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Figure S1. PRM verification of four proteins related to PEG treatment. (A) HATPase_c domain-containing protein
(AOA194YLP4). (B) Uncharacterized protein (C5WVD3). (C) 3-isopropylmalate dehydratase (C5XT62). (D)
Ribonuclease (C5XTA®6). Left was the result of the proteome and right was PRM verification.
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Figure S2. The flowchart of proteomics analysis of the drought-resistant (T14 and T33) and drought-sensitive (S4 and
54-1) sorghums.



