Table S1 Primers sequence for amplifying candidate genes

Primer name Primer Sequences (5'-3")
Forward ATGGGGCAGCTTCCTTCACA
Bra020876
Reverse CTAAATTGAAGACAGGTCT
Forward ATGGTGCCGAGATGTTCAAG
Bra020861-1
Reverse AGTAACCAGCAGGAGGCA
Forward AAGCCTGACGACGTTGACGC
Bra020861-2
Reverse GCTATGTGAAGAAACAAAGCT
Forward CTGCTTTTTCAACGGTGAAC
Bra020861-3
Reverse ACGAGATTAGTCATATTCC
Forward GAAATTGGATCTCTCCAGAT
Bra020861-4
Reverse CTAAACCGGACTAAACCAGA

Table S2 Primers sequence for qRT-PCR of two candidate genes

Primer name Primer Sequences (5'-3")
Forward TTCTCAGGCTCCCTTCCTAATA
Bra020876-RT
Reverse CACTTATTGGCCCTGAGAGATT
Forward CTGAATCGAGAAGCAGTAGACC

Bra020861-RT
Reverse CCGTGGCTCTGTAACTGAAATA




Table S3 InDel and SSR primers sequence information

Marker name Primer Sequences (5'-3")
Forward TCCGGTTTTTAATTGCGAGT
ZYF8-2
Reverse AGATTTGTAGGGGTTTTAAGAGTTC
Forward CATTCGCTTCTCCACACAAA
snqg8-6
Reverse AAAATGCCTCGTGTCGAGTT
012 Forward ACGAAGGATCAAGGACGATG
snq8-1
Reverse TTTTGTAAGTTGTGCCGTCG
Forward TCTGCACTCACTTGCTCCAC
ZYF8-16
Reverse CAGCACCCATCGATCACTTA
Forward TCCCTCCTCTCTACGTCTTCTTC
saul92
Reverse CTTCTCTGTAACGGGCTTTGAC
Forward CCATGACTAACTGAACCCTCGT
Acmp08-6
Reverse GGTGTGTGATTGTAGGGACCA
Forward ACAGCTCCTCTTCCTCCTCC
ZYF8-38
Reverse GAAAGCTGTTCTCCACGAGC
Forward CGACCCCCTTCATTAGTTGA
ZYF8-45
Reverse CTTCGTTTGCAACTTCCTCC
Forward CGTGGTACATGAGCATCGTT
snq8-49
Reverse TTTTGAACCTTTGTTGTCTCCA
Forward TTTTGGCCAAGATCGGTCGA
331
Reverse TCCTAGGCAAAAACCGGACC
Forward CGGCGTTAAGGGTTTTAGCG
sau339
Reverse TGAGGATCGGTTTTCGGGTG
Forward ACCTCATACGATGGTCTTCTGT
333
Reverse TTTTCTCTGGGGGCATGCTT
Forward ACGCTGGTAGATATGTGGTCA
sau332-1
Reverse TCCCCCTTCAATGGAACCAC
Forward GCCATGCCAGGTTTGCTTTT
Acmp08-3

Reverse AGTTCCAAAGCCGGATTCGT
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Bra020876

1248 GAGTT AT G GAGT TG CTGGT TTTAMT TAT GTCTAT GATC TTC ARG TRTTC AMGCTT
37T GAGTT AT GG T TG L TG T TTTANT TAT GTCTAT GATCTTC AMGTRC T ANGCTT

fE 0 e 3 e b b A
128 A AR AGATTCTC AT TCACTTCCC AT AAC TT T T GAMA G TGACTCTTTGCTT
aTT AR A AGATTCTCAGGTTCACTTCCC AT AACTTGT T GAMAGETGACTCTTTGCTT

oo o o o o o o o o o o o o o o o o b o kR R ok
124 TTAGCGACGTTHEATTT ARG TG AAC AN TCTCTC AT ATGCTCTT AGCT AGAGRGT G
3TT TTACGACGT T HIATTT AR GT GG AR AR TCTCTC AGGTAT GO TC T T AMGC T AGAGAGT

o e o o b b o o o bbb oo oo o o o bbbk b ok ok ok ok bk b ok

124 GEATTGTTATATGC T AT GET GG ACCAAGARMACT AR AR TCT ARCTCTTTTTGTTTGT
37T GEATTGTTATATGT AT GGT GG ACC AAGAAMACT AR AATCT ARCTCTTTTTGTTTGT
ookl kR oR ROk ook ko

124 Gl AR T AT T TC TG AT AT TCT ATC AR ACT FAC T CCAGAGAGT TET QGG
37T GT A ATAGC T o AGTTTC T GEATGATTC T ATCAARCT GACTCCAGAGGAGT TETOT A

A ok oo R b o R R b oo R o bR R b kR R kR R Rk ok R R kR Rk R ok ook
124 GEACCAGC T ARGTCCT GarA AA AGT AT CACGEACTTCTT ACAGAGT ARCGETTAT
3rT GLACCAGC T rARGTCCT Gorh ARG T AGCCACGFACTTCTT ACAGAGT ARCGCTTGAT

o b o o o e b bbb o o s b kR R R

124 AACGEAFTGT TTCT ANCCGTAGET GGC T AAGATAAGGDGT TGC AR AGT AATA K AGEA
37T ARCGEAGTGTTTCT AMCCGTANT GGC T AAGAGAAGGTGT TGC ARAGT AATA R AGA

LR S S R S SR R S e e
1248 ARGETGGTGTTGATI TAACGEAT T GGT TAGGT TG GT GT TG T GAMGGT CET GG GG
37T ARGGTGGTGTTGACT TAACGEAT T GGT TAGGT TG GT GT T G T GAMGGT CET GGETH GG

bbb bbb bR bbb oo o oo b s o e b o e e o o e o e o o o o o o b b b b ok

125 AT ECTTTEACTCGET GETEAC AC MEGAGATGEEAAGT GATCC TGT TAC AGRGA R AGGGA
3T A ACGCTTTEACTCGGT GETGAC AT MGAGAT GGGANGTZATCCTGT TAC AGAGARAGGEA
R R R R R R R R R R e S R R e
12h ComAAGARGTTCT T GHAT TGCCT TGAGETGT AT ARGATCTGTGTCT GhizAGA 3173
37T ComAAGNGETTCT T GHAT TGO T TaAGETGT AT AMGATCTGTGTCT GhizAG 3173
kR Rk ok

Figure Sla Bra020876 gene sequence differences between 12A and 377.
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Bra020861
12A - AAAGGGCAGTGCAAGCTTGCATGCCTGCAGGTCGACGATTACGAGATTAGTCATATTCC
377 AAAAGGTCAGTGCAAGCTTGCATGCCTGCAGGTCGACGAT - -~ == == == === === = == - -
khkkkhk hhkkhkhkkhhkhkkhkkhkhkhkhkkhhkhkhkhkkhhhhhkkhhkhhkhhkk

12A CAATAGAAGAGGAAATCTCCACAAGGCTTGAGCATTCACTGAGATCCAATTCCTTGAGAT
B7T e e
12A TGGTCATATTCCCAACGGGGAGCTCCACAAGGCTTGAGCATTCACTGAGATCCAATTTCT
BT e e e e e e
12A TGAGATTGGTCATATTTCCAATAGAAAAAGAGAGCCGTACAACGCTTGAGCATTGGGAGA
377 e e e e e
12A GATTCAACTTCTCAAGATTAGTCATATTACTAATAGAAGAGGGGACTTCCATAAGGCTTG
377 e TACGAGATTAGTCATATTCCCAATAGAAGAGGAAATCTCCACAAGGCTTG
* kkkkkhkkhkkhkkhkhkkk Kk hhkkhkkkhhkkhkk * *hkkk kkkkkhkkk
12A AGCACAGCTTGAGATTCAATTTCTTGAGATTAGTCATATTCCCAATAGAAGAGGAAATCT
377 AGCATCCACTGAGATCCAAATTCTTGAGATTAGTCATATTCCCAA- - - - - - AGGTGAGCT
*khkkk khkkkkhk khhkk khhkkkhkhhkkhhhkhkhhkhhkhhhhkkhhhhkik *kk * k)

12A AGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACG

377 AGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACG
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12A TTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGACGAT -~~~ -~~~ -~ -

377 TTGTAAAACGACGGCCAGTGCCAAGCTTGCATGCCTGCAGGTCGACGATTATGGTGCCGA

*hkkkkkkkkkkkkkkkkhkkkhkkhkhkkhkhkkhkhkkkhkhkkkhkkhkkkhkkhkhkhkhkkhkhkkkhk

128 s TCTCTAGAGGATCCCCGGG

377 GATGTTCAAGTGCCACAACCATGCCTCCTGCTGGTTACTAATCTCTAGAGGATCCCCGGG
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12A TACCGAGCTCGAATTCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGC

377 TACCGAGCTCGAATTCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGC
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Figure S1b  Bra020861 gene sequence differences between 12A and 377.




