(A) ine1 ion of lar rratrix
TNF-alpha effects on cytokine activity and apoptosis
Toll receptor cascades [}
T cellreceptor regulation of apoptosis H BEEEE BEER
B ———— E E EE
Platelet activation, signaling and aggregation
Response to elevated platelet cytosolic calcium
Leptin influence on irmmune response
Cytokine-cytokine receptor i ion [N
Binding of chemakines to chemokil pt .
Chermkine signaling pathway -.
Interleukin-7 interactions in irrmune response
Stathrrin and resistanc e to antimicrotubule agents | [ [ ]
Phagosorme ...
EGFR1 pathway | [ | | B

S 8 BN N PGB D b b S

B g OO P SRR P N S P o g N o

EF TEFFTLe CEE PV F OEHIF
C_—

00204060810

(B) Toll receptor cascades !g! 10
T cell receptor regulation of apoptosis ... 05
in-1 ion of matrix ’7 .
TNF-alpha effects on cytokine activity and apoptosis
5 ion of
Chemokine signaling pathway
Binding of chemokines to chemokine receptors
Cytoki ytokine receptor i
Interleukin-7 interactions in immune response
Leptin influence on immune response

Platelet activation, ing and aggregati
to platelet cytosolic calcium
Stathmin resistance to antimicrotubule agents
Phagosome

EGFR1 pathway

IR W S 22N
i
P S R S & & E BN
P S\ § § P VP
a o & SN
VSR RN
RIS OIS
R &"&9 *(5(\6(9 '&g‘d\ @‘i&@(\ & O\eb &
RGN ST
P PO F AT § (v,s" & &
PCASI A S A N RS
N o N & 2 &
&50° RN ) «
& & & & >®

(c) Interferon garmma signaling pattway .... (D) Interferon gamma signaling pathway
Interferon signaling [

Interferon apharbeta sgnaing [ NI Interferon alphaibeta signaling

Double stranded RNA induced- gene expression Double stranded RNA induced-gene expression
Influenza factor interactions with host Influenza factor interactions with host

~ INEE

Inactivation of GSK3 by Akt Inactivation of GSK3 by Akt
Type Il interferon signaling - Type |l interferon signaling |
B o) B O DN Y
oV?J QV?)e‘*g S «<\ &_q? JRCIREIEN & \\\oq
& « PP e
& SISO
O \'p“ L) F (\rp
& o‘°;v° 5 '°°\°%g!‘°
Com SIS
00204080810 @ ¥ NP 5

2 LS
p Q&<~ \&e Qs\t@@ N
¢ &
£ A
&
&

.... Interferon signaling
]



Figure S1. (A) Mutually shared genes between the top 15 significant biological
pathways of obese asthmatics vs. Ctrl (healthy controls) and non-obese asthmatics vs.
Ctrl comparisons, and their (B) correlation matrix. (C) Mutual genes between the
significant biological pathways of obese asthmatics vs. Ctrl and obese asthmatics vs.
non-obese asthmatics comparisons, and their (D) correlation matrix.
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Figure S2. Heatmaps exhibiting the differential gene expression of the gene
network clusters associated with three candidate pathways in (A) low type-2
asthma and (B) low type-2 obesity-associated asthma.



