGA AC GA A T A T A T T T C T A T CGA AGA G T AGA AC - - - - - - A T C T T G T  788
T A T CA T T T AC GA T CA A T A T C C T T T GGAGT C T T T A T TGAGC GA A T A T T T T T C T A T CGA A A A G T AGA ACC T C T T C A T C T T G T  767
T C T CA T T T AC A A T CA ACA T C C T T T CA AGT C C T CG T TGAGC GA ACG T A T T T C T A T GGA A A A G T CGA AC - - - - - - A T C T T G T  764
T C T CA T T T AC GA T CA ACA T C T T CAGGAC T C C T T T T TGAGC GA A T T T C T T T T T A T GGA A A A G T AGA A - - - - - - GA T C T T G T  764

CGA AG T C T T T T C T A A T GA T T T T - - - - - - CA GGACA T C T T A TGG T T G T T C A AGGA T CC T T T T A TGC A T T A T GT T AGA T A T C  838
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CGA AG T C T T T T C T A A T GA T T T T - - - - - - CA GGACA T C T T A TGG T T G T T C A AGGA T CC T T T T A TGC A T T A T GT T AGA T A T C  838
CGA AG T C T T T T C T A A T GA T T T T - - - - - - CA GGACA T C T T A TGG T T G T T C A AGGA T CC T T T T A TGC A T T A T GT T AGA T A T A  838
CGA AG T C T T T T C T A A T GA T T T T - - - - - - CA GGACA T C T T A TGG T T G T T C A AGGA T CC T T T T A TGC A T T A T GT T AGA T A T C  838
CGA AG T C T T T AC T A A T GA T T T T - - - - - - CC GGGCA T C T T A TGG T T G T T C A AGGA T CC T T T T A TGC A T T A T GT T AGA T A T C  844
CGA AG T C T TG GC T A A T GA T T T T - - - - - - CA GGA T A T C T T A TGG T T G T T C A AGGA T CC T T T CA TGC A T T C T GT T AGA T A T C  838
CGA AG T C T TG GC T A A T GA T T T TGA T T T T CA GGACA T C T T A TG T T T G T T C A AGGA T CC T T T CA TGC A T T A T GT T A A A T A T A  868
T GA AG T C T T T GC T A A T GA T T T T - - - - - - CA GGACA T T T T A TGG T T G T T C A AGGA T CC T T T CA TGC A T T A T GT T AGA T A T C  841
CGA AG T C T T T GC T A A AGA T T T T - - - - - - CA GGACA T C T T A GGG T T GGT C A AGGA T CC T T T CA TGC A T T A T GT T AGA T A T C  838
CC A AG T C T T T GT T A A T GA T T T T - - - - - - CA GGACA AC T T A TGGC T G T T C A AGCA T CC T A T CA TGC A T T A T GT T AGA T A T C  838

A AGGA A A A T C CA T T C T GGC T T CA A A AGA T A CGCC T C T T C T GA T GA A T A A A T GGA A A T A T T ACC T T GT C A A T T T A T GGCA A  918

900 920 940 960

A AGGA A A A T C CA T T C T GGC T T CA A A AGA T A T GCC T C T T C T GA T GA A T A A A T GGA A A T A T T ACC T T GT C A A T T T A T GGCA A  918
A AGGA A A A T C CA T T C T GGC T T CA A AGGA T A CGCC T C T T C T GA T GAG T A A A T GGA A A T A T T ACC T T GT C A A T T T A T GGCA A  918
A AGGA A A A T C CA T T C T GGC T T CA A A AGA T A CGCC T C T T C T GA T GA A T A A A T GGA A A T A T T ACC T T GT C A A T T T A T GGCA A  918
A AGGA A A A T T CA T T T T GGC T T CA A A AGA T A CGCC T C T T C T GA T GA A T A A A T GGA A A T A T T A T C T T GT C A A T T T A T GGCA A  924
GAGGA A A A T A T A T T C T TGC T T CA A AGGA T A CGCC T C T T C T A A T GA A T A A A T GGA A A T A T T A T C T T GT C A A T T T A T GGCA A  918
A AGGA A A A T C CA T T C T GT C T T CA A AGGA T A CGCCCC T T C T GA T GA A T A A A T GGA A A T A T T ACC T T GT C A A T T T C T GGCA A  948
A AGGA A A A T C C T A T C T AGC A T CA A A AGA T A GGCC T C T T C T GA T GAC T A A A T GGA A A T A T T ACC T T GT C A A T T T A T GGCA A  921
A AGGA A A A T C CA T T T T GGC T T CA A AGGA T A CGCC T C T T C T GA T GA A T A A A T GGA A A T A T T ACC T T GT CGG T T T A T GGCA A  918
A AGGA A A A T C CG T T C T GGC T T CA A A AGA T A T GCC T C T T C T GA T GA A T A A A T GGA A A T A T T ACC T T GT C A A T T T A T GGCA A  918

T GGCA T T T T C GCG TG T GG T C T GA ACCAGT A AGGGC T CA T A T A A AC T AC T T AGAC - - - - - - A AGCAC T C T A T CA AC T T T C T  992

980 1.000 1.020 1.040

T GGCA T T T T C GCG TG T GG T C T GA ACCAGGA AGGGC T CA T A T A A ACC AC T T AGAC - - - - - - A AGCAC T C T A T CA AC T T T C T  992
T GGCA T T T T C GCG TG T GG T C T GA ACCAGGA AGGGC T CA T A T A A ACC AC T T AGAC - - - - - - A AGCAC T C T A T CA AC T T T C T  992
T GGCA T T T T C GCG TG T GG T C T GA ACCAGGA AGGGC T CA T A T A A ACC AC T T AGAC - - - - - - A AGCAC T C T A T CA AC T T T C T  992
T GGCA T T T T C ACG TG T GG T C T CA ACCAGGA A T GT C T CA T A T A A ACC AC T T AGAC - - - - - - A AGCAC T C T A T CA AC T T T C T  998
T G T CA T T T T C ACA TG T GG T C T CCACCGGGA AGGG T T CA T A T A A AGC AC T T A T AC - - - - - - A AGCA T T C T A T CA AC T T T C T  992
T CGCA T T T T C ACA T A T GG T C T CA ACCGGT A AGGG T T CA T A T A A AGC AC T T C T AC - - - - - - A AGCA T T C T A T CA A T T T T C T  1022
T GGCA T T T T A ACG TG T GG T C T CA ACCAGGA AGGG T T CA T A T A A AC T AC T T AGAC - - - - - - A AGT AC T C T A T CA AC T T T C T  995
T GGCA T T T T C ACGCG T C T T C T CA ACCAGGA AGGG T T CAGC T A A ACC AC T T A T AC T T AGGC A AGT ACGC T A T T A AC T T T C T  998
T GGCA T T T T C ACG TG T GG T C T CA ACCCGGA AGGA T T CA T A T A A ACC AC T T A T AC - - - - - - A A AGA T T A T A T CA AC T T T C T  992

GGGC T A T C T T T CC AG T GT GC GA T T A A A T C T T T TGG TGG T A CGGAG T A A A A T GC T AGA A A A T T CA T T T A T A A T AGA T A A T A  1072

1.060 1.080 1.100 1.120

GGGC T A T C T T T CC AG T GT GC GA T T A A A T C T T T T AG TGG T A CGGAG T CA A A T GC T AGA A A A T T CA T T T A T A A T AGA T A A T A  1072
GGGC T A T C T T T CC AG T GT GC GA T T A A A T C T T T TGG TGG T A CGGAG T CA A A T GC T AGA A A A T T CA T T T A T A A T AGA T A A T A  1072
GGGC T A T C T T T CC AG T GT GC GA T T A A A T C T T T TGG TGG T A CGGAG T CA A A T GC T AGA A A A T T CA T T T A T A A T AGA T A A T A  1072
GGGC T A T CGT T T C AG T GT AC GAC T GA A T CC G T TGG TGG T A CGGA A T CA AC T GC T AGA A A A T T CA T T T C T A A T AGA A A A T A  1078
GGGC T A T C T T T CC AG T GT GC GGC T A A A T CC T T TGG TGG T A CGGAG T CA A A T GC T AGA A A A T T CA T T T C T A A T AGAC A A T G  1072
GGGT T A T C T T T CC AG T GT GC GAC T A A A T CC T T TG T TGG T A CGGAG T CA A A T GC T AGA A A A T T CA T T T A T C A T AGA T A AGA  1102
GGGC T A T C T T T CC AG T GT GC GA A T A A A T CC T T TGG TGG T A CGGAG T CA A A T GT T AGA A A A T T CA T T T A T A A T AGA T A A T T  1075
GGGC T A T C T T T CCGG T GT GC GAC T A A A T T C T T TG T TGG T A CGGAG T CA A A T GC T AGA A A A T T CA T T T C T A A T AGA T A A T T  1078
GGGC T A T C T T T CC AGGGGGC GAC T A A A T AC T T TGG TGG TG CGGAG T CA A A T GC T AGA A A A T GCA T T T C T A A T CGA T A A T G  1072

C T A T GA AGA A GG T CGA T AC A ACCG T T CCA A T T A T T CA T C T GA T TGGA T C A T TGAC T A AGG CACGG T T T TG T A A TGC A T T A  1152

1.140 1.160 1.180 1.200

C T A T GA AGA A GG T CGA T AC A ACCG T T CCA A T T A T T CA T C T GA T T CGA T C A T TGAC T A AGG CACGG T T T TG T A A TGC A T T A  1152
C T A T GA AGA A GG T CGA T AC A ACCG T T CCA A T T A T T CA T C T GA T TGGA T C A T TGAC T A AGG CACGG T T T TG T A A TGCGT T A  1152
C T A T GA AGA A GG T CGA T AC A ACCG T T CCA A T T A T T CA T C T GA T TGGA T C A T TGAC T A AGG CACGG T T T TG T A A TGCGT T A  1152
C T A T GA AGA A GG T CGA T AC A A T CG T T CCA A T T AG T CA T C T GA T TGGA T C A T TGAC T A AGG CACGA T T T TG T A A T CC A T T A  1158
C T C T GA AGA A GT T CGA T AC A ACCG T T CCA A T T A T T CC T C T GA T TGGA T C A T TGA A T A AGG CGAG T T T T TG T A ACAC A T T T  1152
C T A T GA AGA A GT T CGA T CC A A T CG T T CCA A T T A T T CC T C T GA T TGGA T C A T TGAGT A AGG CGCGG T T T TG T A ACACCCGG  1182
C T A T GA AGA A AG T CGA TGC A ACCG T T CCA A T T A T T CA T A T A A T TGGA T CG T TGA T T A AGG CGCGG T T T TG T A ACGC A T T A  1155
C T A T GA AGA A GG T CGA T ACG ACCG T T CCA A T T A T T CA T C T GA T TGGA T C A T TGAC T A AGG CGCGG T T T TG T A ACGC A T T A  1158
C T A T GA AGCA GT T CGAGAC A ACCG T T CCA A T T A T T CC T C T GA T TGGA T C A T TGAC T A TGG CGCG T T T T TG T A AC T C A T T A  1152

GGGCA T CCCA T CAGT A AGCC GACC TGG T CC GA T T T CGCGG A T T C T C A T A T T A T CGACCGA T T T T T GCG T A T A T GCAGA A A  1232

1.220 1.240 1.260 1.280

GGGCA T CCCA T CAGT A AGCC GACC TGGGCC GA T T T CG T GG A T T C T C A T A T T A T CGACCGA T T T T T GCG T A T A T GCAGA A A  1232
GGGCA T CCCA T CAGT A AGCC GACC TGGGCC GA T T T CGCGG A T T C T C A T A T T A T CGACCGA T T T T T GCG T A T A T GT AGA A A  1232
GGGCA T CCCA T CAGT A AGCC GACC TGGGCC GA T T T CGCGG A T T C T C A T A T T A T CGACCGA T T T T T GCG T A T A T GCAGA A A  1232
GGGCA T CCCA T CAGT A AGCC GACC TGGGCC GA T T CCGCGG A T T C T C A T A T T A T CGACCGA T T TG T GCG T A T A T GCAGA A A  1238
GGGCA T CC T A T T AGT A AGCC GA T CCGG T CA GA T T CC T C AG A T T C T C A T A T T A T CGACCGA T T TG T GCG T A T A T GCAGA A A  1232
GGGCA T CCCA T T AGT A AGCC GACCCGGGC T GA T T CC T CCG A T T TGGA T A T T A T T GACCGA T T TG T GCG T A T A T GCAGA A A  1262
GGGCA T CCCA T CAGT A AGGC GAC T TGGACC GA T T T C T C AG A T T C T C A T A T T A T CGACCGA T T TG T GCG T A T A T GCAGA A A  1235
GGGCA T CC T A T CAGT A AG T C GAC T TGG T CC GA T T T C T C TG A T T C T C A T C T T A T CGACCGA T T TG T GCG T A T A T GT AGA A A  1238
GGGCA T CCGA T T AGT A AGCC GACC TGGGCC GA T T CC T C AG A T T C T T A T A T T A T CGACCGG T T T A T GCG T A T A T GCAGA A A  1232
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E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica
B. sacra

A. occidentale
L. floridana
C. sinensis

A. buergerianum

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica
B. sacra

A. occidentale
L. floridana
C. sinensis

A. buergerianum

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica
B. sacra

A. occidentale
L. floridana
C. sinensis

A. buergerianum

E. cylindricum
C. odorata

C. guianensis
K. senegalensis

A. indica
B. sacra

A. occidentale
L. floridana
C. sinensis

A. buergerianum

T C T T T C T C A T T A T T AC AG T G GA T CC T C A A A A A A AC AGGGG T T G T A T CGA A T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1312

1.300 1.320 1.340 1.360

T C T T T C T C A T T A T T AC AG T G GA T CC T C A A A A A A AC AGGGG T T G T A T CGA A T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1312
T C T T T C T C A T T A T T AC AG T G GA T CC T C A A A A A A AC AGGGG T T G T A T CGA A T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1312
T C T T T C T C A T T A T T AC AG T G GA T CC T C A A A A A A AC AGGGG T T G T A T CGA A T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1312
T C T T T C T C A T T A T T AC AGCG GA T CC T C A A A A A A A A A AGGT T T G T A T CGA A T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1318
T C T T T C T C A T T A T CAC AGCG GA T CC T C A A A A A A A A AGAGT T T G T A T CGA A T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1312
T C T T T C T C A T T A T CAC AGCG GGT CC T C A A A A A A A A AGAGT T T G T A T CGA A T A A A A T A T A T AC T T C AGA T T T C T TG T GT T A  1342
T C T T T C T C A T T A T CAC AGCG GA T CC T C A A A A A A A A AGAGT T T A T A T CGA A T A A A A T A T A T AC T T C AGC T T T C T TG T GT T A  1315
T C T T T C T C A T T A T T AC AGCG GA T C T T C A A A A A A A A A A AGT T T G T A T CGAG T A A A A T A T A T AC T T CGGC T T T C T TG T GT T A  1318
GC T T T C T C A T T A T CAC AGCG GA T C T T C A A A A A A A A AGAGT T T G T A T AGA A T A A A A T A T A T AC T T CGGG T T T C T TG T GT T A  1312

A A AG T T T GGT T CG T A A ACA T A A A AGT ACCG T ACGCGC T T T T T T GA A A AGA T T AGGT T CGG A A T T C T T GGA AGAGT T CC T T  1392

1.380 1.400 1.420 1.440

A A AG T T T GGT T CG T A A ACAC A A A AGT ACCG T ACGCGC T T T T T T GA A A AGA T T AGGT T CGG A A T T C T T GGA AGAGT T CC T T  1392
A A AG T T T GGT T CG T A A ACAC A A A AGT ACCG T ACGCGC T T T T T T GA A A AGA T T AGGT T CGG A A T T C T T GGA AGAGT T CC T T  1392
A A AG T T T GGT T CG T A A ACAC A A A AGT ACCG T ACGCGC T T T T T T GA A A AGA T T AGGT T CGG A A T T C T T GGA AGAGT T CC T T  1392
A A AG T T T GGT T CG T A A ACAC A A A AGT ACCG T ACGCGC T T T T T T GA A A AGA T T AGGT T CGG A A T T A T T GGA A A A A T T CC T T  1398
A A AG T T T GGT T CG T A A ACAC A A A AGT AC T T T ACGCGC T T T T T T GA A A AGA T T AGGT T CGG A A T T C T T GGA AGC A T T CC T T  1392
A A AG T T T GGT T CG T A A ACAC A A A A A T AC T G T ACGCGC T T T T T T GA A A AGA T T CGGT T CGG A A T T T T T GGA AGA A T T CC T T  1422
A A AG T T T GGT T CG T A A ACAC A A A AGT AC T G T ACGCGC T T T T T T GA A A AGA T T AGGT A AGG A A T T A T T GGA AGA A T T CC T T  1395
A A AG T T T GGT T CG T A A ACA T A A A AGT AC T G T ACGCGC T T T T T T A A A A AGA T T AGGT T CGG A A T T A T T GGA AGA A T T CC T T  1398
A A AG T T T GGT T CG T A A ACAC A A A AGT AC T G T GCGCGT T T T T T T GA A A AGA T T AGGC T CGG A A T T C T T GGA AGA A T T C T T T  1392

ACGGAGGA AG AGC ACG T T C T T T C T T T A A T C T T TGC A AC TG C T T CG T C T AC T T C T CGGAGG T T - - - - - - A T A T AGGGGT CG  1466

1.460 1.480 1.500 1.520

ACCGAGGA AG AGC A T G T T C T T T C T T T A A T C T T TGC A AC TG C T T CG T C T AC T T C T CGGAGG T T - - - - - - A T A T AGGGGT CG  1466
ACGGAGGA AG AGC ACG T T C T T T C T T T A A T C T T TGC A AC TG C T T CG T C T AC T T C T CGGAGG T T - - - - - - A T A T AGGGGT CG  1466
ACGGAGGA AG AGC ACG T T C T T T C T T T A A T C T T TGC A AC TG C T T CG T C T AC T T C T CGGAGG T T - - - - - - A T A T AGGGGT CG  1466
ACGGAGGA AG AGC ACG T T C T T T C T T T A A T C T T T CC A AC AG C T T TG T C T AC T T C T CGGAGG T T - - - - - - A T A T AGAGGGCG  1472
ACGGAGGA AG AGC ACG T T C T T T C T T T A A T C T T T T C A AGAG C T T CG T C T AC T T CACGGAGG T T - - - - - - A T A T AGAGGGCG  1466
ACGGAGGA AG AGC ACG T T C T T T C T GT A A T C T T T CC A AGAG T T T CG T C T AC T T CGCGGAGG T T - - - - - - GT A T AGAGGT CG  1496
ACGGAGGA AG A AC ACG T T C T T T C T T T A A T C T T T CCGA A AG C T T CG T C T AC T T CACGGGGG T T - - - - - - C T A T AGAGGGAG  1469
A T GGAGGA AG A AC ACG T T C T T GC T T T AC T C T T T CC A AGAG C T T CG T C T AC T T CGCG T AGG T T C T A T T T A T A T AGAGGACG  1478
ACGGAGGA AG AGC ACG T T C T T T C T T T A A T C T T T CC A AGAG C T T TG T T T AC T T CGCGGAGG T T - - - - - - A T A T AGGGGGCG  1466

A A T T T GG T A T T T GGA T A T T A T T T G T A T CA A CGA T C TGG T T A A T CA T GAG T GA  1518

1.540 1.560

A A T T T GG T A T T T GGA T A T T A T T T G T A T CA A CGA T C TGG T T A A T A A T GA A T GA  1518
A A T T T GG T A T T T GGA T A T T A T T T G T A T CA A CGA T C TGG T T A A T CA T GA A T GA  1518
A A T T T GG T A T T T GGA T A T T A T T T G T A T CA A CGA T C TGG T T A A T CA T GA A T GA  1518
GA T T T GG T A T T T GGA T A T T A T T T G T A T T A A CGA T C TGG T T A A T CA T GA A T GA  1524
A A T T T GG T A T T T GGA T A T T A T T T G T A T CA A CGA T C TGG T T A A T CC T GA A T GA  1518
GA T T T GG T A T T T GGA T A T T A T T T G T A T CA A T GA T C TGG T T A A T CA T GA A T GA  1548
T A T T T GG T A T T T GGA T A T T A T T T G T A T CA A CGA T A TGG T T A A T CA T GA A T GA  1521
GA T T T GG T A T T T GGA T A T T T T T T G T A T CA A CGA T C TGG T T A A T T A T CA A T GA  1530
GG T T T GG T A T T T GGA T A T T A T T T G T A T T A A CGA T T T T G T T A A T C - - - - A T GA  1514
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