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Figure S1. Normality analysis of the studied data. The table show the W and p-value of the statistical ana-

lyzes of normality performed on the data of the exposed results. ** and *** denote significant differences 

(p<0.01 and p<0.001, respectively) and, therefore, absence of normality. 
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Figure S2. Quantification and analysis tables for the RT-qPCR analysis of Figures 1 and 6. (A) and (B) Tables 

show the microRNA and mRNA expression of miR-138-5p and Casp3 as the mean ∆Ct and the fold change 

2-∆∆Ct (values and limits in folds of the 95% CI) of four independent experiments per time. Statistical analysis 

was carried out through two-way ANOVA and Tukey post-hoc tests. (C) The table shows the expression of 

miR-138-5p as the mean ∆Ct and the fold change 2-∆∆Ct (values and limits in folds of the 95% CI) of three 

independent experiments per time. 


