Table S3. The percentage of relative species abundance in the estimate of the mean of the
reference single Dirichlet component (P0), and the three Dirichlet mixture components (P1, P2,
P3) fitted to the studied AMF communities. Species are ranked in order of their contribution to
the total mean difference of 262,8 %, split 75,9%, 75,8% and 75,8% across the components.
The cumulative fraction of this difference is given in the last column.

Species PO, mean Pl,mean P2,mean P3,mean Difference Cumulative
fraction

Nanoglomus_plukenatiae 4.21 2.33 1.88 24.6 24.6 0.11
Polonosporaceae POL2 spl 5.12 1.04 20.55 8.84 23.24 0.21
Paraglomus_laccatum 14.5 19.24 19 4.46 19.29 0.3

Paraglomus_brasilianum 4.61 0.84 14.37 7.84 16.78 0.37
Rhizoglomus_irregulare 9.33 15.06 3.78 5.1 15.51 0.44
Polonosporaceae POL2 sp5 345 0.22 9.29 3.11 9.41 0.48
Funneliformis_mosseae 1.34 7.11 0.06 0.01 8.38 0.52
Claroideoglomus_luteum 1.33 6.99 0.06 0.01 8.25 0.55
Funneliformis_caledonium 0.96 5.06 0.01 0.01 6.01 0.58
Rhizoglomus 3.56 5.04 1.41 1.94 5.25 0.6

Microdominikia litorea 2.33 0.02 1.62 3.46 4.15 0.62
Funneliformis_geosporum 0.73 333 0.01 0.01 4.04 0.64
Glomeraceae 1.65 0.02 0.58 2.99 4.04 0.66
Claroideoglomus_claroideum 2.39 3.65 0.46 2.19 3.39 0.67
Ochlia_diaphana 3.42 2.62 3.89 1.37 3.33 0.68
Polonosporaceae POL2 2.29 0.43 1.58 2.94 3.23 0.7

Rhizoglomus_sp 1.62 2.77 0.46 0.87 3.06 0.71
Claroideoglomus_sp4 2.74 3.09 1.38 1.48 2.97 0.73
Polonosporaceae POL2 sp6 1.18 0.02 1.8 0.23 2.73 0.74
Cetraspora 1.08 0.02 0.3 1.84 2.6 0.75
Dominikia bonfanteae 248 1.06 1.53 2.54 2.44 0.76
Diversispora_sabulosa 1.89 0.02 1.77 1.47 241 0.77
Glomus_tetrastratosum 2.25 1.27 1.04 242 2.37 0.78
Diversispora_epigaea 0.46 1.79 0.01 0.08 2.16 0.79
Polonosporaceae POL2 sp7 1.09 0.02 1.31 0.22 2.16 0.8

Acaulospora_rugosa 1.45 0.02 1.42 0.78 2.13 0.81
Dominikia_aurea 1.35 2.07 0.12 1.44 2.03 0.82
Claroideoglomus_walkeri 0.36 1.66 0.01 0.01 2.02 0.83
Archaeospora 1.45 0.22 1.01 1.14 1.99 0.84
Cetraspora_nodosa 0.97 0.02 0.37 1.37 1.95 0.84
Diversispora 0.93 0.02 0.25 1.27 1.93 0.85
Acaulospora_sp2 1.25 0.02 1.1 0.76 1.88 0.86

Polonosporaceae POL2 sp2 1.13 0.22 1.22 0.29 1.85 0.87
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