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Figure S1. Quantitative characteristics of SSR in the transcriptome of O. chinensis leaves.
(A) Distribution analysis of SSR with different repetition types and different repetition
times. (B) Characteristics of repeat motif composition for different SSR repeat types. (C)
Comparative analysis of the number of different SSR repeat motifs.
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Figure S2. Genetic difference analysis of O. chinensis based on cpSSRs and EST-SSR. (A)

NJ tree of 96 accessions. (B) NJ tree of seven populations. (C) Three D PCoA score plot of
96 accessions. (D) Three D PCoA score plot of seven populations.
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Figure S3. The value of delta K.
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Figure S4. The value of LnP(K).



