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Table S1  The gene-specific primers sequence of qRT-PCR
Gene ID Forward Reverse
BnaA01T0203400ZS CGTCGACTGAGCCAAGCA TCTCCTGAGGGAAGGGCC
BnaA01T0331000ZS CCTGAAAAGGCCAAGGCG CGGAGGCACGAGCATGAT
BnaA02T0000800ZS ACGGACGCTCCTTCCTCT GTGGCAGCAGCAGCAATG
BnaA02T0047200ZS CCGTTCCGAGTCATCCACC AGGCACGTGGACAGGAGA
BnaA02T0190100ZS GCTGCGGCATCATCAAGC CAGGACCTGCTGCGTTGA
BnaA02T0200100ZS CCAACGAGTTCCGGGACC AGCTCTAGCCACAGCCCT
BnaA02T0213500ZS GTGTCTCGACAGCCAACGA CCTTGGCTCCAGCGGAAG
BnaA03T0052500ZS ACAATGGAACCGTCTCCGT CCTTAGGGTGGTCGGAGGA
BnaA05T0380600ZS CCTGATAAGGCCAAGGCGA GCATGATGGGCCACCTGT
BnaA06T0119400ZS ATTCGGATCGCGTGCTGT GCTTTGCCTGGAGACGGT
BnaA06T0133300ZS AAGCCTGAGACCAACGGC GGCCATGGAACCCACGTT
BnaA07T0249100ZS TCCCAACGGCTTCACAGC TTGGCTCTTGAGCTGCGG
BnaA07T0266400ZS TCCAGCACGAAAGCAGCT AACGCGCCGCTATACTGG
BnaA07T0320600ZS AGCCCGACGTTGACGATG TACTGGCCGCGGAAACTG
BnaA07T0333200ZS AGGGCTGTGGCTAGAGCT TGCAGGCTGTCGTGAGTG
BnaA07T0349300ZS GTCAGCAGCCGACGATGA GGCTCCAGAGGACGAGGA
BnaA08T0090300ZS CCAGAAGCCCGGCAGAAA GGGTTGGCTGCAAAGTGC
BnaA08T0205900ZS GGGTCGGATCCTCGGAAC TCGTCGTGAATGCTGATGGT
BnaA08T0252900ZS AGCCGAGCTTCTCCCTGA TGGTCGTTGTGGGCTGAC
BnaA08T0262000ZS CCAACTTCACCCGGCGAT GGACCAGGCTTTCGGACC
BnaA09T0610300ZS TGGCGGGCAAGTGATTGT CGGTTCCTTTGCTCGCCA
BnaA09T0618000ZS CGCCGGAGAAGTCCAGTT CGAGGGCTTTGGTCTCCG
BnaA10T0170700ZS GCCGGAGAAGGTGCTGAG GGACGGGTCGTTGAAGCA



BnaA10T0223600ZS
BnaC01T0254700ZS
BnaC01T0408900ZS
BnaC02T0054000ZS
BnaC02T0104800ZS
BnaC02T0251900ZS
BnaC02T0266500ZS
BnaC02T0285000ZS
BnaC03T0060300ZS
BnaC03T0662600ZS
BnaC03T0663300ZS
BnaC04T0121900ZS
BnaC05T0147200ZS
BnaC05T0160800ZS
BnaC05T0259000ZS
BnaC05T0424600ZS
BnaC06T0274800ZS
BnaC06T0299300ZS
BnaC06T0373700ZS
BnaC06T0391300ZS
BnaC06T0411600ZS
BnaC08T0129100ZS
BnaC08T0240100ZS
BnaC08T0251600ZS
BnaC08T0464200ZS
BnaC08T0473200ZS
BnaC09T0456500ZS
BnaC09T0528700ZS

CGCGGTCGTAGTTTCCGA
CAGGCGGTCCAGCAAGTT
CCTGAAAAGGCCAAGGCG
CCGTTCCGAGTCATCCACC
ACGGACGCTCCTTCCTCT
GCTGCGGCATCATCAAGC
AGGGCTGTGGCTAGAGCT
GTGTCTCGACAGCCAACGA

CGGTCTCGAGAAGAAGCAGA

CGGAACAGGTTGACCCGA
CGGAACAGGTTGACCCGA
CCCATCTCCAGGCAAAAGC
ATTCGGATCGCGTGCTGT
TTCTACGGCGGGCAAGTG
CGAAACAGGTCGACCCGA
GGGAGCCAGGATGTTCCC
CGCGATGACAAGCAAGCC
TGGGCTTCAGCGACAAGC
TGCTGGGAACGGTTTGCA
AGGGCTGTGGCTAGAGCT
AAGCCGAGCTTCTCGCAG
CGGCATCCTCCGCAAGAT
CCAACTTCACCCGGCGAT
AGCCGAGCTTCTCCCTGA
CCTCGTGGCCGAAACCTT
GCCGGAGAAGCCCAGTTT
AGGTGGATGCGGTGTTGG
CTTCTTGACCGCCGTCGT

CGGAAGGGTTAGCACCAGT
TGCTTGGCTCAGTCGACG
AATCAACGGAGGCACGGG
AGGCACGTGGACAGGAGA
GTGGCAGCAGCAGCAATG
CAGGACCTGCTGCGTTGA
GGAGTCTCAGGCTGTCGC
TCCCTTGGCTCCAGAGGA
ACCTCGGAAACTGCGACG
TCGTCGTGAATGCTGATGGT
TGGTACGGTGAAGCTGCT
AGGATCCGAGCCGTCTGA
GCTTTGCCTGGAGACGGT
TGGGGTAGGAGCGATGCT
TCGTCGTGAATGCTGATGGT
TGAGACTGGAGACCCGGC
ACCTCTTCCTTGGCCCCA
ACGCACCGCTATACTGGC
GCGCTAGTGGCAGAGCTT
TGCAGGCTGTTGTGAGGG
TCATCGTCGGCTGCTGAC
TCGGAGCCGGAGAACTCA
GGACCAGGCTTTCGGACC
AGTCGTTGTGGGCTGACG
CGGCTACGGCTGTATGGG
GGCAACCCGAGATCCGAG
CTCAGCACCTTCTCCGGC
GGTCGAGGTTTCGGAAGGG




Table S2 Features of 102 JAZ proteins in B. rapa, B. oleracea and B. napus

Protein name Amino Molecular Theoretical Grand average of Subcellular
acid weight pl hydropathicity localization
BraA01g021980.3C 319 35112.41 8.78 -0.75 Nucleus.
BraA01g034810.3C 353 37579.04 9.3 -0.387 Nucleus.
BraA02g004740.3C 184 20606.73 9.99 -0.642 Nucleus.
BraA02g009200.3C 221 23082.95 4.97 -0.234 Nucleus.
BraA02g020000.3C 274 29342.19 9.86 -0.372 Nucleus.
BraA02g021020.3C 273 30157.81 9.11 -0.836 Nucleus.
BraA02g022540.3C 240 26197.55 9.21 -0.559 Nucleus.
BraA03g005650.3C 195 21818.19 9.91 -0.465 Nucleus.
BraA05g029670.3C 339 36295.69 9.3 -0.422 Nucleus.
BraA06g013190.3C 256 28753.36 9.28 -0.931 Nucleus.
BraA06g014750.3C 573 62802.31 8.69 -0.336 Nucleus.
BraA07g028010.3C 224 24478.56 9.08 -0.667 Nucleus.
BraA07g029850.3C 199 21776.68 9.34 -0.417 Nucleus.
BraA07g035430.3C 267 28812.7 9.76 -0.429 Nucleus.
BraA07g036860.3C 274 30596.33 9.08 -0.883 Nucleus.
BraA07g038660.3C 245 26810.27 9.2 -0.595 Nucleus.
BraA08g010800.3C 349 38488.47 9 -0.59 Nucleus.
BraA08g023500.3C 130 14971.78 9.85 -0.983 Nucleus.
BraA08g028330.3C 259 28310.18 9.49 -0.463 Nucleus.
BraA08g029290.3C 270 30031.67 8.32 -0.934 Nucleus.
BraA09g034900.3C 133 15329.22 9.62 -0.972 Nucleus.
BraA09g056830.3C 273 29810.66 9.49 -0.549 Nucleus.
BraA09g057760.3C 300 331727 9.8 -0.896 Nucleus.
BraA10g019770.3C 203 21187.76 6.91 -0.367 Nucleus.
BraA10g025540.3C 184 20581.83 9.95 -0.596 Nucleus.
BolC01g026980.2J 317 34910.06 9.23 -0.847 Nucleus.
BolC01g044930.2] 354 37560.06 9.34 -0.391 Nucleus.
BolC02g005510.2J 196 21800.12 9.96 -0.576 Nucleus.
BolC02g010950.2J 220 23089.94 4.97 -0.234 Nucleus.
BolC02g027560.2] 274 29540.52 9.93 -0.403 Nucleus.
Bo1C02g029390.2] 272 29893.25 6.67 -0.856 Nucleus.
BolC02g031300.2J 240 26238.56 9.3 -0.581 Nucleus.
BolC03g006340.2] 195 21688 9.95 -0.445 Nucleus.
BolC03g071230.2] 130 14971.78 9.85 -0.983 Nucleus.
BolC04g008970.2] 271 30322.98 9.47 -0.968 Nucleus.
BolC04g014400.2] 116 13127.05 9.15 -0.601 Nucleus.
BolC05g015030.2J 256 28397.94 9.69 -0.877 Nucleus.
BolC05g016770.2] 254 27255.92 9.71 -0.474 Nucleus.
BolC05g027760.2] 132 15274.14 9.62 -1.033 Nucleus.
BolC05g048100.2J 340 36284.48 9.47 -0.479 Nucleus.
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Figure S1 Expression profiles of BnaJAZs belonging to group ll, Ill, V and VI

after infection of P brassicae. The column presented the relative expressional
fold-change compared with mock in root of resistant and susceptible accessions. The
relative expression levels were analyzed by qRT-PCR. The characters on the up panel
were presented the p-value of t-test. * was presented the significant difference at a 95%
confidence interval.

Figure S2 Differential performance of reads in BnaJAZ8.C03 between resistant
and susceptible accessions. The gray bars represent that normal reads which paired
mapped to the BnaC037T0663300ZS region. While, the peak green bars represent the
abnormal reads, one end of which has not mapped to the BnaC03T0663300ZS region
of chrC03, but to the chrA08 region
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