Figure S1. Protein—protein interaction networks among GsSR family
members. The network nodes represent GsSR proteins, and edges
represent protein—protein associations.
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Figure S2. The splicing patterns of

= : : m z(t;ll GsSll;{ protein gene transcripts.
. reen boxes represent exons,

= : : m purple boxes represent
: untranslated regions, and black

Ha i : HHHE lines represent introns. A scale bar

Ha iH HHHE is provided at the bottom.
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Figure S3. The statistics of transcript
numbers for GsSRs. (A) The distribution of

10+ GsSR protein gene numbers based on their
transcript numbers; (B) The distribution of
transcript numbers of different SR protein
81 sub-families. Table S1. Gene specific
g primer pairs of GsSRs for Y2H analysis.
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