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Abstract: Allomyrina dichotoma larvae (ADL) is an insect type that is used ethnopharmacologically
to treat various diseases; however, its use as an antiaging treatment has not been widely studied.
Previously, we found that an ethyl acetate (EA) fraction derived from an ADL extract (ADLE) has
a high polyphenol content and antioxidant properties. In this study, we identified the underlying
molecular mechanism for the protective effect of the EA fraction against UVB-induced photodamage
in vitro and ex vivo. UVB treatment increased intracellular reactive oxygen species levels and DNA
damage; the latter of which was significantly decreased following cotreatment with the EA fraction.
Biological markers of aging, such as p16INK4a, p21WAF1, and senescence-associated β-gal levels, were
induced by UVB treatment but significantly suppressed following EA-fraction treatment. UVB-
induced upregulation of matrix metalloproteinase (MMP)-1 and downregulation of COL1A1 were
also reversed by EA-fraction treatment in both cells and a 3D skin model, which resulted in increased
keratin and collagen deposition. Moreover, EA-fraction treatment inhibited the phosphorylation of
MAPKs (p38, ERK, and JNK) and nuclear factor (NF-)-kB and decreased the levels of inflammatory
cytokines in UVB-treated cells. The results indicate that an EA fraction from ADLE ameliorates UVB-
induced degradation of COL1A1 by inhibiting MMP expression and inactivating the MAPK/NF-κB
p65/AP-1 signaling pathway involved in this process.
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1. Introduction

In general, the condition of the external skin, which protects the whole body, reflects
the degree of health and aging. Skin aging is characterized by wrinkles, sagging, roughness,
and dryness, which naturally appear with age but are also promoted by external factors,
with ultraviolet (UV) radiation being the most important factor [1]. A certain amount of
UV exposure is indispensable for humans in order to synthesize vitamin D in the skin.
However, overexposure to UVB (ultraviolet B radiation), which has various biological
effects at wavelengths corresponding to ultraviolet rays of 280–320 nm, damages DNA,
directly and through the generation of reactive oxygen species (ROS) in skin fibroblasts.
This disrupts the antioxidant defense system, induces oxidative stress, and increases the
activity of matrix metalloproteinase (MMP), resulting in photoaging [2,3].

Research on the mechanism of skin photoaging has demonstrated that ascorbic acid,
an antioxidant, donates two electrons and scavenges ROS [4]. It protects the skin by
promoting collagen synthesis; suppressing MMP-1, a collagen-degrading enzyme; and
providing photoprotection against ultraviolet rays and inflammation [5]. Organically
synthesized vitamin derivatives are primarily available commercially; however, they have
an unstable molecular structure. Therefore, when applied to the skin in large amounts, they
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can cause skin irritation and hypersensitivity-based reactions, depending on a person’s
constitution [6]. Therefore, the identification of natural functional materials with fewer side
effects will be useful to prevent skin aging [7–9].

Insects have evolved unique physiological control mechanisms and defense systems
to survive inhospitable natural environments. They account for approximately 80% of
all animalia on Earth, excluding the sea [10,11]. Recently, insects have been proposed
as a natural antioxidant treatment used to remove active oxygen as well as a potential
food source [12,13]. One edible insect form, Allomyrina dichotoma larvae (ADL), has long
been used as a natural pharmacological ingredient in traditional Asian medicine. Var-
ious in vitro and in vivo studies have demonstrated that it has beneficial physiological
properties, including anti-hepatic fibrosis, anti-tumor, anti-inflammatory, anti-obesity, and
anti-neuropathy effects [14–17].

Recently, we found that total ADL extract (ADLE) attenuated free fatty acid-induced
lipotoxicity in pancreatic beta cells, and that its antioxidant activity was an important
mechanism [18]. Moreover, an ethyl acetate extract (EA) was fractionated from ADLE
and found to have a high polyphenol content and 2,2-diphenyl-1-picrylhydrazyl (DPPH)
radical scavenging activity [19]. Therefore, a decrease in oxidative stress levels may be a
key mechanism in the prevention of aging. Based on previous studies, we examined the
protective effect of an EA fraction prepared from ADLE on the expression of UVB-induced
aging-related proteins, inflammatory factors, and apoptosis signaling pathways, in vitro
and in a 3D skin model.

2. Results
2.1. Cytoprotective Effect of the EA Fraction against UVB-Irradiated Human Dermal Fibroblast
(HDF) Cells

We determined whether an EA fraction of ADLE, previously identified as an an-
tioxidant component, exerts cytoprotective effects. After 24 h of exposure, 100 mJ/cm2

UVB irradiation reduced HDF cell viability to 70%, compared with the nonirradiated
control; however, 100 µg/mL of the EA fraction significantly reduced the cytotoxic effect
(Figure 1A). Intracellular ROS levels increased following UVB treatment, with significantly
reduced expression of antioxidant proteins such as NQO-1 and HO-1. These protein levels
were increased following EA treatment (Figure 1B,C). We measured intracellular adeno-
sine triphosphate (ATP) content and mitochondrial membrane potential (∆Ψm) using a
luminescence ATP detection assay and JC-1 staining, respectively. They were found to be
decreased by 10%–20% in UVB-treated cells, compared with the control (p < 0.001); however,
this reduction was significantly reversed in EA-treated cells to the same level as vitamin
C-treated cells (Figure 1D,E). The amount of DNA fragmentation was increased 3-fold
(p < 0.001) following UVB treatment, whereas significant reductions of 42.1% (p < 0.05) by
EA, 36.9% (p < 0.05) by ADLE, and 57.9% (p < 0.01) by vitamin C (Figure 1F) were observed.
These results indicate that the EA fraction prevents cytotoxicity in UVB-exposed HDF cells.

2.2. Anti-Aging Effects of the EA Fraction on Senescence-Associated Secretory Phenotype-Based
Biomarkers in UVB-Irradiated HDF Cells

To determine whether EA fractions exert anti-aging effects, we measured β-galactosidase
activity, the expression of cell cycle-related proteins, and the production of inflammatory
substances in UVB-induced HDF cells with or without ADLE and its EA fraction. Following
UVB irradiation, β-galactosidase activity in HDF cells increased by 2.7-fold (p < 0.001) com-
pared with untreated cells, and it was attenuated by 70.6% following EA fraction treatment
(p < 0.01), which was higher than the inhibitory effect of ADLE, at 47.01% (Figure 2A).
Next, quantitative RT-PCR was used to determine the effect of EA on the expression of
cell cycle regulators, such as p21, p16, and p53. The gene expression levels of p16, p21,
and p53 were significantly (p < 0.001) increased, by 2.7-, 2.2-, and 4.6-fold, respectively, by
UVB irradiation exposure, compared with control cells (Figure 2B). The expression of these
genes was significantly decreased following EA treatment. COX-2 and proinflammatory
cytokines are recognized as markers of cellular senescence. Their expression was measured
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in UVB-irradiated HDF cells with or without EA-fraction treatment. Following UVB ir-
radiation, the mRNA levels of TNFα, IL-1β, and interferon (IFN)γ were increased more
than 2.0-fold compared to the control (CON) group (Figure 2C). This increase was reduced
following EA-fraction treatment to a level similar to that of the controls (vitamin C and
ADLE). The expression of COX-2 protein, an enzyme induced by cytokines, was signifi-
cantly increased following UVB irradiation (p < 0.001), but this increase was reduced by
35.7% (p < 0.01) in the EA-treated group compared with the UVB-alone group (Figure 2D).
These results indicate that EA suppresses UVB-induced photoaging by regulating cellular
senescence mechanisms associated with the p21, p16, and p53 pathways and suppressing
proinflammatory cytokine expression.
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mJ/cm2 UVB irradiation. Cell viability was measured using the MTT (3-(4,5-dimethylthiazol-2-yl)-
2,5-diphenyltetrazolium bromide) assay (A). Intracellular ROS levels were assayed by detecting the 
fluorescence intensity of the oxidant-sensitive fluorescent probe DCFH-DA at 485/535 nm (B). HO-
1 and NQO1 protein expression levels were measured using Western blotting. The band intensity 
was measured using C.S. analyzer 4 version 2.4.5 software, and the relative quantity was calculated 
over 𝛼-tubulin (C). Luciferase-based luminescence assay for cytosolic ATP content (D), JC-1 stain-
ing for mitochondrial membrane potential (ΔΨm) (E), and quantification of apoptosis via frag-
mented DNA analysis using a Cell Death Detection ELISA kit (F). Data are presented as the mean ± 
SD (n = 3–5). *** p < 0.001 versus control (CON, untreated). # p < 0.05, ## p < 0.01, and ### p < 0.001 
versus UVB treatment alone. 
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Figure 1. Cytoprotective effects of the ethyl acetate fraction on UVB-irradiated HDF cells. The cells
were treated for 24 h with 100 µg/mL of ADLE, 100 µg/mL of EA, and 10 µM of vitamin C, after
100 mJ/cm2 UVB irradiation. Cell viability was measured using the MTT (3-(4,5-dimethylthiazol-2-
yl)-2,5-diphenyltetrazolium bromide) assay (A). Intracellular ROS levels were assayed by detecting
the fluorescence intensity of the oxidant-sensitive fluorescent probe DCFH-DA at 485/535 nm (B).
HO-1 and NQO1 protein expression levels were measured using Western blotting. The band intensity
was measured using C.S. analyzer 4 version 2.4.5 software, and the relative quantity was calculated
over α-tubulin (C). Luciferase-based luminescence assay for cytosolic ATP content (D), JC-1 staining
for mitochondrial membrane potential (∆Ψm) (E), and quantification of apoptosis via fragmented
DNA analysis using a Cell Death Detection ELISA kit (F). Data are presented as the mean ± SD
(n = 3–5). *** p < 0.001 versus control (CON, untreated). # p < 0.05, ## p < 0.01, and ### p < 0.001 versus
UVB treatment alone.

2.3. Regulation of COL1A1 and MMP-1 Expression via EA Treatment in UVB-Irradiated
HDF Cells

Acute UV irradiation exposure induced the expression of MMPs in human skin cells
(MMP-1, MMP-3, and MMP-9), and these were involved in the control of extracellular
matrix (ECM) remodeling in aging [20]. As shown in Figure 3A, mRNA expression levels
of collagenase MMP-1 (p < 0.001), MMP-3 (p < 0.05), and MMP-9 (p < 0.001) were signifi-
cantly increased in UVB-irradiated HDF cells, but these expressions were ameliorated by
treatment with EA fraction. As MMP-1 primarily degrades type 1 and 3 collagens, which
are abundant in the skin [21], we also determined the effect of EA on UVB-induced MMP-1
secretion using enzyme-linked immunosorbent assay (ELISA). UVB irradiation of HDFs
increased extracellular MMP-1 secretion by 4.3-fold compared to controls (p < 0.001). How-
ever, ADLE and the EA fraction significantly diminished UBV-induced MMP-1 secretion
by 42.2% (p < 0.01) and 64.8% (p < 0.001), respectively, compared to the UVB-treated group
(Figure 3B). Additionally, reduced mRNA expression of COL1A1 due to UVB treatment
was significantly increased to a level comparable to that of vitamin C, which was used
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as the positive control (Figure 3C). Consistent with these results, Western blot results
also showed an increase in MMP-1 expression and a decrease in COL1A1 levels after
UVB irradiation; however, treatment of HDFs with the EA fraction reversed this expres-
sion (Figure 3D–F). These results indicate that the EA fraction inhibits the UVB-induced
expression and secretion of MMP-1, resulting in the upregulation of COL1A1 levels in
HDF cells.
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Figure 2. Anti-aging effects of the EA fraction on senescence-associated secretory phenotype-based
biomarkers in UVB-irradiated HDF cells. Cells were treated for 24 h with 100 µg/mL of ADLE,
100 µg/mL of EA, and 10 µM of vitamin C after 100 mJ/cm2 UVB irradiation. Beta-galactosidase
activity was assayed using a mammalian β-galactosidase assay kit (A). The mRNA levels of p21,
p16, and p53 were determined using qRT-PCR. The mRNA levels were normalized with those of
cyclophilin (B). The mRNA levels of TNFα, IL-1β, and IFNγ were determined using qRT-PCR. The
mRNA levels were normalized with those of cyclophilin (C). COX2 protein expression was measured
using Western blotting. The band intensity was measured using C.S. analyzer 4 version 2.4.5 software,
and the relative quantity was calculated over α-tubulin (D). Data are presented as the mean ± SD
(n = 3–5). *** p < 0.001 versus CON (nontreated). # p < 0.05, ## p < 0.01, and ### p < 0.001 versus UVB
treatment alone.
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after 100 mJ/cm2 UVB irradiation. The mRNA expression levels of COL1A1 and MMPs were
measured using qRT-PCR (A,C). Extracellular MMP-1 production was measured using an ELISA kit
(B). The expression levels of COL1A1 and MMP-1 proteins were determined using Western blotting
(D). COLIA1 and MMP-1 intensities were measured using C.S. analyzer 4 version 2.4.5 software,
and relative quantities were calculated over α-tubulin (E,F). Data are presented as the mean ± SD
(n = 3–5). * p < 0.05 and *** p < 0.001 versus CON. # p < 0.05, ## p < 0.01, and ### p < 0.001 versus UVB
treatment alone. UVB cells were irradiated with 100 mJ/cm2 UVB alone; UVB + ADLE cells were
treated with 100 µg/mL of ADLE after UVB irradiation; UVB + EA cells were treated with 100 µg/mL
of EA fraction of ADLE after UVB irradiation; UVB + vitamin C cells were treated with 10 µM of
ascorbic acid as a positive control.

2.4. Effect of EA Fraction on Activation of MAPK and NF-κB/AP-1 Signaling Pathways in
UVB-Irradiated HDF Cells

To clarify the mechanism of EA-mediated inhibition of MMP-1 expression, the activa-
tion of MAPK was assessed via Western blotting. As shown in Figure 4A,B, phosphorylation
of several MAPK family proteins, including ERK (p < 0.001), p38MAPK (p < 0.001), and JNK
(p < 0.001), was significantly increased after UVB irradiation, which is consistent with a pre-
vious report [22]. In contrast, EA treatment resulted in the suppression of phosphorylation
(Figure 4A,B). Following activation, the MAPK signaling pathways sequentially stimulate
oxidative stress-induced signaling pathways such as NF-κB, transcription factor activator
protein-1 (AP-1), and nuclear factor erythroid-2-related factor 2 (Nrf2) [23]. NF-kB/AP-1 is
involved in the expression of MMP. We found that UVB irradiation significantly increased
the translocation of AP-1 (p < 0.001) and p-NF-κB p65 (p < 0.001) from the cytoplasm into
the nucleus, but treatment with the EA fraction markedly reduced the translocation of
these proteins (p < 0.01) (Figure 4C). Next, we measured the changes in p-IκBα levels in
the cytoplasmic fraction, which activates NF-κB through the dissociation of IκBα from
the NF-κB complex. The cytoplasmic fraction of UVB-stimulated HDFs exhibited higher
levels of p-IκBα than found in unstimulated cells. However, these levels were significantly
suppressed following treatment with the EA fraction and were similar to those observed
with vitamin C treatment (Figure 4D,E).
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Figure 4. Effects of the EA fraction on the activation of MAPK and NF-κB/AP-1 signaling pathways
in UVB-irradiated HDF cells. Cells were treated for 24 h with 100 µg/mL of ADLE, 100 µg/mL of
EA, and 10 µM of vitamin C after 100 mJ/cm2 UVB irradiation. The protein levels of MAPK pathway
signals were analyzed using Western blotting (A), the band intensities were measured using C.S.
analyzer 4 version 2.4.5 software, and relative quantities were calculated over α-tubulin (B). The
protein levels of NF-κB related signaling and AP-1 (C) were analyzed using Western blotting (D), the
band intensity was measured using C.S. Analyzer 4 version 2.4.5 software, and the relative quantity
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was calculated over β-actin and lamin B (E). Data are presented as mean ± SD (n = 3–5). * p < 0.05
and *** p < 0.001 versus CON. # p < 0.05, ## p < 0.01, and ### p < 0.001 versus UVB treatment alone.
UVB cells were irradiated with 100 mJ/cm2 of UVB alone; UVB + ADLE cells were treated with
100 µg/mL of ADLE after UVB irradiation; UVB + EA cells were treated with 100 µg/mL of the EA
fraction of ADLE after UVB irradiation; UVB + vitamin C cells were treated with 10 µM of ascorbic
acid as a positive control.

2.5. Inhibitory Effects of the EA Fraction on UVB-Induced Collagen Degradation in a 3D
Reconstructed Human Skin Model

To assess the histological changes in UVB-induced skin aging with or without EA-
fraction treatment, EpiSkinTM tissues from each group were stained with specific antibodies.
First, Masson’s trichrome staining was used to visualize keratin (red) and collagen (blue)
within the layers of the epidermis. Keratin has a unique form found only in the granular
layer, which prevents moisture from evaporating from inside the skin and acts as a barrier
against the penetration of foreign substances, particularly water. As shown in Figure 5A,
red-stained keratin and blue-stained collagen were markedly decreased by UVB irradiation
in the 3D skin model; however, EA treatment significantly reversed the loss of collagen and
keratin within the stratum corneum, as evidenced by the upper cross-sectional structural
thickness in the skin epidermis model (Figure 5B). Because the expression levels of COL1A1
and MMP-1 were regulated by EA-fraction treatment in HDF cells, we confirmed this effect
in EPI skin tissues. COL1A1 mRNA was decreased by >90% following UVB irradiation
(p < 0.001), whereas EA treatment restored COL1A1 mRNA levels 3.8-fold (p < 0.01), com-
pared with the UVB-irradiated group alone. Additionally, MMP-1 mRNA, which increased
2.0-fold (p < 0.001) following UVB irradiation, was significantly suppressed by EA treat-
ment (Figure 5C,D). These results indicate that the EA fraction inhibits UVB-induced skin
barrier dysfunction and collagen reduction.
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blue collagen, light-red or pink cytoplasm, and dark brown-to-black cell nuclei. Thickness of the
stratum corneum (SC) was measured in the red- and blue-stained areas at the top of the membrane in
three randomly selected fields in each epidermis (B). MMP-1 (C) and COL1A1 (D) mRNA levels were
determined using qRT-PCR. The mRNA levels were normalized with those of cyclophilin. Data are
presented as the mean ± SD (n = 3). ** p < 0.01 and *** p < 0.001 versus CON. # p < 0.05 and ## p < 0.01
versus UVB alone. SC, stratum corneum layer; VE, viable epidermis layer; CON, nonirradiated
control. UVB cells were irradiated with 100 mJ/cm2 of UVB alone; UVB + ADLE cells were treated
with 100 µg/mL of ADLE after UVB irradiation; UVB + EA cells were treated with 100 µg/mL of the
EA fraction of ADLE after UVB irradiation; UVB + vit. c cells were treated with 10 µM of ascorbic
acid as a positive control.

3. Discussion

Cutaneous aging is a complex biological process consisting of intrinsic and extrinsic
aging. Intrinsic aging is a consequence of physiological and genetic changes that occur over
time, whereas extrinsic aging is caused by cumulative exposure to external stimuli, such as
UV radiation, environmental toxins, and infectious agents that cause DNA damage and,
ultimately, skin damage [24]. The increase in UVB radiation is a major threat to skin health,
with increased long-term consequences such as photoaging, photoimmunosuppression,
and photocarcinogenesis [25].

UVB exposure increases ROS production, and excessive intracellular ROS production
reduces mitochondrial membrane potential (∆Ψm), an indicator of electron transport chain
homeostasis, thereby reducing ATP production [26]. Following the loss of ∆Ψm, apoptosis-
inducing factors, such as cytochrome c, are released from the mitochondrial intermembrane
space into the cytoplasm and activate the caspase signaling pathway, resulting in apopto-
sis [27]. We demonstrated that UVB significantly increases intracellular ROS production
and interferes with mitochondrial ATP synthesis, thereby inducing cell damage. However,
treatment with ADLE and its EA fraction significantly reduced these effects, which was
similar to the reduction observed with vitamin C. Although the antioxidant effects of the
EA fraction are unclear, we hypothesize that they participate in regulating the oxidative
system in photoaged fibroblasts through the induction of the cytoprotective enzymes HO-1
and NQO-1, which are downstream of Nrf-2.

Beta-galactosidase is a lysosomal hydrolase that cleaves terminal β-D-galactose
residues [28,29]. As cellular aging progresses, or following UVB exposure, its activity
gradually increases; therefore, it is widely used to assess the degree of cellular aging [30].
In this study, we confirmed the potential of EA as an inhibitor of β-galactosidase activity,
which is activated during the photoaging process.

Cell-cycle arrest during cellular aging is primarily associated with the activation of
one or both of the p53/p21WAF1/CIP1 and p16INK4A/pRB tumor-suppressor pathways. The
activity of these pathways increases during the aging process [31,32]. Moreover, UVB
primarily acts on the outermost epidermal layer of the skin. It causes an inflammatory
response through the secretion of cytokines and chemokines, which contribute to inflamma-
tory skin aging [33]. The expression of the mRNA or protein of cell cycle-related genes was
increased by UVB and decreased by EA treatment. These results indicate that EA fractions
not only delay the progression of cellular aging but also have an anti-inflammatory effect.

Collagen is the most widespread and abundant protein in the dermis and is one
of the main ECM components responsible for skin elasticity and support [34]. MMPs
are responsible for the degradation of ECM components in the dermis [35]. MMP-1 is
increased by oxidative stress, such as UV, and partially cleaves collagen, whereas MMP-3
and MMP-9 break down the cleaved collagen fragments into smaller fragments. This
destruction of connective tissue causes wrinkling and dryness of the skin, ultimately
leading to photoaging [36]. Therefore, preventing collagen degradation by reducing MMP-
1 activity may be an alternative to preventing photoaging. The EA fraction inhibited
UVB-mediated expression of MMP-1 and increased COL1A1, which are related to the
decomposition/synthesis of collagen in fibroblasts.
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UV rays activate epidermal growth factor receptors and cytokine receptors on the
surface of keratinocytes and fibroblasts, which in turn activate the ERK, JNK, and MAPK
pathways. AP-1 acts as a downstream effector in these signaling pathways, leading to colla-
gen degradation by upregulating MMPs. Therefore, inhibiting AP-1 activation is considered
a rational approach to prevent skin aging [37–39]. Moreover, the abnormal accumulation of
intracellular ROS is affected not only by the MAPK/AP-1 signaling pathway but also by
nuclear factor-κB (NF-κB) signaling [40]. We confirmed that UVB irradiation activates ERK,
JNK, and p38MAPK pathways, which activate AP-1 and NF-κB in the nucleus, increase
MMP expression, and subsequently increase COL1A1 degradation. In the present study,
activated MAPK/AP-1 and NF-κB signaling induced by UVB was attenuated by the EA
fraction, suggesting that EA prevents collagen degradation by modulating UVB-induced
MMP and proinflammatory cytokine expression through MAPK signaling mediated by the
NF-κB p65 and AP-1 pathways in fibroblasts. Adler et al. showed that blocking the genetic
induction of NF-κB in the epidermis of old mice restored tissue properties and the overall
gene expression programs of young mice [41].

Reconstructed 3D human tissue models are widely used to examine the effects of
cosmetic ingredients and their safety under in vivo-like conditions [42]. In the present
study, the anti-aging effects of the EA fraction were examined using a 3D reconstructed
human skin model. Similar to the HDFs, UVB irradiation decreased collagen levels and
increased MMP levels, which were suppressed by the EA fraction.

Insects are recognized as a potential food resource. Although the uses of insects are
derived primarily from unproven folk medicine, this resource has recently emerged as an in-
dustrial resource, resulting in studies of insect-derived physiological ingredients. The phys-
iological substances identified in insects can be manufactured by the metabolism of phy-
tophagous insects and synthesized during the ecdysis and sclerotization of insects [43,44];
however, the antioxidant effects of insect-derived compounds that target skin aging are
unknown. Polyphenol compounds exhibit anti-inflammatory and anti-aging effects on the
skin because of their excellent anti-inflammatory, antibacterial, and UV-blocking proper-
ties [45]. In a previous study, the total polyphenol content of the EA fraction extracted from
ADLE was 10.3 mg GAE/g extract, which was 1.2-fold higher, compared with that of the
raw material (ADLE). Therefore, EA contains anti-oxidant components derived from other
solvent fractions, suggesting that it has an excellent antiphotoaging effect.

4. Materials and Methods
4.1. Chemicals and Reagents

Dulbecco’s modified eagle’s medium (DMEM), Trypsin-EDTA 1X solution, Dulbecco’s
phosphate-buffered saline (DPBS), and penicillin–streptomycin were purchased from Wel-
gene (Daegu, Republic of Korea). Fetal bovine serum (FBS) was purchased from Gibco
BRL (Grand Island, NY, USA). Dimethyl sulfoxide (DMSO), Trizol reagent, and ascorbic
acid were obtained from Sigma-Aldrich (St. Louis, MO, USA). Thiazolyl blue tetrazolium
bromide (MTT) was obtained from Duchefa Biochemie (Haarlem, Netherlands). An oxida-
tively sensitive 2′,7′-dichlorodihydrofluorescein diacetate (DCFH-DA) fluorescent probe
was obtained from Molecular Probes (Life Technologies, Grand Island, NY, USA).

4.2. Preparation of the EA Fraction of the ADLE

ADL were supplied by Yechun Bugs Land (Yecheon-gun, Gyungsangbuk-do, Republic
of Korea). EA fractions of the aqueous ethanolic ADLE were prepared as previously
described [19]. ADLE and EA fractions were prepared in sterile DMSO at a concentration
of 100 mg/mL and diluted in culture medium to a final concentration of 100 µg/mL. The
final DMSO concentration did not exceed 0.1% (v/v). Vitamin C, used as a positive control,
was dissolved in distilled water.
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4.3. Cell Culture, UVB Irradiation, and Cell Viability

Primary Dermal Fibroblast Normal; Human, Neonatal (HDFn, ATCC PCS-201-010),
a cell line isolated from neonatal foreskin, is commonly used in research for studying
responses to pathogens, skin aging, wound healing, gene delivery, and skin diseases,
including scleroderma. Cells were proliferated and maintained in DMEM containing 10%
FBS and 1% penicillin–streptomycin in a humidified incubator at 37 ◦C with 5% CO2 [46].
The culture medium was replaced every 3 days and passaged when the cells reached 80%
confluence; cells with less than 25 passages were used for the experiment. UVB cells were
irradiated at 100 mJ/cm2 using a UVB source (Bio-Link Crosslinker, Vilber Lourmat, Cedex,
France). The cells were then treated with the indicated concentrations of the experimental
samples for 24 h, and cell viability was measured using an MTT colorimetric assay.

4.4. Intracellular ROS Measurement

Intracellular ROS levels were detected using a DCFH-DA fluorescent probe, following
the methods described previously [47]. Briefly, cells were grown to 80% confluence in a
96-well, black, clear-bottomed plate (Corning Inc., Corning, NY, USA), exposed to UVB
irradiation, and incubated with ADLE, EA, and vitamin C for 24 h. The cells were washed
twice with DPBS and reacted with DCFH-DA (10 µM) in the dark for 30 min. Thereafter,
the cells were washed thrice with DPBS and 100 µL of DPBS was added to each well. The
fluorescence values of dichlorofluorescein in the cells were detected using a fluorescence
spectrophotometer at excitation and emission wavelengths of 488 and 535 nm, respectively.

4.5. Senescence-Associated β-Galactosidase Assay

HDF cells were incubated overnight in a 24-well plate, with 5.0 × 104 cells per well.
Confluent cells were irradiated with UVB and then treated with ADLE, EA, and vitamin C
for 24 h. Senescence-associated β-galactosidase (SA-β-gal) levels were measured using a
beta-galactosidase assay kit (Thermo Fisher Scientific, Waltham, MA, USA), following the
manufacturer’s protocol.

4.6. ATP Content

Cellular ATP levels were measured based on luminescence using the Perkin–Elmer
ATPLite system, following the manufacturer’s instructions. This was based on light produc-
tion due to the ATP reaction with the added luciferase and D-luciferin. Briefly, cells were
cleaned twice with DPBS after reaction termination. The mammalian cell lysis solution
was then applied to release adenine nucleotides from cells and deactivate endogenous
ATP-degrading enzymes. Then, luciferase and D-luciferin were added to react with the
generated ATP.

4.7. Mitochondrial Membrane Potential Assay

A typical feature of apoptosis is the loss of mitochondrial membrane potential (∆Ψm).
Intracellular mitochondrial membrane potential levels were measured based on fluores-
cence (ex. 550/em. 600 for red fluorescence and ex. 485/em. 535 for green fluorescence)
using a JC-1 Mitochondrial Membrane Potential Detection Kit (Biotium, Hayward, CA,
USA) following the manufacturer’s instructions. The results were expressed as the ratio of
red fluorescence to green fluorescence. The ratio of red/green fluorescence was decreased
in dead and apoptotic cells, compared with the ratio in healthy cells.

4.8. ELISA

HDF cells were seeded in a six-well plate at a density of 5.0 × 105 cells/well and
cultured for 24 h. The culture media and cells were collected after treatment of experimental
samples for 24 h following UVB irradiation. The cultured media were centrifuged at
10,000× g for 3 min to remove debris, and the supernatants were collected. Quantitative
measurement of MMP-1 secretion in the supernatant was performed using a Human MMP-
1 (Sandwich ELISA) ELISA kit (catalog number ab215083, Abcam, Cambridge, MA, USA),
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following the manufacturer’s instructions. The collected cells were analyzed using the Cell
Death Detection ELISA Plus kit (Roche Molecular Biochemicals, Mannheim, Germany) for
the relative quantification of intracellular DNA damage (apoptotic). The protein content of
the cells was determined using a bicinchoninic acid (BCA) protein analysis kit (Thermos
Scientific, Rockford, IL, USA), with bovine serum albumin as the reference.

4.9. Nuclear Extract Preparation

Cells were treated with 100 mJ/cm2 UVB irradiation and then reacted with ADLE, EA,
and vitamin C for 24 h. Cells were washed twice with DPBS, collected using a cell scraper,
and pelleted at 12,000× g for 3 min at 4 ◦C. Cytosol and nucleic acids were separated
from the collected cells according to the manual of NE-PER® Nuclear and Cytoplasmic
Extraction Reagents (Pierce Biotechnology, Rockford, IL, USA).

4.10. Treatment of a Human Reconstituted Skin Model and Measurement of Collagen Expression
Using Histological Analysis and Gene and Protein Expression

Labcyte EPI-MODEL24 is a human reconstructed skin model purchased from Japan
Tissue Engineering Co., Ltd. (J-TEC, Nagoya, Japan). Its structure is similar to that of
the epidermis and comprises basal, spinal, granulous, and cornified layers. After receipt,
the Labcyte EPI Model24 skin tissue was stabilized in a 5% CO2 incubator for 24 h. The
upper surface of the well was then pretreated with an experimental sample diluted for
2 h in the provided assay medium, followed by three rinses with DPBS. Subsequently, the
epidermal tissues dipped in 0.1-mL DPBS were irradiated using a UVB source (100 mJ/cm2)
and then incubated in an assay medium diluted with experimental samples for 24 h. The
epidermal tissues isolated from the specific insert plates were then collected for qRT-PCR
and immunohistochemistry.

4.11. Masson’s Trichrome Stain

The following summarizes the paraffin embedding process: the culture inserts con-
taining the EPI-MODEL were transferred to a tube containing 4% paraformaldehyde (PFA)
and fixed for 24 h at 4 ◦C. The bottom layer was separated from the culture insert using
a scalpel, and the upper layer tissue was embedded in a 4% agar solution dissolved in
DPBS. This was performed using the paraffin embedding protocol for Masson’s trichrome
staining [48].

4.12. Quantitative Real-Time Polymerase Chain Reaction

Total RNA sequentially extracted using Trizol reagent was reverse-transcribed using
a PrimeScript cDNA Synthesis Kit (Takara, Dalian, China). The qRT-PCR was performed
using SYBR Green Master Mix (Applied Biosystems, Foster City, CA, USA). The expression
of each gene relative to cyclophilin, a reference gene, was calculated using the 2-∆∆Ct
method. Table 1 shows the primer sequences.

Table 1. Primer sequences.

Gene Primer Sequence (5′→3′)

MMP-1 forward
reverse

ATTCTACTGATATCGGGGCTTTGA
ATGTCCTTGGGGTATCCGTGTAG

MMP-3 forward
reverse

TTCGGGATGCCAGGAAAGGTTC
AGTTCCTTGGATTGGAGGTGACG

MMP-9 forward
reverse

CTGCCAGGACCGCTTCTACT
TGGTCCCAGTGGGGATTTAC

COL1A1 forward
reverse

CTCGAGGTGGACACCACCCT
CAGCTGGATGGCCACATCGG

TNFα
forward
reverse

TGCTCCTCACCCACACCAT
GGAGGTTGACCTTGGTCTGGTA
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Table 1. Cont.

Gene Primer Sequence (5′→3′)

IL-1β
forward
reverse

ACGATGCACCTGTACGATCACT
CACCAAGCTTTTTTGCTGTGAGT

IFNγ
forward
reverse

ACTCATCCAAGTGATGGCTGAA
TCCTTTTTCGCTTCCCTGTTT

p16 forward
reverse

GTGGACCTGGCTGAGGAG
CTTTCAATCGGGGATGTCTG

p21 forward
reverse

CCGAAGTCAGTTCCTTGTGG
CATGGGTTCTGACGGACAT

p53 forward
reverse

AGGCCTTGGAACTCAAGGAT
CCCTTTTTGGACTTCAGGTG

GAPDH forward
reverse

AGGGCTGCTTTTAACTCTGGT
CCCCACTTGATTTTGGAGGGA

4.13. Western Blotting

Western blotting was performed as previously described [19]. Proteins extracted
from cells or skin tissue samples were transferred to nitrocellulose-based membranes
after performing SDS-PAGE. The membranes were immunoblotted with the indicated
primary antibodies overnight at 4 ◦C. After washing the membranes with TBST, they were
reacted with secondary antibodies (Gendepot, Katy, TX, USA) at room temperature for
2 h. Chemiluminescence was performed using an ELC kit (Millipore, Burlington, MA,
USA) and an ATTO WSE-6200 LuminoGraph II (ATTO Corporation, Tokyo, Japan). The
images were evaluated using Image Software (C.S. Analyzer 4, ATTO Corporation, Tokyo,
Japan) for quantitative analysis. The primary antibodies used for Western blotting were as
follows: anti-AP-1 (1:1000; Cell Signaling Technology, Danvers, MA, USA), anti-MMP-1
(1:1000; Cell Signaling), anti-COL1A1 (1:1000; Cell Signaling), anti-p-ERK (1:1000; Cell
Signaling), anti-ERK (1:1000; Cell Signaling), anti-p-JNK (1:1000; Cell Signaling), anti-JNK
(1:1000; Cell Signaling), anti-p-p38MAPK (1:1000; Cell Signaling), anti-p38MAPK (1:1000;
Cell Signaling), anti-p-NF-κB p65 (1:1000; Cell Signaling), anti-NF-κB p65 (1:1000; Cell
Signaling), anti-p-IκB (1:1000; Cell Signaling), anti-IκB (1:1000; Cell Signaling), anti-COX2
(1:1000; Cell Signaling), anti-NQO-1 (1:1000; Abcam), HO-1 (1:1000; Abcam), anti-α-tubulin
(1:1000; Cell Signaling), anti-β-actin (1:2500; Cell Signaling), and anti-Lamin B1 (1:1000;
Cell Signaling).

4.14. Statistical Analysis

Statistical analysis was performed using the SPSS 20.0 software (IBM SPSS ver. 20.0.0
for Windows; IBM Co., Armonk, NY, USA). Results are expressed as the mean ± standard
deviation. The significance of differences among groups was analyzed using the Fisher’s
Least Significant Difference (LSD) comparison test. Statistical significance was set at
p < 0.05.

5. Conclusions

The EA fraction attenuated aging-related biochemical markers and prevented cell
damage by downregulating the expression of cell-cycle arrest and inflammatory factors
through the suppression of UVB-induced oxidative stress. Moreover, this effect was
achieved through the control of MMPs through the MAPK/AP-1 and NF-κB signaling
pathways (Figure 6). These results suggested that ADLE, especially its EA fraction, can
more effectively prevent or ameliorate skin photoaging caused by UVB. These results
provide insight for future anti-aging studies using insect materials.



Int. J. Mol. Sci. 2024, 25, 7850 12 of 14

Int. J. Mol. Sci. 2024, 25, x FOR PEER REVIEW 12 of 15 
 

 

ATTO WSE-6200 LuminoGraph II (ATTO Corporation, Tokyo, Japan). The images were 
evaluated using Image Software (C.S. Analyzer 4, ATTO Corporation, Tokyo, Japan) for 
quantitative analysis. The primary antibodies used for Western blotting were as follows: 
anti-AP-1 (1:1000; Cell Signaling Technology, Danvers, MA, USA), anti-MMP-1 (1:1000; 
Cell Signaling), anti-COL1A1 (1:1000; Cell Signaling), anti-p-ERK (1:1000; Cell Signaling), 
anti-ERK (1:1000; Cell Signaling), anti-p-JNK (1:1000; Cell Signaling), anti-JNK (1:1000; 
Cell Signaling), anti-p-p38MAPK (1:1000; Cell Signaling), anti-p38MAPK (1:1000; Cell Sig-
naling), anti-p-NF-κB p65 (1:1000; Cell Signaling), anti-NF-κB p65 (1:1000; Cell Signaling), 
anti-p-IκB (1:1000; Cell Signaling), anti-IκB (1:1000; Cell Signaling), anti-COX2 (1:1000; 
Cell Signaling), anti-NQO-1 (1:1000; Abcam), HO-1 (1:1000; Abcam), anti-α-tubulin 
(1:1000; Cell Signaling), anti-β-actin (1:2500; Cell Signaling), and anti-Lamin B1 (1:1000; 
Cell Signaling). 

4.14. Statistical Analysis 
Statistical analysis was performed using the SPSS 20.0 software (IBM SPSS ver. 20.0.0 

for Windows; IBM Co., Armonk, NY, USA). Results are expressed as the mean ± standard 
deviation. The significance of differences among groups was analyzed using the Fisher’s 
Least Significant Difference (LSD) comparison test. Statistical significance was set at p < 
0.05. 

5. Conclusions 
The EA fraction attenuated aging-related biochemical markers and prevented cell 

damage by downregulating the expression of cell-cycle arrest and inflammatory factors 
through the suppression of UVB-induced oxidative stress. Moreover, this effect was 
achieved through the control of MMPs through the MAPK/AP-1 and NF-κB signaling 
pathways (Figure 6). These results suggested that ADLE, especially its EA fraction, can 
more effectively prevent or ameliorate skin photoaging caused by UVB. These results pro-
vide insight for future anti-aging studies using insect materials. 

 
Figure 6. Scheme of the anti-aging mechanism of the EA fraction of ADLE on UVB-induced HDF 
cells. Red cross indicates that EA fraction of ADLE inhibits the pathways induced by UVB. 

  

Figure 6. Scheme of the anti-aging mechanism of the EA fraction of ADLE on UVB-induced HDF
cells. Red cross indicates that EA fraction of ADLE inhibits the pathways induced by UVB.

Author Contributions: Conceptualization, K.K. and Y.S.O.; methodology, K.K., C.-E.K., E.-Y.P. and
D.-J.B.; formal analysis, K.K., C.-E.K. and E.-Y.P.; investigation, K.K. and Y.S.O.; writing—original
draft preparation, K.K., C.-E.K., D.-J.B., E.-Y.P. and Y.S.O.; writing—review and editing, K.K. and
Y.S.O.; visualization, K.K., C.-E.K. and Y.S.O.; funding acquisition, Y.S.O. All authors have read and
agreed to the published version of the manuscript.

Funding: This study was supported by Basic Science Research Program Grant (NRF-2021R1F1A1050949;
RS-2024-00336513) provided by the National Research Foundation of Korea (NRF), which is funded by
the Ministry of Science, ICT and Future Planning.

Data Availability Statement: The data used to support the findings of this study are available from
the corresponding author upon request.

Conflicts of Interest: The authors declare no conflicts of interest.

References
1. Jin, X.-J.; Kim, E.J.; Oh, I.K.; Kim, Y.K.; Park, C.-H.; Chung, J.H. Prevention of UV-induced skin damages by 11,14,17-eicosatrienoic

acid in hairless mice in vivo. J. Korean Med. Sci. 2010, 25, 930–937. [CrossRef]
2. Afaq, F.; Syed, D.N.; Malik, A.; Hadi, N.; Sarfaraz, S.; Kweon, M.H.; Khan, N.; Zaid, M.A.; Mukhtar, H. Delphinidin, an

anthocyanidin in pigmented fruits and vegetables, protects human HaCaT keratinocytes and mouse skin against UVB-mediated
oxidative stress and apoptosis. J. Investig. Dermatol. 2007, 127, 222–232. [CrossRef] [PubMed]

3. Park, K.; Lee, J.-H. Protective effects of resveratrol on UVB-irradiated HaCaT cells through attenuation of the caspase pathway.
Oncol. Rep. 2008, 19, 413–417. [CrossRef] [PubMed]

4. Padayatty, S.J.; Katz, A.; Wang, Y.; Eck, P.; Kwon, O.; Lee, J.H.; Chen, S.; Corpe, C.; Dutta, A.; Dutta, S.K.; et al. Vitamin C as an
antioxidant: Evaluation of its role in disease prevention. J. Am. Coll. Nutr. 2003, 22, 18–35. [CrossRef]

5. Farris, P.K. Topical vitamin C: A useful agent for treating photoaging and other dermatologic conditions. Dermatol. Surg. 2005, 31,
814–817; discussion 818. [CrossRef] [PubMed]

6. Park, C.-M.; Lee, S.-Y.; Joung, M.-S.; Choi, J.-W. Anti-wrinkle effect of 3-O-cetyl-L-ascorbic acid. J. Soc. Cosmet. Sci. Korea 2008, 34,
303–309.

7. Wyss, R. Chromatographic and electrophoretic analysis of biomedically important retinoids. J. Chromatogr. B Biomed. Appl. 1995,
671, 381–425. [CrossRef]

8. Weiss, J.S.; Ellis, C.N.; Headington, J.T.; Voorhees, J.J. Topical tretinoin in the treatment of aging skin. J. Am. Acad. Dermatol. 1988,
19, 169–175. [CrossRef] [PubMed]

9. Fisher, G.J.; Kang, S.; Varani, J.; Bata-Csorgo, Z.; Wan, Y.; Datta, S.; Voorhees, J.J. Mechanisms of photoaging and chronological
skin aging. Arch. Dermatol. 2002, 138, 1462–1470. [CrossRef]

https://doi.org/10.3346/jkms.2010.25.6.930
https://doi.org/10.1038/sj.jid.5700510
https://www.ncbi.nlm.nih.gov/pubmed/16902416
https://doi.org/10.3892/or.19.2.413
https://www.ncbi.nlm.nih.gov/pubmed/18202789
https://doi.org/10.1080/07315724.2003.10719272
https://doi.org/10.1111/j.1524-4725.2005.31725
https://www.ncbi.nlm.nih.gov/pubmed/16029672
https://doi.org/10.1016/0378-4347(95)00154-B
https://doi.org/10.1016/S0190-9622(88)70161-9
https://www.ncbi.nlm.nih.gov/pubmed/3045163
https://doi.org/10.1001/archderm.138.11.1462


Int. J. Mol. Sci. 2024, 25, 7850 13 of 14

10. Premalatha, M.; Abbasi, T.; Abbasi, T.; Abbasi, S.A. Energy-efficient food production to reduce global warming and ecodegrada-
tion: The use of edible insects. Renew. Sustain. Energy Rev. 2011, 15, 4357–4360. [CrossRef]

11. MacEvilly, M.C. Bugs in the system. Nutr. Bull. 2000, 25, 267–268. [CrossRef]
12. Rumpold, B.A.; Schlüter, O.K. Potential and challenges of insects as an innovative source for food and feed production. Innov.

Food Sci. Emerg. Technol. 2013, 17, 1–11. [CrossRef]
13. Dossey, A.T. Insects and their chemical weaponry: New potential for drug discovery. Nat. Prod. Rep. 2010, 27, 1737–1757.

[CrossRef] [PubMed]
14. Kim, K.; Bae, G.D.; Lee, M.; Park, E.-Y.; Baek, D.J.; Kim, C.Y.; Jun, H.-S.; Oh, Y.S. Allomyrina dichotoma larva extract ameliorates the

hepatic insulin resistance of high-fat diet-induced diabetic mice. Nutrients 2019, 11, 1522. [CrossRef]
15. Kim, M.; Youn, K.; Yun, E.-Y.; Hwang, J.-S.; Ahn, M.-R.; Jeong, W.-S.; Jun, M. Effects of solvent fractions of Allomyrina dichotom

larvae through the inhibition of in vitro BACE1 and β-amyloid(25–35)-induced toxicity in rat pheochromocytoma PC12 cells.
Entomol. Res. 2014, 44, 23–30. [CrossRef]

16. Lee, J.-E.; Jo, D.-E.; Lee, A.-J.; Park, H.-K.; Youn, K.; Yun, E.-Y.; Hwang, J.-S.; Jun, M.; Kang, B.H. Hepatoprotective and anticancer
activities of Allomyrina dichotoma larvae. J. Life Sci. 2015, 25, 307–316. [CrossRef]

17. Lee, J.H.; Seo, M.; Lee, H.J.; Baek, M.; Kim, I.W.; Kim, S.Y.; Kim, M.A.; Kim, S.H.; Hwang, J.S. Anti-inflammatory activity of
antimicrobial peptide allomyrinasin derived from the dynastid beetle, Allomyrina dichotoma. J. Microbiol. Biotechnol. 2019, 29,
687–695. [CrossRef]

18. Kim, K.; Kwak, M.-K.; Bae, G.-D.; Park, E.-Y.; Baek, D.-J.; Kim, C.-Y.; Jang, S.-E.; Jun, H.-S.; Oh, Y.S. Allomyrina dichotoma larva
extract attenuates free fatty acid-induced lipotoxicity in pancreatic beta cells. Nutr. Res. Pract. 2021, 15, 294–308. [CrossRef]
[PubMed]

19. Kim, K.; Park, E.-Y.; Baek, D.-J.; Lee, C.-S.; Oh, Y.S. Antiphotoaging effects of solvent fractions isolated from Allomyrina dichotoma
larvae extract. Biochem. Biophys. Rep. 2024, 38, 101660. [CrossRef]

20. Freitas-Rodríguez, S.; Folgueras, A.R.; López-Otín, C. The role of matrix metalloproteinases in aging: Tissue remodeling and
beyond. Biochim. Biophys. Acta Mol. Cell Res. 2017, 1864, 2015–2025. [CrossRef]

21. Pittayapruek, P.; Meephansan, J.; Prapapan, O.; Komine, M.; Ohtsuki, M. Role of matrix metalloproteinases in photoaging and
photocarcinogenesis. Int. J. Mol. Sci. 2016, 17, 868. [CrossRef]

22. Bode, A.M.; Dong, Z. Mitogen-activated protein kinase activation in UV-induced signal transduction. Sci. STKE 2003, 2003, RE2.
[CrossRef] [PubMed]

23. Finkel, T.; Holbrook, N.J. Oxidants, oxidative stress and the biology of ageing. Nature 2000, 408, 239–247. [CrossRef] [PubMed]
24. Cavinato, M.; Jansen-Dürr, P. Molecular mechanisms of UVB-induced senescence of dermal fibroblasts and its relevance for

photoaging of the human skin. Exp. Gerontol. 2017, 94, 78–82. [CrossRef] [PubMed]
25. Bosch, R.; Philips, N.; Suárez-Pérez, J.A.; Juarranz, A.; Devmurari, A.; Chalensouk-Khaosaat, J.; González, S. Mechanisms

of photoaging and cutaneous photocarcinogenesis, and photoprotective strategies with phytochemicals. Antioxidants 2015, 4,
248–268. [CrossRef] [PubMed]

26. Rigoulet, M.; Yoboue, E.D.; Devin, A. Mitochondrial ROS generation and its regulation: Mechanisms involved in H2O2 signaling.
Antioxid. Redox Signal. 2011, 14, 459–468. [CrossRef] [PubMed]

27. Zimmermann, M.; Reichert, A.S. How to get rid of mitochondria: Crosstalk and regulation of multiple mitophagy pathways. Biol.
Chem. 2017, 399, 29–45. [CrossRef] [PubMed]

28. Krishna, D.R.; Sperker, B.; Fritz, P.; Klotz, U. Does pH 6 beta-galactosidase activity indicate cell senescence? Mech. Ageing Dev.
1999, 109, 113–123. [CrossRef] [PubMed]

29. Li, M.; Yang, M.; Zhu, W.-H. Advances in fluorescent sensors for β-galactosidase. Mater. Chem. Front. 2021, 5, 763–774. [CrossRef]
30. González-Gualda, E.; Baker, A.G.; Fruk, L.; Muñoz-Espín, D. A guide to assessing cellular senescence in vitro and in vivo. FEBS J.

2021, 288, 56–80. [CrossRef]
31. Rovillain, E.; Mansfield, L.; Lord, C.J.; Ashworth, A.; Jat, P.S. An RNA interference screen for identifying downstream effectors of

the p53 and pRB tumour suppressor pathways involved in senescence. BMC Genom. 2011, 12, 355. [CrossRef] [PubMed]
32. Kobashigawa, S.; Sakaguchi, M.; Masunaga, S.; Mori, E. Stress-induced cellular senescence contributes to chronic inflammation

and cancer progression. Therm. Med. 2019, 35, 41–58. [CrossRef]
33. Tanaka, K.; Hasegawa, J.; Asamitsu, K.; Okamoto, T. Prevention of the ultraviolet B-mediated skin photoaging by a nuclear factor

kappaB inhibitor, parthenolide. J. Pharmacol. Exp. Ther. 2005, 315, 624–630. [CrossRef] [PubMed]
34. Baumann, L. Skin ageing and its treatment. J. Pathol. 2007, 211, 241–251. [CrossRef] [PubMed]
35. Cavdar, Z.; Ozbal, S.; Celik, A.; Ergur, B.U.; Guneli, E.; Ural, C.; Camsari, T.; Guner, G.A. The effects of alpha-lipoic acid on

MMP-2 and MMP-9 activities in a rat renal ischemia and re-perfusion model. Biotech. Histochem. 2014, 89, 304–314. [CrossRef]
[PubMed]

36. Tran, T.A.; Ho, M.T.; Song, Y.W.; Cho, M.; Cho, S.K. Camphor induces proliferative and anti-senescence activities in human
primary dermal fibroblasts and inhibits UV-induced wrinkle formation in mouse skin. Phytother. Res. 2015, 29, 1917–1925.
[CrossRef] [PubMed]

37. Yaar, M.; Gilchrest, B.A. Photoageing: Mechanism, prevention and therapy. Br. J. Dermatol. 2007, 157, 874–887. [CrossRef]
[PubMed]

38. Rittié, L.; Fisher, G.J. UV-light-induced signal cascades and skin aging. Ageing Res. Rev. 2002, 1, 705–720. [CrossRef] [PubMed]

https://doi.org/10.1016/j.rser.2011.07.115
https://doi.org/10.1046/j.1467-3010.2000.00068.x
https://doi.org/10.1016/j.ifset.2012.11.005
https://doi.org/10.1039/c005319h
https://www.ncbi.nlm.nih.gov/pubmed/20957283
https://doi.org/10.3390/nu11071522
https://doi.org/10.1111/1748-5967.12046
https://doi.org/10.5352/JLS.2015.25.3.307
https://doi.org/10.4014/jmb.1809.09031
https://doi.org/10.4162/nrp.2021.15.3.294
https://www.ncbi.nlm.nih.gov/pubmed/34093971
https://doi.org/10.1016/j.bbrep.2024.101660
https://doi.org/10.1016/j.bbamcr.2017.05.007
https://doi.org/10.3390/ijms17060868
https://doi.org/10.1126/stke.2003.167.re2
https://www.ncbi.nlm.nih.gov/pubmed/12554854
https://doi.org/10.1038/35041687
https://www.ncbi.nlm.nih.gov/pubmed/11089981
https://doi.org/10.1016/j.exger.2017.01.009
https://www.ncbi.nlm.nih.gov/pubmed/28093316
https://doi.org/10.3390/antiox4020248
https://www.ncbi.nlm.nih.gov/pubmed/26783703
https://doi.org/10.1089/ars.2010.3363
https://www.ncbi.nlm.nih.gov/pubmed/20649461
https://doi.org/10.1515/hsz-2017-0206
https://www.ncbi.nlm.nih.gov/pubmed/28976890
https://doi.org/10.1016/S0047-6374(99)00031-7
https://www.ncbi.nlm.nih.gov/pubmed/10515661
https://doi.org/10.1039/D0QM00683A
https://doi.org/10.1111/febs.15570
https://doi.org/10.1186/1471-2164-12-355
https://www.ncbi.nlm.nih.gov/pubmed/21740549
https://doi.org/10.3191/thermalmed.35.41
https://doi.org/10.1124/jpet.105.088674
https://www.ncbi.nlm.nih.gov/pubmed/16027228
https://doi.org/10.1002/path.2098
https://www.ncbi.nlm.nih.gov/pubmed/17200942
https://doi.org/10.3109/10520295.2013.847498
https://www.ncbi.nlm.nih.gov/pubmed/24160412
https://doi.org/10.1002/ptr.5484
https://www.ncbi.nlm.nih.gov/pubmed/26458283
https://doi.org/10.1111/j.1365-2133.2007.08108.x
https://www.ncbi.nlm.nih.gov/pubmed/17711532
https://doi.org/10.1016/S1568-1637(02)00024-7
https://www.ncbi.nlm.nih.gov/pubmed/12208239


Int. J. Mol. Sci. 2024, 25, 7850 14 of 14

39. Choi, S.I.; Jung, T.D.; Cho, B.Y.; Choi, S.H.; Sim, W.S.; Han, X.; Lee, S.J.; Kim, Y.C.; Lee, O.H. Anti-photoaging effect of fermented
agricultural by-products on ultraviolet B-irradiated hairless mouse skin. Int. J. Mol. Med. 2019, 44, 559–568. [CrossRef]

40. Han, S.H.; Ballinger, E.; Choung, S.-Y.; Kwon, J.Y. Anti-photoaging effect of hydrolysates from pacific whiting skin via MAPK/AP-
1, NF-κB, TGF-β/Smad, and Nrf-2/HO-1 signaling pathway in UVB-induced human dermal fibroblasts. Mar. Drugs 2022, 20, 308.
[CrossRef]

41. Adler, A.S.; Sinha, S.; Kawahara, T.L.; Zhang, J.Y.; Segal, E.; Chang, H.Y. Motif module map reveals enforcement of aging by
continual NF-kappaB activity. Genes Dev. 2007, 21, 3244–3257. [CrossRef] [PubMed]

42. Brohem, C.A.; Cardeal, L.B.S.; Tiago, M.; Soengas, M.S.; Barros, S.B.M.; Maria-Engler, S.S. Artificial skin in perspective: Concepts
and applications. Pigment Cell Melanoma Res. 2011, 24, 35–50. [CrossRef] [PubMed]

43. Alara, O.R.; Abdurahman, N.H.; Ukaegbu, C.I. Extraction of phenolic compounds: A review. Curr. Res. Food Sci. 2021, 4, 200–214.
[CrossRef] [PubMed]

44. Nino, M.C.; Reddivari, L.; Osorio, C.; Kaplan, I.; Liceaga, A.M. Insects as a source of phenolic compounds and potential health
benefits. J. Insects Food Feed 2021, 7, 1077–1087. [CrossRef]

45. Lee, C.-J.; Chen, L.-G.; Chang, T.-L.; Ke, W.-M.; Lo, Y.-F.; Wang, C.-C. The correlation between skin-care effects and phytochemical
contents in Lamiaceae plants. Food Chem. 2011, 124, 833–841. [CrossRef]

46. Fontaine, K.A.; Camarda, R.; Lagunoff, M. Vaccinia virus requires glutamine but not glucose for efficient replication. J. Virol. 2014,
88, 4366–4374. [CrossRef] [PubMed]

47. Chou, T.-C. Theoretical basis, experimental design, and computerized simulation of synergism and antagonism in drug combina-
tion studies. Pharmacol. Rev. 2006, 58, 621–681. [CrossRef]

48. Karapetsas, A.; Voulgaridou, G.-P.; Konialis, M.; Tsochantaridis, I.; Kynigopoulos, S.; Lambropoulou, M.; Stavropoulou, M.-I.;
Stathopoulou, K.; Aligiannis, N.; Bozidis, P.; et al. Propolis extracts inhibit UV-induced photodamage in human experimental
in vitro skin models. Antioxidants 2019, 8, 125. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.3892/ijmm.2019.4242
https://doi.org/10.3390/md20050308
https://doi.org/10.1101/gad.1588507
https://www.ncbi.nlm.nih.gov/pubmed/18055696
https://doi.org/10.1111/j.1755-148X.2010.00786.x
https://www.ncbi.nlm.nih.gov/pubmed/21029393
https://doi.org/10.1016/j.crfs.2021.03.011
https://www.ncbi.nlm.nih.gov/pubmed/33899007
https://doi.org/10.3920/JIFF2020.0113
https://doi.org/10.1016/j.foodchem.2010.07.003
https://doi.org/10.1128/JVI.03134-13
https://www.ncbi.nlm.nih.gov/pubmed/24501408
https://doi.org/10.1124/pr.58.3.10
https://doi.org/10.3390/antiox8050125

	Introduction 
	Results 
	Cytoprotective Effect of the EA Fraction against UVB-Irradiated Human Dermal Fibroblast (HDF) Cells 
	Anti-Aging Effects of the EA Fraction on Senescence-Associated Secretory Phenotype-Based Biomarkers in UVB-Irradiated HDF Cells 
	Regulation of COL1A1 and MMP-1 Expression via EA Treatment in UVB-Irradiated HDF Cells 
	Effect of EA Fraction on Activation of MAPK and NF-B/AP-1 Signaling Pathways in UVB-Irradiated HDF Cells 
	Inhibitory Effects of the EA Fraction on UVB-Induced Collagen Degradation in a 3D Reconstructed Human Skin Model 

	Discussion 
	Materials and Methods 
	Chemicals and Reagents 
	Preparation of the EA Fraction of the ADLE 
	Cell Culture, UVB Irradiation, and Cell Viability 
	Intracellular ROS Measurement 
	Senescence-Associated -Galactosidase Assay 
	ATP Content 
	Mitochondrial Membrane Potential Assay 
	ELISA 
	Nuclear Extract Preparation 
	Treatment of a Human Reconstituted Skin Model and Measurement of Collagen Expression Using Histological Analysis and Gene and Protein Expression 
	Masson’s Trichrome Stain 
	Quantitative Real-Time Polymerase Chain Reaction 
	Western Blotting 
	Statistical Analysis 

	Conclusions 
	References

