Supplementary materials

anti-CCP in RA
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Figure S1. Serum IL-2 level in RA patients with positive and negative anti-CCP results.
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Figure S2. Correlation between miR-26 level in serum and analyzed expression of transcriptional factors in whole
blood in RA patients.
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Figure S3. Correlation between miR-26 level in serum and SMAD3 expression in whole blood in healthy controls
(HC).
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Figure S4. Pearson correlation between miR-26 level in serum and STAT5a expression in whole blood in OA
patients (A). Spearman correlation between miR-126 in serum and HIFI mRNA level in whole blood (B) and miR-
146a in serum and RORc mRNA level in whole blood (C) in OA patients.



