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Abstract: The characteristic absorption spectra of three positional isomers of hydroxybenzoic acid
are measured using a terahertz time-domain spectroscopy system (THz-TDS) in the 0.6–2.0 THz
region at room temperature. Significant differences in their terahertz spectra are discovered, which
indicates that THz-TDS is an effective means to identify positional isomers. In order to simulate
their spectra, the seven molecular clusters of 2-, 3-, and 4-hydroxybenzoic acid (2-, 3-, and 4-HA) are
calculated using the DFT-D3 method. Additionally, the potential energy distribution (PED) method
is used to analyze their vibration modes. The analysis indicates that the vibration modes of 2-HA
are mainly out-of-plane angle bending and bond angle bend in plane. The vibration modes of 3-HA
are mainly bond length stretch and dihedral angle torsion. The vibration modes of 4-HA are mainly
bond angle bend in plane and dihedral angle torsion. Interaction region indicator (IRI) analysis is
used to visualize the location and type of intermolecular interactions in 2-, 3-, and 4-HA crystals.
The results show that the weak interaction type of 2-, 3-, and 4-HA is dominated by van der Waals
(vdW) interaction. Therefore, we can confirm that terahertz spectroscopy detection technology can be
used as an effective means to identify structural isomers and detect the intermolecular interactions in
these crystals. In addition, it can explain the absorption mechanism of terahertz waves interacting
with matter.

Keywords: terahertz spectrum; isomer; density functional theory; vibrational mode; interaction
region indicator

1. Introduction

When exploring the synthesis and decomposition of organic substances, the covalent
bond between atoms is the focus of our attention, but there are not only covalent bonds
in the organic molecular system, but also non-covalent bonds that are usually easily over-
looked due to their weak interactions. These weak interactions, including intermolecular
and intramolecular weak interactions, play an extremely important role in organic molecu-
lar systems and chemical synthesis. These weak interactions contain important physical
and chemical information, which is of great significance for analyzing the internal struc-
ture of organic molecular systems and the subtle differences between molecules. 2-HA (a
fat-soluble organic acid), which exists in natural willow bark, white bead leaves, and sweet
birch trees, is an important fine chemical raw material and can be used for the preparation
of aspirin and other drugs [1], chemical reaction fluorescent indicator Agent [2], complexing
agent for electroplating or electroless plating [3], and a trace amount of preservative used
in food [4]. 3-HA is a positional isomer of 2-HA, which can be used as a preservative
for industrial products [5], ion exchangers for chemical synthesis [6], intermediates for
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the preparation of pharmaceuticals [7], and azo dyes [8]. 4-HA is also a positional iso-
mer of 2-HA and mainly used as a preservative in medicines and cosmetics [9,10]. Many
researchers have done a lot of research on 2-, 3-, and 4-HA. Boczar M [11] proposed a
theoretical model of the infrared spectra of the 2-HA hydrogen bond stretching zone, and
theoretically calculated the infrared spectra of the O-H stretching zone of 2-HA; the results
showed that the experimental spectra were in good agreement with the theoretical spectra.
However, in the detection of organic molecules via infrared spectroscopy, the quantitative
analysis error is large, the sensitivity is low, and the spectrum analysis mainly depends on
experience. On the other hand, the THz wave is an electromagnetic wave in the transition
band between millimeter wave and infrared. The wave number range is 3.33–333 cm−1,
and the frequency range is 0.1–10 THz [12,13]. Although the THz wave is the least known
and developed wave so far, it has the unique advantages of low energy, strong penetrability,
and good transient and high resolution in optical detection. Ding L [14] reported the two
THz spectrum absorption characteristics of 2-HA and the three THz spectrum absorption
characteristics of sodium salicylate. It has been shown that 2-HA and sodium salicylate can
easily be distinguished using spectroscopy based on their unique THz, which may be due
to the differences in their intramolecular and intermolecular structures. It indicates that the
THz spectrum can be used to detect organic molecules.

In recent years, more and more researchers have simulated the spectral properties
of positional isomers through density functional theory, which shows that the absorption
characteristics of 2-HA are mainly derived from intermolecular interactions, and the ab-
sorption of sodium salicylate is mainly derived from intramolecular vibrations. Evangelisti
L [15] used free jet millimeter-wave absorption spectroscopy to study the rotational spectra
of 2-HA and three kinds of deuterides, and the results showed that the presence of OH
groups in the adjacent position of benzoic acid did not affect the structure and stability
of adjacent carboxyl groups. Vulpius D [16] used ultrashort laser pulse time-resolved
laser-induced fluorescence spectroscopy to study the excited state proton transfer of 3-HA
and 4-HA and discovered that new species only exist in excited states, which are caused by
the temporary reversible annihilation of the aromatic bond system. Wang Q [17] tested the
vibrational spectra of pyrazinamide (PZA), 3-HA, and their co-crystals using THz-TDS and
Raman vibrational spectroscopy techniques, and the characteristic absorption peaks of the
co-crystals were at 0.81, 1.47, and 1.61 THz, respectively. Additionally, through comparing
the results of the simulated DFT frequency with the experimental vibration spectrum, the
vibration mode of the eutectic is determined. Lepodise [18] studied benzoic acid and its
derivatives 2-HA and 3-HA in the 6.06–15.15 THz spectral range, and the spectrum showed
obvious absorption characteristics. The absorption curves of the experiment and the nu-
merical simulation are basically in agreement. Choi Y [19] confirmed the coordination
effect of 4-HA in polyethylene oxide via Fourier transform infrared spectroscopy. And
further thermogravimetric analysis confirmed that 4-HA has strong stability in the polymer
matrix. Brandan [20] measured the infrared and Raman spectra of 4-HA, then used the DFT
(B3LYP) method to optimize the geometric structure of the monomer and dimer of 4-HA
under the 6-31G*, D95**, and 6-311++G** base sets, respectively. The recorded vibration
spectrum and theoretical calculation results show that 4-HA dimer has a stable conforma-
tion. Additionally, the formation of hydrogen bonds was studied from the perspective of
charge density using the AIM program and NBO calculation.

The research mentioned above confirms that THz spectroscopy technology is fea-
sible for detection and has a relatively obvious absorption on 2-, 3-, and 4-HA [21]. In
addition, THz waves have been proved to be universally feasible for the identification
and classification of organics [22–24]. In the paper, the PED method was used to analyze
the vibration modes of these three isomers, and the absorption peaks of the experimental
spectra were identified. Moreover, a new method, which is a visual model based on IRI,
is proposed to analyze the weak intramolecular and intermolecular interactions of 2-, 3-,
and 4-HA. Through the visual analysis of IRI, the weakly interacting regions, composition,
and strength of 2-, 3-, and 4-HA clusters can be intuitively captured. The results show that
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THz spectroscopy technology combined with stoichiometric simulation will help us further
explore the internal structure and interaction characteristics of more organic isomers and
metal organic framework structures (MOFs).

2. Results and Discussion
2.1. The Simulated THz Spectra of 2-, 3-, and 4-HA

Assuming that the thermal effects on the samples could be ignored, the calculated
spectra are shown in Figure 1. Obviously, differences in the experimentally obtained
and calculated spectra are apparent in the spectra presented. The differences could be
attributed to the dynamic simulation carried out with the 2-, 3-, and 4-HA molecules at the
default temperature of 0 K, while the experiments were performed at the temperature of
295 K [25]. Furthermore, due to fluctuations in power, changes in the vibrational state of
the environment, and changes in the air pressure, experimental results are often influenced
by the system (or instrument) error and environmental noise.
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Figure 1 shows the THz-TDS-obtained and B3LYP-D3-simulated spectra of 2-, 3-
, and 4-HA. Evidently, the calculated peaks at 1.03 THz and 1.33 THz correspond to
the measured peaks at 1.12 THz and 1.41 THz in 2-HA, while 0.85 THz, 1.52 THz, and
1.85 THz of calculated peaks correspond with the measured peaks at 0.81 THz, 1.48 THz,
and 1.81 THz, respectively, in 3-HA. Similarly, in 4-HA, 0.84 THz, 1.26 THz, and 1.76 THz
correspond with 0.83 THz, 1.22 THz, and 1.83 THz of the measured peaks, respectively.

2.2. Analysis of the Vibrational Modes

In order to further study the relationship between THz absorption peaks and the
vibration modes of 2-, 3-, and 4-HA molecules, simulation data analysis is performed
via PED [26], and the results of the corresponding relationship between each absorption
peak and the vibration mode are shown in Table 1. The atomic number indexes of the
optimized geometries of 2-HA, 3-HA, and 4-HA are shown in Figure 2a–c, in that order.
The experimental absorption peak of 2-HA at 1.12 THz corresponds to the simulated
absorption peak at 1.03 THz, where the absorption peak is composed of O(1)-H(16) and
C(25)-C(21)-H(16). The vibration modes caused by two H-bond interactions are all classified
as out-of-plane angle bending. The experimental absorption peak at 1.41 THz corresponds
to the simulated absorption peak at 1.33 THz, where the absorption peak is composed of
H(48)-C(53)-C(57) and C(10)-C(103)-O(98)-H(87) caused by two H-bond interactions; the vibra-
tion modes are respectively attributed to bond angle bend in plane and dihedral angle
torsion. The experimental absorption peak at 1.97 THz has no corresponding simulated
peak, and the simulated absorption peak at 1.78 THz has no corresponding experimen-
tal peak. The absorption peaks at these two places are both classified as intermolecular
interaction. The experimental absorption peak of 3-HA at 1.48 THz corresponds to the
simulated absorption peak at 1.52, where the absorption peak is caused by an H-bond
interaction of H(16)-O(13)-C(7)-C(3). Its vibration mode belongs to dihedral angle torsion. The
simulated absorption peak of 1.27 THz is caused by an H-bond interaction of C(55)-H(95),
and its vibration mode is attributed to bond length stretch. The remaining peak points
are attributed to intermolecular interaction. The experimental absorption peak of 4-HA at
0.83 THz corresponds to the simulated absorption peak at 0.84 THz, where the absorp-
tion peak is caused by the weak interaction between C(1)-C(6)-O(78)-C(73). Its vibration
mode belongs to dihedral angle torsion. The experimental absorption peak at 1.22 THz
corresponds to the simulated absorption peak at 1.26 THz, where the absorption peak
is caused by an H-bond interaction of H(96)-O(60)-C(54), and its vibration mode is at-
tributed to dihedral angle torsion. The simulated absorption peak at 1.49 THz is caused
by the weak interaction between C(3)-C(1)-C(6)-O(78), and its vibration mode is attributed
to bond angle bend in plane. The experimental absorption peak at 1.83 THz corresponds
to the simulated absorption peak at 1.76 THz, where the absorption peak is caused by
intermolecular interaction.

2.3. Identifying Weak Interactions with IRI

Figure 3 shows the IRI versus the electron density multiplied by the sign of the second
Hessian Eigen value (λ2) for 2-, 3-, and 4-HA. The sign(λ2)ρ function can be mapped
on IRI isosurfaces with different colors to vividly show nature of the interaction regions
revealed by means of IRI. The sign(λ2) function denotes the sign of the second largest
eigenvalue of the Hessian of ρ, which has certain ability to distinguish attractive and
repulsive interactions. From the mapped colors of sign(λ2)ρ, one can easily identify the
nature of interactions revealed by means of IRI isosurfaces. This coloring method will be
employed for all figures given later. The density of the green dots in the scatter diagram is
obviously greater than that of the blue dots and the red dots, which shows that the main
weak interaction types of 2-, 3-, and 4-HA are vdW interactions, while H-bond and steric
effect interactions account for a small proportion of the total weak molecular interactions.
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Table 1. Vibrational modes description assigned to each absorption peak of the hydroxybenzoic acids.

Samples Experimentally
Obtained/THz Calculated/THz Vibrational Modes

2-HA

1.12 1.03 O: O(1)H(16) and C(25)C(21)H(16)

1.41 1.33 B: H(48)C(53)C(57); T: C(10)C(103)O(98)H(87)

– 1.78 Intermolecular interaction

1.97 – Intermolecular interaction

3-HA

0.81 0.85 Intermolecular interaction

1.12 – Intermolecular interaction

– 1.27 S: C(55)H(95)

1.48 1.52 T: H(16)O(13)C(7)C(3)

1.81 1.85 Intermolecular interaction

4-HA

0.83 0.84 T: C(1)C(6)O(78)C(73)

1.22 1.26 B: H(96)O(60)C(54)

– 1.49 T: C(3)C(1)C(6)O(78)

1.83 1.76 Intermolecular interaction
Notes: Analysis software output parameter with bond angle bend in plane (B), dihedral angle torsion (T), bond
length stretch (S), and out-of-plane angle bending (O) vibrational modes are abbreviated.
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The spikes that this paper is interested in lie in the low-density, low gradient region,
indicative of H-bond interactions in the system. The IRI isosurface for the 2-HA cluster
of seven molecules is shown in Figure 4; multiple spikes are found in the region between
−0.05 and −0.02 in Figure 3a. Combined with Table 2, the spikes can be divided into two
points, i.e., −0.043 and −0.035, according to the corresponding values of sign(λ2)ρ. In
addition, multiple spikes are found in the region between −0.02 and 0 which, belonging to
vdW interactions, are located in −0.014, −0.009, −0.007, and −0.005; two spikes are found
in the region between 0 and +0.05 which, belonging to steric effects, are located in +0.007
and +0.022.

The IRI isosurface for the 3-HA cluster of seven molecules is shown in Figure 5.
Belonging to H-bond interactions, multiple spikes are found in the region between −0.05
and −0.02 in Figure 3b. Associated with Table 2, these spikes can be divided into three
points according to the corresponding values of sign(λ2)ρ, which are located in −0.043,
−0.036, and −0.024. Moreover, two spikes are found in the region between −0.02 and
0, which, belonging to vdW interactions, are located in −0.012 and −0.006, and spikes
belonging to steric effects are located in +0.004 and +0.021.
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Table 2. Intermolecular and intramolecular weak interaction description of 2-, 3-, and 4-HA clusters.

Samples Spikes/a.u. Isosurfaces Weak Interaction Categories

2-HA

sign(λ2)ρ = −0.043
sign(λ2)ρ = −0.035 blue H-bonds

sign(λ2)ρ = −0.014
sign(λ2)ρ = −0.009
sign(λ2)ρ = −0.007
sign(λ2)ρ = −0.005

green vdW interactions

sign(λ2)ρ = +0.007
sign(λ2)ρ = +0.022

brown
steric effects

red

3-HA

sign(λ2)ρ = −0.044
sign(λ2)ρ = −0.036
sign(λ2)ρ = −0.024

blue H-bonds

sign(λ2)ρ = −0.012
sign(λ2)ρ = −0.006 green vdW interactions

sign(λ2)ρ = +0.004
sign(λ2)ρ = +0.021

brown
red steric effects

4-HA

sign(λ2)ρ = −0.03 blue H-bonds

sign(λ2)ρ = −0.014
sign(λ2)ρ = −0.006 green vdW interaction

sign(λ2)ρ = +0.006
sign(λ2)ρ = +0.013
sign(λ2)ρ = +0.022

brown
steric effects

red

Notes: Spikes belong to the scatter plots (Figure 3). Isosurfaces belong to the isosurface map (Figures 4–6).
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The IRI isosurface for the 4-HA cluster of seven molecules is shown in Figure 6.
Belonging to H-bond interactions, one spike is found in the region between −0.05 and
−0.02 in Figure 3c. The spike can be divided into one point according to the corresponding
values of sign(λ2)ρ, located in −0.003 as seen in Table 2. In addition, two spikes are found
in the region between −0.02 and 0, which belong to vdW interactions and are located in
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−0.014 and −0.006, and spikes belonging to steric effects are located in +0.006, +0.013,
and +0.022.

Recalling the color scale bars mentioned in Figure 3, a conclusion could be made as fol-
lows: the highly green isosurfaces in Figures 4–6 show that the intermolecular interactions
of 2-, 3-, and 4-HA are dominated by the vdW interaction, respectively. At the same time,
in the graphs, we also found some blue isosurfaces with a small area, which are regarded
as weak H-bond interactions. In addition, we also found some red isosurfaces, as well
as green and brown isosurfaces, all of which can be regarded as steric effects. In order to
understand the results of the IRI method, Table 2 shows the relationship between weak
interactions, isosurfaces, and peaks in the scatter plots.

Based on the above analysis, in general, the IRI method can display various types of
intermolecular and intramolecular interactions at the same time and can be easily used
alone to study weak intermolecular interactions. Because of the absorption of 2-, 3-, and
4-HA clusters in the THz band, it is the weak interaction between molecules that plays the
leading role. From the results of IRI analysis, we observe that the isosurface is smooth and
has no obvious defect, which effectively avoids unsightly jagged edges on the isosurface.
The strength, location, and type of weak interaction can be displayed on the isosurface and
scatter plot filled with BGR color. The results of IRI analysis for the three types of samples
of 2-, 3-, and 4-HA are very similar to the scatter plots. The main weak interaction type of 2-,
3-, 4-HA is vdW interaction, and H-bond and steric interactions account for a small part of
the total weak molecular interactions. It is confirmed that IRI analysis can provide valuable
information for a deeper understanding of the structure and properties of molecules.

3. Materials and Methods
3.1. Experimental Apparatus

The experimental setup consisted of a Z-3 THz system (repetition rate 82 MHz, pulse
width: 100 fs, central wavelength: 780 nm, frequency resolution: <5 GHz(post fast Fourier
transform (FFT)), signal-to-noise ratio: >70 dB; Zomega Terahertz Corp., New York, NY,
USA). The schematic diagram of the system is shown in Figure 7. The apparatus is
kept enclosed in a closed box that is purged with dry air (humidity: <2%, temperature:
295 K) to minimize the effect of water vapor present in the atmosphere [27]. The effective
spectral range (Z-3 THz system) for obtaining stable spectral data was determined to be
0.6–2.0 THz.
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Figure 7. Schematic diagram of the Z-3 THz system [22].

3.2. Sample Preparation

The samples (2-, 3-, and 4-HA) in the paper were purchased from Shanghai Aladdin
Biochemical Technology Co., Ltd., Shanghai, China. The molecular formulae of the hy-
droxybenzoic acids are shown in Figure 8. The purity of 2-HA was 99.5%, that of 3-HA
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was 98.0%, and that of 4-HA was 99.0%. Three highly pure compounds were used for the
experiment without further purification. The samples were not ground as they were in
powdered form. The samples were screened through a 180-mesh sieve, and then were
compressed with approximately 10 MPa pressure. Subsequently, the samples were dried
at a temperature of 50 ◦C for approximately 2 h. After completing these steps, samples
with diameters of approximately 13 mm and thicknesses of approximately 1 mm were
obtained. Among the samples, crack-less samples with smooth surfaces were selected as
the test samples to record the spectra [28].
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Figure 8. The molecular and cluster model of 2-, 3-, and 4-HA. Atomic elements in brown, peach,
and red represent carbon, hydrogen, and oxygen atoms, respectively. These molecular structures are
displayed using VESTA software. (a) Molecular of 2-HA; (b) molecular of 3-HA; (c) molecular of
4-HA; (d) cluster model of 2-HA; (e) cluster model of 3-HA; (f) cluster model of 4-HA.

3.3. Computational Details

The 2-, 3-, and 4-HA samples were analyzed using the Z-3 THz system. The absorption
spectra of the three samples were recorded as the experimental comparison objects for the
identification of the characteristic peaks. Specifically, the time domain signals measured
using the Z-3 THz system were transformed using the FFT algorithm to obtain the frequency
domain spectrum; we then calculated the absorbance with the following formula [29]:

Absorbance = −lg
[

E2
trans(ω)

E20(ω)

]
, (1)

where E0(ω) is the THz amplitude of the reference, Etrsns(ω) is the THz amplitude of the
sample, andω is the circular frequency.

The Thomas–Fermi model, based on DFT theory, divides the entire system space into
sufficiently small cubes and obtains the corresponding energy and density via solving the
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Schrodinger equation of the particles in the infinite potential well of any cube (without
considering the interaction between electrons) [30]:

ETF = cF

∫
ρ5/3(r)dr− z

∫
ρ(r)

r
dr +

1
2

x ρ1(r)ρ2(r)
|r1 − r2|

dr1dr2, (2)

In Formula (2), only the interactions between nucleus and electron and electron and
electron are considered. cF = 2.871, ρ(r) is the electron density, and ETF is the total kinetic
energy. If ρ0(r) is the electron density distribution of the definite system, then E(ρ0) is the
lowest energy, that is, the ground state energy of the system; then, for a definite electron
system, given the crystal field potential energy ν(r), there exists a functional Eν[(ρ(r))] of
ρ(r) that satisfies the following principles:

Eν[ρ(r)] ≥ E[ρ0(r)] = E0, (3)

The electron density can usually be expressed in the form of an N-problem orbital,
and the expressions of energy and density can be transformed into the following form:

Eν =
∫

[ρ(r)ν(r)]dr +
1
2

∫ 1
|r− r′|ρ(r)ρ(r

′)drdr′ + T(ρ) + Exc(ρ), (4)

In Formula (4), the first term is the interaction energy of the nucleus and the electron,
the second term is the electrostatic repulsion, the third term is the kinetic energy functional,
and the fourth term is the system exchange-correlation functional. The sum of the first term
and the second term is the classical Coulomb action. The focus of this project is on the third
and fourth items.

In order to calculate and optimize the cluster structures of hydroxybenzoic acid isomers
using DFT, their optimal cell models need to be constructed. The cell configurations of
2-HA, 3-HA, and 4-HA were obtained from the Cambridge Crystallographic Data Centre
(CCDC), Cambridge, UK [31], and in order to match the three isomeric crystal models with
the actual substances, the model construction principles were based on the hydroxybenzoic
acid molecular cluster [32]. Based on the open-source crystal models of the three isomers,
the GaussView16 software and visual molecular dynamics software were used to extend the
periodically arranged complex crystals, and then keyed to the cluster structure of a single
molecule surrounded by six neighboring molecules. Since the structure of the complex
cell is uniquely determined, the final 7-molecule cluster structure generated is also the
only determined optimal structure. In order to ensure that the results of the theoretical
calculations reach a more desirable accuracy based on the allowed computational cost,
the relatively novel contemporary B3LYP hybridization generalization and 6-311G++(d,
p) basis group levels are used, and D3 dispersion correction is added to better describe
the dispersion effect [33]. The temperature and air pressure settings for the theoretical
calculations are 298.15 K and 1 atm, respectively.

IRI has the same effect in showing weak interactions as well as the reduced density
gradient (RDG). A key advantage of IRI is that under the same isosurface value in the
chemical bond zone, it can show the interactions of different strengths at the same time.
Clearly, it is possible to graphically investigate all types of interactions in the system at
a glance. This advantage is very meaningful when analyzing weak interactions between
molecules. The IRI function is simply defined as [34]:

IRI(r) =
|∇ρ(r)|
[ρ(r)]a

(5)

where ρ(r) is the electron density and a is an adjustable parameter (a = 1.1 is adopted for
standard definition of IRI). IRI is essentially the gradient norm of electron density weighted
by scaled electron density. The graphics of hydrogen bonding interactions were obtained
using VMD1.9.3 software [35].
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In order to analyze the properties of intermolecular interactions in 2-, 3-, and 4-HA
crystals, IRI analysis was carried out with Multiwfn software [36]. Visualization of nonco-
valent interaction regions was performed using the Multiwfn3.8 program. Figure 9 shows
the isosurface map used to determine the type of intermolecular interaction in the IRI
visual analysis. The blue area indicates hydrogen bond (H-bond) interaction, while the
green area is van der Waals (vdW) interaction, and the red area means the steric effect
interaction. If the color of the isosurface is obviously reddish, it means that there is a
positioning hindrance. If it is bright red, it means that the steric hindrance is very strong.
If the color of the isosurface is obviously bluish, it indicates that there is a significant
attraction, such as hydrogen bonds and halogen bonds of general strength. If the isosurface
is completely blue, it means that there is either a relatively strong weak interaction (the
electron density in the action area can reach ≥0.04 a.u.), or a covalent bonding interac-
tion where the electron density in the bonding region is usually significantly larger than
0.04 a.u. [37].
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Furthermore, the sign(λ2)ρ function was defined in the IRI method, which was calcu-
lated using the actual electron density. Hence, when the sign(λ2)ρ function was mapped
on the isosurfaces with a blue–green–red (BGR) color scale, a clear view of the interaction
region and interaction type were obtained.

4. Conclusions

The THz vibrational absorption spectra of the three positional isomers of 2-, 3-, and
4-HA were reported in the range of 0.6–2.0 THz at room temperature through THz-TDS.
At least three significant absorption peaks were obtained at different positions; the peaks
are the “signature fingerprints” of organic molecular isomers. This shows that THz spec-
troscopy technology can be used as a new method to identify subtle differences in material
structure. The vibrational spectra of 2-, 3-, and 4-HA seven-molecular clusters were simu-
lated with DFT-D3 calculations, and the results showed that the simulated spectra were
basically consistent with the experimental spectra. In order to study the absorption mecha-
nism of organic molecules using THz waves, PED analysis was performed on the simulation
data, and the vibration modes corresponding to the absorption peaks of 2-, 3-, and 4-HA
were determined. IRI analysis qualitatively reveals the type of weak interaction between
molecules, and it showed that the weak interaction type of 2-, 3-, and 4-HA is dominated
by vdW interactions. It may have potential scientific value for understanding the structure
of matter and predicting the physical and chemical properties of materials because H-bond
and steric effect interactions are both small. More importantly, this will help promote the
development of biopharmaceuticals and chemical synthesis.

Author Contributions: S.T.: conceptualization, methodology, software, and writing—original draft.
W.Z.: software, supervision, and writing—review and editing. Y.T.: visualization and ata curation.
Y.L.: data curation, formal analysis, and validation. J.H.: investigation and software. All authors have
read and agreed to the published version of the manuscript.

Funding: This research was funded by the Guangxi Key Research and Development Plan of China
(Grant No. AB21075009 and AB22035047), partly supported by the Guangxi Key Laboratory of



Int. J. Mol. Sci. 2023, 24, 10417 13 of 14

Optoelectronic Information Processing Open Foundation of China (Grant No. GD22203), partly
supported by the National Natural Science Foundation of China (Grant No. 61965005 and 62005056),
and partly supported by the Guangxi Natural Science Foundation of China (Grant No. 2021JJB110003).

Data Availability Statement: Any data or material that support the findings of this study can be
made available by the corresponding author upon request.

Conflicts of Interest: We declare that we have no competing financial interests or personal relation-
ships that could have appeared to influence the work reported in this paper.

References
1. Heravi, M.M.; Behbahani, F.K.; Bamoharram, F.F. Acetylation of alcohols, phenols and salicylic acid by heteropoly acids in

acetic anhydride: A green and eco-friendly protocol for synthesis of acetyl salicylic acid (Aspirin). Arkivoc 2007, XVI, 123–131.
[CrossRef]

2. Huang, S.T.; Teng, C.J.; Lee, Y.H.; Wu, J.Y.; Wang, K.L.; Lin, C.M. Design and Synthesis of a Long-Wavelength Latent Fluorogenic
Substrate for Salicylate Hydroxylase: A Useful Fluorimetric Indicator for Analyte Determination by Dehydrogenase-Coupled
Biosensors. Anal. Chem. 2010, 82, 7329–7334. [CrossRef] [PubMed]

3. He, Q.X.; Huang, X.C.; Chen, Z.L. Influence of organic acids, complexing agents and heavy metals on the bioleaching of iron from
kaolin using Fe(III)-reducing bacteria. Appl. Clay Sci. 2011, 51, 478–483. [CrossRef]

4. Kumar, D.; Mishra, D.S.; Chakraborty, B.; Kumar, P. Pericarp browning and quality management of litchi fruit by antioxidants
and salicylic acid during ambient storage. J. Food Sci. Technol. Mysore 2013, 50, 797–802. [CrossRef] [PubMed]

5. Shahzad, M.; Ramage, G.; Edwards, C.A.; Combet, E. Evaluation of the antibacterial potential of polyphenols against periodontal
pathogens. Proc. Nutr. Soc. 2013, 72, E193. [CrossRef]

6. Rajasekharan, S.; Rajasekharan, R.; Vaidyanathan, C.S. Substrate-Mediated Purification and Characterizationof a 3-
Hydroxybenzoic Acid-6-Hydroxylase Substrate-Mediated Purification and Characterizationof a 3-Hydroxybenzoic Acid-
6-Hydroxylase from Micrococcus. Arch. Biocheistry Biophys. 1990, 278, 21–25. [CrossRef]

7. de Oliveira, D.A.; de Rezende Rodovalho, V.; Flauzino, J.M.; da Silva, H.S.; Araujo, G.R.; Vaz, E.R.; Vieira, C.U.; Madurro, J.M.;
Madurro, A.G.B. Serological Electrodetection of Rheumatoid Arthritis Using Mimetic Peptide. Protein Peptied Lett. 2018, 25,
873–883. [CrossRef]

8. Liu, J.S.; Sun, S.; Han, Y.L.; Meng, J.; Chen, Y.; Yu, H.; Zhang, X.; Ma, F. Lignin waste as co-substrate on decolorization of azo dyes
by Ganoderma lucidum. J. Taiwan Inst. Chem. Eng. 2021, 122, 85–92. [CrossRef]

9. Fernández-del-Río, L.; Clarke, C.F. Coenzyme Q biosynthesis: An update on the origins of the benzenoid ring and discovery of
new ring precursors. Metabolites 2021, 11, 385. [CrossRef]

10. Wang, S.W.; Bilal, M.; Hu, H.; Wang, W.; Zhang, X. 4-Hydroxybenzoic acid-a versatile platform intermediate for value-added
compounds. Appl. Microbiol. Biotechnol. 2018, 102, 3561–3571. [CrossRef]

11. Boczar, M.; Boda, L.; Wojcik, M.J. Theoretical modeling of infrared spectra of hydrogen-bonded crystals of salicylic acid.
Spectrochim. Acta Part A Mol. Biomol. Spectrosc. 2006, 64, 757–760. [CrossRef] [PubMed]

12. Zhang, W.T.; Nie, J.Y.; Tu, S. Study on identification methods in the detection of transgenic material based on terahertz time
domain spectroscopy. Opt. Quantum Electron. 2015, 47, 3533–3543.

13. Tu, S.; Zhang, W.T.; Xiong, X.M.; Chen, T. Principal Component Analysis for Transgenic Cotton Seeds Based on Terahertz Time
Domain Spectroscopy System. Acta Photonica Sin. 2015, 44, 176–181.

14. Ding, L.; Fan, W.H.; Song, C.; Chen, X.; Chen, Z.Y. Terahertz Spectroscopic Investigation of Salicylic Acid and Sodium Salicylate.
J. Appl. Spectrosc. 2019, 85, 1143–1150. [CrossRef]

15. Evangelisti, L.; Tang, S.; Velino, B.; Caminati, W. Microwave spectrum of salicylic acid. J. Mol. Struct. 2009, 921, 285–288.
[CrossRef]

16. Vulpius, D.; Geipel, G.; Bernhard, G. Excited-state proton transfer of 3-hydroxybenzoic acid and 4-hydroxybenzoic acid.
Spectrochim. Acta Part A Mol. Biomol. Spectrosc. 2010, 75, 558–562. [CrossRef] [PubMed]

17. Wang, Q.Q.; Xue, J.D.; Hong, Z.; Du, Y. Pharmaceutical Cocrystal Formation of Pyrazinamide with 3-Hydroxybenzoic Acid: A
Terahertz and Raman Vibrational Spectroscopies Study. Molecules 2019, 24, 488. [CrossRef]

18. Lepodise, L.M.; Horvat, J.; Lewis, R.A. Terahertz (6–15 THz) Spectroscopy and Numerical Modeling of Intermolecular Vibrations
in Benzoic Acid and Its Derivatives. Appl. Spectrosc. 2015, 69, 590–596. [CrossRef]

19. Choi, Y.; Kang, S.W. Effect of 4-hydroxybenzoic acid on CO2 separation performance of poly (ethylene oxide) membrane.
Macromol. Res. 2016, 24, 1111–1114. [CrossRef]

20. Brandan, S.A.; Lopez, F.M.; Montejo, M.; González, J.L.; Altabef, A.B. Theoretical and experimental vibrational spectrum study of
4-hydroxybenzoic acid as monomer and dimer. Spectrochim. Acta Part A Mol. Biomol. Spectrosc. 2010, 75, 1422–1434. [CrossRef]

21. Heath, E.A.; Singh, P.; Ebisuzaki, Y. Structure of p-hydroxybenzoic acid and p-hydroxybenzoic acid-acetone complex (2/1). Acta
Crystallogr. 1992, 48, 1960–1965. [CrossRef]

22. Tu, S.; Wang, Z.G.; Zhang, W.T.; Xiao, H.; She, Y.; Tang, Y.; Yi, C.; Liang, G. Study of Weak Intermolecular Interactions and
Vibrational Modes in Hydroxybenzoic Acid Isomers using Terahertz Spectroscopy and Density Functional Theory Techniques.
Infrared Phys. Technol. 2021, 119, 103950. [CrossRef]

https://doi.org/10.3998/ark.5550190.0008.g13
https://doi.org/10.1021/ac101281p
https://www.ncbi.nlm.nih.gov/pubmed/20695438
https://doi.org/10.1016/j.clay.2011.01.012
https://doi.org/10.1007/s13197-011-0384-2
https://www.ncbi.nlm.nih.gov/pubmed/24425984
https://doi.org/10.1017/S0029665113002188
https://doi.org/10.1016/0003-9861(90)90225-N
https://doi.org/10.2174/0929866525666180917161931
https://doi.org/10.1016/j.jtice.2021.04.039
https://doi.org/10.3390/metabo11060385
https://doi.org/10.1007/s00253-018-8815-x
https://doi.org/10.1016/j.saa.2005.06.049
https://www.ncbi.nlm.nih.gov/pubmed/16387543
https://doi.org/10.1007/s10812-019-00773-w
https://doi.org/10.1016/j.molstruc.2009.01.007
https://doi.org/10.1016/j.saa.2009.11.016
https://www.ncbi.nlm.nih.gov/pubmed/20031478
https://doi.org/10.3390/molecules24030488
https://doi.org/10.1366/14-07658
https://doi.org/10.1007/s13233-016-4154-x
https://doi.org/10.1016/j.saa.2010.01.012
https://doi.org/10.1107/S0108270192002361
https://doi.org/10.1016/j.infrared.2021.103950


Int. J. Mol. Sci. 2023, 24, 10417 14 of 14

23. Yi, C.C.; Tuo, S.; Tu, S.; Zhang, W.T. Improved fuzzy C-means clustering algorithm based on t-SNE for terahertz spectral
recognition. Infrared Phys. Technol. 2021, 117, 103856. [CrossRef]

24. Tu, S.; Wang, Z.G.; Liang, G.L.; Zhang, W.; Tang, Y.; She, Y.; Yi, C.; Bi, X. A novel approach to discriminate transgenic soybean
seeds based on terahertz spectroscopy. Optik 2021, 242, 167089. [CrossRef]

25. Ma, J.L.; Xu, K.J.; Li, Z.; Jin, B.B.; Fu, R.; Zhang, C.H.; Ji, Z.M.; Zhang, C.; Chen, Z.X.; Chen, J.; et al. Temperature-dependent
terahertz spectroscopy of D-, L- and DL-ornidazole. Acta Phys. Sin. 2009, 58, 6101–6107.

26. Jamróz, M.H. Vibrational Energy Distribution Analysis (VEDA): Scopes and limitations. Spectrochim. Acta Part A Mol. Biomol.
Spectrosc. 2013, 114, 220–230. [CrossRef]

27. Chen, T.; Zhong, X.; Li, Z.; Hu, F. Analysis of Intermolecular Weak Interactions and Vibrational Characteristics for Vanillin and
Ortho-Vanillin by Terahertz Spectroscopy and Density Functional Theory. IEEE Trans. Terahertz Sci. Technol. 2020, 11, 318–329.
[CrossRef]

28. Wang, Y.; Zhao, Z.; Chen, Z.; Kang, K.; Feng, B.; Zhang, Y. Terahertz absorbance spectrum fitting method for quantitative detection
of concealed contraband. J. Appl. Phys. 2007, 102, 113108. [CrossRef]

29. Hua, Y.; Zhang, H.; Zhou, H. Quantitative Determination of Cyfluthrin in N-Hexane by Terahertz Time-Domain Spectroscopy
With Chemometrics Methods. IEEE Trans. Instrum. Meas. 2010, 59, 1414–1423.

30. Hohenberg, P.; Kohn, W. Inhomogeneous Electron Gas. Phys. Rev. 1964, 136, B864. [CrossRef]
31. Groom, C.R. Data-Driven High-Throughput Prediction of the 3-D Structure of Small Molecules: Review and Progress. A Response

from The Cambridge Crystallographic Data Centre. J. Chem. Inf. Model. 2011, 51, 2787. [CrossRef] [PubMed]
32. Wright, A.M.; Joe, L.V.; Howard, A.A.; Tschumper, G.S.; Hammer, N.I. Spectroscopic and computational insight into weak

noncovalent interactions in crystalline pyrimidine. Chem. Phys. Lett. 2011, 501, 319–323. [CrossRef]
33. Grimme, S.; Antony, J.; Ehrlich, S.; Krieg, H. A consistent and accurate ab initio parametrization of density functional dispersion

correction (DFT-D) for the 94 elements H-Pu. J. Chem. Phys. 2010, 132, 154104. [CrossRef] [PubMed]
34. Lu, T.; Chen, Q.X. Interaction Region Indicator: A Simple Real Space Function Clearly Revealing Both Chemical Bonds and Weak

Interactions. Chem.-Methods 2007, 1, 231–239. [CrossRef]
35. Humphrey, W.; Dalke, A.; Schulten, K. VMD: Visual molecular dynamics. J. Mol. Graph. 1996, 14, 33–38. [CrossRef]
36. Lu, T.; Chen, F.W. Multiwfn: A Multifunctional Wavefunction Analyzer. J. Comput. Chem. 2012, 33, 580–592. [CrossRef]
37. Emamian, S.; Lu, T.; Kruse, H.; Emamian, H. Exploring Nature and Predicting Strength of Hydrogen Bonds: A Correlation

Analysis Between Atoms-in-Molecules Descriptors, Binding Energy and SAPT theory. J. Comput. Chem. 2019, 40, 2868–2881.
[CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/j.infrared.2021.103856
https://doi.org/10.1016/j.ijleo.2021.167089
https://doi.org/10.1016/j.saa.2013.05.096
https://doi.org/10.1109/TTHZ.2020.3039462
https://doi.org/10.1063/1.2821241
https://doi.org/10.1103/PhysRev.136.B864
https://doi.org/10.1021/ci2002523
https://www.ncbi.nlm.nih.gov/pubmed/21877738
https://doi.org/10.1016/j.cplett.2010.11.046
https://doi.org/10.1063/1.3382344
https://www.ncbi.nlm.nih.gov/pubmed/20423165
https://doi.org/10.1002/cmtd.202100007
https://doi.org/10.1016/0263-7855(96)00018-5
https://doi.org/10.1002/jcc.22885
https://doi.org/10.1002/jcc.26068

	Introduction 
	Results and Discussion 
	The Simulated THz Spectra of 2-, 3-, and 4-HA 
	Analysis of the Vibrational Modes 
	Identifying Weak Interactions with IRI 

	Materials and Methods 
	Experimental Apparatus 
	Sample Preparation 
	Computational Details 

	Conclusions 
	References

