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Supplementary Fig. S1 Expression and purification of PfPV1-His

1, Molecular marker; 2, Crude extract; 3, Flow-through;
4, Wash; 5, Elution 1; 6, Elution 2.
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Supplementary Fig. S2 Expression and purification of GST-PfPV1

1, Molecular marker; 2, Crude extract; 3, Precipitant;
4, Flow-through of affinity column; 5, Wash 1 ; 6, Wash 2;
6, Elution by HRV3C protease digestion; 7, Elution by glutathione.
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Schematic models for protein disaggregation by CtHsp104 system (A)
and that with the replacement of CtHsp40 by PfPV1 (B)



Supplementary Table S1. Primer sequences

AA

Product range Fw/Rv Sequence
V1 HIS v23. Fw CATGeeatgGTGGTGGCCCCTAAGAGTG
- S452 Ry CCGetegagGCTCGATATTGGTGTGTTTTGATCATTTC
GST PV1 v23- Fw CGggatccGTGGTGGCCCCTAAGAGTG
- S452 Ry CCGetegagCTAGCTCGATATTGGTGTG
v23- Fw CGggatccGTGGTGGCCCCTAAGAGTG

GST PVI1 Stre
— VTP a5y gy, CCGCTCGAGCTATTTTTCAAACTGCGGATGGGACCAGCTCGATATTGGTGTGTTTTG




