Supplemental Information

Figure S1. Each viral antigen listed in the table was coupled to a microbead population with a
distinct address, e.g., R26 for SARS-CoV-2 RBD that displayed a different fluorescence
intensity in the fluorescence channel, R712-APC-700 of the CytoFLEX cytometer (right plot).
Because the serology assays and assays assessing cross reactivity were performed separately in
different sample wells, assay performance was not affected by the overlap of the intensity

addresses of R51 (spike) and R56 (SARS).
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Figure S2. A plot of sample dilution vs. reduction % is shown for a positive convalescent patient

sample as an example. The NTs¢ (grey dot) was determined by modeling the does-response curve

shown as red line using Eq. 4 provided in the figure.
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Supplemental coronaviruses spike protein sequences: Comparison of the full length spike protein
sequence for R619-X16: SARS-CoV2 S-2P-3C-His8-Strep2x2 (SARS-COV2), R619-X17:
SARS-CoV S-2P-3C-His8-Strep2 (SARS-CoV), R619-X18: MERS-CoV S-2P-3C-His8-
Strep2x2 (MERS-CoV), R619-X19: OC43 S-2P-3C-His8-Strep2x2 (OC43), and R619-X20:
HKU1 S-2P-3C-His8-Strep2 (HKU1). The S1 section is in blue text, the RBD section green text
and the S2 section purple text. The highlights indicate the homology compared with SARS-
Cov2. Blue indicates all five sequences have the same the amino acid, pink indicates four of the
five sequences, green for three and yellow for two sequences the same. Abbreviations: 3C,
rhinovirus 3C protease cleavage site; Strep2x2, dual Strep2 epitope tag; T7, bacteriophage T7
fibritin trimerization domain; SBP, streptavidin binding peptide. The sequence alignment was

carried out using Clustal Omega program (https://www.ebi.ac.uk/Tools/msa/clustalo/).
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