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Supplementary Figure S1. Gene interaction between abnormal metabolic processes and
mitochondrial complex I activity in sarcopenia across species. (a) Representative plots
showing enrichment in abnormal metabolic processes generated from GSEA across species. (b)
Network analysis showing gene interaction between mitochondrial respiratory complex I and
abnormal metabolic processes. The yellow dot indicates genes involved in mitochondrial
complex I activity.
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Supplementary Figure S2. Suppressed mitochondrial translation in sarcopenia across
species. Representative plots showing enrichment of gene sets related to mitochondrial
translation processes generated from GSEA in sarcopenia across species.
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Supplementary Figure S3. Abnormal inflammatory responses in sarcopenia across
species. Representative graphs showing enrichment of gene sets associated with abnormal
inflammatory responses, generated from GSEA, in sarcopenia across species.



