
Supplementary Figure legends 

Fig.S1 Up- or down-DE genes and ncRNAs were visualized using volcano plots (A)The 

Volcano Plot of the differentially expressed genes. (B) The Volcano Plot of the 

differentially expressed lncRNAs. (C) The Volcano Plot of the differentially expressed 

miRNAs. up- or down-DE ncRNAs and genes were visualized using volcano plots. 

Fig.S2 Verification of the differentially expressed genes and ncRNAs of RNA-seq. (A) 

RT-qPCR of five randomly selected genes. (B) RT-qPCR of five randomly selected 

lncRNAs. (C) RT-qPCR of five randomly selected miRNAs. Values with letters a, b, 

and c are significantly different across columns (P < 0.05).  

Fig.S3 KEGG analysis of the DEGs. (A) E90 VS E65 enriched KEGG pathways. (B) 

E120 VS E90 enriched KEGG pathways. (C) E120 VS E65 enriched KEGG pathways. 

Fig.S4 The regulatory network of ceRNA. (A) E90 VS E65 ceRNA network. (B) E120 

VS E90 ceRNA network. (C) E120 VS E65 enriched KEGG ceRNA network. 
Fig.S5 The expression of CTNNB1 gene was detected by RT-qPCR normalized to β-
actin. 
 


