DnAHC ~ DnCCOMTLI) ¢\ 1o DnCABSC
pnTOT™MTL_ 077%

trans-2- Acetylcholine D-Norvaline 4-
A Hexenal 1.32%_Guanidinobu
1.92% ric acif

L-
phenylalanine 0.70%

1.&9%
Coumaroyltyra DnGPDH2C
mine 0.8

1.04%

1.65%
Nardosinone

Adenogine

Neotuberostem
onine

Citric acid
12.76%

Feruloyltyrami.

ne
2.75% beta-Carotene
Galactinol/ Trehalose LConiferin ~ 5:94% Others
4.26% 4.66% 4.68% 5.30% 88.97%
Neotuberostem D-Malic acid Apigenin-6,8- DnAOS2L1
e o - DnPSAKC ppGppH2c PnPOD42L DaMPGTI
C Betalil8%_,  di-C-glycoside _L-Pipecolate D Doass DG y 0.54%

1.15%

1.11%

DnOEEP1C
DnMLP423 0.54%

1.11%
DnLHCIIL1
1.13%
DnLHCIITIL

D-Glutamine

/ 1.00%

Others
27.64%

DnOEEP3C
0.51%

Coniferin
8.38%
Citric acid halose  Galactinol
7.28% 7.51% 7.52%

Adenosine L-Glutamate  di-C,C-
13%

Lycoperodine ' DnCATIA D“l‘l)fs'i/‘?c Dn2iKPL DnGDHM _DnGPDH2C

dent api;

ordenine g ico,
117% " Malicacid
1.05%

DnFBAC
0.86% DnPIIREWC

DnPIRCS6
0.88%

L
Phenylalanine
8.11%

1.07%
DnGSNI

1.17%
DnPSAKC
o
- .. Citric acid 122%
Coniferin 6.38%
237%  D-Arabitol i DnLHCIIIL
L-Leucine 1.88%

5.07%

~Pipecolini
2.91% Isovitexin i acid Malate

3.78% Others

3.01% 343%  382% 3.89% 68.03%
G Myricirin heCarotenc, - heta-D-bactose LPipecolate pordenine | DnSCDR3BL DRRBCCLI DnSQSL DnMPGT1
1.38% - - aandg) 1.10% 0.77% . . DnAFFACRL

Adenosine DnAPGL 0.54%

Citric acid R \
/ 1.00% DnPPOCL

Others
29.75%

O-glucoside
2.29%

2.40%

Quercetin 3--
D-glucoside
2.72%
DL-Pipecolinic

acid D-Glutamine L-Leucine
3.24% 1.1%
L-
Coniferi Phenylalanine Others
oniferin~ ¢ 750, v
5.50% 5.79% 5.91% ° 87.95%
1 L- Erucic acid _Adenosine N- J DnOACL DnBGSIL DnGGPIL
Phenylalanine 300, D-Arabitol  1.21%  Coumaroyltyra 0.90% n DnAll')IC
1.74% 0% 1.26% mine 0.51%
L-Isoleucine 1159 fryptophan DnGPDH2C.
1.76% // 1.04% L11% 0.51%
beta-Carotene. DnTSJTI

DnEXORDIU

o
1.95% Others 1.20% Yo
y DnCATIA 0.50%

1.81% S

Coniferin
10.02%

Feruloyltyrami
ne Citric acid . Others
3.85% 5.16% Galactinol 88.29%

Malate Trehalose
8.14% 8.50%

9.07%

Figure S2. Highly distributed metabolites and highly expressed genes in different parts of D. nobile. Highly
accumulated metabolites in roots (A), stems (C), leaves (E), flowers (G), and fruits (I). Highly expressed genes in
roots (B), stems (D), leaves (F), flowers (H), and fruits (J). Only the metabolites with more than 1% distribution

portion and the genes with more than 0.5% expression portion were shown here.



