Supplementary Table S1. Summary of the basic parameters in short-read RNA sequencing dataset.

Sample Cleanreads Unmapped reads = Mapped reads Map rate
WT-CT-1 65944016 1589104 64354912 97.59%
WT-CT-2 48924508 1167567 47756941 97.61%
WT-CT-3 55942394 1317916 54624478 97.64%

WT-Dark-1 51500318 1275206 50225112 97.52%
WT-Dark-2 57206881 1512115 55694766 97.36%
WT-Dark-3 58275562 1508723 56766839 97.41%
WT-Heat-1 63452482 1613203 61839279 97.46%
WT-Heat-2 64318066 1744158 62573908 97.29%
WT-Heat-3 73779958 3929931 69850027 94.67%

Average 59927132 1739769 58187362 97.17%




Supplementary Table S2. Primer used for PCR analysis in this study.

Gene

name Gene ID Primer name Primer sequences
ASIF GAAAGCAACGACAACAAGCA
ASIR TCTTAACCATTCCTGATCCGAC
DINT AT4G35770 AS2 (IR) F GAAAGCAACGACAACAAGCA
AS2 (IR) R GCAACGGTTTTGGCTTGG
ASIF CGACCCTGAATCCAAGATGATCAAG
ASI R GCGTGATCTTTCAGGCCATC
DING AT3G47340 AS2 (IR) F CACAAACTCAATACCTTCCTTCACA
AS2 (IR) R GCGTGATCTTTCAGGCCATC
ASIF TCAATTTTGGTCATACAAGAGAAGC
ASIR ACCGCCGGTTTAATCGTCAT
DINTO AT5G20250 AS2 (IR) F AACCCAGAATCAGACTTCATCTCA
AS2 (IR) R ACCGCCGGTTTAATCGTCAT
ASIF GAGACTCCTGGAAACGGTGATG
ASIR AAGGGCATGTCTCGGTCAAG
GT-1 ATIG13450 AS2 (IR) F TGCTTGATTTATTCGTTCGGTCTC
AS2 (IR) R AAGGGCATGTCTCGGTCAAG
ASIF ATTTCATCAGCAGACCCGAC
ASIR TGCTAACTCCCTGATTGATACT
SPA3 AT3G15354 AS2 (IR) F ATTTCATCAGCAGACCCGAC
AS2 (IR) R GTTTCAGTTTTCAATAGCCGACA
ASIF CACAAGAAGCACAAAACTGAGGA
ASIR GCGGCGTTTAGCTGTAGAGA
HYH AT3GI7609 AS2 (AE) F ACAAGAAGCACAAAACTGCTGG
AS2 (AE)R GCGGCGTTTAGCTGTAGAGA
Total F GGTGGTGGGGAACTCCAATC
Total R GTGTAACGGAGTAACTGTCCCA
JMJDS - AT3G20810 AS2 (AE) F GGTGGTGGGGAACTCCAATC
AS2 (AE)R CCAGCGAGAAGATCAGGCTGAGC
Total F GGAGGAACATGGGTTTGCAG
Total R CGAAACCGTATTGCCCAACC
HSFAZ - AT2G26150 AS2 (CE)F ATTCGTCAGCTCAATACTTATATGGG
AS2 (CE)R CGAAACCGTATTGCCCAACC
ASIF TGCAAATTAATGAGCTATTCTAAG
ASI R CTCAACGCTTTTGACCTCTT
Luc7-lr— AT3G31410 AS2 (IR) F ATGTGATACCCCCTTTGGTT
AS2 (IR) R CTCAACGCTTTTGACCTCTT
ASIF CCATGCCTCCTCATGGGCTT
ASIR GGGTCGTGGTGCTAGTTGAA
REM25 AT1G60200 AS2 (AE5) F TGCTCTAGTTTGTGGGCTTC
AS2 (AE5) R GGGTCGTGGTGCTAGTTGAA
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