Supplementary Table 1. Gene Ontology (GO) annotations of miRNA targeting cellular signaling
retrieved using hyper geometric testing. Identified GO terms, p-value level of ontology annotation
(biological process, molecular process and cellular component) along with functional description are
given from the network analysis. Lower the P-value gives better reliability of functional relevance for
the identified in the network.

GO Term P-value Description Ontology

GO:0050794 0.0000 regulation of cellular process biological process
GO:0050789 0.0000 regulation of biological process biological process
GO:0065007 0.0000 biological regulation biological process
GO0:0043067 0.0002 regulation of programmed cell death biological process
GO:0042981 0.0002 regulation of apoptotic process biological process
GO:0010941 0.0002 regulation of cell death biological process
GO:0051254 0.0005 positive regulation of RNA metabolic process biological process
GO:0006468 0.0006 protein phosphorylation biological process
GO:1902680 0.0008 positive regulation of RNA biosynthetic process biological process
GO:0010562 0.0010 positive regulation of phosphorus metabolic process biological process
GO:0045937 0.0010 positive regulation of phosphate metabolic process biological process
GO:0031399 0.0010 regulation of protein modification process biological process
GO:0051726 0.0011 regulation of cell cycle biological process
GO:0045595 0.0011 regulation of cell differentiation biological process
GO:0042327 0.0011 positive regulation of phosphorylation biological process
GO:0045893 0.0011 positive regulation of transcription, DNA-templated biological process
GO:0031401 0.0013 positive regulation of protein modification process biological process
GO:0010628 0.0013 positive regulation of gene expression biological process
GO:0051247 0.0016 positive regulation of protein metabolic process biological process
GO:0044699 0.0019 single-organism process biological process
GO:0032270 0.0020 positive regulation of cellular protein metabolic process biological process
GO:0033043 0.0022 regulation of organelle organization biological process
GO:0045944 0.0025 positive regulation of transcription from RNA polymerase II promoter  biological process
GO:0044763 0.0026 single-organism cellular process biological process
GO0O:1901701 0.0032 cellular response to oxygen-containing compound biological process
GO:0080134 0.0032 regulation of response to stress biological process
GO:0010648 0.0042 negative regulation of cell communication biological process
GO:0023057 0.0043 negative regulation of signaling biological process
GO:0007268 0.0046 synaptic transmission biological process
GO:0007167 0.0049 enzyme linked receptor protein signaling pathway biological process
GO:0042325 0.0052 regulation of phosphorylation biological process
GO:0018193 0.0053 peptidyl-amino acid modification biological process
GO:0051130 0.0058 positive regulation of cellular component organization biological process
GO:0071495 0.0063 cellular response to endogenous stimulus biological process
GO:0060284 0.0064 regulation of cell development biological process
GO:0043085 0.0073 positive regulation of catalytic activity biological process
GO:0009968 0.0077 negative regulation of signal transduction biological process
GO:0016192 0.0079 vesicle-mediated transport biological process
GO:2000026 0.0086 regulation of multicellular organismal development biological process
GO:0048699 0.0089 generation of neurons biological process
GO:1901068 0.0097  guanosine-containing compound metabolic process biological process
GO:0046039 0.0100 GTP metabolic process biological process
GO:0001932 0.0106 regulation of protein phosphorylation biological process
GO:1901069 0.0108 guanosine-containing compound catabolic process biological process
GO:0006184 0.0110 GTP catabolic process biological process
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