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Fig. S2. Comparison of two AlphaFold structural models of NCENA1
protein. A: Superposition of both models. Green: AlphaFold Protein Structure
Database, orange: obtained with AlphaFold2 software in this work. B: Plots of
per-residue pLDDT metrics for both models. Horizontal dashed lines indicate
thresholds for the confidence levels prescribed by AlphaFold as follows. Very
high: > 90; high: between 90 and 70; low: between 70 and 50; very low: < 50.



