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Figure S1. Particle size distribution of EVs by nanoparticle tracking analysis (NTA). They were 

measured by NTA (Malvern, UK) for EVs isolated from NCF (top), NCM (middle), and H9c2 (bot-

tom) conditioned culture media. NCF and NCM measurements correspond to one sample. H9c2 

measurement corresponds to the mean ± SE (shadings) of 3 different preparations. 

  



 

 

 

Figure S2. Venn diagram showing the number of cardiac- and plasma-EV proteins identified by LC-

MS. Only proteins detected in at least 3 out of 4 samples in each group were used.   



 

 

 

 

Figure S3. Detection of Ldb3 isoforms. Different isoforms were detected in neonate (N) and adult 

(A) ratLV tissue (top left panel), and in adult LV tissue from adult sham- (-) and HF- (+) rats (top 

right panel and bottom panels). Data are expressed as median with interquartile ranges. *P< 0.05. 


