Table S1. Primer list

Primer name and sequence (5— 3) Purpose

Seq7_156F: ttggatcggtaaggctgett MLO?7 sequence verification

MLO7_R: atctcatgttgggttcggatt

P6-VvU6.2_F: cactagggatgactgectgga Promoter VvU6.2 sequence amplification

P6-VvU6.2_R: cgcaggggccatgctaatct

UBQ2-F: gctgacggagtcgttagtca Promoter VvUBQ?2 sequence amplification

UBQ2-R: tctacacagatctaagagag

121: agatctgtcgatcgaccatggtgagcaagggcgagg GFP-P2A-HygR fusion PCR

122: gtacagctcgtcgecagtcttgtacagctegtecatgeeg

123: gggatcactctcggcatggacgagctgtacaagactggegac

124: cttctcgacagacgtcgeggtgagttcaggctttttcatggte

125: gggeatccaccggtcgecaccatgaaaaagectgaactcac

126: agagtcccgcectattectttgeecteggacg

127: aaaggaataggcgggactctggggtteg
128:attaattcgggaagttcctattctctagaaagtataggaacttcgectgeggaga

tctggattttag

129: taggaacttcccgaattaattcggcegttaattcag

130: acggagccgattttgaaaccgegggeggtgatcacaggeage

131: gaagtgagctcatattgaaagttaatatgtattatt HSP-FLP amplification

132: acataatatatcaaattggctcatcaccttcc

133: atggctcctaagaagaagaggaaggtgatgagecaatttgatatattatg

134: atgattacaggcctccgatctagtaacatagatgacaccge

1F_FRT: ctcttaattaatagggataacaggg Fusion PCR and cloning

2R_FRT: ccttcagtttgaagttcctattctctagaaag

3F_preP: taggaacttcaaactgaaggcgggaaac

4R_preP: aaggtgagatcttcatatcttaagaatgaagatgt

5F_VvU6- 26: agatatgaagatctcaccttctggtggegaaca

6R_VvU6- 26: gttggtctcccaatctctaagegtttgetectg

7F_preUBQ: ttagagattgggagaccaacccagtggac

7F preUBQSDbf/Stu: catggcaggccttcaacatggtggagcacg

8R’preUBQSDbf/Stu: tgaaggcctgecatgcaagcettattggtttatcte

8R_preUBQ: ctccgtcagcattgecctttggtcttctgag

9F_VvUBQP: aaagggcaatgctgacggagtcgttagtc

10R_VvUBQ: tgaggtcgagtctacacagatctaagagagtacc

11F_Cas9: tctgtgtagactcgacctcaacacaacatatac

12R_Cas9SbfI: ctectgcaggtageagatgeg

prF Hyper/m1Ncol: gatcacccttgggccaatagagaatgegt HyPer sequence PCR mutagenesis

PrR Hyper/m1Ncol: ggcccaagggtgatcttcatagattgctaaa




prF Hyper/m2Ncol: cctgtcccttggecaacattagtaacaacctt

prR Hyper/m2Ncol: tggccaagggacaggaagttttccagttgt

prF_HyperNcol: gccaccatggaaatggcttctcaacagg

prR_HyperSacll: gaaaccgcggecgegggceggtgatcacagge

prRHyperfusion: gagtccegcttacactgcettgettcaaaace

prFHyperfusion: gaagcaagcagtgtaagcgggactctggggttc

Hyper sequence fusion PCR and cloning

gRNA 7.7F: attgttggttcttcccaaagceca

gRNA 7.7R: aaactggctttgggaagaaccaa

gRNA expression

Seq_1_F: ttctcttaggtttacccgccaa

Seq_1_R: tcttgaaggttcgatgcctaatca

Seq_2_F: cttgaaccgtagctttcgttttct

Seq_2_R: aactttgttttagggcgactgc

Seq_3_F: ttggggtacagtctatgecteg

Seq_3_R: cctgttcaggaaccggatcaaa

Seq_4_F: cacgatcgacattgatctggct

Seq_4_R: acggactagccttattttaacttgc

Seq_5_F: gctcacagccaaactatcaggt

Seq_5_R: cacggcatctagatgtcccttg

Seq_10_F: aggatcttcttagaaagcagagaacc

Seq_10_R: acgtacttaaccttggtaagctcg

Seq_11_F: catcgagagaatgaccaacttcga

Seq_11_R: tcgtggataagctgcatgaagt

Seq_12_F: cggaatcagagataagcagtctgg

Seq_12_R: atcagaacgggtaagaaccttgt

Seq_13_F: acgttgatcaggagcttgacat

Seq_13_R: tttccgatctectgetcagact

Seq_14_F: tgttggaaccgctcttatcaaga

Seq_14_R: tggcaacttgatgataagatccttct

Seq_15_F: caccatcatggagcgttcttct

Seq_15_R: tcctccaagctgagaaagatcg

Seq_16_F: gctccagctgctttcaagtact

Seq_16_R: ttcaaacaaaacactgaaaccatagag

Seq_18_F: tatccccttegtectcgtcaaa

Seq_18_R: gatctcccagatgctttcacce

Seq_19_F: tcgaatcatcggaagaagcaga

Seq_19_R: ttagtcaactccgttaggcect

Seq_20_F: tgcgccttatccaatctttget

Seq_20_R: tgccaaatgtttgaacgatcge

Vector sequencing




Seq_21_F: tcagttccagcgacttgattcg

Seq_21_R: tgggagatgaggaggctttctt

Seq_22_F: ccactaattcgtcctgetggtt

Seq_22_R: gcaacgcaattaatgtgagttagc

Seq_23_F: atccgctcacaattccacacaa

Seq_23_R: tcaatagccctttggtcttctga

Seq_24_F: acgttccaaccacgtcttcaaa

Seq_24_R: tgaacttgtggccgtttacgtc

Seq_25_F: agctttcgcagatctgtcgatc

Seq_25_R: atgggggtgttctgctggta

Seq_29_F: gggttcctatagggtttegete

Seq_29_R: actgttccttgcattctaaaacctt

Seq_30_F: tcggctcegtcgatactatgtt

Seq_30_R: aattcggctaagcggctgtcta

Seq_31_F: ttatcgagctgtatgcggagtg

Seq_31_R: cagcagattacgcgcagaaaaa

Seq_32_F: acgtgagttttcgttccactga

Seq_32_R: ctcaagtcagaggtggcgaaac

Seq_33_F: gtgagctatgagaaagcgccac

Seq_33_R: agacggtcacagcttgtctg

Seq_34_F: tatcgctacgtgactgggtcat

Seq_34_R: ctagcaggggaaaaaggtcgaa

Seq_35_F: gtacggctttgggttcccaat

Seq_35_R: gtacgaagaaggccaagaacgg

Seq_36_F: tcagctagctcgatctcgatgt

Seq_36_R: ccgctgatcgaatccgeaaa

1F_FRTslic: cctgtcaaacactgatagtttctcttaattaatagggataaca

2R_FRT: ccttcagtttgaagttcctattctctagaaag

3F_preP: taggaacttcaaactgaaggcgggaaac

4R_preP: aaggtgagatcttcatatcttaagaatgaagatgt

5F_VvU6-26: agatatgaagatctcaccttctggtggggaaca

6R_VvU6-26: gttggtctcccaatctctaagegtttgetectg

7F_preUBQ: ttagagattgggagaccaacccagtggac

7F preUBQSbf/Stu: catggcaggccttcaacatggtggagcacg

8R'preUBQSbf/Stu: tgaaggcctgecatgcaagcettattggtttatete

8R_preUBQ: ctccgtcagcattgecctttggtctictgag

9F_VvUBQP: aaagggcaatgctgacggagtcgttagtc

10R_VvUBQ: tgaggtcgagtctacacagatctaagagagtacc

AtU6-26, 35S promoters replacement by VvU6-
26, VvUBQ2 promoters




11F_Cas9: tctgtgtagactcgacctcaacacaacatatac

12R: gccatctcgttggagaaaatctcctgcaggtageagatge




