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Supplementary Figure S1

Supplementary Figure S1 The function of Pinl in clinical cases. (A) Western Blot was used to
detect the expression of Pinl in the brain tissues of control and Neural tube defect patients. (B)
Western Blot analysis of the expression of GFAP and NEUN in control and Neural tube defect
brain tissues. (C) Western Blot analysis of Notchl, Hes1, and Nrf2 expression in control and
Neural tube defect brain tissues. *P < 0.05, **P < 0.01between the indicated groups.
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Supplementary Figure S2
Supplementary Figure S2 Molecular docking predicted the interaction
and possible binding sites of Pinl with Notchl and Pinl with Nrf2.



