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scFv's epitope

D1 domain
FGFR4 ---MRLLLALLGVLLSVPGPPVLSLEASEEVELEPCLAPSLEQ--QEQELTVALGQPVRL
FGFR3 MGAPACALALCVAVAIVAGASSESLGTEQRVVGRAAEVPGPEP-GRQEQLVEFGSGDAVEL
FGFR1 MWSWECLLFWAVLVIATLCTARFSPFILPEQA--QOPHGAPV————= EVESFLVHPGDLLQL
FGFR2 HVSWGRFICLVVVTHATLSLARPSFSLVEDTTLEPEEppTKYQISQPEVYvnAPGESLEV
- *- - -
scFv's * epitope D]domam
FEFR4 CCERAERGEH--—-WYKEGSRLAPAGRVRGWRERLEIASFLPEDAGRYLCLA-RESMIVL
FGFR3 SCPPPGGGPMGEFTVWVEDGTGLVPSERVLVGPQRLOVLNASHEDSGAYSCRQ-RLTQRVL
FGFR1 RCRLRDDVQSIN--WLRDGVQLAESNRTRITGEEVEVRDSVPADSELYACVISSESGSDT
FGFR2 RCLLEDRAVIS-—-WIKDGVHLGPNNRTVLIGEYLQIKGATPRDSGLYACTASRTVDSET
- - - - - - ... e o
D1 domain o ’ . ’ D2 domain
FGFR4 QNLTLITGDSLTSSNDDEDPKSHRDESNRHSYPQQ---APYWTHPQRMEERLHAVEAGNT
FGFR3 CHESVRVIDAPSSCGDDEDGEDEAEDIGVDIG——————— APYWTRPERMDERLLAVERAANT
FGFR1 TYFSVNVSDALPSSEDDDDDDDSSSEEKETDNTKPNEVAPYWT SPEKMEERLHAVERART
FEERZ WYEMVNVIDAISSCGDDEDDTDGAEDFVSENSNNKR——-APYWTNTEKMEKRLHAVEPARNT
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D2 domain
FEFR4 VEFRCPRAGNPTPTIRWLEDGQAFHGENRIGGIRLREQHWS LVMESVVESDRGTYTCLVE
FGFR3 VRFRCPAAGHNPTPSISWLENGREFRGEHRIGGIKLRHQQWSLVMESVVESDRGNYTCVVE
FGFR1 VEFKCPSS5GTENPTLRWLKNGKEFKEDHRIGEYKVRYATWS I IMDSVVESDEGNYTCIVE
FGFR2 VEFRCPRAGENEMPTMRWLKNGKEFEQEHRIGGYHKVRNQHWSLIMESVVESDEGNYTCVVE
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D2 domain D3 domain
FGFR4 NAVGSIRYNYLLDVLERSPHRPILQAGLPANTTAVVGSDVELLCEVYSDAQPHIQWLKHI
FGFR3 HEFGSIRQITYTLDVLERSPHRPILQAGLPANQTAVLGSDVEFHCEVYSDAQPHIQWLEHY
FGFR1 NEYGSINHTYQLDVVERSPHRPILQAGLPANKTVALGSNVEFMCEVYSDPQPHIQWLEHI
FGFR2 NEYGSINHTYHLDVVERSPFHRPILQAGLPANASTVVGGDVEFVCEKVYSDAQPHIQWIKHV
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D3 domain
FGFR4 VINGSSFGADGFPYVQVLKTADINSS-——EVEVLYLRNVSAEDAGEYTCLAGNSIGLSYQS
FGFR3 EVHNGSKVGEDGT PYVIVLEKTAGANTIDKELEVLSLHNVIFEDAGEYTCLAGNSIGFSHHS
FGEFR1 EVNGSKIGEDNLEYVQILKTAGVNTIDKEMEVLHLRNVSFEDAGEYTCLAGNSIGLSHHS
FGFR2 EENGSKYGPDGLPY LEVLEAAGVNTTDEEIEVLYIRNVIFEDAGEYTCLAGNSIGISFHS
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D3 domain TmnﬂnembmneRemon
FEER4 AWLTVLPEEDPTWTAAAPEARYTDIILYASCSLALAVLLLIACLYRGQALHGREP-RPEA
FGFR3 AWLVVLPAEEELVEADEAGSVYAGILSYGVGFFLFILVVAAVTLCRLRSPPKKG—-LGSP
FGFR1 AWLTVLEALEER-PAVMTSPLYLEIIIYCTGAFLISCMVGSVIVYKMKSGTKKSDFHSQM
FGFR2 AWLTVLPAPGRE-KEITASPDYLEIATIYCIGVEL IA@{WILCRHMTKKPDFSSQP
II'*!( - L3 - - - - - -

Figure S1. Multiple sequence alignment of the extracellular regions of FGF receptors
(isoforms llic). Sequences of FGFR1 (NP_056934.2), FGFR2 (NP_000132.3), FGFR3
(NP_000133.1) and FGFR4 (NP_002002.3) were aligned with MUSCLE server

(https://www.ebi.ac.uk/Tools/msa/muscle/). The boundaries of domains,

transmembrane regions, and scFVv’s binding site were labeled on green, yellow and

red, respectively.


https://www.ebi.ac.uk/Tools/msa/muscle/
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Figure S2. Specificity of scFv proteins towards FGFR1. Extracellular region of FGFR1
(FGFR1.D1-D2-D3-Fc) was immobilized on CM5 sensors and incubated with anti-

FGFR1 antibody and scFvD2-Fc.
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Figure S3. SPR sensograms with fitting curves (black lines) according to 1:1 Langmuir
binding model with drifting baseline. Graphs were prepared using BlAevaluation 4.1

software.



