
 
Supplementary Figure S1: Gene ontology categorization of the proteins.  

Gene ontology categorization based on the molecular function of the DEPs is shown in 

Supplementary Figure S1. Most of these proteins were found to be involved in catalytic activity (32%) 

and binding activities (47%). As for the biological process, 37% proteins were annotated into the 

cellular process, and 24% were involved in the metabolic process. In terms of cellular component, 71% 

proteins were involved in cellular anatomical entity and 29% in protein-containing complex. 

Figure S1; Gene ontology categorization of the identified proteins based on the molecular function, 

biological process, and cellular component. 

 


