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Supplementary Figure S1. The heatmap of 47 RhoGAPs genes in normal and ccRCC samples.
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Supplementary Figure S2. The relationship between ARHGAP11A and TIME score. (A) Correlations
between ARHGAP11A level and 8 types of TILs abundance based on TIMER database of KIRC. (B)
Correlation between ARHGAP11A level and 28 types of TILs abundance based on TISIDB database of pan
tumor. (C-E) Relations between ARHGAPI11A level and abundance of M1/M2 macrophages from
TCGA_KIRC and GEO GSE53757 database based on “CIBERSORT” algorithm. (F) Enrichment plot of
ARHGAP11A level in hallmark gene sets. The ccRCC samples from GEO GSE53757 database were divided
into high and low ARHGAP11A expression groups according to the median value of ARHGAP11A RNA-

seq quantification results. (G) Differences in exclusion score between high- and low-ARHGAP11A group.
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Supplementary Figure S3. Heatmap of correlations between expression levels of RhoGAPs and immune
cell infiltration. The horizontal axis represents immune cell types, the vertical axis represents genes, red

is positive correlation, blue is negative correlation. The darker color, the stronger correlation.



