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Figure S1. Titration of of Cu(I)-Ros87(A) and Cu(II)-Ros87 (B) with Zinc ; fitting curves for 

(C) Cu(I)-Ros87 and (D) Cu(II)-Ros87. 

 

 

Figure S2. Far-UV CD spectra of Apo-Ros87 (blue line), Cu(I)-Ros87 1:1 (orange), Zn(II)-

Ros87 1:1 (red), Zn(II)-Ros87 2:1 (light blue). All the spectra were acquired at 298K. 

 



 

Figure S3. Overlay of the 1H−15N HSQC spectrum acquired for ApoRos87 (blue) with 

Cu(II)-Ros87 (red). 


