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Scheme S1. Synthesis of YL2-HyT1 – 6. 



 S3 

Figure S1. MALDI-TOF MS and LC data for purified YL2-HyT1 – 6. 

 

YL2-HyT1 

 

Calculated mass: 2107.27 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 

 

  

 

% puritya : 98% 
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Figure S1. (Cont’d)  

YL2-HyT2 

 

Calculated mass: 2121.29 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 

 

 

 

 

% puritya : 98% 
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Figure S1. (Cont’d)  

YL2-HyT3 

 

Calculated mass: 2135.30 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 

 

 

 

 

% puritya : 99% 
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Figure S1. (Cont’d)  

YL2-HyT4 

 

Calculated mass: 2137.28 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 
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Figure S1. (Cont’d)  

YL2-HyT5 

 

Calculated mass: 2181.31 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 
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Figure S1. (Cont’d)  

YL2-HyT6 

 

Calculated mass: 2225.33 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 

 

 

 

 

% puritya : 98% 
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Figure S2. Western blot analysis of SRC-1 levels in MDA-MB-231 cells after treatment of 

YL2-HyT1 – 6 for 12 h. The SRC-1 levels (%) were normalized to GAPDH and DMSO 

controls. 
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Figure S3. Western blot analysis of SRC-1 levels in MDA-MB-231 cells after treatment of 

YL2-HyT1 – 6 for 24 h. The SRC-1 levels (%) were normalized to GAPDH and DMSO 

controls. 
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Figure S4. Quantitation of cellular levels of SRC-1 after incubation of MDA-MB-231 cells 

with indicated concentration of YL2-HyT6 for 18 h. The SRC-1 levels (%) were normalized to 

GAPDH and DMSO controls. Error bars in data represent standard deviation from three 

independent experiments. 
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Scheme S2. Synthesis of TAMRA-labeled YL2-HyT6 (TAMRA-YL2-HyT6). 
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Scheme S3. Synthesis of TAMRA-labeled ND1-YL2 (TAMRA-ND1-YL2). 
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Figure S5. MALDI-TOF MS and LC data for purified TAMRA-YL2-HyT6 and TAMRA-

ND1-YL2. 

TAMRA-YL2-HyT6 

 

Calculated mass: 2878.65 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 

 

% puritya : 98% 
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Figure S5. (Cont’d)  

TAMRA-ND1-YL2 

 

Calculated mass: 3037.74 

 

 

 

 

a Determined by analytical reversed-phase HPLC of a product 

  

% puritya : 99% 
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Figure S6. Representative image from wound healing assay showing changes in MDA-MB-

231 cell migration after treatment with ND1-YL2 (20 µM). Images of wounds gap were taken 

at 0 h and 72 h. 
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Figure S7. Representative image of transwell invasion assay of MDA-MB-231 cells after 

treatment with ND1-YL2 (20 µM) for 24 h.  

 




