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Abstract: Worldwide, huge amounts of plastics are being introduced into the ecosystem, causing
environmental pollution. Generally, plastic biodegradation in the ecosystem takes hundreds of years.
Hence, the isolation of plastic-biodegrading microorganisms and finding optimum conditions for
their action is crucial. The aim of the current study is to isolate plastic-biodegrading fungi and
explore optimum conditions for their action. Soil samples were gathered from landfill sites; 18 isolates
were able to grow on SDA. Only 10 isolates were able to the degrade polyvinyl chloride (PVC)
polymer. Four isolates displayed promising depolymerase activity. Molecular identification revealed
that three isolates belong to genus Aspergillus, and one isolate was Malassezia sp. Three isolates
showed superior PVC-biodegrading activity (Aspergillus-2, Aspergillus-3 and Malassezia) using weight
reduction analysis and SEM. Two Aspergillus strains and Malassezia showed optimum growth at 40 °C,
while the last strain grew better at 30 °C. Two Aspergillus isolates grew better at pH 8-9, and the
other two isolates grow better at pH 4. Maximal depolymerase activity was monitored at 50 °C, and
at slightly acidic pH in most isolates, FeCls significantly enhanced depolymerase activity in two
Aspergillus isolates. In conclusion, the isolated fungi have promising potential to degrade PVC and
can contribute to the reduction of environmental pollution in eco-friendly way:.
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1. Introduction

The inception of modern plastic polymers can be traced back to the 19th century,
with significant expansion occurring in the first half of the 20th century. Plastics have
revolutionized various industries, owing to their commendable attributes such as dura-
bility, strength, flexibility, lightweight nature and cost-effectiveness [1]. Regrettably, the
predicament of plastic waste persists due to the absence of efficient disposal methods,
resulting in its widespread accumulation in the environment. This infiltration of plastics
into diverse ecosystems presents an alarming ecological threat to terrestrial and marine
wildlife. Furthermore, the presence of plastic waste raises concerns about potential harm to
humans, animals and plant life [2].

The repercussions of plastic waste are not limited to environmental challenges alone.
The incineration of plastic waste during disposal gives rise to extensive air pollution,
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releasing an array of toxic gases into the atmosphere [3]. In response to this escalating
issue, bioremediation has surfaced as a promising, efficient and eco-friendly approach to
tackle plastic waste. It predominantly harnesses naturally occurring microorganisms for
this purpose [4]. Notably, various types of bacteria and fungi have demonstrated their
aptitude for biodegrading different types of plastic polymers [5,6].

Among these plastic polymers, polyvinyl chloride (PVC) stands as a prominent player
in the realm of plastic materials. It is utilized in the fabrication of a diverse spectrum of
products, including building materials, food packaging, children’s toys and medical sup-
plies [7]. In terms of global production demand, PVC ranks third, following polyethylene
and polypropylene [8]. PVC production is substantial, constituting approximately 10% of
total plastic production, and this figure is projected to increase annually by around 3.2% [9].

PVC manifests in both rigid and flexible (plasticized) forms. The plasticized variant
incorporates additives that augment its flexibility and durability, rendering it a versatile
material suitable for a wide range of applications. However, the extensive utilization and
persistence of PVC in the environment underscore the urgent need for sustainable strategies
to address its biodegradation and removal. This is crucial for alleviating environmental
pollution and reducing the associated risks to ecosystems and human health. Landfill
and incineration are the most widely used methods for PVC disposal [6]. Unfortunately,
PVC leaches poisonous chemicals into surrounding media, causing toxicity to humans [10].
Furthermore, burning PVC releases hydrogen chloride gas and other harmful combustion
products [11].

Although PVC is notoriously resistant to biodegradation, there exists a body of re-
search indicating the potential for certain bacteria and fungi to break down this recalcitrant
polymer [8,12,13]. Fungi, in particular, have emerged as promising candidates for PVC
biodegradation. Fungi exhibit the remarkable capability to degrade a wide range of organic
chemicals with remarkable versatility, as they lack stringent specificity requirements. Ad-
ditionally, fungi can thrive across a broad spectrum of pH levels, making them adaptable
biodegradation agents [14].

Moreover, fungi produce hydrophobins, a group of proteins that play a pivotal role
in facilitating attachment to hydrophobic substrates. This initial step of attachment is of
paramount importance in the biodegradation process [15]. Filamentous fungi are more
efficient than yeast in biodegradation process, as hyphal apical growth allows fungi to
penetrate into plastic materials easily, in addition to the secretion of both exoenzymes and
hydrophobins [6]. Several genera of fungi play an essential role in plastic biodegradation
including Aspergillus, Paecilomyces, Fusarium, Geomyces, Nectria and Penicillium [16-19].

Fungi employ various mechanisms for polymer degradation, involving both enzymatic
processes and physical disruption. The pivotal plastic depolymerization process hinges on
the action of certain enzymes, with notable examples being hydrolases, like cutinase, lipase
and depolymerases [20]. Cutinase, for instance, is proficient in hydrolyzing high-molar-
mass polyesters [21], while lipase demonstrates effectiveness in breaking down various
polymer types [22]. Depolymerases, a class of hydrolases, exhibit the ability to target a
range of plastic polymers [23].

Recent research indicates that a more efficient approach to plastic degradation is to
employ enzymes produced through a commercial process [20]. This strategy underscores
the importance of optimizing factors such as pH, temperature and plastic concentration
during enzyme production. Given that microorganisms exhibit varying performance levels
under different pH and temperature conditions, it is crucial to evaluate their efficacy across
various pH and temperature ranges [24]. Methods employed to assess plastic degradation
primarily involve determining mass loss, identifying the appearance of chemical metabo-
lites or observing surface deterioration due to microbial growth and enzyme activity [25].

The objective of the present study is to isolate fungi capable of degrading plastics from
soil contaminated with plastic waste. Subsequently, the study aims to evaluate the depoly-
merase enzyme activity of these fungi under different conditions, including variations in
temperature, pH and the presence of diverse ions and buffers. This investigation seeks
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to identify the optimal conditions for the growth and plastic-degrading activity of these
fungal isolates.

2. Results
2.1. Isolation and Screening of Plastic Degrading Fungi

Out of the 100 samples collected from sites with accumulated plastic waste, 18 fungal
strains exhibited the ability to grow on Sabouraud dextrose agar (SDA). Further screening
revealed that 10 of these isolated fungal strains were able to flourish on Bushnell Hass agar
(BHA) when PVC served as the sole carbon source. Notably, only four isolates displayed
the capability to generate a distinct zone of clearance on the BHA /PVC medium. (Table 1).

Table 1. Parameters of plastic degrading activity (of the isolated fungal strains) evaluated in the

following study.
Isolate No. Zone of Clearance = Depolymerase Activity Lipase Activity Percentage of Weight Loss of
(cm) on BHA (U/mL/min) (U/mL/min) Hydrophobicity PVC Strips
F1 4 0.032 0.02 41.86% 0.718 £0.1
F2 35 0.014 0 68.82% 1.46 £ 0.7
F3 4 0.032 0 58.12% 1.92 +0.51
F4 3.2 0.024 0.017 82.29% 2.15 £ 0.42%

2.2. Depolymerase and Lipase Enzyme Activities (Quantitative Method)

Of the 10 isolates discussed in the previous step, only four isolates showed depoly-
merase activity of more than 0.01 U (0.032, 0.014, 0.032 and 0.024 U/mL/min of activity for
isolates F1, F2, F3 and F4, respectively). Only two isolates showed lipase enzyme activity
(isolates F1 and F4 with 0.02 and 0.017 U activity, respectively), as shown in Table 1. The
four tested isolate did not have any esterase activity.

2.3. Phenotypic Identification, Molecular Identification and Phylogenic Analysis

The four isolates displaying the highest depolymerase activity were subjected to
phenotypical identification and 5.8S rRNA sequencing. These isolates exhibited different
growth characteristics on culture media, segregating them into two distinct categories
based on colony shape and color. Isolates 1, 3, and 4 shared similar growth patterns,
forming green colonies, while isolate 2 produced white colonies (Supplementary Figure S1).
Analysis of the 5.85 rRNA amplicon through sequencing (Figure 1a) further classified these
four isolates into two primary genera: Aspergillus sp. and Malassezia sp. A phylogenetic
assessment, which considered the degree of homology between the 5.85 rRNA sequences
of these isolates and those of closely related species in the GenBank, revealed that isolates
F1, F3 and F4 were identified as Aspergillus fumigatus, whereas isolate F2 was categorized
as Malassezia sp. (Figure 1b,c).

2.4. Hydrophobicity Assay

The hydrophobicity assay revealed that Aspergillus® (strain F4) exhibited the highest
hydrophobicity at 82.29%, followed by Malassezia (strain F2), Aspergillus® (strain F3) and
Aspergillus' (strain F1) with hydrophobicity percentages of 68.82%, 58.12% and 41.86%,
respectively (Table 1).
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Figure 1. Molecular identification and phylogenetic analysis of fungal isolates. (a) Gel electrophoresis
of 5.85 rRNA (amplicon size 454 bp). (b) Phylogenetic tree of the partial 5.85 rRNA gene sequences
from isolates F1, F3 and F4 (in red) compared to sequences of the most related (in green) Aspergillus
sp. strains recognized by BLASTN. (c) Phylogenetic tree of the partial 5.8S Y/RNA gene sequence
from isolate F2 (in red) compared to sequences of the most related (in green) Malassezia sp. strains
recognized by BLASTN.
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2.5. Weight Reduction Analysis and SEM Analysis of PVC Strips

Weight reduction analysis demonstrated that strain A. fumigatus® exhibited the highest
reduction (2.15 & 0.42%), followed by strains A. fumigatus?, Malassezia sp. and A. fumigatus',
with reduction percentages of 1.92 £ 0.51, 1.46 & 0.7 and 0.718 £ 0.1, respectively (Table 1).

SEM analysis revealed that A. fumigatus®, A. fumigatus® and Malassezia sp. strains were
capable of creating surface cracks on the PVC strips, with the most substantial erosion
observed in the A. fumigatus® strain. In contrast, SEM images of control PVC strips displayed
no surface erosion (Figure 2).

A B

v w HRW | 5/1: ] — Y L S— HY mag (] |spot | WD def W /14/2023 10 ym —
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Figure 2. SEM micrographs showing biodegradation of PVC strips by isolated fungal strains.
(A) control (untreated PVC strips), (B) PVC strips treated with Malassezia sp. (strain F2), (C) PVC
strips treated with A. fumigatus?® (strain F3) and (D) PVC-strips treated with A. fumigatus® (strain F4).
The PVC strips treated with fungal isolates showed cracks and erosion. Scale bar is 10 pm.

2.6. Effect of pH and Temperature on Fungal Growth

The impact of varying pH on the growth rate was assessed by measuring the optical
density after 24 h at pH levels ranging from 4 to 10 (as summarized in Table 2). The results
indicated that strains F1 and F4 exhibited superior growth rates under alkaline conditions
(pH 8-9), whereas strains F2 and F3 displayed optimal growth at acidic pH (pH 4). Similarly,
the influence of temperature variation on growth was investigated after a 24 h incubation
period at the optimal pH for each isolate, across a range of temperatures (30, 40, 50 and
60 °C), with the findings presented in Table 2. Notably, the optimum growth temperature
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was determined to be 40 °C for strains F1, F2 and F4, whereas strain F3 (A. fumigatus?®)

displayed more robust growth at 30 °C.

Table 2. Effects of different pH and temperatures on the growth of identified fungal strains.

A. fumigatus'

Malassezia sp.

A. fumigatus®

A. fumigatus®

OD620 nm after 24 h incubation at different pH

pH 4 1.11 (0.035) @ 5.84 (0.181) @ 2.35 (0.068) 2 1.76 (0.197) @
pHS 0.28 (0.097) s 1.76 (0.041) @ 1.62 (0.036) @ 2.33(0.042) 2
pH6 1.23 (0.034) @ 3.58 (0.102) @ 1.64 (0.055) @ 2.04 (0.058) 2
pH7 0.67 (0.081) ® 0.55 (0.044) © 1.40 (0.045) @ 3.42 (0.169) @
pHS 3.48 (0.282) @ 1.66 (0.032) 1.79 (0.036) @ 3.56 (0.053) @
pH 9 2.13 (0.025) @ 1.83 (0.046) 2 1.61 (0.030) 2 5.08 (0.070) @
pH10* 0.12 (0.014) 0.11 (0.032) 0.17 (0.043) 0.11 (0.023)
OD620 nm after 24 h incubation at different temperatures (optimum pH for each isolate)
30 °C 1.05 (0.012) @ 1.06 (0.013) 2 2.87 (0.044) 2 1.37 (0.031)
40 °C 2.74 (0.073) @ 5.89 (0.058) @ 2.08 (0.109) ° 4.75 (0.066) ?
50 °C 0.08 (0.014) ™ 0.27 (0.048) 1 0.34 (0.047) ™ 0.20 (0.033) ™
60 °C * 0.14 (0.022) 0.17 (0.022) 0.31 (0.035) 0.17 (0.025)

Data represented as mean (SEM). ™ (no significance), * p < 0.0001, ® p < 0.01 and € p < 0.05. * Refers to the pH or
the temperature to which other means are compared.

2.7. Depolymerase Enzyme Activity at Different Temperatures and pH

The depolymerase enzymes produced by the Aspergillus fumigatus strains exhibited
higher activity at 50 °C, whereas the enzyme from Malassezia sp. displayed its peak
activity at 40 °C. Changing the temperature from the reference level of room temperature
(30 °C) to 40 °C, 50 °C and 60 °C yielded statistically significant differences at all tested
temperatures (p value < 0.05), indicating a substantial impact of temperature variation on
the depolymerase enzyme activity. Figure 3a illustrates the relative depolymerase activity
in comparison to the activity at 30 °C. Notably, the maximum depolymerase activity was
observed at 50 °C among all the Aspergillus isolates, with a marked decrease when the
temperature was raised to 60 °C.

Furthermore, Aspergillus fumigatus isolates F1 and F4 demonstrated superior activity
at pH 7. In contrast, A. fumigatus isolate F3 and Malassezia sp. exhibited higher activity
at pH 5, as depicted in Figure 3b. The depolymerase activity of all isolates was found
to be optimal at slightly acidic or neutral pH conditions. Conversely, under alkaline pH
conditions, depolymerase enzyme activity significantly decreased, except for A. fumigatus
isolate F3, which exhibited efficient activity even at pH 9. Figure 2b illustrates the relative
depolymerase activity (compared to activity at pH 10).

2.8. Depolymerase Enzyme Activity in Presence of Different Concentrations of EDTA

The effect of varying concentrations of EDTA is depicted in Figure 3a. Employing dif-
ferent concentrations of EDTA revealed no statistically significant differences (p value > 0.05)
in the depolymerase activity of both the Aspergillus and Malassezia strains. Notably, the ac-
tivity of the Aspergillus strains was markedly enhanced in the presence of EDTA compared
to Malassezia. Figure 4a illustrates the relative depolymerase activity in comparison to the
activity at 0.2 mM EDTA.
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Figure 3. Relative depolymerase enzyme activity of Aspergillus and Malassezia strains at: (a) different
temperatures (at pH 7) and (b) different pH (at temperature 37 °C). Data were normalized to 30 °C in
case of (a) and to pH 10 in case of (b). r.u. (relative units), ns (no significance), * p < 0.05, ** p < 0.01,
*** p < 0.001 and *** p < 0.0001.

2.9. Comparison of Depolymerase Enzyme Activity in Presence of 1 mM (EDTA, Ca?*, KI*, Mg?*,
Fe3*) and 1% v/o Tween 80

The effect of 1 mM (CaCl,, KCI, MgSO,) and 1% v/v Tween 80 showed a non-
significant difference in the depolymerase activity among Aspergillus strains, However, the
presence of FeCls significantly enhanced the depolymerase activity in the case of Aspergillus
fumigatus (isolates F1 and F4). A remarkable reduction in the depolymerase activity was
consistently detected upon treatment with 1 mM EDTA or KCl in the case of Malassezia sp.,
as shown in Figure 4b.
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Figure 4. Relative depolymerase enzyme activity of Aspergillus and Malassezia strains in (a) presence
of different concentrations of EDTA, (b) presence of 1 mM EDTA, CaZ*, K1, Mg2+, Fe3* and 1%
Tween 80 or PBS. Data were normalized to 0.2 mM EDTA in case of (a) and to PBS in case of (b). r.u.
(relative units), ns (no significance), * p < 0.05, ** p < 0.01 and **** p < 0.0001.

3. Discussion

Plastic polymer production has emerged in the last 150 years. Its properties, such
as flexibility, durability and strength, have made it superior to glass and metals in many
fields [26]. Unfortunately, the accumulation of plastic waste, due to the slow degradation of
plastic polymers, has had a negative impact on the environment [27]. Plastic biodegradation
has been identified as the cleanest method for addressing the issue of plastic waste. Our
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study aimed to search for fungi that could assist in PVC polymer biodegradation and to
evaluate the effect of different temperatures, pH levels, ions and buffers on the depoly-
merizing enzymes secreted by the identified fungal species. Among the isolated fungi,
four strains displayed promising depolymerase activity; three of them were identified as
Aspergillus fumigatus, and the last strain was found to be Malassezia sp.

Aspergillus is a filamentous ascomycete fungus and is one of the most abundant genera
on Earth, owing to its tolerance towards a wide range of environments [28]. A. fumigatus
has been recognized as an efficient recycler in nature and is a dominant fungus in soil,
constituting approximately 35-70% of the total soil fungi [29]. In the current study, three
Aspergillus fumigatus strains were isolated from soil samples, and these isolates were able to
form zone of clearance on BHA containing PVC as a sole carbon source. In addition, they
showed promising depolymerase activities (0.032, 0.032 and 0.024 U/mL/min). Similarly, a
previous study reported that A. fumigatus was able to grow actively on natural and synthetic
polyester polymers [30]. Furthermore, soil isolates of A. fumigatus were able to degrade
poly-B-hydroxybutyrate acid (PHB) biopolymers [31].

On the other hand, Malassezia sp. is well known as an opportunistic yeast that inhabits
the skin and mucosa of humans and warm-blooded animals, leading to skin disorders
and fungemia [32]. However, the occurrence of Malassezia sp. in diverse ecological niches
has been demonstrated in genetic-based culture-independent studies. For example, DNA
sequences similar to Malassezia restricta have been detected in diverse habitats, including
deep-sea sediments [33]. In addition, Malassezia pachydermatis was found to be widespread
in nature, and it is one of the Malassezia sp. that can grow on a lipid-free medium such as
SDA [34,35].

In our study, Malassezia sp. was isolated from soil and was able to biodegrade PVC
polymers. Similarly, Amend detected Malassezia in marine environments that contained
plastic wastes [33]. In the current study, Malassezia sp. was able to produce depolymerase
enzymes, which is novel information about Malassezia’s role in the environment. Li and
coworkers found that Malassezia isolates can produce protease enzymes that have hydrolytic
activity on bacterial biofilm [36]. Protease is one of the enzymes that can degrade polluting
plastic polymers [37]. Altogether, this supports our results that Malassezia can play a role
in plastic biodegradation. Our data revealed that the optimum conditions for Malassezia
growth were 40 °C and pH 4, while the optimum conditions for depolymerase enzyme
activity were 50 °C and pH 5.

Hydrophobic cells play a key role in removing contaminants from soil and water, as
hydrophobic cells adhere more strongly to hydrophobic surfaces [38]. A. fumigatus conidia
are considerably hydrophobic [39]. In the current study, A. fumigatus (strain F4) has the
highest hydrophobicity (82.29%), followed by Malassezia sp., then Aspergillus (strain F3) and
Aspergillus (strain F1). Concurrent with our results, a recent study reported that Aspergillus
niger isolates were more hydrophobic than the Aureobasidium pullulans isolate [28], as
Aspergillus niger strains had low absorbance in the polar phase (9.2-11.7%), meaning that
they have a high affinity for the oily (hydrophobic) phase.

Although A. fumigatus grew optimally at 37 °C and a pH of 3.7-7.6, it can be isolated
from soil with temperatures ranging from 12 °C to 65 °C and a pH range of 2.1-8.8 [39].
Our results showed that the optimum temperature for the growth of A. fumigatus isolates
on PVC polymer is between 30 °C—40 °C, and the optimum pH for growth was variable,
ranging from 4 to 9 for the three Aspergillus isolates. Scherer found that 30 °C is the optimum
temperature for the growth of A. fumigatus [30]. While Aly and coworkers [31] reported
that the maximum PHB depolymerase production by A. fumigatus was at pH 5 and 30 °C.
In addition, Jung and his colleagues showed that A. fumigatus strain 76T-3 grew better at
a temperature of 40 °C [23]. While Al Hosni and coworkers found that the most suitable
temperature for A. fumigatus to biodegrade polycaprolactone (PCL) is 25-37 °C [40]. All
of these studies support our results that showed variable growth and plastic degradation
activities by different fungal strains and indicate the necessity of finding the optimum
conditions of action for each strain.
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PVC biodegradation involves three main steps: the chain depolymerization, oxidation
and mineralization of formed intermediates [6]. In the current study, the four fungal isolates
showed depolymerase activities of 0.032, 0.014, 0.032 and 0.024 U/mL/min. Furthermore,
depolymerase enzymes produced by two of our A. fumigatus isolates exhibited optimal
activity at pH 7 and a temperature of 50 °C, while the depolymerase of the third Aspergillus
strain demonstrated peak efficiency at pH 5 and a temperature of 40 °C. It is worth noting
that a previous study indicated that the enzymatic degradation of polyethylene terephtha-
late is limited to 50 °C (around 5% degradation), and degradation increases with higher
temperatures (55-65 °C) to exceed 30%. However, it is important to consider that such
elevated temperatures may hinder microbial growth [41]. Jung and his colleagues found
that A. fumigatus strain 76T-3 exhibits optimal depolymerase enzyme activity at pH 6.5
and a temperature of 55 °C [23]. In a related study, Iyer and his team demonstrated that
depolymerase enzymes tend to have their peak activity at alkaline pH levels (around
8.5) and temperatures ranging from 45 °C to 60 °C [42]. Therefore, there is a pressing
need to extract thermally stable enzymes from fungal strains and employ them for plastic
biodegradation under carefully selected optimal conditions.

The most widely used method for evaluating plastic biodegradation is the weight
reduction analysis. Our analysis of PVC strips treated with fungal strains for 30 days
revealed that A. fumigatus® displayed the most substantial reduction (2.15% =+ 0.42%),
followed by A. fumigatus®, Malassezia sp. and A. fumigatus' with reductions of 1.92% + 0.51,
1.46% =+ 0.7 and 0.718% =+ 0.1, respectively. Importantly, these weight reduction results
align with the findings from our hydrophobicity assay, where strains with the highest
hydrophobicity induced the most significant weight loss.

In a recent study, PVC samples degraded by 10% and 32% after 1 month of incuba-
tion with Aspergillus niger and Aspergillus glaucus, respectively [43]. Additionally, weight
reductions ranging from 15% to 20% were observed for PVC treated with fungal strains
over a 2-month period [44]. The relatively higher weight reduction in these studies can be
attributed to the use of commercially available plasticized PVC, which is more susceptible
to microbial attack [45]. Similarly, a more substantial weight loss (ranging from 3.521% to
26.15%) was observed for low-density polyethylene (LDPE) when treated with a fungal
consortium of Aspergillus niger, Aspergillus flavus and Aspergillus oryzae over 55 days [46].
The higher reduction in Dsouza’s study may be due to the use of a mixture of three fungal
strains, an extended incubation period and the use of enriched growth media (PDA). In
contrast, a lower weight reduction (0.3% =+ 0.06%) was observed for LDPE treated with
fungi recovered from landfill sites [47].

In our current study, we employed SEM to further investigate the degradation of the
PVC strips. SEM micrographs revealed the presence of erosions and cracks in PVC films
treated with fungi, in contrast to control untreated PVC strips. These observations are
consistent with the results from several previous studies, as they can be attributed to the
colonization of fungal strips with fungal strains and the formation of biofilms [43—47].

In our research, we also assessed the impact of using EDTA, Fe3*, Ca?t, K1*, Mg2+
and Tween 80 separately on depolymerase activity. Notably, only the addition of FeCl;
significantly enhanced depolymerase activity in two Aspergillus isolates. While the depoly-
merase of Aspergillus strains showed enhanced activity at EDTA concentrations ranging
from 0.4 to 0.6 mM, statistical analysis revealed that changes in EDTA concentration had
no significant effect on depolymerase enzyme activity. Similarly, the separate addition of
Ca*?, K*!, Mg*? and Tween 80 showed statistically insignificant changes in depolymerase
enzyme activity. This aligns with previous research, which demonstrated that EDTA is able
to inhibit various polymerase enzymes from different Penicillium sp. [48]. Furthermore,
a recent study reported that the use of Tween 80 surfactant had no significant impact on
improving the biodegradation rates of low-density polyethylene (LDPE) using Aspergillus
spp. [43].

Numerous studies have reported the use of fungi, including Aspergillus sp., for the
biodegradation of various plastic polymers [49-54]. Aspergillus sp. has demonstrated the
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capacity to biodegrade LDPE [43,49-51], HDPE [52,53], polyurethane [54], and Polybuty-
lene succinate-co-adipate (PBSA) polymer [55]. Only two studies have characterized PVC
degradation by Aspergillus sp. One study reported that A. niger and Aspergillus sydowii can
biodegrade PVC polymer [12]. Another recent study showed that A. niger and Aspergillus
glaucus were capable of degrading PVC polymers [43]. There is a raised concern that
some of the fungal strains (including Aspergillus and Malassezia species) could release toxic
metabolites or mycotoxins during their growth [56] and that these metabolites may have a
negative impact on the environment (if the degradation process occurs in situ). This prob-
lem can be solved by performing the biodegradation process under controlled conditions
(either at the laboratory scale or at higher scales) or by extracting the fungal enzymes and
using them in the biodegradation process instead of using the fungal strain itself.

In conclusion, we have isolated fungal strains with promising activity for degrading
PVC plastic polymers. To the best of our knowledge, our study is the first to explore the
potential role of Aspergillus fumigates and Malassezia sp. in PVC plastic polymer degradation.
In addition, we found that the optimal conditions for growth differ from that of enzyme
activity for most of the strains. Also, these optimum conditions are different between
strains of the same species. Hence, it is recommended to grow fungi first at the optimum
temperature and pH for them to obtain the highest levels of depolymerase enzymes.
Then, the depolymerase enzyme can be extracted and purified to be used at its optimum
temperature and pH to obtain the most benefit from its use. This will help to break down
plastic waste in a shorter time and help to restore balance to the environment.

Future work will concentrate on investigating the mechanisms of action of enzymes
extracted from the most successful strains. Also, it is a necessity to make the enzymatic
degradation of plastic a commercial process. Indeed, the environmental strain genus As-
pergillus would be the perfect fungus for developing commercial levels of plastic biodegra-
dation [49].

4. Materials and Methods
4.1. Polymer Preparation

The PVC polymer was an industrial-grade polymer supplied by Elreda Company
(Gharbya, Egypt) in the form of powder. Polymer emulsion was prepared as described
previously with some modifications [57]. Briefly, 1 g of PVC was suspended in 20 mL of
dichloromethane and 30 mL of distilled water. This mixture was sonicated for 10 min. Then,
dichloromethane was evaporated by stirring at 80 °C in water bath for 2 h, then the pH
was adjusted to 7 with KOH. The obtained suspension was added to 1 L of culture media
to obtain a final concentration of 0.1% PVC.

4.2. Plastic Degrading Isolates

A total of 100 soil samples were collected from different landfill locations (harbor-
ing plastic waste) in Benha, Qualibya, Egypt. Samples were collected in sterile falcon
tubes and transported to a microbiology laboratory for processing. One gram of sample
was transferred into a flask containing 99 mL of sterile distilled H,O, and the flask was
shaken vigorously to suspend soil particles. The pour plate method was used for the isola-
tion of fungal species associated with soil, using Sabouraud dextrose agar (SDA, Oxoid,
Hampshire, UK) as culture media, SDA plates were incubated at 30 °C for 2-7 days. The
developed colonies were picked and streaked on SDA to obtain a pure single colony for
each fungal isolate that was kept on slants at 4 °C [58]. For long-term storage, spores were
harvested in sterile water (by rubbing the surface of SDA plate with a sterile glass rod),
spore suspension were stored in sterile 50% glycerol at —20 °C [59].

4.3. Qualitative Assay of Plastic Biodegradation (Zone of Clearance Method)

Bushnell Hass agar (BHA) media (consisting of the following components: MgSOy
1g, KH,PO4 1 g, K;HPO, 1 g, NH4NO3 1 g, CaCl, 0.02 g, FeCl3 0.05 g and 20 g of Agar in
1000 mL of dH,0) was prepared and PVC polymer (previously prepared) was added to
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this media to a final concentration of 0.1%. BHA plates containing PVC as the sole carbon
source were used to identify plastic degrading fungi through the formation of a clear zone
around colonies. The obtained fungal isolates were inoculated onto BHA plates, which
were incubated at 28 °C for up to 21 days. Clear zones surrounding the colonies were
periodically observed, and the diameter of the zone of clearance was measured; isolates
that had clear zones surrounding them were used in further experiments [58].

4.4. Fungal Spore Hydrophobicity Assay

Fungal isolates were grown on SDA at 28 °C for 4-5 days to allow fugal sporulation.
Spores were harvested by flooding with 10 mL of sterile H,O and gently rubbing the
surface using glass rod; the resulting spore suspension was collected using micropipette.
The collected spore suspensions were filtered through sterile filter paper (Whatman No. 1)
to remove any mycelial fragments. Spore hydrophobicity assay was performed as described
previously [60]. Briefly, spore suspensions with approximately equal number were prepared
using a hemocytometer, the initial number of spores defined as N. Spores were suspended
in 3 mL mineral oil/water mix (1:1 v/v) and shaken vigorously. After settlement, the
number of spores remaining in the water (N) was counted. The percent portioning in
oily phase was calculated as: (1 — N/Np) x 100. The results were the average of three
independent experiments.

4.5. Quantitative Determination of Depolymerase Enzyme Activity

Isolated fungal species were inoculated in Bushnell Hass broth (BHB) supplemented
with PVC as a sole carbon source and incubated for up to 21 days. The crude extracellular
enzymes were collected via centrifugation at 10,000 x g for 10 min. Then, the supernatant
was filtered using 0.22 pm SCA-grade cellulose acetate membrane filter to obtain a culture-
free supernatant [61].

The activity of depolymerase enzyme was measured according to the method of
Kobayashi et al. (1999) with slight modifications [62]. The assay mixture contained 50 pL
of BHB-containing plastic polymer, 50 uL of phosphate-buffered saline (PBS) and 100 puL of
crude enzyme, which was extracted previously. The optical density (OD) was measured
every 10 min. for 60 min using MB-580-Microplate Elisa Reader, BIORAD, (Heales, Shang-
hai Chemdo Co., Ltd., Shanghai, China). One unit of depolymerase activity was defined
as a 0.001 OD decrease in absorbance at 650 nm per min. Wells containing only 100 uL of
BHB containing PVC and 100 uL PBS were used as control. Each experiment was repeated
3 times, and the average was calculated for each strain [63].

4.6. Quantitative Determination of Esterase and Lipase Enzyme Activities

The assay was performed according to the protocol of Ramnath et al. (2017) with some
modifications [64]. Briefly, the reaction mixture contains 50 uL. PBS, 50 uL p-nitrophenol
(p-NP) acetate ester dissolved in methanol and 100 pL of crude enzyme extract (extracted
previously). Absorbance was measured at 405 nm, at the beginning of the reaction and
after being incubated for 30 min at 30 °C. One unit of esterase activity is defined as the
amount of enzyme producing 1 mol of p-NP per minute. Control wells contained only
50 puL p-NP ester and 100 pL of PBS. Each experiment was repeated 3 times, and the average
was calculated.

The reaction mixture contained 100 uL of pre-warmed (50 °C) 1% tributyrin emulsion
in PBS and 100 pL of crude enzyme extract. The reaction was monitored at room temper-
ature (21 to 23 °C) by measuring the OD of the emulsion at 450 nm for 5 min every 30 s.
Control wells contained only 100 pL 1% tributyrin emulsion in PBS. Each experiment was
repeated 3 times, and the average was calculated [61].

4.7. Molecular Identification of Isolates via 5.85-rRNA Sequencing and Phylogenetic Analysis

The genomic DNA (gDNA) was extracted from the four isolates that showed highest
depolymerase activity, as described previously with slight modifications [65]. Briefly, 50 uL
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of spore suspension (~107 spores/mL) was prepared from 3D-old colonies in sterile water
then heated to 100 °C for 10 min using a Biometra T-GRADIENT thermocycler (Rudolf-
Wissell-Str. Gottingen, Germany). The spore suspension was centrifuged at 16,000x g for
5 min to pellet debris. A total of 1 uL of supernatant was used as template DNA in the
next step.

Polymerase chain reaction (PCR) was performed in a Biometra thermocycler. Primers
used for the amplification of fungal 5.85-rRNA were supplied from Sigma Aldrich (Petaluma,
CA, USA). These primers are the universal primers ITS86-F (5'-GTGAATCATCGAATC
TTTGAA-3') and ITS4-R (5'-TCCTCCGCTTATTGATATGC-3’) and have been described
previously [66]. COSMO PCR RED 2x Master Mix (Willowfort UK, Birmingham, UK) was
used for amplification. Amplification mixture was prepared in a volume of 20 uL and
consists of: 10 uL of Master Mix, 1 uL of each of forward and reverse primers, 2 uL of DNA
template and 6 pL of nuclease-free water. Cycling conditions include initial denaturation at
94 °C for 3 min followed by 35 cycles of denaturation at 45 s, annealing for 45 s at variable
temperature (55 °C for isolate 1, 3 and 4 and 59 °C for isolate 2) and extension at 72 °C for 1
min. A final extension cycle at 72 °C for 10 min was used [67,68].

PCR products was detected using agarose gel electrophoresis according to
Sambrook et al. [69]. PCR products were purified using Thermo Scientific Gene]ET PCR
purification kits (Vilnius, Lithuania) following the manufacturer’s instructions. The pu-
rified PCR products were used for sequencing, where 5 uL of template DNA (20-80 ng)
were mixed with 5 pL of ITS86-F primer (5 pmol/uL). PCR samples were sequenced using
the Illumina HiSeq platform using 300 PE chemistry (GATC-Biotech, Konstanz, Germany,
part of Eurofins Genomics Germany GmbH). The 5.85 rRNA sequences were used to build
the phylogenetic trees using MEGA X software [70]. The 5.85 rRNA sequences identified
in this study have been deposited in the GenBank and were given accession numbers, as
indicated in the Data Availability Statement.

4.8. Analysis of Plastic Biodegradation via the Weight Reduction Method and Scanning Electron
Microscope (SEM)

Colorless PVC plastic strips (Polysolutions Co., Ltd., Changhui Shanghai, China) were
cut into small pieces (10 x 2 cm) and weighed accurately (W1). Each piece was placed
separately in a tube containing BHB media and then autoclaved for 20 min. Each fungal
isolate was inoculated in triplicates and incubated for 1 month at 37 °C. After incubation,
the PVC strips were washed with sterile dH,O and dried, then weighed again (W2). Weight
reduction was calculated using the following equation: (W1 — W2)/W1 x 100. Average
weight reduction (for triplicate measurements) was calculated for each isolate [58].

For the assessment of structural changes of PVC strips, the surface morphology of
PVC films (with >1% weight reduction from previous experiment) was analyzed using
SEM (model QUANTA FEG 250, Thermo-Fisher Scientific, New York, NY, USA). PVC strips
(from previous experiments) were completely washed with sterile dH,O, then strips were
gold-coated using S150A Sputter Coater (Edwards company, Midlands, UK). The images
of PVC strips treated with fungi were compared with those of the control, comprising
untreated PVC strips [43].

4.9. Effect of pH and Temperature on Fungal Growth

Isolated fungal species were grown in Sabouraud dextrose broth (SDB) for 24 h at
30 °C, then 1 mL of media was transferred to 9 mL of BHB containing PVC polymer
prepared at different pH, ranging from 4 to 10, changing by one degree increase each
time, and the pH of BHB/PVC medium was adjusted using drops of concentrated NaOH
(to obtain alkaline pH) or HCI (to obtain acidic pH). The cultured tubes were incubated
for 48 h at 37 °C. The absorbance was measured at 620 nm after 24 h and after 48 h to
detect the best pH for fungal growth (by comparing OD at 24 h with that at time-point 0 of
inoculation) [71]. The previous steps were repeated using different temperatures (30 °C,
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40 °C, 50 °C and 60 °C) for incubating BNB/PVC media inoculated with fungal strains
(using the optimum pH for growth of each isolate).

4.10. Effect of Temperature and pH on Depolymerase Enzyme Activity

Depolymerase enzyme activity was measured on BHB containing PVC polymer using
the same method described previously [63]. The procedure was performed at different
temperatures (30 °C, 40 °C, 50 °C and 60 °C), by heating all the components separately in
water bath then mixing them when they are heated to the required temperature then the
absorbance was measured at 650 nm every 2 min for 10 min.

Furthermore, the same method was used to evaluate the effect of different pH (4, 5,
6,7,8,9 and 10) on depolymerase enzyme activity. Phosphate-citrate buffer was used for
preparing solutions with pH 4 (0.55 g Na,HPO, and 0.65g Citric acid in 50 mL d H,O) and
pH5 (0.73 g NapHPOy, and 0.51 g Citric acid in 50 mL d H,O), KH,PO,/NaOH bulffer for
preparing pH 6 (50 mL of 0.2 M KH,POy4 and 5.6 mL of 0.2 M NaOH), pH 7 (50 mL of 0.2 M
KH,;PO4 and 29.1 mL of 0.2 M NaOH) and pH 8 (50 mL of 0.2 M KH,PO4 and 46.1 mL of
0.2 M NaOH). Finally, alkaline borate buffer was used for preparing solutions with pH 9
and pH 10 (50 mL of 0.2 M boric acid + 0.2 M KCl and 20.8 mL of 0.2 M NaOH). The final
pH for each solution was adjusted using HCI for acidic solutions and NaOH for alkaline
solutions. The assay mixture contained 50 uL of BHB containing PVC, 50 uL of previously
prepared buffer solution and 100 pL of crude enzyme extract. Absorbance was measured
at 650 nm every 2 min for 10 min [63].

4.11. Effect of Different Concentrations of EDTA, Different lons and Tween 80 on Depolymerase
Enzyme Activity

Depolymerase enzyme activity was measured in presence of different concentrations
(0.2,0.4, 0.6, 0.8, 1 mM) of Ethylene diamine tetra-acetic acid (EDTA) by replacing PBS with
EDTA solution. Furthermore, depolymerase enzyme activity was measured in the presence
of 1 mM of different ions (Ca%*, K!*, Mg2+, Fe3*) instead of PBS. The same experiment was
carried out using 1% (v/v) Tween 80 instead of PBS [72].

4.12. Statistical Analysis

Data in graphs represent the means of at least 3 independent experiments + standard
errors of means (SEM) using GraphPad prism 5.0 software (GraphPad Software, San Diego,
CA, USA). For statistical analysis, a two-way analysis of variance (ANOVA) test was
performed, followed by Bonferroni’s post hoc test to compare replicate means [73].

Supplementary Materials: The following supporting information can be downloaded at: https:
/ /www.mdpi.com/article/10.3390/ijms242015452 /s1.

Author Contributions: Conceptualization, N.E.Y. and AM.E.-G.; methodology, H.A.E.-D. and
AME.-G; software, HAE.-D. and G.Y,, validation, H. A.E.-D. and A.M.E.-G., formal analysis,
H.AE.-D., G.Y. and A M.E.-G,, investigation, H A.E.-D., A A A., N.E.Y. and A M.E.-G.; resources,
H.AE.-D., Z.A.A. and AM.E.-G; fund acquisition, Z.A.A.; data curation, H A.E.-D., G.Y. and AM.E.-
G., writing—original draft preparation, H.A.E.-D.; writing—review and editing, AM.E.-G., N.E\Y.,
G.Y, Z.A A.and A.A.A,, supervision, N.E.Y,, A.A.A. and AM.E.-G. All authors have read and agreed
to the published version of the manuscript.

Funding: This manuscript was funded by the Deanship of Scientific Research (DSR) at King Abdu-
laziz University, Jeddah, Saudi Arabia, under grant no. KEP-MSc-26-166-42. The authors, therefore,
acknowledge DSR for financial support.

Institutional Review Board Statement: Not applicable.
Informed Consent Statement: Not applicable.

Data Availability Statement: The sequence data for strains used in this study are deposited in
GeneBank, the accession numbers of these partial 5.85-TRNA sequences are OP002278, OP002279,
OP002280 and OP002281 for strains 1F, 2F, 3F and 4F, respectively.


https://www.mdpi.com/article/10.3390/ijms242015452/s1
https://www.mdpi.com/article/10.3390/ijms242015452/s1

Int. . Mol. Sci. 2023, 24, 15452 15 of 17

Acknowledgments: The authors would like to acknowledge Mahmoud Hamza, Faculty of Science,
Benha University, for his technical assistance in this work. PVC industrial-grade polymer was a kind
gift from Elreda plastic company, Gharbya, Egypt.

Conflicts of Interest: The authors declare no conflict of interest.

References

1.

10.

11.
12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

Andrady, A.L.; Neal, M.A. Applications and societal benefits of plastics. Philos. Trans. R. Soc. Lond. B Biol. Sci. 2009, 364,
1977-1984. [CrossRef]

Ghaffar, I.; Rashid, M.; Akmal, M.; Hussain, A. Plastics in the environment as potential threat to life: An overview. Environ. Sci.
Pollut. Res. 2022, 29, 56928-56947. [CrossRef] [PubMed]

Verma, R.; Vinoda, K.S.; Papireddy, M.; Gowda, A.N.S. Toxic pollutants from plastic waste-a review. Procedia Environ. Sci. 2016,
35,701-708. [CrossRef]

Gu, ].D. On environmental biotechnology of bioremediation. Appl. Environ. Biotechnol. 2020, 5, 3-8. [CrossRef]

Kotova, I.B.; Taktarova, Y.V.; Tsavkelova, E.A.; Egorova, M.A.; Bubnov, I.A.; Malakhova, D.V,; Shirinkina, L.I.; Sokolova, T.G.
Bonch-Osmolovskaya, E.A. Microbial degradation of plastics and approaches to make it more efficient. Microbiology 2021, 90,
671-701. [CrossRef]

Temporiti, M.E.E.; Nicola, L.; Nielsen, E.; Tosi, S. Fungal Enzymes Involved in Plastics Biodegradation. Microorganisms 2022, 10,
1180. [CrossRef] [PubMed]

Chiellini, F.; Ferri, M.; Morelli, A.; Dipaola, L.; Latini, G. Perspectives on alternatives to phthalate plasticized poly (vinyl chloride)
in medical devices applications. Prog. Polym. Sci. 2013, 38, 1067-1088. [CrossRef]

Khandare, S.D.; Chaudhary, D.R.; Jha, B. Bioremediation of polyvinyl chloride (PVC) films by marine bacteria. Mar. Pollut. Bull.
2021, 169, 112566. [CrossRef] [PubMed]

Peng, B.Y.; Chen, Z.; Chen, |.; Yu, H.; Zhou, X,; Criddle, C.S.; Wu, WM.; Zhang, Y. Biodegradation of polyvinyl chloride (PVC) in
Tenebrio molitor (Coleoptera: Tenebrionidae) larvae. Environ. Int. 2020, 145, 106106. [CrossRef] [PubMed]

Hosney, H.; Nadiem, B.; Ashour, I.; Mustafa, I.; E-Shibiny, A. Epoxidized vegetable oil and bio-based materials as PVC plasticizer.
J. Appl. Polym. Sci. 2018, 135, 46270. [CrossRef]

Dovjak, M.; Kristl, 7. Health concerns of PVC materials in the built environment. Int. J. Sanit. Eng. Res. 2011, 5, 4-26.

Ali, M.I,; Ahmed, S.; Robson, G.; Javed, L; Ali, N.; Atiq, N.; Hameed, A. Isolation and molecular characterization of polyvinyl
chloride (PVC) plastic degrading fungal isolates. J. Basic Microbial. 2014, 54, 18-27. [CrossRef]

Pardo-Rodriguez, M.L.; Zorro-Mateus, PJ.P. Biodegradation of polyvinyl chloride by Mucor s.p. and Penicillium s.p. isolated from
soil. Rev. Investig. Desarro. Innov. 2021, 11, 387-399. [CrossRef]

Harms, H.; Schlosser, D.; Wick, L.Y. Untapped potential: Exploiting fungi in bioremediation of hazardous chemicals. Nat. Rev.
Microbiol. 2011, 9, 177-192. [CrossRef]

Sanchez, C. Fungal potential for the degradation of petroleum-based polymers: An overview of macro-and microplastics
biodegradation. Biotechnol. Adv. 2020, 40, 107501. [CrossRef]

Sang, B.I; Hori, K,; Tanji, Y.; Unno, H. Fungal contribution to in situ biodegradation of poly (3-hydroxybutyrate-co-3-
hydroxyvalerate) film in soil. Appl. Microbiol. Biotechnol. 2002, 58, 241-247. [CrossRef]

Barratt, S.R.; Ennos, A.R.; Greenhalgh, M.; Robson, G.D.; Handley, P.S. Fungi are the predominant micro-organisms responsible
for degradation of soil-buried polyester polyurethane over a range of soil water holding capacities. J. Appl. Microbiol. 2003, 95,
78-85. [CrossRef] [PubMed]

Zeghal, E.; Vaksmaa, A.; Vielfaure, H.; Boekhout, T.; Niemann, H. The potential role of marine fungi in plastic degradation—A
review. Front. Mar. Sci. 2021, 8, 738877. [CrossRef]

Srikanth, M.; Sandeep, T.S.R.S.; Sucharitha, K.; Godi, S. Biodegradation of plastic polymers by fungi: A brief review. Bioresour.
Bioprocess. 2022, 9, 42. [CrossRef]

Kaushal, J.; Khatri, M.; Arya, S.K. Recent insight into enzymatic degradation of plastics prevalent in the environment: A
mini-review. Clean. Eng. Technol. 2021, 2, 100083. [CrossRef]

Hu, X,; Gao, Z.; Wang, Z.; Su, T.; Yang, L.; Li, P. Enzymatic degradation of poly (butylene succinate) by cutinase cloned from
Fusarium solani. Polym. Degrad. Stabil. 2016, 134, 211-219. [CrossRef]

El-Morsy, EM.; Hassan, H.M.; Ahmed, E. Biodegradative activities of fungal isolates from plastic contaminated soils. Mycosphere
2017, 8, 1071-1087. [CrossRef]

Jung, HW.,; Yang, M.K,; Su, R.C. Purification, characterization, and gene cloning of an Aspergillus fumigatus polyhydroxybutyrate
depolymerase used for degradation of polyhydroxybutyrate, polyethylene succinate, and polybutylene succinate. Polym. Degrad.
Stabil. 2018, 154, 186-194. [CrossRef]

Jabeen, N.; Majid, I.; Nayik, G.A. Bioplastics and food packaging: A review. Cogent Food Agric. 2015, 1, 1117749. [CrossRef]
Krueger, M.C.; Harms, H.; Schlosser, D. Prospects for microbiological solutions to environmental pollution with plastics. Appl.
Microbial. Biotechnol. 2015, 99, 8857-8874. [CrossRef]

Amobonye, A.; Bhagwat, P.; Singh, S.; Pillai, S. Plastic biodegradation: Frontline microbes and their enzymes. Sci. Total Environ.
2021, 759, 143536. [CrossRef]


https://doi.org/10.1098/rstb.2008.0304
https://doi.org/10.1007/s11356-022-21542-x
https://www.ncbi.nlm.nih.gov/pubmed/35713833
https://doi.org/10.1016/j.proenv.2016.07.069
https://doi.org/10.26789/AEB.2020.02.002
https://doi.org/10.1134/S0026261721060084
https://doi.org/10.3390/microorganisms10061180
https://www.ncbi.nlm.nih.gov/pubmed/35744698
https://doi.org/10.1016/j.progpolymsci.2013.03.001
https://doi.org/10.1016/j.marpolbul.2021.112566
https://www.ncbi.nlm.nih.gov/pubmed/34089962
https://doi.org/10.1016/j.envint.2020.106106
https://www.ncbi.nlm.nih.gov/pubmed/32947161
https://doi.org/10.1002/app.46270
https://doi.org/10.1002/jobm.201200496
https://doi.org/10.19053/20278306.v11.n2.2021.12763
https://doi.org/10.1038/nrmicro2519
https://doi.org/10.1016/j.biotechadv.2019.107501
https://doi.org/10.1007/s00253-001-0884-5
https://doi.org/10.1046/j.1365-2672.2003.01961.x
https://www.ncbi.nlm.nih.gov/pubmed/12807456
https://doi.org/10.3389/fmars.2021.738877
https://doi.org/10.1186/s40643-022-00532-4
https://doi.org/10.1016/j.clet.2021.100083
https://doi.org/10.1016/j.polymdegradstab.2016.10.012
https://doi.org/10.5943/mycosphere/8/8/13
https://doi.org/10.1016/j.polymdegradstab.2018.06.002
https://doi.org/10.1080/23311932.2015.1117749
https://doi.org/10.1007/s00253-015-6879-4
https://doi.org/10.1016/j.scitotenv.2020.143536

Int. . Mol. Sci. 2023, 24, 15452 16 of 17

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

Ali, S.S.; Elsamahy, T.; Al-Tohamy, R.; Zhu, D.; Mahmoud, Y.A ; Koutra, E.; Metwally, M.A.; Kornaros, M.; Sun, J. Plastic wastes
biodegradation: Mechanisms, challenges and future prospects. Sci. Total Environ. 2021, 780, 146590. [CrossRef]

Liauw, C.M,; Slate, A.].; Butler, J.A.; Wilson-Nieuwenhuis, J.S.; Deisenroth, T.; Preuss, A.; Verran, J.; Whitehead, K.A. The effect of
surface hydrophobicity on the attachment of fungal conidia to substrates of polyvinyl acetate and polyvinyl alcohol. J. Polym.
Environ. 2020, 28, 1450-1464. [CrossRef]

Jensen, H.L. The fungus flora of the soil. Soil Sci. 1931, 31, 123-158. [CrossRef]

Scherer, T.M. Biological and Enzymatic Mechanisms of Polyester Biodegradation by Fungi. Ph.D. Thesis, University of Mas-
sachusetts Amherst, Amherst, MA, USA, 1996.

Aly, M.M,; Jaar, T.A.M.; Bokhari, EM. Poly-3-hydroxybutyrate degradation by Aspergillus fumigates isolated from soil samples
collected from Jeddah, Saudi Arabia. IOSR ]. Pharm. Biol. Sci. 2017, 12, 53—-61. [CrossRef]

Theelen, B.; Cafarchia, C.; Gaitanis, G.; Bassukas, I.D.; Boekhout, T.; Dawson, T.L., Jr. Malassezia ecology, pathophysiology, and
treatment. Med. Mycol. 2018, 56 (Suppl. 1), S10-S25. [CrossRef]

Amend, A. From dandruff to deep-sea vents: Malassezia-like fungi are ecologically hyper-diverse. PLoS Pathog. 2014, 10, e1004277.
[CrossRef]

Zeinali, E.; Sadeghi, G.; Yazdinia, F.; Shams-Ghahfarokhi, M.; Razzaghi-Abyaneh, M. Clinical and epidemiological features of the
genus Malassezia in Iran. Iran. ]. Microbiol. 2014, 6, 354-360.

Hadina, S.; Bruvo Madari¢, B.; Kazazi¢, S.; Paradzik, T.; Relji¢, S.; Pinter, L.; Huber, D.; Vujaklija, D. Malassezia pachydermatis from
brown bear: A comprehensive analysis reveals novel genotypes and distribution of all detected variants in domestic and wild
animals. Front. Microbiol. 2023, 14, 1151107. [CrossRef] [PubMed]

Li, H.; Goh, B.N.; Teh, WK,; Jiang, Z.; Goh, J.P.Z.; Goh, A.; Wu, G.; Hoon, S.S.; Raida, M.; Camattari, A.; et al. Skin commensal
Malassezia globosa secreted protease attenuates Staphylococcus aureus biofilm formation. J. Investig. Dermatol. 2018, 138, 1137-1145.
[CrossRef] [PubMed]

Hu, Q.; Jayasinghe-Arachchige, V.M.; Prabhakar, R. Degradation of a main plastic pollutant polyethylene terephthalate by two
distinct proteases (neprilysin and cutinase-like enzyme). J. Chem. Inf. Model. 2021, 61, 764-776. [CrossRef] [PubMed]
Krasowska, A.; Sigler, K. How microorganisms use hydrophobicity and what does this mean for human needs? Front. Cell. Infect.
Microbiol. 2014, 4, 112. [CrossRef]

Kwon-Chung, K.J.; Sugui, ].A. Aspergillus fumigatus—What makes the species a ubiquitous human fungal pathogen? PLoS Pathog.
2013, 9, €1003743. [CrossRef]

Al Hosni, A.S.; Pittman, J.K.; Robson, G.D. Microbial degradation of four biodegradable polymers in soil and compost demon-
strating polycaprolactone as an ideal compostable plastic. Waste Manag. 2019, 97, 105-114. [CrossRef]

Maurya, A.; Bhattacharya, A.; Khare, S.K. Enzymatic remediation of polyethylene terephthalate (PET)-based polymers for
effective management of plastic wastes: An overview. Front. Bioeng. Biotechnol. 2020, 8, 602325. [CrossRef] [PubMed]

Iyer, S.; Shah, R.; Sharma, A.; Jendrossek, D.; Desai, A. Purification of Aspergillus fumigatus (Pdf1) poly (B-hydroxybutyrate) (PHB)
depolymerase using a new, single-step substrate affinity chromatography method: Characterization of the PHB depolymerase
exhibiting novel self-aggregation behavior. J. Environ. Polym. Degrad. 2000, 8, 197-203. [CrossRef]

Saeed, S.; Igbal, A.; Deeba, F. Biodegradation study of Polyethylene and PVC using naturally occurring plastic degrading
microbes. Arch. Microbiol. 2022, 204, 497. [CrossRef]

Malachova, K.; Novotny, C.; Adamus, G.; Lotti, N.; Rybkova, Z.; Soccio, M.; Slosar¢ikovid, P; Verney, V.; Fava, F. Ability of
Trichoderma hamatum isolated from plastics-polluted environments to attack petroleum-based, synthetic polymer films. Processes
2020, 8, 467. [CrossRef]

Webb, ].S.; Nixon, M.; Eastwood, I.M.; Greenhalgh, M.; Robson, G.D.; Handley, P.S. Fungal colonization and biodeterioration of
plasticized polyvinyl chloride. Appl. Environ. Microbiol. 2000, 66, 3194-3200. [CrossRef] [PubMed]

Dsouza, G.C.; Sheriff, R.S.; Ullanat, V.; Shrikrishna, A.; Joshi, A.V.; Hiremath, L.; Entoori, K. Fungal biodegradation of low-density
polyethylene using consortium of Aspergillus species under controlled conditions. Heliyon 2021, 7, e07008. [CrossRef] [PubMed]
Gong, Z.; Jin, L.; Yu, X.; Wang, B.; Hu, S.; Ruan, H.; Sung, Y.-].; Lee, H.-G,; Jin, F. Biodegradation of Low Density Polyethylene by
the Fungus Cladosporium sp. Recovered from a Land(fill Site. J. Fungi 2023, 9, 605. [CrossRef] [PubMed]

Liu, H.; Zhang, H.; Chen, S; Liu, D.; Xia, H. Purification and properties of a poly (3-hydroxybutyrate) depolymerase from
Penicillium sp. . Polym. Environ. 2006, 14, 419—426. [CrossRef]

Ekanayaka, A.H.; Tibpromma, S.; Dai, D.; Xu, R.; Suwannarach, N.; Stephenson, S.L.; Dao, C.; Karunarathna, S.C. A Review of the
fungi that degrade plastic. J. Fungi 2022, 8, 772. [CrossRef] [PubMed]

Raaman, N.; Rajitha, N.; Jayshree, A.; Jegadeesh, R. Biodegradation of plastic by Aspergillus spp. isolated from polythene polluted
sites around Chennai. . Acad. Indus Res. 2012, 1, 313-316.

Verma, N.; Gupta, S. Assessment of LDPE degrading potential Aspergillus species isolated from municipal landfill sites of Agra.
SN Appl. Sci. 2019, 1, 701. [CrossRef]

Mathur, G.; Mathur, A.; Prasad, R. Colonization and degradation of thermally oxidized high-density polyethylene by Aspergillus
niger ITCC No. 6052) isolated from plastic waste dumpsite. Bioremediation J. 2011, 15, 69-76. [CrossRef]

Devi, R.S.; Kannan, V.R.; Nivas, D.; Kannan, K.; Chandru, S.; Antony, A.R. Biodegradation of HDPE by Aspergillus spp. from
marine ecosystem of Gulf of Mannar, India. Mar. Pollut. Bull. 2015, 96, 32-40. [CrossRef] [PubMed]


https://doi.org/10.1016/j.scitotenv.2021.146590
https://doi.org/10.1007/s10924-020-01693-z
https://doi.org/10.1097/00010694-193102000-00005
https://doi.org/10.9790/3008-1201015361
https://doi.org/10.1093/mmy/myx134
https://doi.org/10.1371/journal.ppat.1004277
https://doi.org/10.3389/fmicb.2023.1151107
https://www.ncbi.nlm.nih.gov/pubmed/37275156
https://doi.org/10.1016/j.jid.2017.11.034
https://www.ncbi.nlm.nih.gov/pubmed/29246799
https://doi.org/10.1021/acs.jcim.0c00797
https://www.ncbi.nlm.nih.gov/pubmed/33534993
https://doi.org/10.3389/fcimb.2014.00112
https://doi.org/10.1371/journal.ppat.1003743
https://doi.org/10.1016/j.wasman.2019.07.042
https://doi.org/10.3389/fbioe.2020.602325
https://www.ncbi.nlm.nih.gov/pubmed/33330434
https://doi.org/10.1023/A:1015249811314
https://doi.org/10.1007/s00203-022-03081-8
https://doi.org/10.3390/pr8040467
https://doi.org/10.1128/AEM.66.8.3194-3200.2000
https://www.ncbi.nlm.nih.gov/pubmed/10919769
https://doi.org/10.1016/j.heliyon.2021.e07008
https://www.ncbi.nlm.nih.gov/pubmed/34036194
https://doi.org/10.3390/jof9060605
https://www.ncbi.nlm.nih.gov/pubmed/37367541
https://doi.org/10.1007/s10924-006-0031-6
https://doi.org/10.3390/jof8080772
https://www.ncbi.nlm.nih.gov/pubmed/35893140
https://doi.org/10.1007/s42452-019-0746-3
https://doi.org/10.1080/10889868.2011.570281
https://doi.org/10.1016/j.marpolbul.2015.05.050
https://www.ncbi.nlm.nih.gov/pubmed/26006776

Int. . Mol. Sci. 2023, 24, 15452 17 of 17

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

73.

Osman, M,; Satti, 5.M.; Luqman, A.; Hasan, F,; Shah, Z.; Shah, A.A. Degradation of polyester polyurethane by Aspergillus sp.
strain S45 isolated from soil. J. Polym. Environ. 2018, 26, 301-310. [CrossRef]

Chien, H.L,; Tsai, Y.T.; Tseng, W.S.; Wu, J.A.; Kuo, S.L.; Chang, S.L.; Huang, S.J.; Liu, C.T. Biodegradation of PBSA films by Elite
Aspergillus isolates and farmland soil. Polymers 2022, 14, 1320. [CrossRef] [PubMed]

Frisvad, J.C.; Rank, C.; Nielsen, K.EF; Larsen, T.O. Metabolomics of Aspergillus fumigatus. Med. Mycol. 2009, 47 (Suppl. 1), S53-S71.
[CrossRef]

Urbanek, A K.; Rymowicz, W.; Strzelecki, M.C.; Kociuba, W.; Franczak, L.; Miroriczuk, A.M. Isolation and characterization of
Arctic microorganisms decomposing bioplastics. AMB Express 2017, 7, 148. [CrossRef]

Usha, R.; Sangeetha, T.; Palaniswamy, M. Screening of polyethylene degrading microorganisms from garbage soil. Libyan Agric.
Res. Cent. ]. Int. 2011, 2, 200-204.

Kaminskyj, S.G. Fundamentals of growth, storage, genetics and microscopy of Aspergillus nidulans. Fungal Genet. Rep. 2001, 48,
25-31. [CrossRef]

Kadry, A.A.; El-Ganiny, A.M.; Mosbah, R.A.; Kaminskyj, S.G. Deletion of Aspergillus nidulans GDP-mannose transporters affects
hyphal morphometry, cell wall architecture, spore surface character, cell adhesion, and biofilm formation. Med. Mycol. 2018, 56,
621-630. [CrossRef]

Kumar, D.; Kumar, L.; Nagar, S.; Raina, C.; Parshad, R.; Gupta, V.K. Screening, isolation and production of lipase/esterase
producing Bacillus sp. strain DVL2 and its potential evaluation in esterification and resolution reactions. Arch. Appl. Sci. Res.
2012, 4, 1763-1770.

Kobayashi, T.; Sugiyama, A.; Kawase, Y.; Saito, T.; Mergaert, J.; Swings, J. Biochemical and genetic characterization of an
Extracellular Poly (3-Hydroxybutyrate) Depolymerase from Acidovorax sp. Strain TP4. |. Environ. Polym. Degrad. 1999, 7, 9-18.
[CrossRef]

Ansari, EN.; Amirul, A.A. Preparation and characterization of polyhydroxyalkanoates macroporous scaffold through enzyme-
mediated modifications. Appl. Biochem. Biotechnol. 2013, 170, 690-709. [CrossRef] [PubMed]

Ramnath, L.; Sithole, B.; Govinden, R. Identification of lipolytic enzymes isolated from bacteria indigenous to Eucalyptus wood
species for application in the pulping industry. Biotechnol. Rep. 2017, 15, 114-124. [CrossRef] [PubMed]

Alam, M.K.; El-Ganiny, A.M.; Afroz, S.; Sanders, D.A.; Liu, J.; Kaminskyj, S.G. Aspergillus nidulans galactofuranose biosynthesis
affects antifungal drug sensitivity. Fungal Genet. Boil. 2012, 49, 1033-1043. [CrossRef] [PubMed]

Op De Beeck, M; Lievens, B.; Busschaert, P.; Declerck, S.; Vangronsveld, J.; Colpaert, ].V. Comparison and validation of some ITS
primer pairs useful for fungal metabarcoding studies. PLoS ONE 2014, 9, €97629. [CrossRef]

Yahya, G.; Ebada, A.; Khalaf, E.M.; Mansour, B.; Nouh, N.A.; Mosbah, R.A.; Saber, S.; Moustafa, M.; Negm, S.; El-Sokkary, M.M.A ;
et al. Soil-Associated Bacillus Species: A Reservoir of Bioactive Compounds with Potential Therapeutic Activity against Human
Pathogens. Microorganisms 2021, 9, 1131. [CrossRef] [PubMed]

Abdel-Halim, M.S.; Askoura, M.; Mansour, B.; Yahya, G.; El-Ganiny, A.M. In vitro activity of celastrol in combination with thymol
against carbapenem-resistant Klebsiella pneumoniae isolates. J. Antibiot. 2022, 75, 679-690. [CrossRef]

Sambrook, J.; Fritsch, E.F.; Maniatis, T. Molecular Cloning: A Laboratory Manual, 4th ed.; Cold Spring Harbor Laboratory Press:
Cold Spring Harbor, NY, USA, 1989.

Youssef, C.R.B.; Kadry, A.A.; El-Ganiny, A.M. The alarming coincidence of toxin genes with staphylococcal cassette Chromosome
mec (SCCmec) in clinical MRSA isolates. Saudi J. Biol. Sci. 2022. (in press) [CrossRef]

Matousek, J.L.; Campbell, K.L.; Kakoma, I.; Solter, P.E; Schaeffer, D.J. Evaluation of the effect of pH on in vitro growth of
Malassezia pachydermatis. Can. ]. Vet. Res. 2003, 67, 56-59.

Yousef, N.E.; Abdelatif, H.K.; Serry, EM.; Cameron, ]J.A. Microbial degradation of microbial polyester copolymer polyhydroxy-
butyrate/valerate. Zagazig J. Pharm. Sci. 1998, 7, 33—45. [CrossRef]

Yahya, G.; Wu, Y.; Peplowska, K.; Rohrl, J.; Soh, YM.; Biirmann, F; Gruber, S.; Storchova, Z. Phospho-regulation of the
Shugoshin—Condensin interaction at the centromere in budding yeast. PLoS Genet. 2020, 16, €1008569. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1007/s10924-017-0954-0
https://doi.org/10.3390/polym14071320
https://www.ncbi.nlm.nih.gov/pubmed/35406195
https://doi.org/10.1080/13693780802307720
https://doi.org/10.1186/s13568-017-0448-4
https://doi.org/10.4148/1941-4765.1175
https://doi.org/10.1093/mmy/myx082
https://doi.org/10.1023/A:1021885901119
https://doi.org/10.1007/s12010-013-0216-0
https://www.ncbi.nlm.nih.gov/pubmed/23604967
https://doi.org/10.1016/j.btre.2017.07.004
https://www.ncbi.nlm.nih.gov/pubmed/28794998
https://doi.org/10.1016/j.fgb.2012.08.010
https://www.ncbi.nlm.nih.gov/pubmed/23078837
https://doi.org/10.1371/journal.pone.0097629
https://doi.org/10.3390/microorganisms9061131
https://www.ncbi.nlm.nih.gov/pubmed/34073963
https://doi.org/10.1038/s41429-022-00566-y
https://doi.org/10.1016/j.sjbs.2022.02.026
https://doi.org/10.21608/zjps.1998.184798
https://doi.org/10.1371/journal.pgen.1008569

	Introduction 
	Results 
	Isolation and Screening of Plastic Degrading Fungi 
	Depolymerase and Lipase Enzyme Activities (Quantitative Method) 
	Phenotypic Identification, Molecular Identification and Phylogenic Analysis 
	Hydrophobicity Assay 
	Weight Reduction Analysis and SEM Analysis of PVC Strips 
	Effect of pH and Temperature on Fungal Growth 
	Depolymerase Enzyme Activity at Different Temperatures and pH 
	Depolymerase Enzyme Activity in Presence of Different Concentrations of EDTA 
	Comparison of Depolymerase Enzyme Activity in Presence of 1 mM (EDTA, Ca2+, K1+, Mg2+, Fe3+) and 1% v/v Tween 80 

	Discussion 
	Materials and Methods 
	Polymer Preparation 
	Plastic Degrading Isolates 
	Qualitative Assay of Plastic Biodegradation (Zone of Clearance Method) 
	Fungal Spore Hydrophobicity Assay 
	Quantitative Determination of Depolymerase Enzyme Activity 
	Quantitative Determination of Esterase and Lipase Enzyme Activities 
	Molecular Identification of Isolates via 5.8S-rRNA Sequencing and Phylogenetic Analysis 
	Analysis of Plastic Biodegradation via the Weight Reduction Method and Scanning Electron Microscope (SEM) 
	Effect of pH and Temperature on Fungal Growth 
	Effect of Temperature and pH on Depolymerase Enzyme Activity 
	Effect of Different Concentrations of EDTA, Different Ions and Tween 80 on Depolymerase Enzyme Activity 
	Statistical Analysis 

	References

