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Supplementary Figures

Figure S1- List of Vibrio cholerae [toxin A (P01555), B (P01556), and P (P29485)] synthetic peptides and
position in the cellulose membrane of Spot synthesis.

Figure S2- Purification of the peptide B (Vc/TxB-11) by HPLC using an XBridge BEH C18 (2.7 1, 5 cm x 4.6
mm) column coupled to a Water HPLC system at a flow rate of 1.2 ml min™! using mobile phases A [0.05%
formic acid in water (18 MQ x cm)] and B [(0.05% formic acid in ACN (acetonitrile acid)] (v/v) in water.
Detection at 200-300 nm using a diode array.

Figure S3- Mass spectrometry. The peptide B (Vc/TxB-11) was solubilized in deionized water to a final
concentration of 10 pg/ml and then added formic acid to a final concentration of 0.1%. The mass
spectrometer used was the Water UPLC model Acquity-I Class. The samples were electronically injected
by the equipment at 1 pl/min. The range used for ion detection ranged from 1000-11500 m/z.



Peptide Sequence Peptide Sequence Peptide Sequence
Al  |GSGSGMVKIIFVFFI Bl  |NDVLGAYSPHPDEQE Ccl  |VKRQIFSGYQSDIDT
A2 MVKIIFVFFIFLSSF B2 AYSPHPDEQEVSALG c2 FSGYQSDIDTHNRIK
A3 FVFFIFLSSFSYAND B3 PDEQEVSALGGIPYS c3 SDIDTHNRIKDELGS
A4 |FLSSFSYANDDKLYR B4  |VSALGGIPYSQIYGW C4  |DTHNRIKDELGSGSG
A5 SYANDDKLYRADSRP BS GIPYSQIYGWYRVHF c5 GSGSGMIKLKFGVFF
A6  |DKLYRADSRPPDEIK B6  |QIYGWYRVHFGVLDE C6  |MIKLKFGVFFTVLLS
A7  |ADSRPPDEIKQSGGL B7  |YRVHFGVLDEQLHRN C7  |FGVFFTVLLSSAYAH
A8 PDEIKQSGGLMPRGQ B8 GVLDEQLHRNRGYRD c8 TVLLSSAYAHGTPQN
A9  |QSGGLMPRGQSEYFD B9  |QLHRNRGYRDRYYSN C9  |SAYAHGTPQNITDLC
Al0 MPRGQSEYFDRGTQM B10 RGYRDRYYSNLDIAP c10 GTPQNITDLCAEYHN
All SEYFDRGTQMNINLY B11 RYYSNLDIAPAADGY cl1 ITDLCAEYHNTQIYT
Al2  |RGTQMNINLYDHARG B12 |LDIAPAADGYGLAGF C12  |AEYHNTQIYTLNDKI
Al3 NINLYDHARGTQTGF B13 AADGYGLAGFPPEHR c13 TQIYTLNDKIFSYTE
Al4  |DHARGTQTGFVRHDD B14 |GLAGFPPEHRAWREE Cl4  |LNDKIFSYTESLAGK
Al5 TQTGFVRHDDGYVST B15 PPEHRAWREEPWIHH c15 FSYTESLAGKREMAT
Al6 VRHDDGYVSTSISLR B16 AWREEPWIHHAPPGC cl6 SLAGKREMAIITFKN
Al7 GYVSTSISLRSAHLV B17 PWIHHAPPGCGNAPR cl7 REMAIITFKNGAIFQ
Al8 SISLRSAHLVGQTIL B18 APPGCGNAPRSSMSN c18 ITFKNGAIFQVEVPG
Al9 SAHLVGQTILSGHST B19 GNAPRSSMSNTCDEK c19 GAIFQVEVPGSQHID
A20 GQTILSGHSTYYIYV B20 SSMSNTCDEKTQSLG c20 VEVPGSQHIDSQKKA
A21 SGHSTYYIYVIATAP B21 TCDEKTQSLGVKFLD c21 SQHIDSQKKAIERMK
A22 YYIYVIATAPNMFNV B22 TQSLGVKFLDEYQSK c22 SQKKAIERMKDTLRI
A23 TATAPNMFNVNDVLG B23 VKFLDEYQSKVKRQI c23 IERMKDTLRIAYLTE
A24 NMFNVNDVLGAYSPH B24 EYQSKVKRQIFSGYQ c24 DTLRIAYLTEAKVEK
Dl AYLTEAKVEKLCVWN E1l DEHKTLIENVKLQGY F1 YEQKTLECTKNGSGS
D2 AKVEKLCVWNNKTPH E2 LIENVKLQGYRINII F2 EQKTLECTKNGSGSG
D3 LCVWNNKTPHAIAATI E3 KLQGYRINIIQVIVS F3
D4 NKTPHAIAAISMANG E4 RINIIQVIVSENVVD F4
D5 HAIAAISMANGSGSG E5 QVIVSENVVDEADCS F5
D6 GSGSGMGYVRVIYQF E6 ENVVDEADCSQKKSV F6
D7 MGYVRVIYQFPDNLW E7 EADCSQKKSVKERIK F7
D8 VIYQFPDNLWWNECT E8 QKKSVKERIKIEWGK F8
D9 PDNLWWNECTNQVYY E9 KERIKIEWGKINVVP F9
D10 WNECTNQVYYAQDPM E10 TIEWGKINVVPYLVFS F10
D11 NQVYYAQDPMKPERL E11l INVVPYLVFSALYVA F11
D12 AQDPMKPERLIGTPS E12 YLVFSALYVALLPVI F12
D13 KPERLIGTPSIIQTK E13 ALYVALLPVIWWSYG F13
D14 IGTPSIIQTKLLKIL E1l4 LLPVIWWSYGQWYQH Fl14
D15 IIQTKLLKILCEYHP E15 WWSYGQWYQHELAGI F15
D16 LLKILCEYHPAPCPN E16 QWYQHELAGITHDLR F16
D17 CEYHPAPCPNDQIIK E1l7 ELAGITHDLRDLARL F17
D18 APCPNDQIIKALWPH E18 THDLRDLARLPGITI F18
D19 DQIIKALWPHGFISS E19 DLARLPGITIQKLSE F19
D20 ALWPHGFISSESLTQ E20 PGITIQKLSEQKLTF F20
D21 GFISSESLTQAIKRT E21 QKLSEQKLTFAIDQH F21
D22 ESLTQAIKRTRDFLN E22 QKLTFAIDQHQCSVN F22
D23 AIKRTRDFLNDEHKT E23 AIDQHQCSVNYEQKT F23
D24 RDFLNDEHKTLIENV E24 QCSVNYEQKTLECTK F24
Gl G9 QEVRKYFCV Gl17 QEVRKYFCV
G2 G10 G18
G3 KEVPALTAVETGATN Gl1l KEVPALTAVETGATN G19
G4 G12 G20
G5 GYPKDGNAFNNLDRI G13 GYPKDGNAFNNLDRI G21
G6 Gl4 G22
G7 YDYDVPDYAGYPYDV G15 YDYDVPDYAGYPYDV G23
G8 Gl16 G24 YDYDVPDYAGYPYDV
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