Table S7. Correlation with 13 kDa prolamin genes

Correlation with prolamin gene (Ir120.7)

No Gene ID Name Description BINcode Function Cluster — - - -
Positive correlation gene  Negative correlation gene
Prol3a.3, Pro13b.5,
1 0Os07g0419300 Similar to Thaumatin-like protein 20 20.1 Stress.biotic Cluster 1 Pro13b.10, Pro13b.17,
Pro13b.19
Pro13a.3, Pro13b.5,
2 0s03g0276500 OsHsp71.1 Similar to Heat shock protein 70 20 20.21 Stress Cluster 1 Pro13b.10, Pro13b.17,
Pro13b.19
3 0Os05g0460000 OsctHSP70-1 Similar to 70 kDa heat shock cognate protein 1 20 20.21 Stress Cluster 1 Prol13a.3, Prol3b.5
4 0s10g0392600 OsSPX3 SPX domain-containing protein%2C Negative regulation of phosphate 20 20.2 Stress.abiotic Cluster1  Prol3a.3
signaling%2C Pi homeostasi
5 0s04g0173800 Lectin precursor (Agglutinin) 20 20.1 Stress.biotic Cluster 1 Prol3a.3
6  0Os05g0519700 HSP101 Heat shock protein%2C Long-term acquired thermotoleranc 20 20.2.1 Stress Cluster 1 Pro13b.5
7  0s01g0840100 OsMed37_1 Heat shock protein Hsp70 family protein 20 20.2.1 Stress Cluster 1 Prol13a.3, Pro13b.5
8  0s06g0513050 OsTHI3 Conserved hypothetical protein 20 20.1 Stress.biotic Cluster 1 Pro13b.5
9  0s06g0514100 Osthi7 Conserved hypothetical protein 20 20.1 Stress.biotic Cluster 1 Pro13b.5
10 0s02g0134200 OsSGL DUF1645 family protein%2C Regulation of stress-tolerance and grain lengt 20 20 Stress Cluster 1 E:gigz.iProle.G,
Prol13a.3, Pro13b.5,
11  0Os07g0107300 Plant disease resistance response protein family protein 20 20.1.7 Stress.biotic.PR-proteins Cluster 1 Pro13b.10, Pro13b.17,
Pro13b.19
Prol3a.3, Pro13b.5,
12 0s03g0293000 OsERdj3A Similar to DnaJ domain containing protein%2C expressed 20 20.2.1 Stress Cluster 1 Pro13b.10, Pro13b.13
Pro13b.17, Pro13b.19
13 ENSRNA049470806 U1 U1 spliceosomal RNA 27 27.1 RNA.processing Cluster 1 E;ggg;g’ Pro13b.18,
. o Prol3a.3, Prol3b.5,
14  0s08g0546800 OsHsfB2b SD17:D154imilar to Heat stress transcription factor B-2b 27 27323  RNATegulation of ranscription.HSF,Heat-shock Cluster1  Pro13b.10, Pro13b.17,
transcription factor family
Pro13b.19
Prol13a.3, Pro13b.5,
15 ENSRNA049473876 snoZ103 Small nucleolar RNA Z103 27 27.1 RNA.processing Cluster 1 Pro13b.10, Pro13b.17,
Pro13b.19
16  0Os04g0682400 Similar to H0124B04.13 protein 27 27.1 RNA.processing Cluster 1 E;gigg.imele.G,
Prol3a.3, Prol3b.5,
. . Pro13b.9, Pro13b.10,
17 ENSRNA049474010 MIR171 1 microRNA MIR171_1 27 27.1 RNA.processing Cluster 1 Pro13b.13, Pro13b.17,
Pro13b.19, Pro13b.20
. . Prol13a.3, Pro13b.5,
18 ENSRNAO049474061 us U5 spliceosomal RNA 27 27.1 RNA.processing Cluster 1 Pro13b.10, Pro13b.19
Pro13b.5, Pro13b.9,
19 ENSRNA049476188 snoZ242 Small nucleolar RNA 7242 27 27.1 RNA.processing Cluster 1 Pro13b.14, Pro13b.17,
Pro13b.19, Pro13b.20
Pro13b.1, Prol13b.3,
Pro13b.6, Prol13b.9,
. Pro13b.11, Prol3b.12,
20 ENSRNA049476293 snoZ242 Small nucleolar RNA 7242 27 27.1 RNA.processing Cluster 1 Pro13b.14. Pro13b.16.
Pro13b.18, Pro13b.21,
Pro13b.22
Prol13a.3, Pro13b.5,
22 ENSRNA049467463 u2 U2 spliceosomal RNA 27 27.1 RNA.processing Cluster 1 Pro13b.10, Pro13b.13,
Pro13b.17, Pro13b.19
23 ENSRNA050013643 Intron_gpll Group |l catalytic intron 27 27.1 RNA.processing Cluster 1 Prol13a.3, Prol3b.3
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0s03g0245800

0s0490445100

0s1190244200

0s04g0107900

0s03g0776900

0s03g0267200

tRNA-Trp
tRNA-Trp

OsUBC40

FKF1

OsGPT2-3

EIN2

OsAAP7B

OsZIP4

Chalk5

OsGPT2

OsDjC45

OsHSP26

HSP22a

HSP20

Hsp90

OsDjC35

OsHsp17.7

tRNA-Trp for anticodon CCA
tRNA-Trp for anticodon CCA

Ubiquitin-conjugating enzyme/RWD-like domain containing protein

Autonomous floral activator%2C Promotion of flowerin

Similar to nucleoporin p58/p45

Similar to F14023.10 protein

Glucose-6-phosphate/phosphate-translocator precursor

Similar to Glucose-6-phosphate/phosphate-translocator precursor

Protein of unknown function DUF580 family protein

Nramp ion-transporter family protein%2C Ethylene signaling pathwa

Similar to OSIGBa0132E09-0OSIGBa0108L24.20 protein

TGF-beta receptor%2C type I/l extracellular region family protein

Similar to Zinc transporter ZIP1 (Fragment)

Vacuolar H+-translocating pyrophosphatase%2C Regulation of grain chalkines

Similar to Glucose-6-phosphate/phosphate-translocator precursor

Similar to Chaperone protein dnaJ

Similar to Heat shock protein 26

Similar to 22.7 kDa class IV heat shock protein precursor

Similar to Pisum sativum 17.9 kDa heat shock protein (hsp17.9) (Fragment)

Similar to Heat shock protein 82

Similar to mitochondrial import inner membrane translocase subunit TIM14

Low molecular mass heat shock protein Oshspl17.7

29
29

29

29

29

29

34

34

34

34

34

34

34

34

34

20

20

20

20

20

20

20

29.2.7
29.2.7

29.5.11.3

29.5.11.4.3.2

29.3.1

29.2.1131.1

34.8

34.8

34.99

34.12

34.3

34.13

34.12

34.3

34.8

20.21

20.21

20.21

20.2

20.21

20.2.1

20.2.1

Protein synthesis_transfer RNA
Protein synthesis_transfer RNA

Protein.degradation.ubiquitin.E2

Protein.degradation.ubiquitin.E3.SCF.FBOX

Protein.targeting.nucleus

Protein.synthesis.ribosomal protein.prokaryotic.unknown

organellar.30S subunit.S1

Transport.metabolite transporters at the envelope
membrane

Transport.metabolite transporters at the envelope
membrane

Transport.misc

Transport.metal

Transport.amino acids

Transport.peptides and oligopeptides

Transport.metal

Transport.amino acids

Transport.metabolite transporters at the envelope
membrane

Stress

Stress

Stress

Stress.abiotic

Stress

Stress

Stress

Cluster 2
Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 2

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.1l

Prol3a.l

Prol3a.3
Prol3a.3

Prol3a.3, Prol3b.5,
Pro13b.10

Prol3a.3, Pro13b.5,
Pro13b.10, Pro13b.17,
Pro13b.19

Prol13b.5

Prol13b.1, Pro13b.9,
Pro13b.16, Pro13b.18,
Prol13b.21, Pro13b.22

Pro13hb.5, Pro13b.10,
Pro13b.17, Pro13b.19

Pro13b.5, Pro13b.10,
Pro13b.17, Pro13b.19

Prol3a.3, Pro13b.5,
Pro13b.10, Pro13b.13,
Pro13b.17, Pro13b.19

Prol3a.3, Pro13b.5,
Pro13b.10, Pro13b.17,
Pro13b.19

Pro13a.3, Pro13b.5,
Pro13b.19

Prol3a.3, Pro13b.5,
Pro13b.10, Pro13b.17,
Pro13b.19

Pro13b.10

Pro13b.1, Pro13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Pro13b.12,
Pro13b.14, Pro13b.18,
Prol13b.21, Pro13b.22

Pro13b.5, Pro13b.10,
Prol13b.17, Pro13b.19

Prol3a.3, Prol3b.5,
Pro13b.9,Pro13b.10,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.17,
Pro13b.19, Pro13b.20,
Pro13b.21

Pro13b.10, pro13b.13

Pro13b.13



151

152

153

154

155
156

157

158

159

160
161

162

163

164

166

167

168

169

170

171

ENSRNA049468908

0s0390409400

0s09g0417600

0s08g0508500

ENSRNA049464941
ENSRNA049466121

ENSRNA049468722

ENSRNA049472231

ENSRNA049473120

ENSRNA049470386
ENSRNA049470195

0s0890243866

ENSRNA049465951

ENSRNA049472208

0s09g90528200

ENSRNA049472018

ENSRNA049472690

0s0490684800

051290108500

EPIORYSAT000373840

snoU31b

MOB1A

WRKY76

IMJ717

snoR86
snoZ168

snoZ223

snoZ118

snoU31b

snoZ278
MIR171_1

CHR743

snoZ169

snoZ118

Oshox6

snoR11

snoZ105

OsUEV1D

OsFbox636

tRNA-Asp (GUC)

Small nucleolar RNA U31b

Similar to mps one binder kinase activator-like 1A

WRKY transcription factor%2C Transcriptional repressor%2C Pathogen defens

Similar to predicted protein

Small nucleolar RNA snoR86
Small nucleolar RNA Z168/2174

Small nucleolar RNA 7223

Small nucleolar RNA Z7118/2121/2120

Small nucleolar RNA U31b

Small nucleolar RNA Z278
microRNA MIR171_1

Similar to chromatin remodeling complex subunit

Small nucleolar RNA Z169

Small nucleolar RNA Z118/2121/72120

Similar to Homeobox-leucine zipper protein HOX6

Small nucleolar RNA R11/Z7151

Small nucleolar RNA 72105

Similar to CROC-1-like protein (Fragment)

Similar to Leucine Rich Repeat family protein%2C expressed

tRNA

27

27

27

27

27
27

27

27

27

27
27

27

27

27

27

27

27

29

29

29

271

27.3.99

27.3.32

27.3.57

271
271

27.1

27.1

27.1

27.1
27.1

27.3.44

27.1

27.1

27.3.22

27.1

27.1

29.5.11.3

29.5.11.4.3.2

29.2.7

RNA.processing

RNA.regulation of transcription.unclassified

RNA .regulation of transcription.WRKY domain
transcription factor family

RNA .regulation of transcription.JUMONJI family

RNA.processing
RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing
RNA.processing

RNA .regulation of transcription.Chromatin Remodeling

Factors

RNA.processing

RNA.processing

RNA.regulation of transcription.HB,Homeobox
transcription factor family

RNA.processing

RNA.processing

Protein.degradation.ubiquitin.E2

Protein.degradation.ubiquitin.E3.SCF.FBOX

Protein synthesis_transfer RNA

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3
Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3
Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Cluster 3

Prol3a.l

Prol3a.1l

Prol3a.l

Prol3a.l

Prol3a.l
Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l
Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.1l

Prol3a.l

Pro13b.13

Pro13b.5, Pro13b.10,
Pro13b.13, Pro13b.17,
Pro13b.19

Pro13a.3, Pro13b.5,
Pro13b.9,Pro13b.10,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.14,
Pro13b.17, Pro13b.19,
Pro13b.20

Pro13a.3, Pro13b.5,
Pro13b.10, Pro13b.13,
Pro13b.17, Pro13b.19

Pro13b.13

Pro13b.13

Prol13b.1, Pro13b.3,
Pro13b.6, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.21

Prol13a.3, Pro13b.1,
Pro13b.3, Pro13b.6,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.21

Pro13b.13
Pro13b.13

Pro13a.3, Pro13b.5,
Pro13b.10, Pro13b.13,
Pro13b.17, Pro13b.19

Prol3a.3, Pro13b.6,
Pro13b.9, Pro13b.10,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.14,
Pro13b.19

Pro13b.13

Prol3a.3, Pro13hb.5,
Pro13b.9, Pro13b.10,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.17, Pro13b.19,
Pro13b.20, Pro13b.21

Pro13b.13

Prol3a.3, Prol3b.1,
Pro13b.3, Prol13b.6,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.19, Pro13b.20,
Pro13b.21

Pro13b.5, Pro13b.10,
Pro13b.17, Pro13b.19

Pro13b.13



172

173

174

176

177

178

179

180

182

183

184

185

0s1090156200

0s0390764300

0s0690664300

ENSRNA049476335

ENSRNA049468200

ENSRNA049473180

ENSRNA049469734

0s0490673300

ENSRNA050013666

0s1290139400

ENSRNA050013661

0s11g0111900

OsMAPKKK18

snosnR60_Z15

ul

SNORD14

snoZ279_R105_R108

RR6

Intron_gpll

RR10

Intron_gpll

Similar to Protein kinase domain containing protein

Serine/threonine protein kinase domain containing protein

Similar to Vacuolar sorting receptor 6 precursor (AtVSR6) (Epidermal growth
factor receptor-like protein 6) (AtELP6) (BP80-like protein d) (AtBP80d)

Small nucleolar RNA snR60/Z15/2230/2193/3J17

U1 spliceosomal RNA

Small nucleolar RNA SNORD14

Small nucleolar RNA Z279/snoR105/snoR108

A-type response regulator%2C Cytokinin signalin

Group |l catalytic intron

A-type response regulator%2C Cytokinin signalin

Group Il catalytic intron

BTB domain containing protein

29

29

29

27

27

27

27

27

27

27

27

29

29.4

29.4

29.3.4.3

27.1

27.1

27.1

27.1

27.3.5

27.1

27.3.5

27.1

29.5.11.45.2

Protein.postranslational modification

Protein.postranslational modification

Protein.targeting.secretory pathway.vacuole

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA .regulation of transcription.ARR

RNA.processing

RNA .regulation of transcription.ARR

RNA.processing

Protein.degradation.ubiquitin.E3.BTB/POZ
Cullin3.BTB/POZ

Cluster 3

Cluster 3

Cluster 3

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Prol3a.l

Prol3a.l

Prol3a.l

Pro13b.6

Pro13b.1, Pro13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.6, Pro13b.14

Pro13b.1, Pro13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Prol3a.3, Prol3b.1,
Pro13b.3, Prol13b.6,
Pro13b.9, Pro13b.14,
Pro13b.16, Pro13b.21
Prol3a.3, Pro13b.6,
Pro13b.10, Pro13b.14,
Pro13b.17, Pro13b.19
Prol13b.1, Prol13b.3,
Pro13b.6, Prol13b.9,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.1, Pro13b.3,
Pro13b.6, Prol13b.9,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.1, Pro13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Prol3b.12,
Pro13b.14, Pro13b.16,
Pro13b.21

Prol3a.3, Pro13hb.5,
Pro13b.9, Pro13b.10,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.17, Pro13b.19,
Pro13b.20, Pro13b.21

Pro13a.3, Pro13b.1,
Pro13b.3, Pro13b.6,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.19, Pro13b.20,
Prol13b.21

Pro13b.10

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l



186

187

188

189

190

191

192

193

194

195
196
197

198

199

200

201

EPIORYSAT000373619

0s02g0688800

0s12g0114100

0s12g0111500

0s08g0104900

0s0290191300

ENSRNA049468027

ENSRNA049465332

ENSRNA049472543

ENSRNA049473610
ENSRNA049471325
ENSRNA049473842

0s09g0444500

0s019g0606900

ENSRNA049470973

ENSRNA049467734

trnD

OsWNK8

OsATL6

SNORD36

u54

MIR1428

SNORD25
snoZ102_R77
snoZ266

OsBRXLS5

OsDjC10

Uiz

snoZ278

tRNA

Non-protein coding transcript

Similar to MAP kinase-like protein

BTB domain containing protein

Protein of unknown function DUF6%2C transmembrane domain containing
protein

Similar to Amino acid transporter-like protein

Small nucleolar RNA SNORD36

Small nucleolar RNA U54

microRNA MIR1428

Small nucleolar RNA SNORD25
Small nucleolar RNA Z102/R77
Small nucleolar RNA Z266

Similar to Protein Brevis radix-like 1

Heat shock protein DnaJ%2C N-terminal domain containing protein

U12 minor spliceosomal RNA

Small nucleolar RNA Z278

29

29

29

29

34

34

27

27

27

27
27
27

20

20

27

27

29.2.7

29.5.11.4.2

29.4

29.5.11.45.2

34.8

34.3

27.1

27.1

27.1

27.1
27.1
27.1

20

20.21

27.1

27.1

Protein synthesis_transfer RNA

Protein.degradation.ubiquitin.E3.RING

Protein.postranslational modification

Protein.degradation.ubiquitin.E3.BTB/POZ
Cullin3.BTB/POZ

Transport.metabolite transporters at the envelope
membrane

Transport.amino acids

RNA.processing

RNA.processing

RNA.processing

RNA.processing
RNA.processing
RNA.processing

Stress

Stress.abiotic.heat

RNA.processing

RNA.processing

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 4

Cluster 5

Cluster 5

Cluster 5

Cluster 5
Cluster 5
Cluster 5

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Pro13b.1, Prol13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Prol13b.22

Prol13a.3, Pro13b.1,
Pro13b.3, Pro13b.6,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.19,
Pro13b.20, Pro13b.21,
Prol13b.22

Pro13b.3, Pro13b.6,
Pro13b.14

Pro13b.1, Pro13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.21
Prol3a.3, Pro13b.3,
Pro13b.6, Pro13b.14
Pro13b.1, Pro13b.3,
Pro13b.6, Pro13b.9,
Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2
Prol3a.2

Prol3a.2

Pro13b.1, Prol13b.9,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.18, Pro13b.22

Pro13b.1, Prol13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22
Pro13b.1, Prol13b.9,
Pro13b.11, Prol13b.12,
Pro13b.13, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Prol3a.l

Pro13b.1, Pro13b.9,

Pro13b.11, Pro13b.12,
Pro13b.13, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22

Pro13b.20

Pro13b.1, Prol13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.20,
Prol13b.21, Prol3b.22

Pro13b.20

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2



202

203

204

205

206

207

208

209

210

211

212

213

214

215

216

ENSRNA049471602

ENSRNA049464972

ENSRNA050013664

ENSRNA049473627

ENSRNA049473918

ENSRNA049471032

ENSRNA049469217

ENSRNA049467928

ENSRNA049473260

ENSRNA049475930

ENSRNA049466137

ENSRNA050013646

ENSRNA049471985

ENSRNA049467441

ENSRNA049468702

Plant_SRP

snoR86

Intron_gpll

SNORD25

ul

SNORD14

Ul

ul

ul

snoZ159

snoZ163

Intron_gpll

snoZ118

uz2

ué6

Plant signal recognition particle RNA

Small nucleolar RNA snoR86

Group |l catalytic intron

Small nucleolar RNA SNORD25

U1 spliceosomal RNA

Small nucleolar RNA SNORD14

U1 spliceosomal RNA

U1 spliceosomal RNA

U1 spliceosomal RNA

Small nucleolar RNA Z159/U59

Small nucleolar RNA Z163/2177 family

Group Il catalytic intron

Small nucleolar RNA Z118/2121/2120

U2 spliceosomal RNA

U6 spliceosomal RNA

27

27

27

27

27

27

27

27

27

27

27

27

27

27

27

27.1

271

271

27.1

271

27.1

27.1

271

27.1

27.1

27.1

27.1

27.1

27.1

27.1

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

RNA.processing

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Pro13b.1, Prol13b.3,
Pro13b.9, Prol13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22
Prol13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Prol13b.1, Pro13b.3,
Pro13b.11, Pro13b.12,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.21, Pro13b.22

Pro13b.18, Pro13b.22

Pro13b.1, Pro13b.3,
Pro13b.11, Pro13b.12,
Pro13b.16, Pro13b.18,
Pro13b.21, Pro13b.22
Pro13b.1, Pro13b.9,
Pro13b.11, Pro13b.12,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.16,
Pro13b.18, Pro13b.20,
Prol13b.21, Prol3b.22

Pro13b.18, Pro13b.22

Pro13b.1, Prol13b.9,
Pro13b.11, Prol13b.12,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Pro13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.14,
Pro13b.16, Pro13b.18,
Prol13b.21, Prol3b.22
Prol13b.1, Prol13b.3,
Pro13b.11, Prol13b.12,
Pro13b.16, Pro13b.18,
Pro13b.21, Pro13b.22
Pro13b.1, Pro13b.3,
Pro13b.11, Pro13b.12,
Pro13b.16, Pro13b.18,
Prol13b.21, Prol13b.22
Pro13b.1, Prol13b.3,
Pro13b.9, Prol13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.21,
Pro13b.22

Pro13b.1, Prol13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Prol13b.14,
Pro13b.16, Pro13b.18,
Pro13b.21, Pro13b.22

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2



217

218

219

220

221

222

223

224

225

226

227

228

ENSRNA049464985

ENSRNA049475592

ENSRNA049468154
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Transport.amino acids

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Cluster 6

Pro13b.1, Prol13b.3,
Pro13b.9, Prol13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22
Prol13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Prol13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22
Pro13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22
Pro13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.13,
Pro13b.14, Pro13b.16,
Pro13b.18, Pro13b.20,
Pro13b.21, Pro13b.22
Pro13b.1, Pro13b.3,
Pro13b.9, Pro13b.11,
Pro13b.12, Pro13b.14,
Pro13b.16, Pro13b.18,
Pro13b.20, Pro13b.21,
Pro13b.22

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2

Prol3a.2




