
cagtcaccacgatgccatcacggatctgctgatgtgcaaggacaagggccagatctacatagcatctgcatcgcgaaa

cggtgtcatcaagctgtggaagtgagcgcccactaaatagtatttaattattcaactgtgattagcctaataaactgcaata

tgtgtaactatttaataaacggttgcttctaaactgtactctcttgttttaaaaacttggagcttggcgcttcaagcaaaaaaa 

aaaatttgaacacaacataccatattttaaaatagtaggccagccgtctcatgtaGTCACTTCAAACTTGT 

TTAACTTTTGGACATATGGATAGCTTAACTTGGTTGTTCACGCAAGAAG 

GAAGTTCAAAAAATAATTTTTGGTTATTGCTTTAGTTCAAGTTTTTTATA 

AATTTGTTTCTTTTGATAttcctaaactgtaagtagacaatttttacaccttacaatttccaaaagtaaaaa

gagtttttcacaaaagctacgtttcattttatgttaatacatagttaaaatgcaatatgaccaaatgaaagggaattgttttac

gcaaacttaaattaaacggcctcaattttgaacgcatcgAtgcagcgcttaatcgatatcaaatcgaaaaaaatatcgc

aaaaattatcgctgctcgatgcaccgacatattttttTTTACATCACTACTTTGAACTGTACTAG

CGTGCGCGTATTTTACAATTACAAATTGAGAAGGCAAAagtaagtaacgcaagta
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Figure1 S1. Sequence analysis of D1 5’UTRs.  

With green font and dashed lines denoted promoter region predicted using BDGP 

neural network promoter prediction software. With gray colour denoted exons of 

D1. TSS – transcriptional start site.   
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