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Table S1 Body measurement data of Ermin pig and Hebao pig (wang et al., 2011)

Breed Sex Body Weight (kg) Body length (cm) Body height (cm) Circumference (cm) Spine number
Male 227.10£8.70 152.20+0.81 89.10+0.71 147.30+0.89 35
Ermin pig
Female 181.40+10.27 147.20+1.26 84.00+0.42 137.90+1.25 35
Male 93.30+0.76 124.50+0.47 63.50+£0.72 105.25+0.96 34
Hebao pig
Female 81.80+0.64 106.75+0.60 59.60+0.60 97.00+0.98 34




Table S2 Gene ontology enrichment analysis for genes in the yellow module

Class ID Descrption Gene number Q-value
Biological Process G0:0044255 cellular lipid metabolic process 38 1.84E-06
Biological Process G0:0006629 lipid metabolic process 44 1.84E-06

Cellular Component GO:0001533 cornified envelope 5 0.000175376
Cellular Component GO0:0030057 desmosome 5 0.001386936
Biological Process G0:0046486 glycerolipid metabolic process 18 0.001476409
Biological Process G0:0008610 lipid biosynthetic process 22 0.00154499
Biological Process G0:0060429 epithelium development 33 0.002163421
Biological Process GO0:0018149 peptide cross-linking 6 0.002163421
Biological Process G0:0044710 single-organism metabolic process 103 0.003082204
Biological Process G0:0044281 small molecule metabolic process 48 0.003209151
Biological Process GO:0043588 skin development 13 0.003209151
Biological Process GO0:0006631 fatty acid metabolic process 15 0.003879192
Biological Process G0:0016042 lipid catabolic process 15 0.003879192
Biological Process G0:0031424 keratinization 4 0.003879192
Biological Process GO:1901615 organic hydroxy compound metabolic process 19 0.005827007
Molecular Function G0:0003824 catalytic activity 129 0.005930316
Cellular Component GO:0005811 lipid particle 7 0.006958703
Biological Process GO0:0030216 keratinocyte differentiation 8 0.007373908
Biological Process G0:0035336 long-chain fatty-acyl-CoA metabolic process 4 0.007897133
Cellular Component G0:0042599 lamellar body 38 0.010736356
Biological Process G0:0044242 cellular lipid catabolic process 3 0.011658041
Biological Process GO0:0030855 epithelial cell differentiation 11 0.011658041
Biological Process G0:0006650 glycerophospholipid metabolic process 20 0.011658041
Biological Process GO:0048662 negative regulation of smooth muscle cell proliferation 13 0.011658041
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Table S3 Primers used for the qRT-PCR validation

Product

Gene Upstream primer Downstream primer
length(bp)

FABP3 CTGGGAGTGGAGTTTGATGAGAC CCATGGGTGAGTGTCAGGAT 164
LIPE CGCACAATGACACAGTCACTGGT AGGCAGCGGCCGTAGAAGCA 497
FASN GCTTGTCCTGGGAAGAGTGTA AGGAACTCGGACATAGCGG 115
SCD AAGGAACTAGAAGGCTGCTC TGTAGAGCAGCAGCCATCAC 211
PPARG CACTCCACACTATGAAGACA ACAGGCTCCACTTTGATG 111
ACSLI CTCATAGCGATTGTGGTT CAGTCTCAGCATGTCTTC 135
ACSL3 ATTGGCTGTCCTATGAAGAAGT CATTCTGCTCTGGTCTCACA 118
ACSS3 AGAACGATGTGACGTGGAG GAGGAGGCGTTTTGGAGTT 140

ACLY

CCTTATCCTGAATGTAGACGGTTT

AATGAAGCCCATACTCCTTCC

151




Table S4 Summary of identified pig transcripts

Gene Taxa Latin name Breed Ensembl ID or TRINITY ID
Sus scrofa Ermin TRINITY_DN3808 c0 gl il
Sus scrofa Jinhua ENSSSCT00060099954, ENSSSCT00060099783,ENSSSCT00060099844,ENSSSCT00060100058
Sus scrofa Bamei ENSSSCT00050063750,ENSSSCT00050063732,ENSSSCT00050063741
Sus scrofa Duroc ENSSSCT00000058198, ENSSSCT00000003352
Sus scrofa Largewhite ENSSSCT00025010621,ENSSSCT00025010592,ENSSSCT00025010605,ENSSSCT00025010641
Big Sus scrofa Meishan ENSSSCT00040045965,ENSSSCT00040045859,ENSSSCT00040045913,ENSSSCT00040046012
1IPE Sus scrofa Hampshire ENSSSCT00035058557,ENSSSCT00035058527,ENSSSCT00035058544, ENSSSCT00035058564
Sus scrofa Barkshire ENSSSCT00065027793,ENSSSCT00065027763,ENSSSCT00065027753,ENSSSCT00065027770
Sus scrofa Pietrain ENSSSCT00055015443,ENSSSCT00055015366
Sus scrofa Rongchang ENSSSCT00030028053,ENSSSCT00030028032,ENSSSCT00030028012
Sus scrofa Landrace ENSSSCT00045058234,ENSSSCT00045058147,ENSSSCT00045058302
Sus scrofa Hebao TRINITY DN10856 c0 gl il
Small Sus scrofa Tibetan ENSSSCT00015070418, ENSSSCT00015070241,ENSSSCT00015070019
Sus scrofa Wuzhishan ENSSSCTO00005031110
Sus scrofa Ermin TRINITY_ DN2410 c0 g3 i2
Sus scrofa Jinhua ENSSSCT00060100242,ENSSSCT00050034243, ENSSSCT00050034249
Sus scrofa Bamei ENSSSCT00050034236
Sus scrofa Duroc ENSSSCT00000002067,ENSSSCT00000002066
PLINI Big Sus scrofa Largewhite ENSSSCT00025105825,ENSSSCT00025105841,ENSSSCT00025105850
Sus scrofa Meishan ENSSSCT00040101023,ENSSSCT00040101067
Sus scrofa Hampshire ENSSSCT00035076116,ENSSSCT00035076125,ENSSSCT00035076132
Sus scrofa Barkshire ENSSSCT00065059885,ENSSSCT00065059895,ENSSSCT00065059891
Sus scrofa Pietrain ENSSSCT00055032144,ENSSSCT00055032243
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Figure S1 Determination of soft threshold. The abscissa represents the soft threshold (B). (A)Ordinate
corresponds to the index of scale free network model. (B)The average link degree of each soft
threshold.
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Figure S2 Heat map of inter-module correlation.



