Table S1. Design of sgRNAs

SgRNAs

Target genes

Positions of sgRNAs on target genes

Name Sequence (5'— 3') Gene name  Accession # Gene sequence (5'— 3)* Target score (%)
] 62 242 265 533 972
sgRNA prol3a AACGTAGCTGGTTGCCAGAAGGG Prol3a.1 0s07g0206400 AACGTAGCTGGTTGCCAGAAGGG 100.0 Pro13a.1 — sum ¥UTR —
0 58 238! | 262 530 694
Prol13a.2 0s07g0206500 AACGTAGCTGGTTGCCAGAAGGG 100.0 Pro13a.2 —|sum yuR |
0 61 242 265 517 627
sgRNA prol3b AAACGCAGCTGATTGCAAGAAGG Pro13b.1 0s07g0219250 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.1 | sum | yUR |
0 63 242 265 517 627
Pro13b.2 0s07g0219300 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.2 —| sum | SUR
0 61 242 265 517 627
Pro13b.3 0s07g0219400 AAACACAGCTGATTGCAAGAAGG 100.0 Pro13b.3 —|sum | yUR
0 58 239 262 505 10,172 10,230 10,332
Prol13b.4 0s07g0220000 AAACACAGCTGATTGCAAGAAGG 100.0 Pro13b.4 —|sum | FUTR
0 113 234 257 359 618
Prol13b.5 0s05g0328333 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.5 —| sum | FUTR —
Pro13b.6 0s05g0328466 AAACGCAGCTGATCGCAAGAAGG 14.9
58 239 262 292 623
Pro13b.7 050590328632 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.7 —sum | FUTR |
0 33 214 237 486 598
Pro13b.8 0s05g0328800 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.8 —pum | yUR |-
0 58 239 262 373 623
Pro13b.9 0s05g0328901 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.9 —sum | FUTR —
0 49 230 253 364 608
Pro13b.10  0s05g0329001 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.10 — suR | surR
0 58 239 262 511 623
Pro13b.11  0s059g0329100 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.11 —sum® I AR
58 239 262 511 623
Prol3b.12  0s05g0329300 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.12 —{sumw I VR
0 38 219 242 491 603
Pro13b.13  0s05g0329350 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.13 —fum [ R
0 58 239 262 505 10,172 10,230 10,332
Pro13b.14  0s05g0329400 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.14 —|s-0m [ =
0 32 213 236 485 591
Pro13b.15  0s059g0329700 AAACACAGCTGATTGCAAGAAGG 100.0 Pro13b.15 —p-um I U
0 178 239 262 511 623
Pro13b.16  0s059g0329200 AAACACAGCTGATTGCAAGAAGG 100.0 Pro13b.16 - sum | AR
0 58 239 262 505 57,471 57,537 57,648
Pro13b.17  0s05g0330150 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.17 —|sUm | SUTR(
0 23 204 227 476 559
Pro13b.18  0s05g0330600 AAACGCAGCTGATTGCAAGAAGG 100.0 Pro13b.18 —5-UTR | SUR
Pro13b.19  0Os05g0331366 AAACGCAGCTGATTGCAATAAGG 31.5
Pro13b.20  0s05g0331532 AAATGCAGCTGATTGCAATAAGG 4.3
Pro13b.21  0s05g0331800 AAACGCAACTGATTGCAATAAGG 4.3
Pro13b.22  0s05g0332000 AAACGCAGCTGATTGCAATAAGG 31.5

* Red color letters indicate the non-matching nucleotide between sgRNAs and the respective gene sequences



