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SF4. AIS-EVs affect expression of genes related to miR-30 family members. A gRT-PCR analysis of BECLIN1, SMAD1-2-5 in hMSCs untreated or
treated with AIS-Evs in basal medium. B qRT-PCR analysis of BECLIN1, SMAD1-2-3 in hMSCs untreated or treated with AIS-Evs in osteogenic
medium.
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