LIERS LRSI M T GG CGACAGGGAARGTGETGCTGGAGRAGATAAGAGGGAGATCTACGECTACGAGT TGCTTCTCTAAGT CAAG" cr :

L780 i TGGCGACAGGGRARGTGETGGTGGAGAAGAT AAGAGGGAGATCTACGGCTACGAGTTGCTTCTCTAAGT. CATAC' A E

MI BlATGCCGACAGGGARAGTGGTGGTGGAGARAGATARGAGGGAGATCTACGGCTACGAGT TGCTTCTCTARGT, 5
ATGECCACACCCAARCTGETCGTCCACGAACATAAGAGGGAGATCTACCCCTACGACTTGCTTCTCTAAGTACCCTCTCAAGTTCATACTTCCTACCAAGE

* 120 * 140 * 160 * 180 * 200
Darmor-bzh : TTCTCTCTATCTATTTTAATGCAGATTCTTATTCAGAATTTCACTTGCTTAAGTTCCCGACAGTGARGGARGATATCGAACTT TCAGELI CoIlSUIeieE
L780 : TTC'l'C:TCTATCTATTTTAATGCAGATTCTTBT TCAGAATTTCAL‘:TTGTTTAAGTTCCCGACAGTGAAGGMGATATCGAACTTTEA eGTAGCTCCTGTCG

MI : TTCTCT ATGCAGATTCTTATTCAGAATTTCAC!

* 260 * 280 *

Darmor-bzh : TACTTCCCTCTCTCTCTCTCIC -~ ~ACTTCCTTTTGTCTCTCAGT
L780 TACTTCCCTCTCTCTCTCTCTC CTTCCTTTTGTCTCTCAGT
M1 BlGAACTGATGT TGTCTGGATTTACAGTATCACCTATGGCGECGGCATTGTCTCT, TACTTCCCTETCTCTCTCTCTC.?\CTTCCTTTTGTCTCTCAGT
GARCTGATGTTGTCTGGATTTACAGTATCACCTATGGCGECGGCATTGTCTCTGTACTTCCCTCTCTCTCTCTCTC Lot cACTTCCTTTTGTCTCTCAGT

* 320 340 360 380 400
PEELUERES SRR VN b dilechorTey f VY plerV Yol ¥ -Yey yideh el wor by Xec GAGA TTCGATT TCATGT GAGT TCACCAT TGGTGATGGC TGCACTGCAGT TCTTACAACCCA
L780 E V¥4 L Gl Yok G EY e e Y N P e e (el e WP \e G GAGA TTCGAT TTCAT GT GAGT TCACCA T TGGTGATGGC TGCACTGCAGT TCTTACAACCCAS
MI E ¥V Gl Gileler Yeh VYooY N ¥ Xeh i fehi (el e W Xe G GAGA TTCGAT TTCAT GTGAGT TCACCAT TGGTGATGGC TGCACTGCAGT TCTTACAACCCAL
AAATTTGTCAGTTAACTGARCAAGTTCTTGT TCATAGGGAGATTCGATTTCAT ACC. ATGGCTGCACTGCAGT TCTTACAACCCAG
* 420 * 440 * 460 * 480 * 500
Darmer-bzh : HeEEXGFYYECTTAAAACATTCCGTCTC TTTTGAA; ACTAACTTCATCTTAC TCTCTEGGC C TATTTCACT
L780 Lisielsv XYl TTARAACATTCEGTCTCTTTTGAA; ACTAACTTCATCTTAC' TCTCTGGGC! CTGTTATTTCACT
MI Sayev Xy Yo TTARAACATTCEGTCTCTTTTGAA: ACTAACTTCATCTTAC TCTCTGGGC C TATTTCACT

TCTTCTACTAAGGTTAAAACATTICLGTCTCTTTTGAAATGGATACACTARCTTCATCTTACTTGGT TTGATTCTCTGGGCTTGGATCCTGTTATTTCAGT

* 520 * 540 * 560 * 580 * 600
Darmor-bzh : ACACHECEEE R e e X e Y Vel T e L L e G0N VA G TAA TG T T TC TTTCACATGTC TGCTACAATCAT T TGAGCTGTGTATGTGTT

L780 : G‘GTATAI"AAGGCRATBFGATCAAJ\GT GCTCTGAACAGACTTTAGAA GTAATG'I‘T’[‘CTTTCBCATGTCTECTACMTCBTTTGAGCTGTGTATGTGTT :
MI : TTTCITICACATGTCTGCTACAATC] :
ACAGGTATACAAGGCAATAGGATMGTGCTCTGAACAGMTTTAGMGTAATG’ITTCTTTCACAlbl! TGCTACAATC TGTGT W‘"‘"""T
* 620 * 640 * 660 * 680 * 700
Darmor-bzh : AGATAGAACACCAGTTTGCTATTGCAATAGAATAAGACTCTTTTTCTTTGATTCCTGTTTCTCATATTGT TGTTGTGCAGTAGENENIVUTNCIEEENETlerl
L780 : CACCAGITTGCTATTGCAATAGAATA ICTTTTTICTTIGATTCCTGTTTCIC TGITGT SN eGCGAGAATAGGGAGTGARN
MI H CCAGTTTGCTATTGCAATA TA TCTTTTTCTTTGATTCCTGTTTCTC TGTTGT e XeCCGAGAATAGGGAGTGA
AGATACAACACCAGTTTGCTATTGCAATACAATAACGACTCTTTTTICTTTGATICCTCTTTCTC 'TGTTCT
* 720 * 740 * 760 * 780 * 800
PoER S T3S 2 MG T CTCT TTTGGTTGTGETTCCAGATCCAGTGACTTGCTTCTCCACTGCTCGGTACTATCAGAARCAGAAC TTCAGATTGCTTTCAGACTCTAACCTTGTC
L780 HGTCTCTTTTGGT TGTGGTTCCAGATCCAGTGACTTGCTTCTCCACTGCTCGGTACTATCAGAAACAGARCTTCAGATTGCTTTCAGACTCTAACCTTGTC)
MI HEGTCTCTTTTGGT TGTGGTTCCAGATCCAGTGACTTGCT TCTCCACTGCTCGGTACTATCAGAAACAGAACTTCAGATTGCTTTCAGACTCTAACCT TGTC]

GTCTCTTTTGGT TGTGETTCCAGATCCAGTGACTTGCT TCTCCACTECTCGGTAC TATCAGAARCAGARCTTCAGATTGCTTTCAGACTCTAACCTTGTC

* 820 * 840 * 860 * 880 * 200
Darmor-bzh
L780
MI

Darmor-bzh :

L780 1 v NG ee B e NG TARAT TACTARTCTCATT TACTCTCATCTGATAAGAACATTCATGACCARGATTAT TAGACCTTAC!
MI gy NGJeley Bler ol Xl \GTARAT TACTAATCTCATT TACTCTCATCTGATAAGAACATTCATGACCAAGATTAT TAGACCTTAC!
CTTTATTCCTTGACACAGTAAATTACTAATCTCATTTACTCTCATCTGATAAGAACATTCATGACCARGATTAT TAGACCTTACT! AC TTGT
* 1020 * 1040 * 1060 * 1080 * 1100
Darmor-bzh :
L780 :
MI CCAGE GTTGG H
TTACTCCAGGTGCTGCTAGAEAAGAGGAACATACAAAGCATAECGGAGCGGATGCAAGACTATCATGCCATAGCAATGGTCATACTCTTCGGGT T GGTTT
* 1120 * 1140 * 1160 * 1180
Darmor-bzh : CTCTCTGTCTTCTTGC) ACTAGAGCACATCTTTATAGT TGCTARATC! :
L780 1 CTCTCTGTCTTCTTGC ACTAGAGCACATCTTTATAGT TGCTARATC
MI : CTCTCTGTCTTCTTGC! ACTAGAGCACATCTTTATAGT TCCTARATC
CTCTCTGTCTTCTTGCAGTAGTTCTAGAGAAGGCACTAGAGCACATCTTTATAGT TTGCTAAATC

Darmor-bzh :
L780 BlCTGAGGGAACTCCAGARGCAAGT TCAAGAAAACGTGAAGAATATGATGTCGGAACAGTTGCAGATCTCTTATAGTTCTCGGAGACACAATCCTGATTCAR
MI HCTGAGGGAACTCCAGAAGCAAGT TCAAGAAAACGTGAAGAATATGATGTCGGAACAGTTGCAGATC TC TTATAGT TCTCGGAGACACAATCCTGAT TCAA

CTGAGGGAACTCCAGAAGCAAGTTCAAGAARACGTGAAGAATATGATGTCGGAACAGTTGCAGATC TCTTATAGT TCTCGGAGACACAATCCTGATTCAA

* 1320 * 1340 * 1360 * 1380 * 1400
BEE LS 1 GGG TACGTAATGGCTTCAT GARACCAGAGT TCAT AGCT TCCTGCAGCACT T TTGGCCCTGAGGT TA Nehv b \ar- Welal ww (o) s (onder Vel unelelV.Y .4
L780 GGG TACGTAATGGCTTCATGARACCAGAGT TCATAGCT TCCTGCAGCACTT TTGECCCTGAGGT TA N ek Vb ok bclop yi (o iy ok (or.Tehis dioler- V-V
MI HGGGTACGTAATGGCTTCATGAARCCAGAGT TCATAGCT TCCTGCAGCACTT TTGECCCTGAGGT TA R ek Yok biclop yiy [0y iy ok (or.Ychus wioler- V-V

GGGTACGTAATGGCTTCATGAAACCAGAGT TCATAGCT TCCTGCAGCAC TT TTGECCCTGAGGTTAGTAGTAATCATGCTTTCTTTCTCAGTTTCCARAT

* 1420 * 1440 * 1460 * 1480 * 1500

Darmer-bzh : CCTTARATCTTGTTTCTCCTATCCATCAAGAAACCATATATATARETATACACAGCTTTGCCCARARCTAGACAAGATTGACCGGTAGGATTAGAGACAA
L780 : CCTTARATCT! TGTTTCTCCTATCmTcAAGAAACcATATATAT TATACACAGCTTTGCCCAAARCTAGACAAGATTGACCGGTAGGATTAGAGACAA
MI : CCTTARATCTTGTTTCTCCTATCCATCAAG - - TATACACAGCTTTGCCCAAAACTAGACAAGATTGACCGGTAGGATTAGAGACAR
CCTTARATCTTGTTTCTCCTATCCATCARGARACK CAGCTTTGCCCAAARCTAGACAAGATTGACCGGTAGGATTAGAGACAA

* 1520 * 1540 * 1560 * 1580 * 1600

Darmor-bzh : CGCATGAATGGCTATTGCGGCTAGGCTTTA AACATGGTGTC pe s e CGCAARGGAGTTGTGETTCGAATTGCTTCGGATTCCACA

L780 : CGCATGAATGGCTATTGCGGCTAGGCTTTA AACATGGTGTGAATATATTGCAG eeek¥VNelerYehpieuieley wlolel -\ glelony folcler i {olor.t

MI : CGCATGAATGGCTATTGCGGCTAGGCTTTA AACATGCTCTCAATATATTGCAG .
CGCATGAATGGC TATTGCGGCTAGGCTTTAA! TGGTGTGAATATATTGCAGGGGAAAGGAGT TGTGGTTCGAATTGCTTCGGAT TCCACA
* 1620 * 1640 * 1660 *
Darmor-bzh : 1671
L780 1675
MI 1673

GAGTCAGTCTATAACTTC! BACAAC BCCACTTCTTGGTCAATCTCCTTATGCTTGA

Figure S9. The nucleotide sequence alignment of Bna405g08870D. The chart contains 4 sequences,
the gene sequence of Darmor-bzA(as a reference), the gene sequence of L780 and M7, the consensus
line. Orange represents SNP, red represents insertion, and blue represents deletion; exons are in
black and introns in darkgray.



Darmor-bzh : CTCGCGCATEETC r:secrmmsrmma\_amm-scmmmu_:mn-mmsm.murmsm_:m\.r:m\:rmummcmscrn. :

1780 5 CGGCTARRRAGTTAC \CCARCACTGCCCATATCAS TGTTAGATCCARCCAACTATCARAT nc

ur Bl rccacTcTccocoaTeeT AAC A CTCCCCATATCACACCATGTTACRTCCRACCRACTATCARATCCCCTAC
A

0 - [ TCCAT T TCCTC T TCCAGCTATACCARACCEAACGTAACACGACCCOAATGECTGATCTCEARTCTATGCAAAGE :
: TAACACGACCCGAATGGCTGATCTCS: G. 28

GmceAITchTcTTcmscmmcwccmcsrmmceacccGAATGGGTGATGTCGMTCTMscau(;ms(smm’rmmmmcmm

TATGGTTCGTC TGOAGCTGAGAT
CTATGGTTCGTGGETACTTGCAATCCARGCARTTCTCTGOAGCTGAGATEL
ol

AR
uﬂurrwmnnmm
CTTTCTTGE,

IGATTGTATGCCTGAGAGARAL
ANCOGUAAGGTGGN ANGCGAGE ATTGTATGCCTGAGAGAAACA’
COCARGANCCO A AGETCOA TEAACGAGGCCGOTT T TAGA TTGTATCOCTCAGACARACA'

T, CAGAGAGACTTTGCTT
TCGTGGAACGEEAT, Tum-n,enn.mcamu-mmu.;smn.\,«,mui : & mm.,aan-mm,mmm
TTCCTGEARCGCGATEATCACTGETTALGCAI CoAA

* 1020 * 1040 * 1060 * 1080 * 1100

mrmmm—mu
TTARCATCTACT

* 1220 * 1240 * 1za * 1280 * 1300

* 1620 . 1640 * 1660 * 1680 * 1700
TGCTGEAACCTATETARTGATGTCTAATATATRTARRAGGAGTCEGARAAGEGAG!
ATGATGCTGGAACCTATGTARTGAT GTCTARTATATATARAAGGACTGCCARAAGOGAGARGCTG mwrm SRGGATGARGATG)
i »

Darmor-bzh
1780
M :

Darmor-bzh : 1882
L7850 : 1882
M1 : AACRACACCACAARCAACAT; ¢ 1804

Grmmmm;swcrmccmcmcacmmmcmcncmcmm:Trcmcmsnmncc-rcrm:ncrcncrmmc

Figure S10. The nucleotide sequence alignment of BnaAd05g08880D. The chart contains 4
sequences, the gene sequence of Darmor-bzh(as a reference), the gene sequence of L780 and MT ,

the consensus line. Orange represents SNP; exons are in black.
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Figure S11. The nucleotide sequence alignment of BraA05g08890D. The chart contains 4
sequences, the gene sequence of Darmor-bz/(as a reference), the gene sequence of L780 and M7,
the consensus line. Orange represents SNP, red represents insertion, and blue represents deletion;

exons are in black and introns in darkgray.



Darmor-bzh GG C GTTGG g GCTCC! ] "ATGGATCAGGTCAGC
L780 G GTTG! : ~CBTATGGATCAGGTCAGC!
MI ; CCG, CCJ Cl CCUTATGGATCACGTCAGCCCACAC

Darmor-bzh

L780 H
MI HCCCCTCT TCCCCAAACGACAGCCAK,L CACCCGCTTGTTATAGTCATAACCCTICTTCTTCTTCGTTATCT TCAGCATCCTCTTCCGCTCLIATCTTCTCCCCE
CGCCTGTTCCCCARACGAGAGCCAGCGACCCGGTTGTTATAGT CGGTCTTETTCTTCGTTATCT TCAGCATGGTCTTCGGCTCCATCTTCTGCCG
* 220 ok, 240 2 260 & 280 x 300
DERSL LY T3 BECCGAAGC TCCGTGTACTCGAGGCCTTCGGT I TITGGACT CACCGACGCRGATGCTGCAGTBGGCGTTGTCAGGATCAGGAGETCGECEGCGCGTGGACTC
L780 HllCCGAAGCTCCGTGTACTCGAGECCTTCGETTTTTGGACTCACCGACGCRGATGCTGCAGTBGGCETIGTCAGGATCAGGAGGTCGGCEGCGCGTGGACTC)
MI HCCGAAGC TCCGTGTACTCGAGGCCTTCGGT T TTTGGACT CACCGACGCEGATGCTGCAGT 8 GGCGTTGTCAGGAT CAGGAGGTCGGCEGCECETGGACTC]
CCGRAGCTCCETEGTACTCGAGGCC TTCGGT TTTTGGACTCACCGACEC aGATGCTGCAGTgGGCETTGTCAGGATCAGGAGGTCGGCEGCECETGGACTC
& 320 * 340 * 380 400
Darmor-bzh : CCGGAGGTRATAGAGTCGTTCCCGACGTTTATCTACTCGGABCTGAAG GAGTGTGCGGTTTGTCTCT!
L780 i ACCGCAGCT) TAGAGTCGTT(‘{‘ GA\"GTTTATCTACTCG GAGTGTGCGGTTTCTCTCT
MI Bl s cc GTTTATCTACTCGGAEGTE: A A GAGTGTGCGETTTGTCTCTECGHM
GcaCCGGAGGTgATAGAGTCGTTCCEG}\CGTTTATCTACTCGGAaGTPn \GgCEGTAGGAT ARA TgGAGTGT TTTGTCTCTGCG
* 440 * 460 * 480 *
Darmor-bzh G
L780 GTTTGAGGACGAGGAAACGCTACGTTTGATGCCRCCTTGTTE
MI AGTTTGAGGACGAGGAARCGCTACGTTTGATGCCECCTTGT TGCCACGTGTTCCACGCTGATTGCGT TEACGT CTGECTCTCGEAACGTTCCACGTGTCC]
AGTTT GCTACGTTTGATGCCECCTTGT TGCCACGTGT TCCACGCTGATTGCGT TGACGT CTGGCTCTCGEAACGTTCCACGTETCC
i 520 o 540 b 560 *: 580 * 600
PPEESUTT B0 73 - TC TCTCTACAGCTGATCTTCTCCAGARACACCETCACGETCCTACGCCACT TCACTTCCCATCCCEETACGETT TCCTCCECTTCGEATCCTCACAGACCGHN
L780 % 2
MI : :
TCTCTGTAGAGCTGATCTTGTCCAGARAC; GACTTGAGTTCGGATCCGGGTACGETT TCGTCGGETTCGGATCCTGAGAGAGGG
*. 660 680 * 700
PoEE=uT 3 73 G TC TTGEAAGC TTCCGACAGGCATCTGC TEEACGGCGTGACGTGEGACCAATAGTAACAACATAACGCCTCEGT CARAGTCAACGGGTTTAGCCAGCTGGA
L780 Bl TC TTGEAAGC TTCCGACAGGCATCTEC TGEACGGCETEACGTGGACCAATAGTAACAACATAACGCCTCGGT CAAAGTCARCGGGTT TAGCCAGCTGGA
MI BlGTC TTGEAAGC TTCCGACAGGCATCTGC TGEACGGCETEACGTGGACCAATAGTAACAACATAACGCCTCEGT CARAGTCARCGGGTTTAGCCAGCTGGARE
GTCTTGGAAGCTTCCGACAGGCATCTGCTGGACGGCETGACGTGGACCAATAGTAACARCATARCGCCTCGGTCAAAGTCARCGGGTT TAGCCAGCTGGA
* * 740 * 760 * 780 * 800
DIERSLEES) o) G TA TAACCGGTCT TTTGTTCCCGAGGTC TCACTCGACCGGACAT TCGC TGGT TCAAC
L780 G TA TAACCGETCT TTTGT TCCCGAGGTCTCACTCGACCEGACATTCGC TGET TCAACK
MI BlGTA TR ACCGGTCTTTTGTTCCCGAGGTCTCACTCGACCGGRCATTCGC TGGTTCARCC!
GTATAACCGGTCTTTTGTTCCCGAGGTCTCACTCGACCGGACATTCGCTGGT TCAACCH TCGACCGGTTTACGC! T
* 820 * 840 * 860 * 880 * 900
Darmor-bzh
L780
MI
TGTACATAGGCAGCTGATGARGACGAGGACGATAAGARACGTGACGT TACCTCAGGCYAGGAGTTCACGGAGCGGTTACAGAAGCGGTAGTGTCGGGAGC
* 820 * 940 * 960 * 980 * 1000
DR EES o B CGGACAGGCGGCGTGTTCTCGTACGGTCGCAAGGATCATAATCACAACC
L780 HGGGACAGGCGECGTGTTCTCGTACGGTCGEARGGATCATARTCACAACCS
MI B GGGACAGGCGECGTGTTCTCGTACGGTCGGARGGATCATAATCACAACT
GGGACAGGCGGCGTGTTCTCGTACGGTCGGARGGATCATARTCACAACCGICGECTGCAT TCTCTATGT TTCTCCTICTCTITCCGARGTGGTICTGTTC
. 1020 il 1040 . 1060 el 1080 * 1100
IR TE S -3 B GG T CTACT T TCGGTGGAGATACGE TGGC TCCGCCGAAGAAT TTTCCGGCGGCTACTGAATCTGGTGAACGGTCTTTTGAACGGCTCCGACCAGATGAGCGN
L780 BlGGTCTACT T TCGETGGAGATACGETGECTCCECCGAAGAAT TTTCCGGCGECTACTGARTCTGGTGARCGETC TT TTGAACGGCTCCGACCAGATCAGCGHE
MI BGGTCTACT T TCGETGGAGATACGGTGEC TCCGCCGAAGAAT TTTCCGGCGET TA(‘TGBBTCTGGTGAAC GGTCTTTTGAACGGCTCCGACCAGATGAGCH

GGTCTACTTTC GCTGGCTCCECC ATTTTCCGCCGGCTACTG: TGGTGAACGCTCTTTTGAACCGCTCCGACC. G

Darmor-bzh
L780
MI

Figure S12. The nucleotide sequence alignment of BnaA05g08900D. The chart contains 4
sequences, the gene sequence of Darmor-bzh(as a reference), the gene sequence of L780 and MT ,

the consensus line. Orange represents SNP and exons are in black.



* 20 * 40 * 60 * 80 * 100

Darmor-bzh :

L780
MT g s
ATGCCAGCGGACGATATGCCACAGCCAGGATTCGTGARMAATCGAAAGCGACCTAGCCATCATGET! AACGGCTCTAGCCTTCTCCATCTTCATCGTGE
* 120 * 140 * 160 * 180 * 200
Darmor-bzh : ITCGCAGGTTTTACGCGGACGAGCAATCCCTARMACCTGTCTACACACCCCCAACATGAACTCCAGACCGCEN
L780 L TCGCAGCTTTTACCGCGGACGAGCAATCCETAMACCTCTCTACACACCCCCARCATGAACTCCAGACCGCEN
MI 2 AT ock TCCAGACCG!
GTTTGGCTTCGGT TTGCTATCGCTGEGCCEGTCGCAGGT TT TACGCGGACGAGCAATCCGTAAACCTGTCTACACACCCCCAACATGARCTCCAGACCGT
* 240 * 260 280 * 300
EE= RS oE) B ICA GGAGGGGTACGACGAGGCGTGGGATCGACGCAGCEATCGTGGAATCGTTTCAGACGTTTCTATACTCTGAGGTGAAGGAGCAGAGGAT TGGTARAGG!
1780 Bl GGRGEGETACGACGAGECGTGEGATCGACGCAGCEATCETGGARTCETTICAGACGTT TC TATACTCTGAGGTGAAGGAGCACAGEAT TGGTAAAGG!
MI p

GAGGAGGGGTACGACGAGGCGTGGGATCGACGCAGCGATCETGGAATCGTTTCAGACGTT TCTATACTCTGAGGTGARGGAGCAGAGGAT TGGTAARGGC

* 320 * 340 * 360 * 380 * 400
Darmor-bzh
1780
MT

GEGGTC TGTCT CARGAC. CT. A TGCTGATTGCGTARGTG

sEE. LE ) SR T C TGGCTCTCTGATCACTCCACGTGTCCGE!
L1780 TCTGGCTCTCTGATCACTCCACGTGTC!
MI B

TCTGGCTCTCTGATCACTCCACGTGTCCGCTCTGCCE TG TGEATCTTGTCTTCCAACAGGGTCAGGGgAGCGACCCGGATCCTGAACTAGGAGTTGTTGA

* 520 * 540 * 560 * 580 * 600
TACTACAGARGCGCGTTTGTCTGAAAGTATGACGTGGACTAATAGGAGCAGACCGCCTCGGT CTAGGTCGATGAGAT TGCCCCAT TTGCGAGTCTCTGE'
[TACTACAGARGCGCGTTIGTCTGAAAGTATGACGTGGACTAATAGGAGCAGACCGCCTCGGTCTAGGTCGATGAGATTGCCCCATTTGCGAGTCTCTGG!
[TACTACAGAAGCGCGTTTGTCTGAAAGTATGACGTGGACTAATAGGAGCAGACCGCCTCGGTCTAGGTCGATGAGATTGCCCCATTTGCGAGTCTCTGG'
TACTACAGAAGCGCGTTTGTCTGAAAGTATGACGTGEACTAATAGGAGCAGACCGCCTCEGTCTAGGTCGATGAGATTGCCCCATTTGCGAGTCTCTGET

Darmor-bzh
L780
MI

* 620 * 640 * 660 * 680 * 700
ATATCATTATCGAGATCTCATTCGACCGGACACEGTGTGGCTGAACCGGTGGAGAATT TGGACCGGTTTACACTCCGGTTACCAGATGGT GTACGGACGA

Darmor-bzh

L780 Bl TATCATTATCGRGATC TCATTCGACCGGACACRG TG TGGC TGAACCGETGGAGAATT TGGACCGGTTTACACTCCGGTTACCAGATGGTGTACGGACGA
MI B~ TATCATTATCGAGATCTCATTCCACCCGACACEGTETEGC TEAACCGGTGGAGAATTTGGACCEGETTTACACTCCGGTTACCAGATGGTGTACGGACG:

ATATCATTATCGAGATCTCATTCGACCGGACACLGTGTGGCTGAACCGGTGGAGAATTTGGACCGETTTACACTCCGGTTACCAGATGGTGTACGGACGA

* 760 780 * 800

aEE BESS 3 BECACTGATAARGAAGACGCTGGTGAGAAGCTCGCAGGGTT TG TACAGARGCAGAAGT GTCGGAAGCAGAAGCGCGAGGAGTGTC TTCTCAGAACARTGGTG
L780 Bl GACTGATAARGARGACGCTGGTGAGAAGCTCGCAGGGTT TG TACAGAAGCAGARGTGTCGGAAGCAGARGCGCGAGGAGTGTC TTICTCAGAACARTGGTG

MI ECACTCATAAAGAAGACGCTCCTCAGAACCTCCCAGCETT TG TACAGAAGCAGAACTGTCCGAACCACAAGCGCCGAGGACTCTCTTCTCACGAACAATCGCTC

GACTGATAAAGAAGACGCTGGTGAGAAGCTCGCAGGGTT TGTACAGAAGCAGARGTGTCGGAAGCAGAAGCGCGAGGAGTGTCTTCTCAGARCARTGGTG

* 820 * 840 * B6O * 880 * 900
Darmor-bzh : peEleskbdlle Vsl biveles ACATTCGATGACTCTCICCTTCACTGATCATCTTCGCGTATGGTIGGCAGGAGATGTGCTGGCTCCGCCGAATAGTE

L780 [TAACTATAAGAACCATCGGC ACATTCGATGACTCTCICCTTCACTGATCATCTTCCCCTATCCTTGCCAGGACATCTCCTCECTCCCCCGAATACT G
MI [TAACTATAAGAACCATCGGCGEETACATTCGATGACTCTCTICCTTCACTGATCATCTTCGCGTATGETTGGCAGGAGATGTEETGECTCCGCCGAATAGT G
TAACTATAAGARCCATCGGCGGaTACATTCGATGACTCTCTCCTTCACTGATCATCTTCGCGTA TCCGCCGAATAGT
* 920 * 940
Darmor-bzh : 1 942
L780 ;942
MI T 942

GAGCAGACATCTAGAGAATTCCGACCAGATGATCTAGTGTAA

Figure S13. The nucleotide sequence alignment of BnaA05g08910D. The chart contains 4
sequences, the gene sequence of Darmor-bz/(as a reference), the gene sequence of L780 and M7,
the consensus line. Orange represents SNP and exons are in black.
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Figure S14. The nucleotide sequence alignment of BnaAd05g08950D. The chart contains 4
sequences, the gene sequence of Darmor-bzh(as a reference), the gene sequence of L780 and M1 ,

the consensus line. Orange represents SNP; exons are in black and introns in darkgray.



