
 

Figure S1. Equilibrium dialysis technique.  

 

Table S1. Ligand bound and unbound ivermectin at different concentrations 

with recombinant S1 protein.  

 

 

 

 

 

 

 

 

 

 

 

 
 

1Values obtained for the reciprocals of the bound and unbound ligand in the 

recombinant S1 protein with ivermectin using the UV-Vis equilibrium dialysis 

technique. 
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Figure S2. Double reciprocal plot of 1/(A-A0) versus 1/unbound.  
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Figure S3. Double reciprocal plot of 1/bound ligand versus 1/unbound ligand.  

 

 


