
Table S3. Functional class scoring (FCS) of pathways affected by 24TR in 50Y runners.
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Integrin C 0.040 5
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Oxidative phosphorylation K 0.043 46
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Respiratory electron transport R 0.017 39
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C, ConsensusPathDB; K, KEGG Pathway; R, Reactome Pathway; P, adjusted P value; n, number of proteins identified in the pathway.Red and blue indicate higher and lower 

mean protein levels after 24TR.


