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Figure S1. TROAP function in 786-O and ACHN cell line. (a, b) Cell proliferation in
the shCtrl and shTROAP groups was determined using Celigo and MTT assays. (¢)
786-O and ACHN cell migration due toTROAP inhibition was investigated by
Transwell assay. The original magnification is 100x ***P < (.001.
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Figure S2. The gene interaction network was based on our results.




