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Supplementary Figure S4: qRT-PCR verification of three selected DEGs and Pearson relationship with FPKM and qRT-PCR. Comparison
of RNA-seq data (green line) with qRT-PCR data (black bar). The normalized expression level (FPKM) of RNA-seq is indicated on the right
y-axis. The relative qRT-PCR expression level is shown on the left y-axis. eEF-la gene was used as the inter-nal control.



