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Figure S1. A diagram of the DACs and DEGs involved into plant hormone signal transduction(c-

s).
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Figure S2. A diagram of the DACs and DEGs involved into zeatin biosynthesis(c-s).
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Figure S3. A diagram of the DACs and DEGs involved into carbon metabolism(c-s).




CARBON FIXATION IN PHOTOSYNTHETIC ORGANISMS
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Figure S4. A diagram of the DACs and DEGs involved into carbon fixation in photosynthetic
organisms(c-s).
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Figure S5. A diagram of the DACs and DEGs involved into pentose phosphate pathway(c-s).
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Figure S6. A diagram of the DACs and DEGs involved into galactose metabolism(c-s).
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Figure S7. A diagram of the DACs and DEGs involved into fructose and mannose metabolism(c-

s).




CARBON FIXATION IN PHOTOSYNTHETIC ORGANISMS
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Figure S8. A diagram of the DACs and DEGs involved into carbon fixation in photosynthetic

organisms(c-1).




I

£

e

CARBON METABQOLISM

Methanol

f—)«—@~—®

Col-5-5-CoB

o] el

HCHO

Funnyl MER.

! o
Methglarcine f ettt ol
—(1)

THM(S)FT .
THMSIET

Gluzose

Glucose-6P (6)
I

2 Deltyrro-3-deoxy
Guzons-1,5-lactons Gluzonate ey i
6 )
Gluzono-1,3-lactons 6P lmmmh_w |
g 3 6) 3-deoiiy
© ® Flucordis P
atabino-3-Hexuloss-6P HCHO [—rcoz
Pl J
W( Fructoge-6F ylulose. 5P l
4—(5 ) Rinilose-5P

cozo

B e ()

Npfomot 1Mot 10 Mstgtons-

THMPT

1
COI

O—

iﬁm}g}ms& @

Gret—> ()

Ribose-SP

— @

e} Kanehisa L sboratories

10Formgl 510 Methengl 5,10 Meth
ot JjRbbtenst S R bebstene: 5 THE Sedoheptuloss-TP
Formamids (1) (L (5 I 1
Formate
%\ Glmerore pepo
I
con ( T Glyeerale hyrle. 3P
CabamoylP (1) J ( v
NH3 cOu ] (3) Olyeenste-1 3P
¥
(2) Gtine
HiS PhﬂSPhﬂm‘— e
(5] Serine OXFETTIVALE o Y Clyerste-3P ]
Ge &) Gye——G)— ()3 5 (5) Risulose-1,5P2
Cyetine Aeetylserine  AcCoh Phosghosering v o)
Glymytate [~ (2) Frosphogiyookte
)" =G (3) Glyverae-2P
Hysdrourypynrvats T 4
C (2) lgeole
oo 2
J] b4 Glyee ralds kyde.
5 =(2) Phogphoenclpyrmvete
o L(—»@Am
2 3
€02 HeCe PY""“"* Aoetyd phosghate Boetate
2 2
JAcetyl o
alyl-Cots (29 t HCOs J
Misbongl. Coi
xahmmc @ {9 Citramalyi.Cok Acstowstyl Col
— 0 @ Citate
" . ) mﬁfhydz
sex
F)3H:
Cigicon () 2Melgtfuat Cot. popi oL (5)-3Hyroxgbutanoyh-Cofs
Furazate {4)
As}nmﬂe 2yt .
I o i |
& l O—r H——>
Suecinake )Wtk (R)-Ethk  (25)-Bt Butanoyl-Col
co 3 Hyrhroyy: gncgmyL A ok = nyl%uA taneyCol
SuweinpiCos  O92 Glutamate prapionyl ok
:ﬁo——@ () pMetigtiealst-Coa () 4 Hyrorsoumost-Cok
2.Onoglutarate & Netiylaspatate
Aeryloyl-Coh
(Rl {SkNEdgh
S S HC)DZ— u
Propanoyt.Coh
; o
Succinate serialdehyde |
01200 777721

Figure S9. A diagram of the DACs and DEGs involved into fructose and mannose metabolism(c-

r).
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Figure S10. A diagram of the DACs and DEGs involved into fructose and mannose metabolism(c-r).

Note: The dots and boxes in the figure represent metabolites and genes, respectively. Red color
indicates up-regulation of genes/ metabolites, green color indicates down-regulation of genes/
metabolites, and blue color indicates the presence of both up- and down-regulated genes.
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Figure S11. Verification of DEGs by qRT-PCR.

Note: Data are the means of three replicates.
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