Supplementary Table S2. Description of gene sets used in this study.

Gene set Genes | Library Description
. Database of human and mouse transcriptional
EGR1 HUMAN 70 TRRUST  Transcription regulatory networks by sentence-based text mining
Factors 2019 .
and manual curation.
EGRI  TF-GENE Enrichr Submissions TF- | OGS that most commonly co-occur with a
284 transcription factor. This library was created from
COOCURRENCE Gene Coocurrence . .
gene sets submitted to Enrichr by non-frequent users.
GO POSITIVE Any process that activates or increases the frequenc
REGULATION OF GO Biological Process yp 4 ¥
108 rate or extent of vasculature development.

VASCULATURE
DEVELOPMENT

2023

(GO_REF:0000058)




