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Table S1. Datasets for extracting hypoxia-inducible factors (HIF) targets.

Dataset Gene Identifier Number of TF  Number of TF Targets Reference
TRED ENTREZ 133 7066 Jiang et al. [1]
ITFP HGNC Symbol/Alias 1974 67154 Zheng et al. [2]
ENCODE ENTREZ 157 20428 Encode [3]
Neph2012 HGNC Symbol/Alias 536 16484 Neph et al.[4]
TRRUST HGNC Symbol/Alias 748 8215 Han et al. [5]
Marbach2016 HGNC Symbol/Alias 643 1305782 Marbach et al. [6]
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