KRAS mutations

nall ACA GI2A G12C G12D G12F G121 GI12R G128 G12V G13C
Early Stages I-1ITIA
n 229 17.0 98.0 34.0 3.0 0.0 1.0 4.0 43.0 11.0
% 100.0 74 42.8 14.8 13 0.0 0.4 1.7 18.8 4.8
Advanced Stages IIIB-IV
n 260 11.0 102.0 36.0 5.0 1.0 3.0 7.0 60.0 7.0
% 100.0 4.2 39.2 13.8 1.9 0.4 12 2.7 23.1 2.7
G13D G13R Q61H Q61L L19F A146T T148R A59E A59G
Early Stages I-1ITIA
n 5.0 1.0 6.0 2.0 1.0 1.0 1.0 1.0 1.0
% 2.2 0.4 2.6 0.9 0.4 0.4 0.4 0.4 0.4
Advanced Stages IIIB-IV
n 7.0 0.0 19.0 4.0 2.0 0.0 0.0 0.0 0
% 2.7 0.0 7.3 1.5 0.8 0.0 0.0 0.0 0.0

Early Stages I-1IIA:

Advanced Stages IIIB-1V:

one co-occurring mutation: Gly13Asp+Thr148R
four co-occurring mutations: 2xGly12Val+GIn61Leu and 2x Gly12Val+GIn61His




